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TAAGCATGAATTACGCCCTAGACGCATTATGGTGGAAACTTACCAGCCAACCCGTCCGCG 
ACCTTGCCTCGCTGCTGACTGCGCCGCCTTTGTGGCAAAGCGGCTGCGAATTGAGCGTGC 
GAGAACTACTGGGAGAACACGGTTTCCGTTACCTTTTGGCATTGGATGCCGATCCCACGC 
GGCTGACGGATTACCTCGCCCAACGCGCCCCGTTCGGCCACCGTCTCGGCATTTATGCCG 
AAGAGCTGCTGGCTTTTTGGTTTGCCAATGCACCGCACGCCGAACTGCTCGCGCACAACC 
TCACGGTTTCCGGTTCGGACGGCAATACGCAAGGCGCGGCGGATTTTGTGGCAAGGCTTA 
ACGGCAAACCCTACCATATCGAGCTGACCTGCAAATATTACGGCGGCGACACGGACAGTC 
CCGAAGGGATGCGCGGATTCGACCCCAAAGACACGCTGTTGGGAAAAGCCGCCAAACTGA 
CCGCCCAACTCGGTCTGCCGCACACTTCAGACGGCATCCGGACCTTGCGGCAGCACGGTT 
TGCCGCTTAACGTAAAACCCGTTTCCATCGTGCGCGGCATCGGATTTTTTCCACACGGTT 
TCCATGCTTTTGAGCCACCGCTTAATCCATACGGTTGGCGCGGCATCTATATTCAAGATT 
GGGCGGAATACGGGTTTAAACGCCAAGAAGTCCGCTACCATCTGCTCGACCGTATGGCCT 
ACCTCGCGCCTGCGCGTGTCGCCGAAACCGAAACATTGAACGCAACCGAAATCCGCCGTA 
TCGACCAAGGCTTGATTGCCGTTTTGGAATGTCGGCCGGACGGCTTTTGGCACGAAATCG 
AACGCATTATGAAGGCCGTCTGAAACCCTTTCCCAACATTAACGCGTATATCTATTGAGA 
GGCTTAGTGATGGAAATCTCATTTCCCATACAATTTATGAAAGAGTCATCCGAGTTAATA 
AGGATATTGGATATGATAAATATAACAACAACATGCCAACTAATATTATGACGATCCAAA 
CAAATAAGTATGGTAATTTAATAACTACGACCCCAGGTAGAATACAATGAAGAATAATGT 
TAAAAATTGGACAACTAAAGAAGTCAAGCAATCATTAGATAAATTTAATAATATTTTAAT 
TAAAAATACTTTTCTTCTTCAGTATCTGAAAAAAGAGTTTTCAGCTTCAAGTGCTTATTG 
TTTGTCTATGCTCCCTGAAGAAGAAGATATATATGAAATATTGGTTAATGGGAATATTAT 
TATTGATTTAGAATTTAATAAACATACAAATGAAACAGTTGTTATTAATGTTACTGATGT 
TGATGAATACTTGAAAACTTTAACCAATGAGAGTGGTAGAGTATTTTTTACATTAGCAAA 
AGAAATCGGCAAACAGAAAAACATTTAACAAGAGCGAAATACAAATTAAAAACTCAATGG 
AGTGATGGCATATTTAGGATAGATATACTGAACGAAGAAAATAAATTTTGTTTTTTTCCT 
CATGTTTTAGGGAGTGATTACAAAATGAAATCGCTGATGTGATTATATCGGATGCTGTTC 
AAGCGACCTGAAAATAGAACTTTTTTCAGGCTGCCTTTGTAGTTAACGGAGAAATTTAGA 
CAAATCCCGATTGCGCACTTTTAACACATCTTTCTTATTGCGGATAGAATACTAAGTAAT 
GATAAAGATGCTATTGTTATTTTAAGGACGTTAGATTGATTATGAATAACCCACAGTAAG 
AGAACCCATTACATTATGAACGCCGCACAACTCGACCATACCGCCAAAGTTTTGGCTGAA 
ATGCTGACTTTCAAACAGCCTGCCGATGCCGTCCTCTCCGCCTATTTCCGCGAACACAAA 
AAGCTCGGCAGTCAAGATCGCCACGAAATCGCCGAAACCGCCTTTGCCGCGCTGCGCCAC 
TATCAAAAAATCAGTACCGCCCTACGCCGTCCGCACGCGCAGCCGCGCAAAGCCGCTCTC 
GCCGCACTGGTTCTCGGCAGAAGCACCAACATCAGCCAAATCAAAGACCTGCTTGATGAA 
GAAGAAACAGCGTTCCTCGGCAATTTGAAAGCCCGTAAAACCGAGTTTTCAGACAGCCTG 
AATACCGCCGCAGAATTGCCGCAATGGCTGGTGGAACAACTGAAACAGCATTGGCGCGAA 
GAAGAAATCCTCGCTTTCGGCCGCAGCATCAACCAGCCTGCCCCGCTCGACATCCGCGTC 
AACACTTTGAAAGGCAAACGCGATAAAGTGCTGCCGCTGTTGCAAGCCGAAAGTGCCGAT 
GCAGAGGCAACGCCTTATTCGCCTTGGGGCATCCGCCTGAAAAACAAAATCGCGCTTAAC 
AAACACGAACTGTTTTTAGACGGCACACTGGAAGTCCAAGACGAAGGCAGCCAGCTGCTT 
GCCTTATTGGTGGGCGCAAAACGAGGCGAAATCATTGTCGATTTCTGTGCCGGTGCCGGC 
GGTAAAACCTTGGCTGTCGGTGCGCAAATGGCGAACAAAGGCAGAATCTACGCCTTCGAT 
ATCGCCGAAAAACGCCTTGCCAACCTCAAACCGCGTATGACCCGCGCCGGACTGACCAAT 
ATCCACCCCGAACGCATCGGCAGCGAACACGATGCCCGTATCGCCCGACTGGCAGGCAAA 
GCCGACCGTGTGTTGGTGGACGCGCCCTGCTCCGGTTTGGGCACTTTACGCCGCAATCCC 
GACCTCAAATACCGCCAATCCGCCGAAACCGTCGCCAACCTTTTGGAACAGCAACACAGC 
ATCCTCGATGCCGCCTCCAAACTGGTAAAACCGCAAGGACGTTTGGTGTACGCCACTTGC 
AGCATCCTGCCCGAAGAAAACGAGCTGCAAGTCGAACGTTTCCTGTCCGAACATCCCGAA 
TTTGAACCCGTCAACTGCGCCGAACTGCTTGCCGGTTTGAAAATCGATTTGGATACCGGC 
AAATACCTGCGCCTCAACTCCGCCCGACACCAAACCGACGGCTTCTTCGCCGCCGTATTG 
CAACGCAAATAAACCGGTTTGAACAAAATGCCGTCTGAACCCTTTTCAAAGCGTTCAGAC 
GGCATTTCATCAATTATAGTGGATTAACAAAAATCAGTACGGCGTTGCCTCGCCTTAGCT 
CAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTGTTTGT 
ACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTTTGGGAAT 
CTGTTTTACCCCAATATATAAAGCACCATATTAAGGCGGAGTGTCTTCCCCACTTTGACC 
CGAACCCGGAAAAGACACCGCCCAAGCCAATCCTGATGCTGCCCCGACAGCCAACCATTA 
AGGAAATCCTAATGAACTTTGCTTTATCCGTCATTATGTTGACCCTCGCCTCTTTCCTGC 
CCGTCCCGCCTGCCGGAGCCGCCGTCTTTACTTGGAAGGACGGCGGCGGCAACAGCTATT 
CGGATGTACCGAAACAGCTTCATCCCGACCAAAGCCAAATCTTAAACCTGCGGACGCGCC 
AAACCAAACCGGCGGTCAAACCCGCCCAAGCCGACGCAGGGAAGCGCACAGACGGCGCGG 
CACAGGAAAACAATCCCGACACTGCCGAGAAAAACCGGCAGCTTGAGGAAGAAAAGAAAA 
GAATTGCCGAAACCGAACGGCAGAACAAAGAAGAAAACTGCCGGATTTCAAAAATGAACC 
TGAAGGCGGTGGGAAATTCAAATGCAAAAAACAAGGATGATTTGATTCGGAAATACAATA 
ACGCCGTAAACAAATACTGCCGTTAATCGGCTCTAGCGCAAACCCGATGCCGTCTGAAGC 
GGCACGGGGTTTGTCATTTCTGCCAGTAGGTTTTGACGTTGACGAACTCGTACAGCCCGA 
ATTCGGACAATTCGCGCCCGTAACCGGAATCTTTGACTCCGCCGAAAGGCAGGCGCAAAT 
CGCTGCTGGTATGGCGGTTGATAAACACCGATCCCGCCTGTATTTTTTCGGCAAACCGCC 
AAGCGCGTTCGGTATCGGCGGTATAAATGCAGGCACCGAGCCCGAACGGGGAATCATTGG 
CAAGGGCGATGGCATGTTCTTCGTTTTCGGCGCGCAAAATCAGGGCGGCCGGCCCGAATA 
CTTCTTCTCTCCAGACGCGGCAGGCAGGATTTACCCTGTCTAAAACCGTCGCGGGATAAA 
ACCAGCCTCGCCCTTGTGGGATTTTTCCGCCGGTCAGGCATACCGCGCCGTTTGAAACGG 
CATCTTCAACCTGCCCGTGAACCCTGTCCCGCAAATCTTCGCGGTGCAGCGGTGCAAGCG 
TAGTATCGGGATGTTTGGGGTCGCCCATTTTCAATTTAGCGCATTCGGCAAGAAACAGCG 
TGATAAAACGATCGGCTGCGGCT-TCGGTT-AGGATGATGCGCTTGGCGGCGTTACACGATT 
GCCCCGCATCGCGGAAACGGGAATAACAGGCTTCTGCGGCGGCACGCTCCAAATCAGCAT 
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CGGGCATCACGATAAAGGCGTTGCTACCGCCGAGCTCCAACACGGTTTTCTTAAGGTTTG 
CGCCCGCGTGTGCCGCAAGGATGCGCCCCGTATGCGTTGAACCGGTAAACGCCATTGCAT 
CGGTATCTTCAACCGCCTTGAGCGTGCCCGCCTCATCCAGCCACACGCCTGCCAGAGGAA 
TGCCGTCTGAAGCCAAATCGAACAGTGCCTGACTGACGCGTGCCACGCTGGGCGCGGGTT 
TGACGGCGCACGCGTTGCCCGCGCACATAGCGGGAACGGCGAAACGCAATACCTGCCAGA 
CGGGATAGTTCCAAGGCATGACGGCAAACACCACGCCCAAAGGCTCGAAGCGCACCTGAC 
TCAAACTCGCCTGCGTCGCGATGGTTTTGTGGGCAAGCAGTTCGGGGGCAAGGCGGGCGT 
AATAGCGTATCAGTTCGATAGACTTGCCGATTTCCGCACGGCATTCGTGCAAGCAGCGTC 
CGACTTCCTCACACACCATTTCCGCAAAACGCTCTTTCTCCGCCTCCAAACGGTCGGCAA 
ATTTTTGCAGGCGCGCGGCACGTTCGGTTACGCCCAGTTGCGCGAACGCCCCGCCGCGCA 
TTTTCAAATCCGCCAGCCGCCGTTCAAACTCCGCATAATCTTGAGCGGGGCGGCGGTAAA 
GCGTTTCGCCCGTAAATACATTGACACTGTGAAACATCGAATCAACCTGCCAGTTGCGGG 
AATATCGTTTTCAGTCCCGACACAATAATCTCCACCGATACCGCCGCCAGCATCATACCC 
ATAATGCGGTTTAAAATCGTCAGCCCCGTCGCGCCCAGCAGGCGGCTGACCTTCCCGGCA 
ACGATTAAAATGGCATAACAAATCGCACTGACCACCAAACCGGCCGCGATAATCAACGCG 
ATGTCGCCGTATGTTTTAGCCGCCGAAGCGTAAATAATCACGGTCGAAATACCGCCCGGG 
CCGATGGTGATCGGTATGGCGATGGGCACGACGGCAATCGCTCCGGCATTGCGGGCGGGG 
CGCGCCTGCCCCGTTTCCGGCTGCGCGCCGAGATTCTGCTTGGCGGGATTGTCGTTGCCG 
TTCATCATCGAAATGGCGATCAGCAGCACCAAAATCCCGCCGCCGACCTGAAACGAACCG 
ACGCTGATGCCCAAAACCTTCAGCAGCGTACCGCCGATCAGCGCAAATACCGCAATCACG 
GCAAACACGGCAACGGCGGCCGTCCGCGCGACCTTCCTGCGCTCCTTCGTGCTGTGCCCG 
TTGGTCAGGTCAAGGTAAAGCGACAACGCGCTAAACGGATTAATCAGCACCAAAAAAGCC 
ACAATCAGCTTGCCGATTTCCATGCCCAATCCCATTATTTCCCCCTCCTTCAAACCCGTG 
CGGCAGGCATCCGATGCTGCAAATTGCCGCCGCAACGGATTTTTCCGTTATAATTAAAAA 
TTCAAGCAATACGCCCCATCATACCCGAACGACGGTATCTTTACCATCAGACAAGGATGC 
TTTTCATGGCACTGACACTTGCCGACGTAGACAAAATCGCCCGACTCTCCCGACTGCACC 
TGACTGCGGAAGAAAAAGAAAAATCGCTTCAAGAATTAAACGACATTTTCACTATGGTCG 
AACAGATGCAAACCATTAACACAGACGGCATCGAACCGATGGCGCACCCGCACGAGGCCG 
CCCTGCGCCTGCGCGAAGACGAAGTAACCGAAACCGACCGCGCCGCCGAATATCAGGCGG 
GTGCTCCGGAAGTACGCAACCGTCTGTACATCGTACCGCAAGTTATCGAAGAATAATCCG 
AATATGCTTCAGACGGCATCAGCAATACCGCCCGAAGCCCTTTAAGGATGGAAGATTTAT 
GACCCAATACACATTGAAACAGGCAAGCGTCCTGTTGCAGTCCAAACAGATTTCCGCCGT 
CGAACTGGCAAGCGCATACCTTGCCGCCATCGCCGAAAAAAATCCCGCCCTCAACGGCTA 
TATCACCATCGACCAAGATAAAACCCTTGCAGAAGCCCGTGCCGCCGACGAACGTATCGC 
GCAGGGCAACGCCTCCGCGCTTACCGGCGTACCCGTCGCCTACAAGGATATTTTCTGCCA 
AACCGGCTGGCGCAGCGCGTGCGCTTCCAAAATGCTCGACAACTTCATCTCCCCCTACAC 
CGCCACCGTCGTCCAAAACCTGCTCGACGAAGGTATGGTAACGCTCGGCCGCACCAATAT 
GGATGAGTTCGCTATGGGTTCGACCAATGAAAACTCATTCTACGGTGCAGCCAAAAACCC 
ATGGAATCTTGAGCACGTCCCCGGCGGTTCGTCAGGCGGTTCCGCCGCCGTCGTTGCCGC 
GCGCCTCGCCCCTGCCGCGCTCGGTTCGGACACCGGCGGCTCTATCCGCCAACCCGCATC 
GCACTGCGGCATTACCGGCATCAAACCCACATACGGCACGGTTTCCCGCTTCGGTATGGT 
CGCCTACGCCTCCAGCTTCGATCAAACCGGCCCGATGGCGCAAACTGCCGAAGACTGCGC 
GATTCTGTTAAACGCGATGGCAGGTTTCGACCCCAAAGACTCCACCAGCCTCGAGCGCGA 
AAAAGAAGACTACACCCGCGATTTGAACCAACCGCTCAAAGGTTTGAAAATCGGCCTGCC 
CAAAGAATATTTCGGCGAAGGCAACAGCGCCGATGTTCTGACGGCATTGCAAAACACCAT 
TGATTTGCTGAAAGCCCAAGGCGCGGAATTGATTGAAGTTTCCCTGCCGCAAACCAAGCT 
GTCCATCCCCGCCTACTACGTCCTCGCCTCCGCAGAAGCCAGCACCAACCTTTCACGTTA 
CGACGGCGTACGTTACGGACACCGTGCCGCCCAATTCGCCGATTTGGAAGAAATGTACGG 
CAAAACCCGCGCCGAAGGTTTCGGCAGCGAAGTCAAACGCCGCATCATGATCGGCACTTA 
TGTACTGTCGCACGGCTACTACGATGCCTACTATCTCAAAGCCCAAAAACTGCGCCGCCT 
CGTTGCCGATGATTTTCAGACGGCATTTGCACGGTGCGACCTCATCCTCGCGCCGACCGC 
ACCCACTGCAGCCCCAAAAATCGGAGCGGATGCTTCGCCGGTTGAAACCTACTTGAGCGA 
TATCTACACCATCGCCGTCAACCTCGCCGGACTGCCCGCATTGACCCTGCCCGCAGGCTT 
CAGCGGCGGCGGACTGCCCGTCGGCGTTCAGCTTGTCGGCAACTACTTCGCCGAAGCCAA 
AATCCTCGGTGCGGCGCATCAAATCCAACTCAACAGCGATTGGCACGGCAAACGACCCGA 
ATGAAGCAGAACCGCACCTTTACCTTCCCCGATTTTCGCACCGTTTACAGCTATGCGCCT 
TTATATCGGCTGCAACATTTAAAATACACATTGCGAAAATTTTTCGGAAAAAAAGAAATT 
TACGCCTTCGAGCAGTTTGTCAACGCATCCCCTATCCGTCAGGGGCTGTTCCTCCACTGC 
CCGCAAAATGCCTATCCGCTGCTGCGCGAATTTGTTGACAGGCGTTTTAACTGCAAACGC 
CGTTTAGATGCGATGACGGCAGATTTTCTCATGGCGGAAAAACTGTTCGGCACAGACATC 
CTGCACCAAATGGAAGACTACCGCTTCCATTTGGTCTTGGCGCACCTTTCAGACGGCATC 
AGCTTGTGGCTCAACCGCAACGACAACTGCGTCGAAGAAGGCGCGTGGTCTTTATCTTTG 
CGCGACGAAGCAGGCAACCGGCTGTATATGGCGACTTTCGCCTTTGTCGGCACACACCTG 
CTGACAGCCTCCGTACAAGGGCCGGCGGGTGAAGAAGCCAAAGACACCGTCCGCCGCATA 
ACCAAACAACTCCACGGCTTGCGTCCCCAACAACTGATGGTAACCGCCCTGCAATATTTC 
GCCGCCGTACTCGGCTTGGACGGCGCAATGGGCATTGCACAAAAACATCAGGTCAAACTG 
CGCTGGAAACTTAAAAAGCGCGTCAAAATGAATTACGACGCATTCTGGCAGGAATACGGC 
GCAAGTTTGGAACGGGACGGCTACTGGCATCTCCCCCAAACCCCCGCCCGCAAAGACCTT 
GCCGACATCGAAAGCAAAAAGCGTTCGATGTACCGCAAGCGTTATGAAATGCTGGACAAT 
ATGGTTGCAGAGATGAAAGACAGTCTGAAAACAGAAGCACGCGGCATTTCAGACGGCATC 
CAAACGGAAAAACCGCCCCGCCGGACAGCCTGACGCGAAGACTATCGAATTGATATTTTA 
GAGAAAGAAGCTCTTATGACCTGGGAAACCGTAATCGGCTTGGAAATCCACGTCCAATTG 
AACACCAAATCCAAAATCTTCAGCGGCGCATCGACCGCATTCGGCGCAGAACCCAACGCG 
CACGCCAGCGTAGTGGAATGCGCGCTGCCGGGCGTTTTGCCTGTGATGAACCGTGAAGTC 
GTTGAAAAAGCCATCAAATTGGGTTTGGCTTTAGATGCGAAAATCAATCAGAAAAACGTG 



WO 00/66791 PCT/US00/05928 
Appendix A -308- 



TTCGACCGC7\AAAACTACTTCTATCCCGACTTACCAAAAGGTTATCAAATCAGCCAGTTG 
GACTTACCGATTGTCGAACACGGCAAATTGGAAATCGTAGTCGGCGACGATGTGAAAACC 
ATCAACGTAACCCGTGCGCACATGGAAGAAGACGCAGGCAAGTCCGTGCATGAAGGCTTG 
AACGGCGCAACCGGTATCGACCTGAACCGCGCCGGCACGCCGCTGTTGGAAGTGGTATCC 
GAACCTGAAATGCGTTCCGCCGCCGAAGCCGTTGCCTACGCCAAGGCCTTGCACAGCTTG 
GTAACCTGGCTGGACATTTGCGACGGCAATATGGCGGAAGGCTCGTTCCGCGTCGATGCC 
AACGTATCCGTGCGCCCGAAAGGTCAAGAAGAGTTCGGCACGCGCCGCGAGATTAAAAAC 
CTCAATTCCTTCCGTTTCTTGGAGCAGGCGATTAATTACGAAGCGGAAGCGCAAATCGAG 
ATTTTGGAAGACGGCGGCAAAGTACAGCAGGCAACCATGCTGTTTGATCCCGAAAAAGGC 
GAAACCCGCGTAATGCGCCTGAAAGAAGATGCGCACGACTACCGCTACTTCCCCGACCCT 
GATTTGCTGCCCGTTATCATTTCAGACGCCCAAATGCAAAAAGCCAAAGCAGAAATGCCC 
GAGCTGCCGAAAGAAATGGCAGCGCGTTTCGTGGCGGATTACGGCGTGTCCGAATACGAC 
GCGCGCCTGCTGACCGCAAGCCGTGCGCAGGCTGCCTATTTTGAAGAAGCCGCCAAAGAA 
AGCGGACAAGGCAAGCTGACTGCCAACTGGATGAACGGCGAACTTGCCGCCGCGCTGAAC 
AAAGAAGGCATGGAACTTGCCGACAGCCCGATTACCGCCCCGCGCCTCGCCGCGCTGGTT 
GGCAAAATCGCCGACGGCACATTAAGCAGCAAGTTAGCGAAAAAAGCCTTTGAAGCCATG 
TGGGCAGAACCCGAAGCCACCATTGCCGAAATCATTGAAAAACACGGTTTGCAACAGATG 
ACCGACACCGGCGAGATTGAAGCCATGGTGGACGAAGTGCTGGCAAACAACGCCAAAGCC 
GTGGAACAGTTTAAATCCGGCAACGAAAAAGCCCTGAATGCGATTGTGGGACAAGTGATG 
AAGGCCAGCAAAGGCAAAGCCAACCCCGCGCAGGTTCAAGAGCTGATTAAAGCCAAACTG 
GCTTAATCCGTTATCACACAGGTCGTCTGAAAGCAAAGTTCCAACGAAGGTAAAACAGGA 
AATAAGCTTTCAGACGGCCTTTTATAGTGGATTAAATTTAAACCAGTACGGCGTTGCCTC 
GCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTAAATTTAA 
TCCACTATAACTTAATCTGCTCAAACCATACCAAGACATGAACCACACCGTTACCCTGCC 
CGACCAAACCACCTTTGCCGCCAACGACGGCGAAACCGTTTTGACCGCTGCCGCCCGTCA 
AAACCTCAACCTGCCCCATTCCTGCAAAAGCGGTGTCTGCGGACAATGCAAAGCCGAACT 
GGTCAGCGGCGATATTCAAATGGGCGGACACTCGGAACAGGCTTTATCCGAAGCAGAAAA 
AGCGCAAGGCAAGATTTTGATGTGCTGCACCACTGCGCAAAGCGATATCAACATCAACAT 
CCCCGGCTACAAAGCCGATGCCCTACCCGTCCGCACCCTGCCCGCACGCATCGAAAGTAT 
TATTTTCAAACACGATGTCGCCCTCCTGAAACTTGCCCTGCCCAAAGCCCCGCCGTTTGC 
CTTCTACGCCGGGCAATACATTGATTTACTGCTGCCGGGCAACGTCAGCCGCAGCTACTC 
CATCGCCAATTTACCCGACCAAGAAGGCATTTTGGAACTGCACATCCGCAGGCACGAAAA 
CGGTGTCTGCTCGGAAATGATTTTCGGCAGCGAACCCAAAGTCAAAGAAAAAGGCATCGT 
CCGCGTTAAAGGCCCGCTCGGTTCGTTTACCTTGCAGGAAGACAGCGGCAAACCCGTCAT 
CCTGCTGGCAACCGGCACAGGCTACGCCCCCATCCGCAGCATCCTGCTCGACCTTATCCG 
CCAAGGCAGCAACCGCGCCGTCCATTTCTACTGGGGCGCGCGTCATCAGGATGATTTGTA 
TGCCCTCGAAGAAGCACAAGGGTTGGCATGCCGTCTGAAAAACGCCTGCTTCACCCCCGT 
ATTGTCCCGCCCCGGAGAGGGCTGGCAGGGAAGAAATGGTCACGTACAAGACATCGCGGC 
ACAAGACCACCCCGACCTGTCGGAATACGAAGTATTTGCCTGCGGTTCTCCGGCCATGAC 
CGAACAAACAAAGAATCTGTTTGTGCAACAGCATAAGCTGCCGGAAAACTTGTTTTTCTC 
CGACGCATTCACGCCGTCCGCATCATAATTCCCCGGTATAAAGAGGATTCGAGCTTTCCG 
TTCAGAACACAAAAAACTTCCCGTCCGTGTTTTCCCCGTGAAAAAATGCCGTCTGAAACC 
CGATTCCGGTTTTCAGACGGCATATGTTTTTTCCTGTTCAAGGCGACAGCCGCTCGCGTA 
TCCAGCCACCATCCAGCAAACGGTATTGGATGCGGTCGTGCAGCCTGCTCGGTCTGCCCT 
GCCAGAACTCAAGCAAATCGGGAATCACAATATAGCCGCCCCAATGCGGCGGACGCGGCA 
CATGCAGAGGATGTTTGAGTCCAACCGCCGCCGCCTTTGCCACCAATACCGCCTTGTTCG 
GAATAACCTCGCTCTGCGCACTTGCCCACGCACCCAAACGGCTCTGATACGGGCGACTCT 
CAAAATATTCGTCCGACAACTTCTCCGCCAGCCTTTCAACACGCCCTTCCACGCGCACCT 
GACGCTCCAGCTCCGGCCAAAAAAACGTCATCGCCGCAAATGGATGAGCATCCAGCGAAC 
GCCCCTTGCGGCTGTGATAATTCGTAAAGAAAACAAAACCTTCAGAATTAACTTCCTTCA 
GCAGCACCATACGGCTGTTGGGCCTGCCGCGTCCGTCAACCGCCGCCACATTGACCGCCG 
TCGGCTCGTTGACCTGTGCGCGTACCGCCTCGTCCAACCACCGCTCGAACTGCTCGATCG 
GATTATCGGCGCAATCGGCTTCCGACAATTCCCGTTTGCTGTAATCTTCCCGAATATTGT 
GCAAATCCATTTACTGCTCCTCTTATCATTTGAAAGATTCTACTCCCGCACGCAAACCGA 
TTTCAACCGTCGCACAAACTTTGCCCCGACCCCAAGCCGCAGCGACGATTTCATCCGCAA 
AACCGCCGCATCAGGTACAATATCGAACCGTCCGACCGAGGACGGCATTTTATCAACCCG 
TCCTGCCGCACACGCCGCAGAAGAACCGCCTTATCAGGCGAGTTAGGAAAAATGATGTCC 
AAACAGCCCACCAGCAAACGCCAATGGCGCGACGGCGCAGCCCCGTCTGCCAAGAAAACC 
GCCAAACCGTTCAAAAGCAAAGCCCGTCCCAAAGATGAAACGGGCAAAACCGCTTCCCAA 
CCTTACGGACAAAAAGCTTCAGACGGCATCAAACCTCAAAACGTCCCCAAACAGCGCGCC 
GCCAAAGCCAAAAAACTCGTCGTCCGCAATCCCAACCAAAAAATTATGGAACACGCGCGC 
GATTTGAAAGAACGCCGCAGCGACCTGTCGCGCATGGAACCCGAACGCCTGCAAAAAGTG 
CTTGCCGCGTCCGGCGTCGGCTCGCGCCGCGAAATGGAAGAATGGATTACCAACGGCTGG 
ATAACGGTCAACGGCAAAACCGCGCAACTGGGCGACAAAGTTACCCCCGACGACCACGTT 
ACCGTCAAAGGCAGCATCATCAAGCTCAAATGGGCGGACCGCCTGCCGCGCATCATCCTG 
TATTACAAACAAGAAGGCGAAATCGTTTCCCGTGACGACCCGCAAGGCCGCGTCAGCATA 
TTCGACCGCCTGCCGCAGGCCGCCAGCAGCCGCTGGGTCGCCATCGGACGCTTGGACATC 
AACACCAGCGGACTTCTGATTCTTACCACCTCCGGCGAACTCGTCCAACGTTTCGCCCAC 
CCCAGCTTCGAAGTCGAACGCGAATACGCCGTGCGCGTCTTGGGCGGGCTGACCGGCGAA 
CAAATGCGCGTCCTCACCGAAGAAGGCGTGATGCTCGAAGACGGCTTGGCAAAAGTCGAA 
CGCATCCGCGAACAAGGCGGCGAAGGCGCGAACAAATGGTACAACGTCGTGATTAAAGAA 
GGCCGCAACCGCGAAGTGCGCCGCATTTTTGAAAGCCAAGGACTCACCGTCAGCCGCCTC 
GTGCGCATCGGCTTCGGTCCCATCGGACTGCCCAACCGCCTCAAACGCGGGCAGTTCTAC 
GAACTCAACCCCGCCGAAGTCGCCAACATCATCAAATGGGCGGACATGCTGCTGCCGGGC 
GAACGCCGCCGCAAAAAAGCCTAAACCCGCCAAAACACAAAAATGCCGTCTGAAACATCT 
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GCTGTTTCAGACGGCATTTTATTCGGGCGTTTTCAGGAGAAAAGGTCGAGTGCTTTGACA 
AAGACCATCACCACGCCGTAGGCGAGCGGTATGACGGCCAATGCCCAACGCCACCAGACC 
GATATGCCGCCGCCGGAAACTTTTTCGCCCACAAGGTAAGCGTCGGATATGGCGGTTTCG 
TCATCGGGGTTGCCGCTGTGTGCGGCGGTTTTGATGTCTTTTTCGTGGTGTTTTTCGTGT 
ACGGATTTGACGGCGAGGTTGCACAACAAACCGATAATCAGCAGGCACGCCATGATGTAC 
ATGGTTACGCTGTATGCCTGTGCCGCCGGTATGCCGCTGTCGATTTGGCTTTGGCGTATG 
TAATTGACCAGTACCGGGCCGATGACGGCGGCGGTTGACCAGGCCAGCAGGATGCGTCCG 
TGAATCGCGCCGACCTGATAGGTGCCGAACAGGTCTTTCAGGTAGGCGGGAATGGCGGCA 
AATCCGCCGCCGTACATGGAAATAATCACGCAAAAGCCGATGATGAACAGGGCTTTGCTG 
CCGCCCTCGCCGATGGAGGGAACGGCGAAATACAGCAGCGAACCGAGTACGAAGAAGATG 
GTGTAGGTGTTTTTGCGTCCGATTTTGTCGGAAACGCTCGACCACAAAAAGCGTCCGCCC 
ATGTTAAACAGGCTCAGGAGGCTGACGAAGCCTGCCGCCGCACCTGCGCCGACTGCTGCC 
TGCCTGCCTATGGAGGTTTCGGAAAAGAGTTCCTGAATCATCACGGATGCCTGACCCAAT 
ACGCCGATGCCGGCAGTTACGTTCAGGCACAATACCCAGAACAACAGCCAAAACTGCGGC 
GTTTTCATGGCTTGGGACACGTTGACATGATTGCTGCTGACCAGCTTGTTTTGCGTTTTC 
GGCGCGGTATAGCCTTCAGGTTTCCAGCCGTCGGCAGGTACGCGGATGGTAAACGCGCCG 
AACATCATCAGTGCGAGGTAAAGCAGACCCAATACGGCGAAGGTTTCGGCAACCCCGACC 
GAAGCAGCGTTTGAAAAGGTGTTCATCAGTGATACGGAAAGCGGCGAGGCCAGCATTGCG 
CCGCCACCGAAACCCATAATCGCCAAACCGGTCGCCATACCCGGCTTGTCGGGAAACCAT 
TTCATCAGTGTGGAAACCGGCCCGATGTAGCCCAAACCCAAGCCTACGCCGCCGATGACG 
CCGTTGCCCAAATAGAGCAGGAAGAGGTTGTGCGTACGCACGCCGAATGCGGATACGAAG 
AAGCCCAGGCTGAAGCAGCAGGCGGCGGCAAATATGGCTTTGCGCGGCCCTACCCGTTCC 
ATCCACGTACCGAACAGGGCGGCCGACGCGCCCAGCATCGCGAGTGCGATACTGAAAATC 
CAACCTACGGTCGTCAGCTTCCAATCTCCGGCCGCCGATTCGGTTATGCCGATAAGTTTG 
GTCAGCGGCGCGTTGAATACGGAATAGGCGTAAATCTGCCCGATGGCAAGGTGTACCGCC 
AATGCTGCGGGCGGTACGAGCCAACGGTTGAAACCCGGCTTGGCAATGCTTGCCTCACGG 
TCTAAAAACTTCATAACATCCTCTTTCTGTCAGTTGAAAAATAAAATTTCATTTGCCCAA 
TGGAAACTTATTGAAAATTATAAAAAAATATCGGGTCGGGTTTTTATCCGCCCCAAGATG 
CGCCGTCTGAAACATTTCGGGTGTACGGAAAGGTTTCTGTTTTTTCCGACAAATTCCTGC 
GGCTTTTCGCTTCCGGATTCCCGCTTTTTCAGGAATGACGAATTAAAGATTATCTTAAGG 
TCAAGGGACTGGATTCCCGCTTTCGCGGGAATGACGGCGGCGGGGGAGCGGTTTTTCCGA 
TTGGGTTTAAATGCAATCGAACAAATCCTGCTGCCCTTGTTCTTTGCTTACGCGCACGTC 
GGTTTCGCCGTCGGCGAAGATAATGTGCAGCTTCTGCCCCTGCTTCAAAACATCGGCGTT 
GCGGATGACTTGTCCGCGTGTGTTTTTGACGACGGAAAAGCCGCGCTCCAGAATGTGCTG 
CGGCGAAACGGCTTCGAGCAATGCGGCTTGGGCAGTCAGGCTTTGGCGGCGGTGGGTAAG 
CAGTTGGTGGAAGGCGTGCGACAGGGCCGTCTGAAAGCGGTCGATGTTTTTTTTGCAAAC 
GGAAACATCAGGACGGCAATGTTTCAGGGCTTGGGTTTGGCGTTCGAAACGGGCGGTGTG 
GGTACGGACGTTTTGCGTCATCGAGTAAGACAGCGTTTGCGCCAGCTTGCCGATTGAAGC 
GCGCTGTTCGTCGAGTTTTTGGCGCGGATGACGGATTTGCCGCGCCAGCCAGTCGAGTTT 
TTGGCTGGCATCGAAATAGCGTTGTTCCAAAACGGTTTTCAGACGGCATTGGGCTTGGGC 
GAGGCGGTGCAGCGATTCTTGGCGGTTGGGGCTGACCAGTTCCGCCGCACCGGTCGGCGT 
GGGCGCGCGCATATCGGCGACGAAATCGGCGAGCGTGAAATCGGTTTCGTGGCCTACGCC 
GCTGACGACCGGAACCGTGCAGGATTCGATGGCGCGCACGACCGGTTCTTCGTTAAACGC 
CCACAAGTCTTCAATGCTGCCGCCGCCGCGACAGACAATCAACACATCGCATTCGGCGCG 
TTGCGAGGCGGTTTTAATCGCTTGGGCAATTTGCAATTCGCTGCCTGCGCCTTGAACGGG 
TGTCGGATAAACGATAACGGGGATTTCGGGTGCGCGGCGTTTCAAGGTAGTAACGACATC 
GCGCAAAGCCGCCGCCGCCAGACTGGTTACGATGCCGATACATTGCGGACGGACGGGCAA 
AGGTTTCTTGCGTTCCGCCGCAAACGCGCCTTCCGCCTGCAACTGCGCCTTCAACCGCTC 
ATAGGCTTCGTAAAGCTGCCCCAAACCTTTGAGCCGTACTTCGTTTACGGTAATCTGAAA 
TTCGCCCCGCGCTTCATAAATACTGATTTTTCCTGATACCTCGATATGGTCGCCTTCTTT 
CAAAGGCTTCGCCAAACGCACCGCCGCACCCTTGAACATCGCGCAACGCACCTGTGCGCG 
GCTGTCTTTGAGCGAGAAATAATAATGCCCGCTGGCGGCACGGGTCAGGTTGGATACTTC 
GCCGGCAATCCACAAACCGGCAAGGTGGTTTTCCAAAAGACTTTTGGCAAATGCGTTCAA 
CTCGGAAACGGACAACACGTCAGAATGAAAAAAATCAGACATCGAATCAATCAAATAGTA 
AAAAATATGAATATGTTTTGAAGCCTAAGGCGGCACCGGGCCGCCTAAATTGTCAACAAT 
ATTATAACACGCGCCATCTTGCCGCCCGCCTTTTCCCGTATGACTTTTTTAAGCGGGGAA 
TGGGAAAAATATTCATCAACCTGCCTGCAATCTATTCAAATTGCACCGCCGGCAGGCTAT 
GATGCGGATATTTTCGACAGGAGGAAAAATGGATACGCAGGCAGTTATCACACATATCGC 
CCGATGGTTGGACGAATACGCCGCCCGGGCAAATGCAAAAGGGTTTGTCGTGGGCGTTTC 
CGGCGGCATCGATTCCGCCGTCGTCTCCGCACTCGCCGCCCGCACCGGCCGCCCCACGCT 
GCTTCTGGATATGCCGATACGCCAACACCCCGGCCAGCTTGAGCGGGCAAGGCTGCACAT 
CCGCAATCTGCAACGGCAATATGCCAATGTAAGCGCGCAAACGGTCGATCTGACCGACAC 
CTTCCAGACCTTTGAACAAACCGTCGGTGCTCATCAGACGGCATTTGACAGTCAGCCGCT 
TTCCCTCGCCAACGCCAGAAGCCGCCTACGTATGCTGACCCTGTACTACTACGGGCAGAT 
ACACGGACTGCTGGTTACGGGGACAGGTAATAAGATTGAAGATTTCGGCGTGGGCTTTTT 
TACTAAATACGGCGACGGCGGCGTGGACATCAGCCCGATTGCCGACCTGACCAAAACGCA 
GGTTTACCGGCTTGCCGAAGCATTGGGCGTGGACGAGGCGATTCAAAAAGCCCCGCCGAC 
CGACGGCCTGTGGGATACGGAACGCACCGACGAAGAACAGATGGGCGCAAGCTATCCCGA 
ACTGGAGTGGGCAATGGGCGTGTACGGCACGCGCAAACCCGAAGATTTTGAAGGGCGGCA 
GCGCGAAGTTCTAGAAATCTATACGCGACTTCACCGCGCCATGCAGCACAAAATCAACCC 
GATTCCCGTATGCCGCATTCCGCCCGAATTGCTGGGCTGAAACACGGAAATGCCGTCTGA 
AACGGAAAACCGTATTTCAGACGGCATGGAAATATCCGACTCCTATCCCTTAAGAATCGA 
GTACGCGGGCAAACAAAATATCGTTTTCCAAATGAATGTGGTCGTTCAAATCCTCCACCA 
TTTCTTTCGCCAGCGCGTAAAGCCGCGTCCAGCTTCCGCAAGCCCCTTGTGGCGGTTGGA 
AATTGTCGGTCAGCTCTTTGAGCCGTGCGATGGCGCGGTCGTGTTCTTCGTGTTCGTGCA 
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TCATCACGCCGATGGGCATCGCCGCACCGCGTCCGACACCCTGATTAATCATCGGAAACA 
GCATCCTTTCCTCTTTCATCATATGCATCAGCAGTTCGTTCTGCATATAGGCAAGCAGCT 
CGGCAATTTCCGCCGGAAAGGTGTCGGCATGAACTTGGGCCACTTTTTGCGCCAGCGGCA 
CCAATTCTTCAAATTGTGCACGGTGGACATTGTGGTAGCGTTGCAGGATATGATCGACGG 
TTGCACCAAAGGGGGCGGTCTCCCAAACGGAAAAATCAGTCATCGCAGTGTTCCTTTTAC 
AGGGTTTCGGGTTTGGTTTTGAACATTCATACTTTAAGAATCAATTCAAACGGAGCATAC 
ACCGCCCGCGCGCTTCTGTACAGCCTCAAACGTATTCCTTACATTTTGATAATAAAAGTA 
ATTTTCAGAAATAAAATACTGTCCGAACCGTTTTTTAGAATTTGCAAAGGCGATTGGGGC 
GGTACAGAAAAACTATTATCCCGCCCGCCCACTTGAAATTTTTATGCCCAAGCCCTATCC 
TGCACGCTATCGTGCCAATCCCAACCGAAAAGGAAAAATAATGAGCAGCGAATTGATTGT 
ACACACCAGCGATGCCGCTTTTGAAAAAGACGTTTTAAATGCAGATATCCCCGTCCTGCT 
GGACTTTTGGGCTCCGTGGTGCGGCCCCTGCAAAATGATTGCCCCGATTTTGGACGACAT 
TGCCGCCGAATTTGAAGGCCGTCTGAAAGTGGTCAAAATCAACATCGACGACAACGAAGC 
CACCCCGTCCCGTTTCGGCGTGCGCGGCATTCCGACCCTGATGGTGTTCAAAAACGGCGA 
AGTCGTCGCCACCAAAGTCGGCGCATTGGCAAAAGGTCAGCTGACCGCCTTTGTCGAAGC 
CTCTATCGCCTGATAAAGCGCAATCGAAAAAGCCGCCGGAAGATTCCGGCGGCTTTTTCG 
CACCCTTAAGATTTGTGGCGGATTTCCCAGCACCTATGGATTTTTTTGTTGCGGAAATCT 
TCGGGAACGGATTGTTTGGAAATGTCTTTGACGGCGTATTGTTCCGATACCAAGTCGTCT 
AAGACGAAGCTGCGCAGGTTGTTGGAAAAGTACAAAATGCCGTCTGAAGCGAGCAGCTTC 
ACCGCGCCGTCAATCAGCTTTTTGTGGTCGCGCTGGATGTCGAGGATGTCGGACATTTTC 
TTGCTGTTGGAAAAACTGGGCGGGTCCATCACAATGAGGTCGAACCGCCTGCCTTCCCCA 
TATGCCGTCTGAAGATATTGGAACACGTCGGCGCGGACGATTTTGTGTCGTTCCGTATCG 
ATGCCGTTCAATTCAAAATTGCGTTTCGCCCAATCAAGATATGTGTTGGACAAATCGACG 
GTTTCGCTGGATGCCGCGCCGCCGGTGGCGGCATAGACGGTGAAGCTGCCGGTGTAGGAA 
AACAGGTTTAAAAAACGTTTGCCCGCCGCCGTTTCGCCGACTTTTTTGCGCGTGTTTCGA 
TGATCCAAAAAAAGCCCCGTATCCAAATACTTATCAAGGTTGACCCAAAACTTGCGGCCG 
TTTTCGGTGATGACGAAATCGTCGCCCGCCTTGCCGGTTTTCTCGTACTGCTGCAAACCT 
TTTTGGCGTTCGCGGCGTTTGAGGCGGATTTGTTCGGGCGCAAAACCGGTAACGAAAGCG 
ACGGCTTCCAAGACTTCGGCAAGCCACGCTTCGTATTCTTCGGGCCGCATCAGCCAGCCG 
GTATCGTATTCCTGAAGGTGGATTCGATCGCCGTAAACATCGGCGGCAAAGGGGAATTGG 
GGGATGTCGCGGTCGTAAATGCGCCAGGCTTCGATGCCGTTGCGTTTCGCCCATTTCATA 
AGGTGTTTGATGTTTTTGCCCAAGCGGTTGGCAAACGGTGTGATGTCGGTCATTGGTTTC 
AGGCGGAATAAAGTGGAAAACGGCAATTTTACTGTAATTAACGCCCGATTGCTTGACCGT 
TTCGGGCAAACCCTATACCATCCGTCGCTTATCTTGTCATACGAAGCCATCGCCTTCCAA 
CCTAAACCGCCCTTACGGGCGCGTTTCTTCTGTTGCTTTGATTTTGCAAAGCATATCTGT 
GCAGGTTGCCGTCGATGTAAACCACAAGCAAGCCGCTTGCGACAACCCTGTAACTTCACA 
TTCCCCGTATCGTTACCCTTCCCTGCTTCAGGCCGTCTGAACCTTTCGGACGCGGGCGTT 
GTTGTCTTCCAAGGATAGCCATGTCTATTAAATTTGCCGATTTGAACCTTGATAAAAACA 
TTTTGTCCGCCGTCAGCAGCGAGGGTTACGAAAGCCCGACGCCGATTCAGGCGCAAGCCA 
TTCCGTTTGCTTTGGAAGGCCGCGACATCATGGCTTCGGCGCAAACCGGCTCCGGCAAAA 
CCGCCGCCTTTCTGTTACCGACTTTGCAAAAACTGACCAAACGCAGCGAAAAACCGGGCA 
AAGGCCCGCGTGCTTTGGTGTTGACCCCGACCCGCGAACTGGCGGCTCAAGTCGAGAAAA 
ACGCGCTGGCGTATGCCAAAAATATGCGTTGGTTCCGCACCGTCAGCATCGTCGGCGGCG 
CGTCTTTCGGCTACCAAACCCGTGCCCTGAGCAAACCGGTCGATCTGATTGTCGCCACGC 
CGGGCCGTCTGATGGACCTGATGCAAAGCGGCAAAGTTGATTTTGAACGTTTGGAAGTGC 
TGATTTTGGACGAAGCCGACCGTATGTTGGATATGGGCTTTATCGACGACATCGAAACCA 
TCGTGGAAGCAACGCCGAGCGACCGTCAGACTTTGTTGTTCTCCGCCACTTGGGACGGCG 
CGGTCGGCAAACTGGCGCGCAAACTGACCAAAGACCCTGAAATCATCGAAGTCGAACGCG 
TGGACGATCAAGGCAAAATCGAAGAACAACTGCTGTACTGCGACGATATGCGCCACAAAA 
ACCGCCTGCTCGATCATATCTTGCGCGATGCCAATATCGATCAATGCGTGATTTTCACGT 
CCACCAAAGCCATGACCGAAGTCATTGCGGATGAACTGTACGAAAAAGGTTTCGCCGCAA 
ACTGCCTGCACGGCGATATGCCGCAAGGCTGGCGCAACCGCACGCTGATGGATTTGCGTA 
AAGGCCGCTGCAAAATTTTGGTTGCCACCGATGTTGCCGCACGCGGTATCGACGTACCGA 
CCATTACCCACGTTATCAACTACGACCTGCCGAAACAGGCGGAAGACTACGTCCACCGCA 
TCGGGCGCACCGGCCGCGCAGGCCGCACGGGTATTGCGATTACGTTTGCCGAAGTGAACG 
AATACGTCAAAGTCCACAAAATCGAAAAATACATTAACCGAAAACTGCCCGAACTGACCA 
TCGAAGGCATGGAACCGACCCGCAAACGCAAATCCGCAGGCGGCAAGCCGAAAGGCAAAG 
GCGGCTGGGGCGATCGTAAATCCGGCGGTTGGCGCGGCGATCATAAACCGAGCAAAGAAG 
GCTTCGGCGGCAAAACGCGCGGCGAAGGTTTCAAGAAAGAAGGCTTTAAGAGAGACGGTT 
TCAAAAAAACCGGCGAAGGCTTCAAAGGCAAACGCAAAGCCGGCGATTCTTTTGCAGGCA 
AAGGCGAACGCCGTTACAAAGACCGCTAAGCCCCAACCTGCCGCATAAACCAATGCCGTC 
TGAAACCGATTTCGAGTTTCAGACGGCATTTTTGCAATGTTTCAGCACCGCCCGGCTTTG 
ATACCCAAAGGATTAGGCTGTAATAAAAACCCTTTTCCGCTTTGGCAACGATTGAAAATT 
TCCGTAAATTCAAATATCTAGATTCCTTCCTGCACGGGAATGACACGGAAGGGTTTCAGA 
TGCAGGGTGGGCATTCCTGCCCACCCAATCCCGCCCTTGCAACGGTGGGCAAGAATGCTC 
GCCCTACGGCTTGACTGTTCGATATGATGCCGTCTGAAAACCCAACGGCGGCATGACAAT 
GCCACCCTGCCAACGCACGTAAATCAGAATTGCCATCCCGACATCAAACGCTTGGAAACA 
AAATGCCGTCTGAAAATCAAACGGCAACATAACAATGTCCCTAACAAATGCAAAAATGCC 
GTCTGAAAGCTCTTCAGACGGCATTGGCGCGCCGGGTTTACCGCCTCCTGCCGAAACCGC 
GCATAGCGGGGCGGCGGTAATTGGCGGGCGGGCGCGTTGTCGGGCGGTAACGCTGCGCCT 
GCGCCGCCTGTTGTTTTGCACGGAGGCTGCGCGTGTTCAAATCCCTGCTGGTGCGCGCAT 
TGGGGCGTGCGGACTGATGGTAGGCTGCACGCGCGCGCCGGGCGACGGGACTGTCTTGGT 
TGCCTGCCCGTGTGAATTTGTTTGCCAGCGCGTTGCCGATAAACGCGCCTGCCGCCGCGC 
CGACCAGGCTTTGCAGCAGCCAGCTTCCTGTCGATTGGTCGTAAATATACTGCTGCCCGT 
CTTTACCGGTAACGGGTTGCCCGTTGTTGCCGTTTGCCTGTGCTTCGGCAGGAATGGTGT 
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CTTTGACTGCTTCGGGAGTCAGTTGGTAAACCGTATCGTCTGCCTGCTGTGCGAGCTGCT 
GTTGCAGGGCTTCAATCTGTTTCTGCTGCTGTTCGAGCCGCGCCTGCGTGTCGTCTTGGC 
AGGCGGCGAGTGCGAATGTTGCGATAAGCGCGGAGGCGATGATTTTTTTCATGTGTGTCC 
TGTTTGGGTGGAAAATCGGTTTTATTGTATCGCCGTCGGGAATTTTGGCAAGCATTCTGC 
CGGCAAATCGTGATGTTTACAGGGGCAGGGTGTGCAATTTGCGGACAAATGCGAGGCTGT 
TGGCGACTGGGTTGCCTTTGTTTTCGACTTCGTGTTCGGTTTCTACGGTCAGCAGGCGGC 
GGTTTTTGTGTTTGTTCAGGCTCAATTCGGCTTGTGCGGGTGTGAAAAACAGGCGGTGTT 
TTTCGGCAAAGCGGCGGGCGCGGCTGTTGGGGGTTTTCAAAATCTGAAGCAGCGATaCGT 
CCAGATGGAAGCGTCGCACGCCCAATACGAGAATCCGTGCGGCAAAAAAATCGGCGGCAT 
CGGTAAACTCGGCGGGGCTGCTGCGGCTGAAGTCGTGCCGTTCGGCGGCTATCAGGGCGG 
CAACGGTGCGGATTTGCGGAATCATCGATTCGCTGATAAGTGTGTCGTCCCGCCCTGCAT 
CGAGAAGCATGGGGGAAAAATCCTGTGCATCATCGACAATAATGCTACAAGTGTGCAGGG 
TTTCGTTTTGTGCGGCGGTTTGGGGCATTGCATTCATGGTCATTTTCCTGATTCTGTCGT 
GTGTTGCCGAATCGGGCGACCTGTGTGAAGGTAACAAAAAAGCCGCCCCGTTTTCGAGCG 
GCCTGTTTTGCGTATGGGATGGATTTCAAGCAAGCGCAAAAAAGTACCGCACGTCTGTGT 
GGTACCAATAGCAATAAGCGGTTGTAAATTTTTTGCCTTGCATGATGAAATGCCGTCTGA 
AGATAAAAATATTGGGGAGATTCTAAATCAAAACGCTGCCGCGCCTCAAGCATTTTATCG 
AAATTTTTTTGATTTTTCATCTATCCGATTGAAAATATTTCGGTTTATTTTTACCGCTGC 
CCGATATTGTCGGCAATTTCCCTTTATCTGCTTTGAAAAACGGTGCATAATCCCGAGCAA 
AACCGCAATCAGGAGCAATTATGCAAAACTATCTGACCCCCAATTTCGCCTTTGCCCCGA 
TGATTCCCGAACGCGCTTCAGGCAGCCGCGTTTGGGATACGAAAGGGCGTGAATATATTG 
ATTTTTCAGGCGGTATCGCCGTCAATGCGCTGGGACACTGCCACCCTGCCCTTGTCGATG 
CTTTAAACGCGCAGATGCACAAGCTGTGGCACATTTCCAATATCTATACGACGCGTCCAG 
CGCAGGAATTGGCGCAAAAATTGGTTGCAAACAGTTTTGCCGACAAGGTTTTTTTCTGCA 
ACTCGGGCTCGGAAGCGAATGAGGCGGCGTTGAAGCTGGCGAGGAAATACGCCCGCGACC 
GTTTCGGCGGAGGAAAAAGCGAAATCGTCGCCTGTATCAACAGTTTTCACGGACGCACGC 
TGTTTACCGTGTCCGTCGGCGGTCAGCCGAAATACAGCAAGGATTATGCACCCCTGCCGC 
AAGGCATTACGCACGTTCCGTTCAACGATATTGCCGCGCTGGAAGCTGCCGTCGGCGAAC 
AGACCTGCGCGGTCATCATCGAGCCGATACAGGGCGAAAGCGGCATCCTGCCCGCCACTG 
CGGAATATTTGCAAACCGCGCGCCGTCTGTGCGACCGGCACAATGCGTTGTTGATTTTGG 
ACGAAGTTCAAACCGGGATGGGGCATACGGGCAGGCTGTTTGCCTATGAACATTACGGCA 
TTGTTCCCGATATTTTGAGTTCGGCAAAAGCCTTGGGCTGCGGCTTTCCGATCGGCGCGA 
TGCTGGCGACAGAAAAGATTGCCGCCGCCTTCCAACCGGGCACGCACGGCTCGACTTTCG 
GCGGCAACCCGATGGCGTGTGCGGTCGGCAGCCGCGCATTCGACATCATCAATACGCCCG 
AAACTTTAAACCATGTCCGTGAACAGGGGCAGAAACTTCAGACGGCATTGCTGGATTTGT 
GCAGGAAAACGGGCTTGTTCTCACAAGTTCGCGGGATGGGGCTGCTACTCGGCTGCGTGT 
TGGACGAAGCCTATCGCGGACGCGCATCCGAAATCACCGCCGCCGCCTTGAAACACGGCG 
TGATGATTTTGGTTGCGGGTGCGGACGTATTGCGTTTCGCGCCTTCGCTACTGTTGAACG 
ATGAGGATATGGCGGAAGGTTTGCGACGTTTGGAACACGCGCTGACGGAATTTGCCGCGA 
CATCAGACAATCCGTAAAACTCAAATGCCGTCTGAAGGCGGGAAGGCTTCAGACGGCATC 
AGAAACAAAAAACCGCTTCAGAAACGTGGTTCAACGTTCCGAAGCGGTTTTGTTTGCCAT 
CAGGACTCGAACACCAATTCCGGTTCCCTGCCCTCTTCGATGACTGCCTTACCGACCACC 
ACTTTTTTCAAGCCTTTCAAATCAGGCAGGCGGTACATCGTATCGAGCAGGCAGCGTTCG 
ACGATGGACCTCAGGCCGCGCGCGCCGGTTTTGCGTTCCATTGCCTGACGCGCGATGGAA 
CGCAATGCGCCTTCTTCAAACTCCAGTTCGACATTTTCCATACCGAACAACGCCTGATAC 
TGCTTGACCAAAGCATTTTTCGGCTCGGTCAAAATATTAATCAGCGCGTCTTCGTCCAAT 
TCTTCTAAAGTTGCAATCACAGGCAAACGTCCGATTAATTCTGGAATCAGACCGAATTTA 
ATCAAGTCTTCCGGTTCGACGATGCCGAACAGCTTGGTAATGTCGGCATTTTCGTCCTTG 
CTGTGAACGGACGCACCGAAACCGATACCGCCTTTTTCAGTACGCTGGCGGATGACTTTT 
TCCAAGCCTGCAAACGCGCCGCCGCAGATAAACAGGATGTTGGTGGTATCGACGTTGATA 
AATTCCTGATTCGGATGCTTGCGGCCGCCTTGGGGCGGAACGCTGGCCACTGTACCTTCA 
ATCAGTTTCAACAAGGCTTGTTGCACACCTTCGCCGGATACGTCGCGGGTAATCGACGGG 
TTGTCGCTTTTGCGTGAAATTTTATCGATTTCGTCGATATAGACAATGCCGCGCTGGGCT 
TTTTCGACATCGAAATCACATTTGCCCAAAAGCTTGGTAATGATTTGCTCGACGTCTTCG 
CCGACATAACCTGCTTCAGTCAAAGTTGTGGCATCCGCCATCACGAACGGCACATCCAGT 
TTGCGCGCCAAAGATTGCGCCAGCAGGGTTTTACCCGATCCGGTCGGGCCGATAAGCAGG 
ATGTTGGATTTCGACAATTCGACATTAGCTCCTGCTTTAGGATGGCGCAGGCGTTTGTAA 
TGGTTGTACACCGACACCGCCAAGGCTTTCTTGGCTTGTTCCTGACCGATAACGTGGTCG 
TTGAGGTTGGCGACGATTTCGGCGGGCGTGGGCAGCTTGCCGGATTCTTCCGGCTCCCCT 
CCGGCACTTTCCGAAGGCGTGCCGTCATTTCCGTCTTCATGCAATATTTCAATACAGTTT 
GAGACGCATTCGTCACAGATAAAGGCGTTTTCGCCCTCAATTAAATGTTTGACGTGTGAT 
TTGGATTTTCCGCAAAAGGAACAAGTACGGTTTTCGTTGGACATGGCTTTCTTTACAATG 
TATGCGTTACAGAAAACGGCACGTGCCGTTCGGGTTGCCAAGTATAATAACTATATCCGT 
TCTTATCAATGTATTACCTTAAAATCCCGCCGATTAGGCTATAATACGCCCTTTCGCAAC 
CGCCCCGGCGGCAAAAATGCCGTCTGAAACCAAATCTGAAATCTGAGGATATTCATGAGA 
AAACCCCAACGCGGCTATGCCCGCCAAGACCGTGTCAAAGAACAAATTATGCGCGAGCTT 
GCCGAACTCGTCCGTACCGGACTGAAAGACCCGCGCGCCGGCTTCATTACCGTCAACGAA 
GTCGAAGTTACCCGCGATTACAGCCACGCCACCGTGTTCTACACCATTTTAAACCAAGAC 
GCGCGCGAAATTACGGAAGAAGTGCTGGAACACGCGCGCGGACACCTCCGCAGCGAATTG 
GCCAAACGCATCAAGCTGTTCAAAACGCCCGAACTGCATTTCAAATACGACGAATCTTTG 
GAACGCGGTTTGAACCTGTCCGCCCTTATCGACCAAGTAGCGGCGGAAAAACCGGTTGAA 
GACTGACGGATATGCCCATGCCGTCCGAACATCGAACCATGAATACAGGCAAACCCCAAA 
AACGTGCCGTCAACGGTGTTTTGCTCTTGGACAAACCCGAAGGCCTTTCCAGCAACACCG 
CGCTGCAAAAAGGGCGGCGTTTGTTTCATGCCGAAAAAGCCGGACATACCGGCGTGCTCG 
ACCCTTTGGCAACCGGACTTTTGCCCGTCTGCTTCGGTGAAGCGACCAAGTTCGCCCAAT 
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ACCTGCTGGATGCCGACAAAGCCTACACCGCCACGCTGAAACTCGGCGAAGCCAGCAGCA 
CGGGTGATGCCGAAGGCGAAATCATTGCCACCGCCCGCGCCGATATTTCCTTAGCCGAAT 
TTCAGACGGCCTGCCAAGCACTGACAGGCAACATCCGCCAAGTGCCGCCAATGTTTTCCG 
CGCTCAAGCACGAAGGCAAACCGCTGTACGAATACGCCCGCAAAGGCATCGTCATCGAAC 
GCAAAGCGCGCTACATTACCGTTTACGCCATCGATATTGCCGAATTTGACGCGCCCAAAG 
CCGTCATCGACGTACGTTGCAGCAAAGGCACCTACATCCGCACCCTCAGCGAAGACATCG 
CCAAACACATCGGCACGTTCGCCCACCTGACCGCCCTGCGCCGCACTGAAACCGCCGGCT 
TTACCATCGCCCAAAGCCACACGCTTGAGGCCTTGGCAAATTTGAACGAAACAGAACGCG 
ACAGCTTGCTGCTACCCTGCGACGTATTGGTTTCACACTTTCCCCAAACCGTTTTAAACG 
ATTATGCCGTCCATATGCTCCACTGCGGACAACGTCCGCGTTTCGAAGAAGACCTGCCTT 
CCGACACGCCGGTACGCGTTTACACGGAAAACGGCCGCTTTGTCGGTCTGGCGGAATATC 
AAAAAGAAATATGCCGTCTGAAAGCCTTGCGCCTGATGAACACGGCGGCATCCGCCGCCT 
GAACGGCGGTTAAAAATACAGGCTGTGCTTGAATAATGTGTTGATATTTCCGCAAAATCC 
CGACACACTCGGACACCCGCCCCGCTTATCGCAACTTTGCGAACGCCCCCGGAAACAGCA 
AAGACATCAAATAATTGATTTTATTAGAATCTATTTGCAAAGCCATTTGCCGTTACACAA 
GAATGGCACATTAAAATAACTGATGAGGATTTATAACGATGAAGACAGACATTCAAACCG 
AATTAACCCAAGCCCTACTACCACACGAAAAAGTATGGGCGAACGAAGAAAAAACCATTT 
TAGCCAAAAACATCCTGTTGGATTTGGTGGAAAAAACCGACCCGACCATTATCGGTTTGT 
TATTGAGTAATGATGAGTTAAAACGCCATTTCTTTGTGGAAGTGAATGGTGTGCTGGTGT 
TTAAATTGCAGGATTTCCGTTTTTTCTTGGACAAACACAGCGTCAATAATTCCTACACAA 
AATACGCCAACCGCATTGGTTTGACGGACAGCAACCGCTTTTTGAAAGACAGCAGTGATA 
TTGTGTTGGATTTTCCGTTTAAAGATTGTGTGTTAAATGGCGGACAAAGCACCGAGGAAG 
GCGAAGAAATTTATTTTAAACGCAATAACAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGC 
CAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGCCAGCCAATTATACACT 
AAATTAACCCGAAAAAGACAAGAAATCTTTTTTAATCAAACCCTTGCTTTTGATGAAATT 
GATCGGCTTTTTGACGCAAAAGCATTCTCAAAATTCTCTCGCTATACCGCAGACGGCAAA 
CAAGCCGTTGGCGAAATCAAACGACATTCAGACGGCACACCCGCCGAAAATCTCATTATC 
AAAGGCAATAATCTGATTGCCCTGCATTCGCTTGCCAAGCAGTTTAAAGGCAAAGTGAAG 
CTGATTTATATTGACCCGCCATATAACACGGGTAATGACGGTTTTAAATACAACGACAAA 
TTTAATCATTCCACTTGGCTGACTTTTATGAAAAACCGTCTAGAAATCGCCAAAGAGCTG 
CTTATGAAAGACGGTTCGATTTTTGTGTCAATTGACGACAACGAACAGGCATATTTGAAA 
ATTTTAATGGATGAAGTTTTCGGAAATGAAAATTTCATCTGCAATTTTATTTGGGAAAAA 
AAGACAGGTGCGTCCGATGCCAAACAGATAGCGACTATTACAGAGTTTGTCTTATGTTAC 
TCAAAGAACTTTAAAACAGTTAAATTAAATAAAAACACGTTTTCTTATGATACAGAGAGA 
TACAAATTAAGTGATAAGTTTGAACAGGAAAGAGGCAAATATTATATCGACAATTTAGAT 
AGAGGGGGATTGCAGTATAGTGACAGTTTGAATTTTGCAATCCAATGTCCAGATGGCACT 
TTTACGTATCCGAATGGCAGGACTGAATTTGTCAATGATGGCTGGATATGGAAATGGAGT 
AAAAATAAAATTGATTGGGCAATAACAAACGGTTTTTTGGAGTTTAGAAAATCAAAGTCT 
AAAAAATCTGGATGGAGTGTATGTTATAAAAACTATATGTTGGTTGATAACGAAAACAAG 
CCGATAGAACGTTCTGCTCCCTATAAGAACTTAATACAGGATATCTTAAATACACATGCG 
ACAGATGAATTGAAAAAACTGTTCGGCAGCAAAGTTTTTACTACTCCAAAACCTGAGAGC 
TTATTGCAGTATCTTATTCAAATTGCCACATCCGAATCCGACATCGTCTTAGACTACCAT 
CTTGGTAGTGGCACAACCGCCGCCGTTGCCCACAAAATGAACCGCCAATATATCGGTATT 
GAACAAATGGATTATATTGAAACGCTTGCTGTTGAACGCTTGAAAAAAGTGATTGATGGC 
GAGCAAGGCGGTATTTCCAAAGCCGTGAATTGGCAAGGTGGTGGCGAGTTTGTTTATGCC 
GAACTTGCCCCATTTAACGAAACCGCAAAACAACAAATTTTGGCTTGCGAAGATTCAGAC 
GGCATCAAAACGCTGTTTGAAGGTTTATGCGAACGCTATTTCTTGAAATACAACGTCAGC 
GTAAATGAATTTAGTCAAATCATTCAAGAGCCTGAATTTCAATCTTTGCCATTAGACGAA 
CAAAAACAAATGGTGCTTGAAATGTTGGATTTAAATCAAATGTATGTTTCATTATCCGAA 
ATGGATGACGAACAATTTGCAGATTGCCTGAACGATGATGATAAAGCCTTAAGCCGTGCA 
TTCTATCAATCAGTAAAAAATCAAGCGGAGAAAAAAGATGGCGAATAATAAAACGTTGTT 
TGAAGTGATTGAAAATGAACGTAAAGCGGTTAAAAAATACAAGCCTGAATTACTTGAAAT 
GCCAGAATTTACGTCCAAAAACTTAAAATATGATTTTTTTGAATGGCAAAAATCTGCCCT 
TGAAAACTTTTTGATTTTTGACCGCACTTCAAAGCTAGACGATTTCCCTGATTTAAAAAA 
TAAGCCAACGCATTTGCTGTTCAATATGGCAACAGGTGCTGGCAAAACGATGATGATGGC 
GGCGTTGATTTTGTATTATTTTGAAAAAGGTTATCGGCATTTTCTGTTTTTTGTGAATCA 
AAACAATATCGTGGATAAAACGGAAAATAATTTTACCGATCCGACGCACGCAAAATTTTT 
ATTTACCGAGAAGATTTTGCAGGGCGATACGGTAATTCCTATTCGCAAAGTGGAGACATT 
TAGCCCACATTCAGACGGCATTGAAATTAAATTTACCAGCATTCAAAAGCTGTATAACGA 
TATTCGCACCCGGCGGGAAAATCAAACCACATTGGCGGATTTGCACAAATTGAACCTTGT 
GATGCTGGGTGATGAAGCGCACCATTTAAACGCGCAAACCAAAGGCAAAAAACAAGGCGA 
AT T AGATT T AGAAAAGGAAATGAAC G ACC GC AC C AGC AATGCCGAAAT T GAAC GTAAAGG 
CTGGGAGCATATGGTTTTGGAATTGTTACTCAATAAAAATGGCAATCATAGCCAAAATGT 
GCTGTTGGAATTTACCGCCACGCTGCCTGAAAATGCCGATGTACAACAAAAATACGCTGA 
TAAAATCATCACAAAATTTGGCTTAAAAGAATTTTTGCAAAAAGGTTATACCAAAGAAAT 
CAATTTGGTATCCAGTACGCTGGGTAAGAAAGAGCGAGTGTTACACGCTTTATTGTTTGC 
TTGGTATCGACATCGAATTGCGTTGAAATATGGCATTGCCAATTTCAAGCCTGTGATGTT 
GTTTAGAAGTAAGACGATTGATGAATCAAAAGCGGATTATCTGGCATTTTTAAATTGGGC 
AGAAAATGTGCAGGCGGTTGATTTTTCGTTTTTAACTACATTTTCAACAAGCTTGAACGA 
TAGCGATAGCGATAACGCCAACGAACAAGGCAAAACCCGCACTGAACAAGCCCTAAAATT 
TATGCAGGAAAAAGGCGTTGAGTTTGCACATTTGGCAGATTGGGTAAAACAAAATTATCA 
AAAACACAATGTGATTATTACCAACTCCGAAACCAACAAAACCAAAACCGAAAAAACCGA 
CAGCGAAACAGAAAAATTGCTGAATAATTTGGAAGCGGCTGATAATCCGATTCGTGCCAT 
-TTTTAGGGTGGACAGATTAACCGAAGGTTGGGACGTTCTGAATTTGTTTGATATTGTGCG 
TTTGTATGAAGGGCAAAACGGCGGCGGTTCAAATAAAAAATCAGGCAAAACGGCTGCCGC 
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TACTGTATCGGAAAAGCAGTTGATTGGTCGCGGCGTGCGTTATTTTCCATTTGCGTTTGA 
AGGTAAACAGCCGAATAAACGCAAATTTGACAACGATATGCAACACGAATTGCGTATTTT 
GGAAGAATTGTTTTATTACACGCACGATGAGCAATCTCGCTATATTACAGAACTGAAAAA 
CGAGTTACGAAAAGACGGTTATTTGCCTGAAAAAGACGATGATAAGGTATTGGCAACATT 
TAAACTCAAATCTGAATTTGCCGATAATCAGGATTTTAGAGAGTTGTTAATTTGGGCAAA 
TAAAAAAATCCCCAATCCCAATGCCAGAGCCAATAATGCAGACAGCCTGAAAGCCAATCC 
GCAAACGCTTCCATTCCAAGTTCACGGCAATCAACTGTTGCAGGAAACGCAATTTACAGC 
CGATGAAAATGATGAAATAGCCCGACAAATCGACACACAAAATAATTTTACTCAAATCAT 
AAAAAT GAGT GAAAT GGAAC GGC AC ATTT T C AAT AAATCCCT GC AT AT C AAAGGAAAAAA 
TGGTCAATCTTTATTCCATTTTGACCGCTTGCAAAGCAAACTCAACATTTACAATCGCAA 
TGAATTGCAAAATAACTTGTTAAAAGATTGACAAATTGAATTTTTGGGATTAGGGCAAGA 
CAAACAGATCAGCCCAGATGACAAACTTGCAGGCTGCCTAAAAATCTTGGAAATGGTTGA 
AAAACATTTGAATGAAAGTGATATGCCATTTATCGGTACAAAAGAATTTACGCCTAAAAA 
ATTGTGGGAAATTTTTGGC AC ACCAAAAC AAAAAT GGGTCAAAAAAGATGAT AT AAAAAC 
TGCCATTGCCACGCAAAATGATTGGTATGTGATGGATAATTTTGCTGGAACGAGTTTGGA 
AGAAGCGTTAATTCAATTTATTTCAGAGCATTTGGGCGATTTGAAGTCTAAATATGATGT 
TCATTTAATCCGTAATGAAGAAGTGTTTAAATTGAATAACTTTTCCGATGGTGAAGGATT 
TATGCCGGACTTTATTTTATTGCTGAAAAATAAACAAAAATCTTCTTCCAATGGTGTGGA 
TGACTTTTTGCATTACCAAATTTTCATTGAACCAAAAGGTGAGCATTTGGTGGAAAATGA 
TTCGTGGAAAGACGCTTTTTTAAAGGCAATTACAGCGGAATACGGGACGGATAAGATTCT 
GCAAAAAGATACACCGCATTATCGTTTGATCGGTTTGCCGTTTTTTACTGACAATCAGGA 
AAATGAACAATTTACAAAGTCATTCCCTTTAGGGGCGGCATCGCTTGAAAAATAGAGTGG 
TGCATTGCAGGCAACCCCGTTTGACAAAACTTCCTTTACAAAAGGGCGTTTTGTCAGATA 
TTTAATCAACACATTATTAAAATACAGCCAAATTTTAATGCCGTCCGAACCCTGTGTTCA 
GACGGCATCGTATTTTTCAGTATCTAAACCGTTTCCCTGCCCCAATCTTTGCCTCTCAAA 
ATCGAAGCATCGACATCTTGAATATCGCGGTGTCCCGTAAACGCCATAGATATATCCATT 
TCTTTATACAGGATTTCCAGCGCACGGGTTACGCCTTCTTCTCCATACGCGCCCAAGCCA 
TACAGGAACGCCCGACCTATCATTGTACCTTTCGCGCCCAAAGCCCACGCCTTCAAAATA 
TCCTGACCGCTGCGGATGCCGCTGTCCATCCAAACTTCGATGTCGCTGCCCACTGCGCTG 
ACGATGTCGGGCAAGGCTTTGATGGCAGACACGGTATCGTCGAGCTGTCGACCGCCGTGG 
TTGGAAACAATCAATGCGTCCGCGCCGCTTTTCGCTGCTTTTTCCGCGTCTTCAGGTTCC 
ATAATGCCTTTGATAATCAGCTTGCCGCCCCACAAATCTTTAATGCGCGCCACATCGTCC 
CAGCTCAGGCGCGGGTCGAATTGTTCGGAAGTCCATGAAGACAGCGAAGACAAATCGCCG 
ACGTTCTTCGCGTGTCCGACGATATTGCGGAACGTGCGGCGTTCCGTGTTCAGCATTTTC 
ATACACCATTCGGGCTTGGTCGCCAGATTGATTAAATTGGCGATGGTCGGTTTCGGCGGC 
GCGGACAGGCCGTTTTTGATGTCTTTGTGGCGTTGCCCCAAAACCTGCAAATCAGCGGTC 
AATACCAATGCCGAACATTTGGCATCCTTCGCGCGCTTAATCAGGTTTTCCATAAACTCG 
CGGTCGCGCATCACATAAAGCTGAAACCAAAATGGTGCGGAAGTGTTCTCGGCAACGTCT 
TCAATCGAGCAGATAGACATCGTGGACAGCGTAAACGGAATGCCGAACTTCTCCGCCGCC 
CGCGCCGCCAAAATTTCACCGTCGGCGTGTGCCATACCCGTGAAACCCGTCGGCGCAATC 
GCCACCGGCATTTTCACATCCTGCCCGATCATTTTGGTTTCCAGGCTTCGGCCTTCCATA 
TTGACCAATACTTTTTGACGGAAGCGGATGTCTTTGAAATCCGAAGTGTTTTCACGGTAG 
GTAGTTTCTGTCCACGAACCCGAATCGATGTAATCGTAAAACATACGCGGCATTTTGCGC 
TTGGCAACGCGGCGCAAGTCTTCGATGCAGGTCATTTTGCTCAAATCACGTTTCATTTGT 
CGCCCCCTGAATACCTGAATAACTTTATATGAAATCGATAATGTATATCAATATTGATTA 
TAAGGCAAATCATTTCAACATTTGCCGCATCCGCCGCAGCTCCCTACTTTAAGCGACATA 
AGGT TTAAAATT C AAAAAT AACAAAT TAAAAT CAAAAT ATT AAAAATCAATC AAT CTATC 
GATTTAAACAGCCAATCACACAATCCGCCCTCATACTTGACTGAAACACTCAGATATTGG 
ACAATTCCACCCACTAATAAAAAAACCGACATGGGCAACCACCACCATGAGACTGACCAC 
CAAAGGGCGTTTCGCCGTTACCGCTATGCTGGATTTGGCGATGAACGCGCAAACCGGCGC 
CGTCAAACTCAGTGCCATCAGCGAACGCCAAAACATATCCCTCTCCTATCTCGAGCAATT 
GTTCGGCAAACTCCGCCGCGCCGGACTTGTTGAAAGCCTGCGCGGGCCCGGCGGCGGCTA 
CATCCTCGCCGCACCGGCGGCACGCATCAACATCGCCCAAATCATCGCCGCCGCCGAAGA 
CCGGCTGGACGCAACCCAATGCGGCAGCAAAGCCAACTGCCACCACGGCGCGCCCTGCCT 
GACGCACGATCTTTGGGAGAATTTAAACAAAACCATCAACGACTACCTCGGCAGCGTTAC 
CCTGCAAAGCATCATCGAACAGAAAAACAACGGCGACGGCAGCCGCGTCGTCCAATTTAC 
ACACATCCATTAAATAACACCCGAAAAAGAAAGAGCAAACCATGACCGTCAAAACCCCCG 
TTTACCTCGACTACGCCGCCACCCCCCCCGTTGACAAACGCGTTGCCGAAAAAATGATTC 
CCTATCTGACCGAAACCTTCGGCAACCCAGCCTCCAACAGCCACAGCTTCGGCTGGGAAG 
CAGAAGAAGCTGTAGAAAAAGCACGTGCAGACATTGCCGCCCTGATTAACGCCGACTCTA 
AAGAAATCGTTTTCACCAGCGGCGCAACCGAGTCCAACAACCTCGCTATCAAAGGCGCGG 
CGCACTTCTACAAATCTAAAGGTAATCACCTCATCACTGTAAAAACCGAACACAAAGCCG 
TACTCGACACCATGCGCGAACTCGAACGCCAAGGTTACGAAGTAACTTATCTGGACGTAC 
AAGAAAACGGTTTGGTTGATTTAGACGTACTGAAAGCCGCCATCCGCGAAGACACCATCC 
TCGTTTCCGTAATGTGGGTAAACAACGAAATCGGCGTGGTTCAAGATATTCCTGCCATCG 
GCGAAATCTGCCGCGAACGCAAAATCATTTTCCACGTTGACGCAGCACAAGCATGCGGCA 
AAGTGCCTGTTGATGTTGAAGCCGCAAAAGTTGATTTGCTGTCTATGTCCGGCCACAAAG 
TATACGGCCCTAAAGGCATCGGCGCCCTGTATGTACGCCGTAAACCACGCGTCCGCCTCG 
AAGCCCAAATGCACGGCGGCGGTCACGAACGCGGTTTCCGTTCCGGCACATTGCCGACCC 
ATCAAATCGTCGGCATGGGTGAAGCCTTCCGCATTGCCAAAGAAGAATTGGCACAAGACA 
CTGCACACTACCTGAAACTGCGCGATATTTTCCTCAAAGGTATCGAAGGCATCGAAGAAG 
TCTATATCAACGGCGACCTCGAACATCGCGTCCCGAACAACCTAAACGTCAGCTTCAACT 
TCGTCGAAGGCGAAAGCCTGATTATGGCAGTGAAAGAACTCGCCGTATCCAGCGGCTCCG 
CCTGCACCTCCGCCTCGCTCGAACCCAGCTACGTCCTGCGCGCGCTCGGCCGCAACGATG 
AACTGGCGCACTCATCCCTGCGCATCACCTTCGGTCGCATGACCACCGAAGAAGAAGTGC 
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AATTCGCCGCCGAACTGATTAAATCCAAAATCGGCAAACTGCGCGAACTGTCGCCGCTGT 
GGGAAATGTTCAAAGACGGGATTGATTTGAACTCGATTGAATGGGCAGCGCATTAAAGCG 
TACCAACATGCCGTCCGAACCTTTAGACGGCATTCCAAAAACAAAGCAATCAAGAGAAAA 
TATGAACGAACAAGATTTAGATTTGGACAATCTCGACAACCTGCTTGAAGATTTTGACGG 
CGTTACCGTGGAAGGCGGCGTCGATTCGGAAAACGACGACGGCTGCGAAGGCGGGGCGTG 
CAAAATCTAAACTTCAGGCCGTCTGAAAATCGGCAAACAAACCACTTAAACCATCAAAAA 
ACATTAAGGAAACCACATCATGGCATACAGCGATAAAGTAATCGACCACTATGAAAATCC 
GCGCAACGTCGGCACATTCGACAAGGGAGACGATTCCGTCGGCACCGGCATGGTCGGCGC 
GCCCGCCTGCGGCGACGTCATGCGCCTGCAAATCAAAGTGAACGACGAGGGCATCATCGA 
AGATGCGAAATTTAAAACTTACGGCTGCGGCTCGGCCATCGCTTCGTCCAGCCTGATTAC 
CGAGTGGGTTAAAGGCAAAAGCCTGGATGACGCGCTGGCAATCAAAAACAGCGAAATCGC 
CGAGGAGTTGGAATTGCCGCCGGTAAAAATCCACTGCTCCATCTTGGCTGAAGATGCGGT 
AAAAGCGGCCGTTGCCGACTACCGCAAACGTCAGGAAAACAGATAAAGCCCTTCAGACGG 
CATCATCCCGCAATGCCGTCCGAACCACCCGCCGCTTCAGGTCCGTCCGGGGCGGTACAA 
CAAGGAAGAAATATGATTACCCTTACCGAGAATGCCGCAAAACACATCAATGACTATCTC 
GCCAAACGCGGCAAAGGCTTGGGCGTACGCTTGGGTGTGAAAACCAGCGGCTGCTCGGGG 
ATGGCGTACAACCTTGAATTTGTCGACGAAGCCGATGGCGACGACCTGATTTTCGAAGGA 
CACGGCGCGCGCATTTATATCGATCCGAAAAGCCTGGTTTATCTGGATGGCACGCAAGTC 
GATTACACCAAAGAAGGTTTGCAGGAAGGTTTCAAATTTGAAAACCCCAATGTCAAAGAC 
TCCTGCGGCTGCGGCGAAAGCTTCCACGTTTAAGGCATAAAAACGGCGGGACCGTATCAA 
AACCGTCCCGCCATTTTTTCGCTTCCTGCCTGTTGTAGCTGCCTTTGCCTTTCeTTTTCC 
GTTCCACCTTGTGCCGGAACAAATCGGATTTCACTAAGGCTTTTAAAGCATTGTCGCGTA 
TTTTGCCTTTATTGTGCTGCACTTTGCCGCCCATATTCAGTCCTTTCGTTTAAGAAGCGG 
CAGATTATAAGGCAAAAACAGTTTTCTGCCAAAATCTTACATTTATCATCCTACTATGTC 
CCAATATTTCACCCTCTTCCGGATTGAACCCGCTTTCGATATCGACACCGAAAACTTGGA 
ACAAACCTACCGCGCCTTGGCCGCCCGTTTCCATCCCGATAAATTCGCTTCAGCTTCCGC 
CTTTGAGCAAAAGCAGGCAGTGATGATGTCTTCCACCATCAACGATGCCTACCGCACCTT 
GAAAAACCCCATCGACCGCGCCGCCTACCTGCTGAAAACATCGGGCATCGATGCCGACGC 
GCCGGAGCATACCGCTTTCGCCCCCGAATTCCTTATGCAGCAAATGGAATGGCGCGAAAC 
GCTGATGGAGGCACGGGCAGGCAACGACCTTGAATCCTTGAAAAATCTCGACAACGAAAT 
CCGCGACGAACAAGAAAAACTGTTCTGCGGTCTGAAACAGTCGTTTGCCCGACAAGATTA 
CGACACAGCCGCACAACAAGTCCGCCAAGGCAGGTTTCTCGACAAACTCCGCAACGAAAT 
TTCCTCGGCATTATAATCCGCACCGTGTTTCAGACGGCGTAACCGCCGCACCGTTCCGCG 
TCAAAATATGCTAAAATAAGCAACAATTTTTTGCCATACGAAACATTGAAACCATGACCG 
ACGCAACCATCCGCCACGACCACAAATTCGCCCTCGAAACCCTGCCGGTAAGCCTTGAAG 
ACGAAATGCGCAAAAGCTATCTCGACTACGCCATGAGCGTCATTGTCGGGCGCGCGCTGC 
CGGACGTTCGCGACGGTCTCAAGCCGGTACACCGCCGCGTACTGTACGCGATGCACGAGC 
TGAAAAACAACTGGAATGCCGCCTACAAAAAATCGGCGCGCATTGTCGGCGACGTCATCG 
GTAAATACCACCCCCACGGCGATACCGCCGTATACGACACCATCGTCCGTATGGCGCAAA 
ATTTCGCTATGCGTTATGTGCTGATAGACGGACAGGGCAACTTCGGATCGGTGGACGGGC 
TTGCCGCCGCAGCCATGCGCTACACCGAAATCCGCATGGCGAAAATTTCCCACGAAATGC 
TGGCAGACATTGAGGAAGAAACCGTCAATTTCGGCCCGAACTACGACGGTAGCGAACACG 
AGCCGCTTGTACTGCCGACCCGTTTCCCCACACTGCTCGTCAACGGCTCGTCCGGCATCG 
CCGTCGGCATGGCGACCAATATCCCGCCGCACAACCTTTCTGATACCGTCAATGCCTGCC 
TGCGCCTGCTCGATGCACCCGACACCGAAATCGACGAACTGATCGACATTATCCAAGCCC 
CCGACTTCCCGACCGGGGCAACCATCTACGGCTTGAGCGGCGTGCGCGAAGGCTATAAAA 
CAGGCCGCGGCCGCGTCGTTATGCGCGGTAAGACCCATATCGAACCCATAGGCAGAAACG 
GCGAACGCGAAGCCATCGTTATCGACGAAATCCCCTATCAGGTCAACAAAGCCAAGCTGG 
TCGAGAAAATCGGCGATTTGGTTCGGGAAAAAACACTGGAAGGCATTTCCGAGCTCCGCG 
ACGAATCCGACAAATCCGGTATGCGCGTCGTTATCGAGCTGAAACGCAACGAAAATGCCG 
AAGTCGTCTTAAACCAACTCTACAAACTGACTCCGCTGCAAGACAGTTTCGGCATCAATA 
TGGTGGTTTTGGTCGACGGACAACCGCGCCTGTTGAACCTGAAACAGATTCTCTCCGAAT 
TCCTGCGCCACCGCCGCGAAGTCGTTACCCGACGTACGCTTTTCCGGCTGAAGAAGGCAC 
GCCATGAAGGGCATATTGCCGAAGGCAAAGCCGTCGCACTGTCCAATATCGATGAAATCA 
TCAAGCTCATCAAAGAATCGCCCAACGCAGCCGAGGCCAAAGACAAACTGCTTGCGCGCC 
CTTGGCGCAGCAGCCTCGTTGAAGAAATGCTGACGCGTTCCGGTCTGGATTTGGAAATGA 
TGCGTCCGGAAGGATTGGCTGCAAACATCGGCTTGAAAGAGCAAGGTTATTACCTGAGCG 
AGATTCAGGCAGATGCTATTTTACGCATGAGCCTGCGAAACCTGACCGGCCTCGATCAAG 
AAGAAATTGTCGAAAGCTACAAAAACCTGATGGGTAAAATCATCGACTTTGTGGATATCC 
TCTCCAAACCCGAACGCATTACCCAAATCATCCGCGACGAACTGGAAGAAATCAAAACCA 
ACTATGGCGACGAACGCCGCAGCGAAATCAACCCGTTCGGCGGCGACATTGCCGATGAAG 
ACCTGATTCCGCAACGCGAAATGGTCGTTACCCTGACACATGGCGGCTATATCAAAACCC 
AGCCGACCACCGACTATCAGGCGCAGCGTCGCGGCGGGCGCGGCAAACAGGCGGCTGCCA 
CCAAAGACGAAGACTTTATCGAAACCCTGTTTGTTGCCAACACGCATGATTATTTGATGT 
GCTTTACCAATTTGGGCAAGTGTCATTGGATTAAGGTTTACAAACTGCCCGAAGGCGGAC 
GCAACAGCCGCGGCCGTCCGATTAACAACGTCATCCAGTTGGAAGAAGGCGAAAAAGTCA 
GCGCGATTCTGGCAGTACGCGAGTTCCCCGAAGACCAATACGTCTTCTTCGCCACCGCGC 
AGGGAATGGTGAAAAAAGTCCAACTTTCCGCCTTTAAAAACGTCCGCGCCCAAGGCATTA 
AAGCCATCGCGCTCAAAGAAGGCGACTACCTCGTCGGCGCTGCGCAAACAGGCGGTGCGG 
ACGACATCATGCTGTTCTCCAACTTAGGTAAAGCCATCCGCTTCAACGAATACTGGGAAA 
AATCCGGCAACGACGAAGCGGAAGATGCCGACATCGAAACCGAAATTTCAGACGGCATCG 
AAGATGAAACCGCCGACAGCGAAAACGCACTGCCGAGCGGCAAACACGGTGTTCGCCCGT 
CCGGTCGCGGCAGCGGCGGTTTGCGCGGTATGCGCCTGCCTGCCGACGGCAAAATCGTCA 
GCCTGATTACCTTCGCCCCTGAAACCGAAGAAAGCGGTTTGCAAGTTTTAACCGCCACCG 
CCAACGGATACGGAAAACGCACCCCGATTGCCGATTACAGCCGCAAAAACAAAGGCGGGC 
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AAGGCAATATTGCCATTAACACTGGCGAGCGAAACGGCGATTTGGTCGCCGCAACCTTGG 
TCGGCGAAACCGACGATTTGATGCTGATTACCAGCGGCGGCGTACTTATCCGCACCAAAG 
TCGAACAAATCCGCGAAACCGGCCGCGCCGCAGCAGGCGTGAAACTGATTAACTTGGACG 
AAGGCGAAACCTTGGTATCGCTGGAACGTGTTGCCGAAGACGAATCCGAACTCTCCGACG 
CTTCTGTAATTTCCAATGTAACCGAACCGGAAGTCGAGAACTGAAAATCATCTCCCGATG 
CCGTCTGAAGATTCAGACGGCATTTATTTTATCCCTCATCCGTCATCCAGCTTCTCACAA 
TATAGCGGATTATAGTCAATTAAAAACAAGGGGCTGTCCTAGATAACTAGGGAAATTCAA 
ATTAAGTTAGAGTTGCCCCTATGAGAAAAAGTCGTCTAAGCCGGTATAAACAAATAAACT 
CATTGAACTGTTTGTCGCAGGTGTAACTGCAAGAACGACAGCAGAGTTAGTAGGCGTTAA 
TAAAAGTACCGCAGCCTATTATTTTCATCGTTTACGATTACTTATTTATCAAAACAGTCC 
GCATTTGGAAATGTTTGATGGCGAAGTAGAAGCAGATGAAAGTTATTTTGCTGAACGACA 
AAACCATATCAATGGAATTGAGAACTTTTGGAACCGGGCAAAACGTCATTTACGCAAGTT 
TGACGGCATTCCCAAAGCGCATTTTGAGCTGTATTTAAAGGGGTACGAACGGCGTTTTAA 
CAACAGTGAGATAAAAGTTCAAATTTCCATTTTAAAACAATTAGTAAAATCGAGTTTATC 
CTAGTTATCTAGGACAGCCCCAAAAACAAAATAGTACAATATTCAACTTTGAAGGTCTAA 
CCATGGCATACTCTGCGGACTTAAGAAACAAAGCTTTAAACTATAGTGGATTAAATTTAA 
ATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGGCAACAC 
CGTACTGGTTTAAATTTAATCCACTATATTACGAACAATGCAAAAACATCAGCCAAACCG 
CAGCAACGTTTAACTTGTCAAGAAACACGCTTTACCTGTGGATTCGCCTTAAAAAACAAA 
CAGGCAGCCTAAAACATCAAGTTACCGGTCTAAATGCCGTCAAATCGGATAGGCAAAAAC 
CGGCTCAATATGTTGGGCAACACCCGGATGCCTATCTGCATGAAATCGCCAAACATTTTG 
ATTGTACGGCAGCCACCATTTGCTATGCACTCAAACAGATGGGGATAACGCGCAAAAAAA 
GACCACCACTTACAAAGAACAAGACCCGGCCAAAGTAACGCATTATTTGACACAGCCGGC 
CGAATTTTCCGACTACCAACGTGTTTATTTGGATGAAACAGGATTTGACCGCTACCTGTT 
CCGTCCCTATGCCCGCAGCCTGAAAGGGCAAATAGTGAAAGCGCAGATAAGTGGAAAAAG 
ATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTA 
CGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCG 
AGCCAACGCTGTATCGGTTTAAATTTAATTCACTATAAAAACGACAAAAACGCAAAAGCC 
GCCGACATTCCCGCATCCAAGTTTCAGTCAATCAGATAACCTTGGATTTCTTTGGTTTTC 
GCATTGATTTCTCTGGTACGGCAGTCAGATTGTGCCACGCCGTATTCGTCGCCGTCGGCG 
CATTTGGCATTCAAACCGTTTTGTCAGTTGCGGTACTCGGGCATGACGGTTTCGGCAATA 
TCGGCGGGCAGTGCCTGAACCGCGCTGTTCAGAGCCGCTTTGACAGTTCTTTCTTGTCCG 
CTTCCCTGGCCATTTCGTCGATAAGGGCTTTTTTACGGTTGTGCAGCTCTTCCAAGCGTG 
CTTCGGTTTTCGCCGTTTTGCATGCCAGTTCGCTGAATTTTATGCCGTTTGGCGTTTTAC 
CTTCAGCTTTCGCATTGTTGGCACAGATTTTATCCATCCCGCTTTTCCATGTTTTCTGTG 
AGGCTTGCAGCTTATTCTGTACGGTTTGAGGCAATCCTTTCCAGAACTGCTCGAACTCGC 
TGCGCGACAGCTTGTAGCGTTCTTCCCATTCGGATACGCGGGCGGCTTCCTGCTCCCGAC 
CCAATGCCTCCTGCGCCGCCGCTTCTTCTGCCGCTTCAAGTTCTTCGTTCCTTTGTTTCA 
CTTTGTCCAACGGCTCTTTAATCAGTGCCATAGCTGCGGAACATATATGTTTAAATTTAT 
GCAAACCATCATATCGGGATTGCACACGCTCTGCAAGTTTACCGACGGTTTTCCTGTTCG 
ATAAAAATGCCGTTTGAAACGGTCGGCGTTCAGACGGCATTTTTCCGCAGGTTTTATTTG 
CGGTTGGTCTGCAGGTAGAGGTTGATCAGGCGTTCGGTCGAACTGTCGTGCTTTTGCGGC 
CCGGTTTCGCCGGTCAGTTCGCCCAAAATGGTTTTAGCCAGTTGTTTGCCGAGTTCCACG 
CCCCACTGGTCGAAGCTGTTGATGCCCCAAATGATGCCTTGTACGAAGGTTTTGTGTTCG 
TACATGGCAATCAGGCTGCCCATATTGCGCGGGTTGACCTTGTCCATGAGAATGAGGTTG 
GTCGGGCGGTTGCCGGAGAAGGTTTTGTGCGGGACCAGCTCTTCGATGCGCACCTCATCC 
ATACCCTGCGCTTTGAGTTCGGCGCGGACTTCGTCGGGGGTTTTGCCGCGCATAAAGGCT 
TCTGCTTGGGCGAAGACGTTGGCAAGCAGGATTTCGTGGTGTCCGGGCAGGTTGCTGCGT 
TTTTCAAGCGAGGCAATCAGGTCGATGGGGGTAATGTGCGTGCCTTGGTGCAGCAGTTGG 
AAAAAGGCGTGCTGGCCGTTAATGCCCGTTTCGCCCCAGATAATCGGCGAGGTTTCGTGT 
CCGACTGCTTTGCCGTCCAACGTAACCTGTTTGCCGTTACTTTCCATATCGAGCTGCTGG 
ATGAATTTGGGCAGGCGGTGCAAATGTTGGTCGTAAGGCGCGATGACGTGGCTGCCGCCG 
CCGTAGTAGTTGATATACCAGATGCCGATGAGGGCGAGAATGACGGGCAGGTTGCGCTCG 
AGCGGTGTGTTGATGAAGTGTTGGTCCATCAGGTGCGCGCCGTTGAGCATTTCAATGAAG 
TTTTCTTCGCCGAGATACAGCATAATCGGCAATCCGATGGCGGACCACAGGCTGTACCGA 
CCGCCGACCCAATCCCAAAATTCAAACATATTGGCGGTGTCGATGCCGAATTCGGCGACG 
GCTTTTTGATTGGTGGAAACGGCGGCGAAGTGTTTGGCAACGGCTTCTTCGTCGCCCGCA 
TGATTCAAAAACCATTCGCGCGCGGTCAGCGCGTTGGTCAGCGTTTCCTGCGTGGTAAAT 
GTTTTGGAGGCGATGATGAACAACGTGGTTTCGGGGTGGACTTTGGACAATACGTCGCGC 
AGTTGCGAGCCGTCCACGTTGGAGACGAAGTGCATATTGAGGCGCGGATGACCGAAAGGT 
TTGAGCGCGGTACACATCATCAGCGGACCCAAATCCGATCCGCCGATGCCGATGTTGACA 
ACGTCGGTAATGACTTGGTTGGTATAGCCCAGCCAGCTTCCGCTGCGGACTTCGTGTGCA 
AATTCGCCCATACGTTGCAAAACGCGGTTGACTTTGGGCATCACATCTTCACCGTCAACC 
ACAATCGGCGAATTGGTGCGGTTGCGAAGGGCGACATGCAGGACGGCGCGGTTTTCGGTG 
GTATTGATTTTTTCGCCGTGGAACATCTGCCGCATCCGCTCCGGCACGCCTGCTTCTCGG 
GCAAGCTCGAACAAAAGCGACATGGTTTCGTCGTTGATGCGGTTTTTGGAGTAGTCCAGC 
GTCAGTCCGCCGACTTGCAGCCAGTAGC.GTTCCGCACGCTGCGGGTCTTGCTCGAACATT 
TCGCGCATATGCAATGTTTTGCTGTCGTCAAAGTGATTCCACAATTTCGACCATGCGGGT 
AAGTCGTGAAGGTGTTTCATCTATATGCTCCTGAATGAGGTTTTTTGTTGTGGGATGAAA 
AGGCTGCCGGAAACTGCCGCAAGCCGCCGACGACCGTTGTTCGGCATTTCAGACGGCATT 
TGTGGGATGCCGTCTGAAGGTCAATCTTTGTCGTAATCGATGTGCTTGTTGTGTATGCTT 
TTTTTGCTTTTCTGCAATTGCAGGCTGGCAGCATCGCCCAAGCGCAGGGCAAGTCCGATG 
GCGAGAATGTCGATGACGGCAAGCTGCAAGAGGCGGGAAACCATGGGCGTGTAGAGTTCG 
GCATTTTCCTGTGTGGCAACGCTCAACACGCAGTCGGCAAGTTGCGCCAGAGGCGAATCG 
TTGCGGGTCAGTGCGATGACAGACGCGCCGTTTTCTTTGGCGATGCTGACCGCATCCAAA 
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AGTTCGATAGACGAACCCGTGTTGGAAATGGCAACCAAAACATCCTGATCGCTCAAAACA 
GATGCCGCCATCAGCTGCGTGTGCGTATCGACATAGGCGACGGTGGACATGCCGAAACGG 
AAAAATTTATGCTGCGCGTCCTGTGCCACAATGCCGGAATTGCCGACACCGTAAAACTCG 
ACGCGACGGGCGTGCATCAGCGTGGCAATGGCGTTTTCCAGCTCCGACTCTTTCAGGAAG 
CGGCGTTCGCCCAACAGCGAGGCGGCGGCATTGCCCAACACTTTCTCGACCACGCTTGCC 
ATATCGTCGTCGGCGTTGAGTTCTTCGTGGACATAGGGCATACCCTCATGACCGATGCTG 
GCGGACAAGGCGAGCTTGAACTCGGGCAGCCCTTTATAACCCAAGCTGCGGCAGAATCGG 
ATGACGGTCGGCTGGCTGACGGACGCACGTTCGGCAATTTCGGCAACGGCGGCATGGACG 
AACCATTTGGGTTCCGCCAATGCACATTCGGCGACTTTGCGTTCCGCACCGGAAAGGTTT 
GCCAGTGATTCGCTGATTTTGCTTAACATAATGATATGCCCTTCGATAATGCAGCCCCGC 
TGCAAGGAGCCGCTGTGGTTAAACGTTTCTCAAATGGTTGTCAAGAGCCGCAGCCGCACC 
GGAAATTCCGGGAAACTCGCTCAAGACGACATACACGGGAATCGCGGCAAGATATGCTTC 
AAACCTGCCCTTGTTCTCGAAACGGCTGCGGAACGGGGAAGTTTTGAAATATTCCAACAC 
GCGGGGAATAATGCCGCCACACAGGTACACGCCGCCGCGCGCGCCCAGCGTCAGGGCGAG 
GTTGGAAGCAACCGTGCCGAGCATGGCGCAGAAGATGTCCAAAGTCTGACGGCACAAAGG 
CGACGCGCCGCTCAAAGCCTTTTCCGTGATTTCAGACGGCATCAGTTTGGCGGGTTTGGC 
TTTCTGTTTTGCAGCCAAAGCCTCGTAAACCAAGCTCAAGCCCGCGCCGCTCAAAAAGCG 
TTCGGCGGAAACATGGCCGTATTTGTTTTTGGCGTACTGCCAAATCAGCACTTCCATATC 
GTCAAACGGCGGGAAACTGGTATGCCCGCCCTCGCCCGCCAAAGCCACCCAGCCTGCGTG 
GCTGTGCACCAATCCGCTCACGCCCAGGCCGGTACCGGGGCCGATAACGGCTTTGGGGGC 
AAATTCGACAGGCTTTTGCCCGCCTACCTGCATCAGGTCTTTGCTTGAAGTCTGCGTTAC 
CGCCAATGCCTGCGCGGTAAAGTCGTTCAAAAGGATGAGGGTGTCCAGCCCCAAAGTCTG 
ACGGGTGGTTTCGATGGAAAACGCCCAATGGTGGTTGGTCATCTGCACCCAGTCGCCCAA 
AATCGGGTTGGCGATGGCAAATGCCGCGTGCCGTACGGCTGTTGCACCGCTTTGATTCAG 
ATAGGCACGCACCGCATCGGTAACCGTATCGTAGTCTTTACACGGAAGCACGGCGGCTTT 
TTCAATGACGCGCGGCGCGGTTTCCAGCGCAAAGCGTGCATTCGTCCCGCCGATATCGGC 
GACCAGTCGGGGATATCCGGCTTGTTTATTCGGCGTAGAAGACATGGCAGTTCACTCCTT 
GATGGTTCAAAACGAGGTTGATCGGATATTCGCGGTTTTCGCCTTGTGCGGCTTGGTCGA 
ACACGGCTTTTTTCTCTTCGCCCCGTATCGCCAAAAACACATGCCCCGTATGGGCAATCG 
CATCCAAGGTCATACTGACGCGCTCGTGCGGCGCGGTAACGGGCGTGGTATGCACCAACG 
CGACACCTGCCGAACCGTCGATTGCCGTCTGAAACTGCGGAGCTTTCGGGAAAATCGAAG 
CCGTATGCCCGTCGTTTCCCATACCCAAAACCAAAACATCGGGCTGTTTGTAATGTTTCA 
GTGCATAATCGACAACAGCATCGGGATGTAATTCGGTTTCAGTTTTTCCGTCTTCCACCA 
TAGGAATCCACATTGCCGCTTCCGCTTTGTTCTTCAACAGGTATTCGCGCACCAAACCGG 
TATTGCTGTCGGCGTGGACGGTCGGCACGATGCGTTCATCTGCCAAGGTGATGCCGACGT 
TTTTCCAATCCAAATCTTTTTGCGACAGGGCGTTGAAAAATGCAATCGGCGAACGTCCGC 
CGGAAACTGCCAACACCGCACCGCCCTTCTCGTCCAGTGCGCCCTGCAAAGCATCCGCCA 
CTGCGTCAGCCAAAGACTGCGCCGCTTCTGCCGCATTTTCGTATTCGTGCCAAACAAACA 
TATTTGTGTCCTTTTTTTATTTCAGACGGCATATTCCGTTATGGAAACGGGTTGAGCAAT 
ATGTCGGCCGAACAGTTGTTTATGCTTTTGATACCAAATATCGGGACTGCTTTTTATAGT 
GGATTAAATTTAAACCAGTACAGCGTTGCCTCGCCTTGCCGTACTATTTGTACTGTCTGC 
GGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATACTACTTTACTTATGTTCAGA 
CGGCATTTCAAACCCCATGCCGTCTGAACGCATTATTGTATTACTGCTCTTCGTGCCACT 
TGTGTCCGTCGCGCGCCAATAGTTCGCGCGCGGCTTCAGGCCCCCACGAGTGTGCGCCGT 
AGCCGTGCGGCGGCGTGGTGTTATTTGTCCAGTTTTCCAAAATCGGCATCACATATTCCC 
ACGCGGCTTCAAGTTCGTCGCGGCGGTTAAACAAAGCGAGTTTGCCGTTAATCACATCCA 
GCAGCAGGCGCTCGTAAGCTTCCGCGCGGCGGCCTTCCAATGCTTTGCCCAAATCGGTTG 
CCAGCGGCACGGTTTCGACCTTATTTCCTGCCCCCGGGGTTTTCATCTGCGTATAGAGGC 
GCACGGATTCATATGGTTGCAACTCGATAACGAGCCGGTTGGGCGCGGTGCGGCTGCCTT 
CAAAAATATGGCTGTTCAAATCTTTGAAGTTCAAAACGATTTCCGCCACTTTGCCCGCCA 
TGCGTTTGCCGGTACGCAGGTAGAAGGGAACGCCCTTCCAGCGTTCGTTTTCGATTTCGG 
CTTTAATGGCGACGTAGGTTTCGGTAAAGCTGTCTTGCGGAACGTTGATTTCTTCAAGAT 
AGCCGTTCATGCCTCTGGCGGCGGTATATTGTCCGCGCACGACGTTTTCATTGACAGACT 
CGACGGTCAGCGGCTTCAATGACTTGATGACTTTGACTTTTTCATCGCGCACCGCGTCGG 
CATCCAAGCTGGCGGGGGCTTCCATCGCAGTCATGCACAACATCTGCATCAAATGGTTTT 
GCACCATATCGCGCAACGCGCCGGTAATGTCGTAAAACTCACCGCGCTCTTCCACACCGA 
GCTGTTCGGCGATGGTCAACTGCACGCTTTCGATATATTTATTGTTCCACAGCGGCTCGA 
ACATTACATTGGCAAAACGCAGCGCAAGCAGGTTTTGCAGGCTTTCTTTGCCAAGGTAGT 
GGTCGATGCGGTAAATTTGCCCTTCTTTGAAATAACGCGCAACATCGGTATTGATTTGCT 
GGGAAGAAGCCAAATCCGTACCCAACGGTTTTTCCAAAACTACGCGCACATTGTCGGCAT 
TCAAACCGATCGCAGCAAGGTTTTCACAGGCTTGCGCGAAGAATTTGGGCGCGGTGGACA 
GATAGATGACGACGTTGTCGGTTTCTTTGCGCGCTTTGACCAAATCGCCCAAAGCGGCAA 
AATCGTCCGGCTGCGTAACATCGACTTTGAGATATGCGAAACGTTCGACAAACGATGCCC 
AAGCCTCATCGGAAAAATTTTCTTTCACATGGATTTTGGAACTGGTTTCCACCTTCGCCA 
GAAAACCTTCGGTATCCAACTCGCTGCGGCTGACCCCCAAAATACGCCCTTCGGGATGAA 
GCAGACCGGCAACATGCGCCTGGTACAGACAGGGCAACAGCTTGCGCATCGCCAAATCGC 
CGGTCGCACCGAACAACACCAAATCAAAATTTGTTTGTGTACTCATCGTATTATCTCGTC 
AGGAAAGAATTTTTCGATGCCGTCTGAAACCTGTTTCCCCCATCACGCTGCATCGCAATA 
TCGGAAACAAAGGCAGGCGGCATAATGAGTAGTAATACTACACACCGCTACACTTTTTGT 
CTATTCCCATTTTTACAATTTATTTGACCTAGTCCAAAAATCGGGCAGGTTTCCCCTATT 
CCGTTACAACAATCGAAAGATTCTGCGATTTAAATCAAATTTCTTTTCAATGCCTGATTT 
TTTTGTAACAAAATTACAAATTTTGTACTATAATAACACCCGCTTCCCACTTTCAGACGG 
CATACCTTTTAAAATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGAC 
AGTACAGATAATACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCT 
TTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATACTTACCGTCTG 
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AATACCCGATACAAAAATCAGAAACGCACAAACAAATCCCCAATACCCCCCCCGTTCCGA 
CAGGAGACCGACCGTGAACACTACTCCTATCCACTCCAAACTCGCCGAAATCACCGGGCG 
CATTATTGAACGCAGCCGTCCGACGCGTGAAAAATATCTGGCGAAGATCCGCAGTGCCAA 
ACAAATGGGACGCTTAGAGCGCAACCAGCTCGGCTGCAGCAACTTGGCACACGGCTATGC 
TGCCATGCCTAAAAGTATCAAAATCGAAATGCTTCAGGAAACCGTCCCCAACTTAGGCAT 
CATCACCGCCTACAACGACATGGTTTCCGCACACCAGCCGTTTAAAGACTTCCCTGACCA 
AATCAAAGACGAAGCGCAGAAAAACGGCGCGACCGCCCAAGTCGCCGGCGGCACGCCCGC 
CATGTGCGACGGCATCACGCAAGGCTACGCCGGCATGGAATTGTCGCTGTTCTCCCGCGA 
CGTGATTGCCATGAGTACCGCCATCGGGCTGTCGCATCAAATGTTTGACGGCAGCCTGTT 
TATGGGCGTATGCGACAAAATCGTTCCAGGTTTGATGATAGGCGCGCTTTCGTTCGGTCA 
TATTCCGGGTATCTTCGTCCCCGCAGGCCCGATGTCCAGCGGTATCGGCAACAAAGAAAA 
AGCCCGCACCCGCCAGCTTTTCGCCGAAGGCAAGGTCGGACGCAACGAACTTTTGAAAAG 
CGAAATGGGTTCTTACCACAGCCCGGGCACCTGCACTTTCTACGGCACGGCAAACTCCAA 
CCAAATGATGATGGAAATGATGGGCGTGCACCTGCCTGCCGCCGCCTTCGTCCACCCTTA 
CACCGACCTGCGCGAAGCGCTGACCCGCTACGCCGCCGGACACCTCGCGCGCGGCATCAA 
AAACGGCACGATTAAACCTTTGGGCGAAATGTTGACCGAAAAATCCTTTATCAACGCCTT 
GATTGGCCTGATGGCAACCGGCGGTTCGACCAACCACACCATGCACCTCGTCGCTATGGC 
GCGTGCGGCCGGCGTGATTTTGAACTGGGACGACTTCGACGAAATTTCCTCCATCATCCC 
GCTGCTCATCCGCGTTTATCCGAACGGCAAGGCCGACGTGAATCACTTTACCGCAGCGGG 
CGGACTGCCTTTCGTTATCCGCGAATTGCTGAATGCAGGCCTGTTGCACGACGATGTCGA 
TACCGTCGTCGGACACGGTATGCGCCACTACACCAAAGAGCCTTTCCTTATCGACGGCAA 
ACTCGAATGGCGCGAAGCCCCCGAAACCAGCGGCAACGACGACATCCTGCGCAAAGCTGA 
CAACCCGTTCTCCCCCGACGGCGGTCTGCGCCTGATGAAAGGCAACATCGGACGCGGCGT 
GATTAAAGTGTCCGCCGTGCGCGAAGGCTGCCGCATTATTGAAGCGCCTGCCATCGTGTT 
CAACGACCAACGCGAAGTGTTGGCTGCGTTTGAACGCGGCGAGTTGGAACGCGATTTTGT 
GTGCGTCGTCCGCTACCAAGGCCCGCGTGCCAACGGTATGCCCGAATTGCACAAACTGAC 
CCCGCCTTTGGGCATCCTGCAAGACCGCGGCTTCAAAGTGGCGCTGCTGACCGACGGCCG 
TATGTCCGGCGCGTCCGGCAAAGTTCCAGCCTCCATCCACATGACACCCGAAGCCCTGAT 
GGGCGGCAACATCGCCAAAATCCGTACCGGCGACCTGATCCGCTTCGACTCCGTTAGCGG 
CGAACTCAACGTCCTGATTAACGAAACCGAATGGAATGCCCGCGAAGTCGAAAGCATCGA 
CTTGGGCGCGAACCAACAAGGCTGCGGCCGCGAACTCTTCGCCAACTTCCGCAGCATGAC 
CAGCAGCGCGGAAACCGGTGCCATGAGTTTCGGCGGCGAATTTGCCTGATGCGCGTTTCA 
GACGGCCTTTTCAGACCGAAGGCCGTCTGAAAAATTATTCAAGCGTTTTAAGATAGACGT 
AGGTTGGATTCTCGAATCCGACACAGCCGTCCAAGATGTCGGTTTCTTGAATCCGACCTA 
CAACCTGTCCCATCTTAATAAAATACCCCATTCCACCCGGAGAACCGAAATGTCCAAACT 
GACCCCCCGCGAAATTTTGACCGCCGGCGCAGTTGTGCCGGTAATGGCGATTGACGACTT 
AAGCACCGCCATCGATTTGTCCCACGCCCTTGTCGAAGGCGGCATCCCTACCCTCGAAAT 
CACCCTGCGCACCCCTGTCGGCCTCGATGCCATCCGCCTGATTGCCAAAGAAGTGCCCAA 
CGCCATCGTCGGCGCAGGTACGGTAACCAATCCCGAACAGCTCAAAGCCGTCGAAGACGC 
AGGCGCGGTTTTCGCCATCAGCCCGGGGCTGCATGAATCCCTCGCCAAAGCCGGCCACAA 
CAGCGGCATCCCCCTGATTCCCGGTGTTGCCACCCCGGGCGAAATCCAACTGGCTTTGGA 
ACACGGCATCGACACCCTCAAACTCTTCCCCGCCGAAGTCGTCGGCGGCAAAGCCATGCT 
CAAAGCCCTGTACGGCCCTTACGCCGATGTTCGCTTCTGCCCGACAGGCGGCATCAGCCT 
CGCCACCGCGCCCGAGTACTTGGCACTGCCCAACGTCCTGTGCGTCGGCGGCTCTTGGCT 
GACACCGAAAGAAGCCGTGAAAAACAAAGACTGGGACACCATCACCCGCCTCGCCAAAGA 
AGCGGCGGCGTTGAAACCCAAAGCCTGATTCGCATCGTAAAAATGCCGTCTGAAAAACCT 
TTCCCGTTTCAGACGGCATTTTGCCGATTGAGGGCACAGTCGGCATACACGGCAGCACTG 
ATCAGACATACCGCCCCTAAAATGCCCATCCGCCTTCCGCATAATAAAAATAACGTTCAG 
TTCATTCGACAGCAGCCGGACAGCCCATACTACGCGGCTGAAAAAATGCCGTCTGAAACG 
CATTCAGACGGCATCCACTTAAAAAAAACAACTGATTCAACGCCGATTAATCCGCTTCCA 
AAACCACTTTCATCACTTGGTTTTCGGCGGCGTGTTTGAACACGTCGTAGGCTTTTTCCA 
ATTCACTGAATTTGAAATGATGGGTCAGCATTTTGGTGTAATCGACGGAGCTGCTGGAAA 
TCGCCTTCATCAGCATTTCGGTGGTATTGGCGTTTACCAGACCGGTAGTGATGGCAAGCT 
TTTTAATCCAGAGTTTTTCCAGTTTGAAATCAACGGATTGACCATGTACACCAACCACAG 
CGATATGGCCGCCGGGTTTCACAATGTCTTGGCACATATTCCATGTAGCAGGGATACCGA 
CGGCTTCGATGGCGCAATCCACGCCGTCTTCGCCGACGATGGCAAAGACTTGTTTGGATA 
CTTCGCCGGAAGCAGGGTTAATGGTATGGGTCGCACCCAATTCTTTCGCCAGTTTCAAAC 
GGTTTTCGTCCATATCGCAAACGATGATGGCGGCGGGACTGTACAGTTGGGCGGTCAACA 
GGGCGGACATACCGACAGGGCCTGCCCCAGCGATGAATACGGTGTCGCCGGGTTTGACAT 
CGCCGTATTGCACGCCGATTTCGTGGGCGGTCGGCAAAGCGTCGCTCAACAACAGGGCGA 
TTTCTTCGTTGACATTATCGGGCAGCGGAACGAGGCTGTTGTCGGCATAAGGCGTACGGA 
CGTATTCGGCCTGAGTACCGTCAATCATGTAACCCAAAATCCAACCGCCGTTACGGCAGT 
GTGAATAGAGTTGGGTTTTGCAGTTGTCGCAAGTGCAACATTTGCTGACGCATGAAATAA 
TGACTTTATCGCCGACTTTGATGTTTTTTACAGCCTCGCCGACTTCTTCTACAATACCGA 
TGCCCTCATGACCGAGAATACGGCCGTCGGCAACTTCGGGGTTTTTGCCTTTCCAAATAC 
CCAAATCGGTACCGCAAATCGTGGTTTTGACGATTTTCACCACCGCATCGGTCGGATCGA 
TAATCTGCGGACGGGGTTTTTCTTCAAAACGGATGTCGTTTGCGCCGTGATAAACCATTG 
CTTTCATGCTGATACTCCTTGCTTGTTGATAAATAATTTCAATACCGCAATAAAGTTTCT 
TTATATGAGTTATATGCCCCTACAAAAAATAAGTCAATAAGAATTATTTTCACAATGTTA 
TACAATAACATACCGTTTTAAATATAAATAAAACCACCGATTGATATTAATGAACACACC 
CATCCCCTTCTCCGAACGGCTCATCCGCTGGCAAAAACAACACGGTCGCCACCACCTCCC 
TTGGCAGGTCAAAAACCCTTATTGCGTCTGGCTTTCCGAAATCATGCTCCAGCAAACGCA 
AGTCGCCACCGTGTTGGACTACTATCCGCGCTTCTTAGAAAAATTCCCGACCGTTCAGAC 
GCTTGCCGCCGCGCCGCAAGACGAAGTGTTGTCGTTGTGGGCGGGCTTGGGCTATTACAG 
CCGCGCGCGCAACCTGCACAAAGCCGCGCAACAAGTCGTCAGGCAATTCGGCGGCACGTT 
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TCCGTCGGAGCGCAAAGACTTGGAAACCCTCTGCGGCGTAGGCAGAAGCACCGCCGCCGC 
CATTTGCGCCTTCTCCTTCAACCGCCGCGAAACCATTTTGGACGGCAACGTCAAACGCGT 
ACTCTGCCGCGTGTTCGCCCGCGACGGCAATCCGCAGGACAAAAAATTTGAAAACTCGCT 
CTGGACACTTGCCGAAAGCCTGCTGCCGTCTGAAAACGCCGATATGCCTGCCTATACACA 
AGGTTTGATGGATTTGGGCGCGACCGTGTGCAAACGGACGAAACCCTTGTGCCACCAATG 
CCCGATGGCGGACATCTGCGAAGCGAAAAAGCAAAACCGCACCGCCGAGCTGCCGCGCAA 
AAAAACCGCCGCCGAAGTACCGACCCTGCCGCTTTACTGGCTGATTGTCCGCAACCGGGA 
CGGCGCGATTTTGCTGGAAAAACGCCCCGCCAAAGGCATTTGGGGCGGGCTGTATTGCGT 
GCCGTGTTTTGAAAGTTTGAACGGGCTTTCCGACTTTGCCGCCAAATTCTCCCTGACCAT 
GGCAGATATGGACGAACAAACCGCCCTGACCCACCGCCTGACGCACCGGCTGCTATTGAT 
TACGCCCTTTGAAGCACAAATGCCGTCTGAAAGCCCTTCAGACGGCATTTGGATAAAGCC 
GGCGCATTTGAAAGATTACGGTTTGCCCAAGCCTTTGGAAATTTATTTAAACGGTAATAG 
GTTAGAATAAACAAAATAAACCCATTGAACTGTTGTTTGCAGGTATCGCAGCAAGAACAA 
CCGATGAATTTGGGTCGTATTTTAGGCGGCGGGATAATGTTCAAATGGGACATTTGGAAC 
GGAAGAAGTCGGCAATTTAAAAAGGATTTAAAAAGCAAAGAAGGTCAAAAACATGAACAC 
AAACTTAAATGACAAAGACAAAGCCATGGATACCGCAATCAGGTTTCAGAAAAGGATGAG 
GATTCCGAAATTTTTCTTTTTAATTCTCGGAATCACAATGGTTTTGGCATTTATCCAAGA 
CGTGATAACGGGTTCTAATTTTCTGCAAATAACAATTAATGTAAAATTTTCGTAAAAATT 
TATCGGCTTTTAAAACAAAATTGACTAAAATAGTCGCGAGTTTTTACTGCAATAAAGGAG 
ATTGCAATGAATATGAAAACCTTATTAGCACTAGCGGTTAGTGCAGTATGTTCAGTTGGT 
GTTGCGCAAGCACACGAGCATAATACGATACCTAAAGGTGCTTCTATTGAAGTGAAAGTG 
CAACAACTTGATCCAGTAAACGGTAACAAAGATGTGGGTACAGTGACTATTACTGAATCT 
AACTATGGTCTTGTGTTTACCCCTGATTTACAAGGATTAAGCGAAGGCTTACATGGTTTC 
CACATCCATGAAAACCCAAGCTGTGAGCCAAAAGAAAAAGAAGGTAAATTGACAGCTGGT 
TTAGGCGCAGGCGGTCACTGGGATCCTAAAGGTGCAAAACAACATGGTTACCCATGGCAA 
GATGATGCACACTTAGGTGATTTACCTGCATTAACTGTATTGCATGATGGCACAGCAACA 
AATCCTGTTTTAGCACCACGTCTTAAACATTTAGATGATGTTCGCGGTCACTCTATTATG 
ATCCACACGGGTGGTGATAATCACTCCGATCATCCAGCTCCACTTGGCGGTGGCGGCCCA 
CGTATGGCATGTGGCGTGATTAAATAATTCGATTGTTCGAAACGAAAAGTGCGGTGAATT 
TTGACCGCACTTTTTTGCTAGATATTTAGCATTGAGACCTTTGCAATAACATAGGTTACT 
AAAATTTTATGCTCAATCTCATTTTCAAAATGCAAAACTTTTCTGATTTTTCCTACTTTT 
TGCTCAATATTAGGAAGGTTTTAGGCAATTGAAAATTTTTTGGCGCATTTTTATGCGTCA 
AATTTCGTTAACAGACTATTTTTGCAAAGGTTTCAATTCATAAGTTTCCCGAAATTCCAA 
CATAACCGAAACCTGACAATAACCGTAGCAACTGAACCGTCATTCCCGCGAAAGCGGGAA 
TCTAGACCTTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATT 
CCCGCTTTCGCGGGAATGACGAAAAGAGACCTTTGCAAAATTCCTTTTCCCCGACAGCCG 
AAACCCCAACACAGGTTTTCGGCTGTTTTCGCCCCAAATACCGCCTAATTCTACCCAAAT 
ATCCCCTTAATCCTCCCCGGATACCCGATAATCAGGCATCCGTGCTGCCTTTTAGGCGGC 
AGCGGGCGCACTTAGCCTGTTGGCGGCTTTCAACAGGTTCAAACACATCGCCTTCAGGTG 
GCTTTGCGCACTCACTTTAACCAGTCCGAAATAGGCTGCCCGGGCGTAGCGGAATTTACG 
GTGCAGCGTACCGAAGCTCTGTTCAACCACATAACGGGTCTTCGACAAATATCGGTTGCG 
TTTGGTTTGCACTTCCGTCAGCGGACGGTTGCGGTGGGCTTTGCGCATAATGCCGTCCAG 
CAACTGATGTTCTTCCAGATGTTGCCGGTTTTCCGCACTGTCGTAGCCTTTGTCGGCATA 
GACGGTCGTACCTTTGGGCAGTCCTTCCAACAACGGCGACAGGTGTTTGCACTCATGGGC 
ATTGGCGGGGGTAATGTGCAGTTTCTCGATATAGCCTTCTGCATCGGTACGGGTATGTTG 
TTTGTAACCGAGTTTGTAGAGGCCGTTTTTCTTTATCCAACGGGCATCGCTGTCCTTACT 
CGGTGTGGTTTGACCGCTGATTTGTCCTTCTTCGTCAACTTCTATGGCCTGACGCTGTTT 
GCTGCCGGCGGTCTGAATAATGGTGGCGTCAACGACGGCAGCGGATGCTTTCTCTATTTT 
TAAACCTTTTTCGGTCAGTTGGCGGTTAATCAGTTCCAACAGTTCAGACAGGGTATTGTC 
TTGCGCCAGCCGGTTGCGGTAGCGGCATAAGGTGCTGTAATCGGGGATGCTCAGTTCGTC 
AAAACGGCAAAACAGGTTGAAATCGATGCGGGTAATGAGGCTGTGTTCGAGTTCGGGATC 
GGAGAGGCTGTGCCATTGTCCGAGCAGGACGGCTTTGAACATGGACAGCAGGGGATAGGC 
AGGACGGCCGCGGTGGTCTCTAAGGTAACGGGTTTTTTGACGGTTCAGGTATTGTTCGAT 
CAGCTGCCAATCAATCACCCGGTCCAACTTCAATAGCGGGAAGCGGTCGATGTGTTTGGC 
AATCATGGCTTGGGCGGTTTGCTGGAAGAAGGTGCTCTTGAGAAATCCCCTAAATGTCTT 
GGTGGGAATTTAGGGGATTTTGGGGAATTTTGCAAAGGTCTCTAGATGAGTGAAAAAGAA 
GTGCAGGCTGCCTAAAAAGACAGAAAAAGTCTTTCCGGCAGCCTGCACTTTGGTTTCATT 
TCAGTCAGTAAACCCAGTAAACGACGGTCTGAAAACGCAGAACGTTACGAAAAAAGCAGC 
CTACACGCCCATCCCCCGCCTTCTACCCGTTCTGTAAATCATACAGATAGCGGTAATATC 
CGTTCGGCTTCGCCAGCAATTCCTGCTGTGTTCCCGCTTCCACAATCCTGCCTTTATCCA 
TGGCAATGATCCGGTGTGCCGTTTTAACAGTGGACAGACGGTGGGCGATAATCAGCACCG 
TCCGGTTGGCGCAAATGGCCTGCATGTTCTGCATAATCGCTCGTTCACTTTCATAATCCA 
GCGCGCTGGTGGCTTCATCAAAAATCAGAATGCGCGGATTGGTGATTAACGCGCGGGCAA 
TCGCAATACGCTGCCGCTGTCCGCCCGACAAGCCGGCCCCTTGTTCGCCCACCACGGTGC 
CGTAGCCTTCCGGCAGCTCCATAATAAACTCGTGTGCGCCCGCCAGTTTGGCTGCTTCGA 
TAATGCGTTCCAGCGGCATACCCGTATCCGTCAGCGCGATATTGTCGCGTATGCTGCGGT 
TGAGCAGCACATTCTCCTGCAAGACCACGCCGACCTGCCGCCGCAGCCAGGCAGGAGCGG 
CCAAAGCCAAATCGTTGCCGTCCACCAACACCCGTCCCTGCTCCGGTACATACAGACGCT 
GCACCAATTTGGTGAGTGTGGATTTGCCCGACCCCGAACGTCCCACAATCCCCAGCACTT 
CCCCCGCCCGAATCCGCAGGTTCAAATCCTGCAAAATCAGCCTGCCGTCCGCCTTATAGC 
GGAAATCGACATGTTCGAACGTAATCTCCCCCCGGATATCGGGCAAAGCCAAATGCGAAG 
ACGCATTCTCGGTCGGCGCATTCAGAATATCCCCCAAACGCGCCACCGAAATCCCCACCT 
GCTGGAAATCCTGCCACAACTGCGCCAAACGGATAACAGGCGCCGCCACCTGTCCCGAGA 
GCATATTAAACGCAATCAGCTGCCCCACCGTCAGCTTGCTCTCAATTACCAGCCGTGCGC 
CAATCCACAACGTCGCCACCGTCACCAGCTTCTGAATCAGCTGCACCCCCTGCTGGCCGA 
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CCACCGCCAACTTCGTTACCCGAAATCCCGAAGCCACATAAGCCGCCAACTGATTGTCCC 
AACGCTGCGTCATCTGCGGCTCCACCGCCATCGCCTTTACCGTACCCACCGCAGTGATGC 
TTTCTACTAAAAACGACTGGTTGTCTGCATTGCGCGCGAACTTATCGTTCAGACGCGTCC 
G C AGT AT C GG AC T G AT AAAT GC C G AC C AAAAC G C AT AGGC AG GCAACGAAGCCAAT AC C A 
CCCAAGTCAGAGTGGAGCTGTAATACCACATCACCGCCAGAAAGATAAACGAAAACGCCA 
AATCCAACACCGAAGTCAGCGCCTGACCGGTCAAGAAATTGCGAATCTGCTCCAATTCCC 
GCACCCGAGCCACCGTATCACCCACTCGTCTGTGCTCGAAATAGGATAAAGGCAGGGAAA 
GCAGATGCCGGAACAAACGCGCGCCCAATTCCACATCAATACGTGAAGTCGTATGTGCAA 
ACAGATACGTCCGCAAACCGCCCAACACAATCTCAAACAGCGACACCACCAACAAAGCCA 
CCGACACCACATCCAAAGTAGAGAATCCCCGATGTACCAGCACCTTGTCCATCACCACTT 
GGAAAAACAGAGGCGTAATCAGCGCAAACAGCTGCAACACCACCGACACCACCAATACTT 
CAAAAAACAACCGGCGGTATTTGATTACCGCCGGAATAAACCAGGTAAAGTCAAACTTTG 
CCAAACTGCCCAATACCGAAGCGCGGGAAGCAACCAATATCAGTTTGCCCGAATATCTGT 
TAGAAAATTCGGCAAAAGACAATACCGCAGACTTATTCGTAACCAAATCCTGTATCAAAA 
ATTGGGCATGCTCACCCTCACCGTCTGTTTTGGCCAAAATGAAATGGTTGCCGTCATCAC 
ACCATACCAATGCGGGTAAAGTCGCCATAGCCAAACGTTTAATAGGCTGGCGGACTACCT 
TTGCCTTCAATCCCAAAGATTTGGCGGCTAACAGCCATTGCGTTTCATTTAAATCGCTCT 
GTGCGGAAGTACAAAATTCATGCTGTATATCGGCAGGATTGGCGGCAATGCCGTGGTAAT 
GGGCGAGGATGATGAGGGCGGAAAGGGCGGGGAGCGGTGCGGATACGATAGACATAAATA 
AAATATAGTTAGATTGGATGTGGATAACGGCTGGCTGGAAAAGGAATATATTAAGTAGAA 
AGAAATATATAAATAAAACAGCAGAACGCATTGTAAGGATATATATGGGAATTGTAAAGA 
GAAAGTATGGAAAAGTTCTCGTTTCAGGAAGGT AAAAC GGCTT AG GAATCG AGT TAGATG 
AGGATGCCTCGCACCTCTCGTGCCTCCTGCATACCGTTAAGGCACAGGGTTAAGGTGCAG 
GCTGCTCCGAACTCTGTTGCGGTCGGGTAATGTTATTTTTTGTGTTTCAGGCAGCCTGAA 
ATATCTGTATATTTTTGTTTTAAATAGATTTTAAAGATTGATAACTGTTCTTGACGATTT 
TTCAAGAAAGGAGTAAATTTCAAGAAAGGAGTAAAGTGACTTATTATCAATGACAAGCAA 
CGCGCGAAGTGACAAGGAAAACTATCTACTTAAATTCTAAGGAGGCTTCGAATATCATAA 
ACCAATCAGAAACATAGAGATAAAAATTATGTACAAATATAATCCTCTTATACAATTTAT 
TGCACAGTTGATTATGTCTTATGGAGCAAGCGTAGGGTGGGCACTTGCTGCCCCACGCGT 
TTCATATTTCAAGGCAGCCTGAAACCGTGTGGGCATAAATGCCTACCCTACATCCCAAAA 
AACAAGCGCAGCCTGCGTGTGTAGGGTGCGAACTTTCGGCAGGTAGACACGCAGTTTTAT 
ATTTTCAAGCTGAGGGATGCTTAAGAAAAGTACAAAACATTAAAAAATAAGGGGCTGTAC 
TAGATTAGCCCTAAATCCACACCAATCCCGCAAGATTTTTAGCTGTCGGGACGGTGTGCC 
GAAGTTAAATCGAAATTCGCATTCTTTCAAGAACAGCGGGAAAGATTTGCGATCAATTCC 
GTTCTATTTGCGCAAGACGCGTTTTGCCTGATTCCAAAAGTTCTCAATGCCGTTTATGTG 
GTTCTGACGGTCAGCAAATTCCTTGGAATGGTTGATGCGGTAATGGATAAAACCGCTTAC 
GTCCAACTTGTCGTAACTGCTCAGGCTGTCGGTATAAACAATGCTGTCCGGCATGATTTT 
CTGTTTGATAACAGGCATTAAAGTATCGGACTTGGCATTATCTACGACAACGGTATAGAC 
CCGTCCGTTACGTTTCAGAATGCCGAAGACAACCACTTTTCCTGCCGCACCGCGACCACG 
TTTGCCTTTACGCCGTCCGCCGAAATAGCTTTCGTCCAACTCGACAGAGCCCTCGAAAAC 
CTCATTGGCAGCCAAGGCCAGATAATGGCTGATGACCATACGGATTTTGCGGTAGAACAG 
GACTGCCGAATTGGGATGGATACCCAAAATATCGGCAGCAGAACGGGCGGTAACTTCGAG 
TACAAAAAAACGGAGCAGCTCTTTCTGTACTTTTTTCTTTAATTTGCAGTGTGTTATCTT 
CATATTTCGGGGGTAACATATCTGCTAATCTAGTACAGCCTCAAACAAAAAAGAGAAATT 
TTAATTTCGCTAAATCGCATAAAGATTAATCAAGAGTATCATTAAATGATATGAGTGAGC 
ATCTATAATGCCAAGAAGAGTTGTTAAGACATAACGATTATTGAAATAGATTGTAAAATA 
GATACTTAGATAGTCTGAAAAACGGATTTGTGAAACTTTTTATTACGCGCCATCATTTGA 
AAATGAAACTTAAAAAACACTTATCATAATAAATATTTTCTTTACGTTGTTTGCTAATAA 
ACTCAGTGCAATATCAGCGCAATATTTTATGGAAATTTTATGGATAACAAAAAAGAATTT 
ATTAATAATTTAACAAATAGGTATATGTGGATCTATCCATTGGTCTTAAATATTCTATTT 
CTACCTTTTTACCAGTCCTACCAATCTTTTTTTATTGCGCTTGGTTGTTTGTTTGCACTG 
GTTAGAAAAATGCAAAGCTTAGATTTTAAATTACAAAATCATATTGTATTGTTAAATATA 
AAAAGTGCTTGGGCAGATAAAAAAGTATTTTTGATTAGGATAGTAGTGTCATGGTTGGCA 
GTAATGGAAATATGGATGTGTTTTATTTCGGAATCATCAACGTGGGTATGCGGTGCTTTT 
TGTTTAAATAGTGAAATATTGGAAAAAATTTTTCGTGGCTTTGGTTATTCTGGTAGTTTA 
TATTTTTTATTTATATTGATGATTGATCTCAATAAGTTAAGAGAGAGTATTTGAATTTCA 
TTTTTTGTTTGACTTAAACTCAAGGAGAGTAACAATGATTGGTAGTGGTGATACTAAACA 
ATGCAAAAAATTTTCTGCGTGTGATGGAAAATACCACGTCTACGATCCCCTCGCCCTAGA 
CTTGGACGGCGACGGCATAGAAACAGTCACCGCCAAAGGCTTTTCAGGCAGCCTGAAGAC 
TGAGAGAGTGAATACGATGAGTATACACTCTATGCCACTAAATTGATATTCACTAAATCA 
TACCAGCTATATTTTATTTAATGAGACATATGAAAAATAAAAATTATTTACTAGTATTTA 
TAGTTTTACATATAGCCTTGATAGTAATTAATATAGTGTTTGGTTATTTTGTTTTTCTAT 
TTGATTTTTTTGCGTTTTTGTTTTTTGCAAACGTCTTTCTTGCTGTAAATTTATTATTTT 
TAGAAAAAAACATAAAAAACAAATTATTGTTTTTATTGCCGATTTCTATTATTATATGGA 
TGGTAATTCATATTAGTATGATAAATATAAAATTTTATAAATTTGAGCATCAAATAAAGG 
AACAAAATATATCCTCGATTACTGGGGTGATAAAACCACATGATAGTTATAATTATGTTT 
ATGACTCAAATGGATATGCTAAATTAAAAGATAATCATAGATATGGTAGGGTAATTAGAG 
AAACACCTTATATTGATGTAGTTGCATCTGATGTTAAAAATAAATCCATAAGATTAAGCT 
TGGTTTGTGGTATTCATTCATATGCTCCATGTGCCAATTTTATAAAATTTGCAAAAAAAC 
CTGTTAAAATTTATTTTTATAATCAACCTCAAGGAGATTTTATAGATAATGTAATATTTG 
AAATTAATGATGGAAACAAAAGTTTGTACTTGTTAGATAAGTATAAAACATTTTTTCTTA 
TTGAAAACAGTGTTTGTATCGTATTAATTATTTTATATTTAAAATTTAATTTGCTTTTAT 
ATAGGACTTACTTCAATGAGTTGGAATAGTTTTGGTAATTTTATGAGCGCACGCTCATCC 
GGGTTAGCAGAATTTGGAAATATGGTTGCTAATTTAGTTTCTGCAAAAAATGAGAAAGAT 
ATCTCGAAACGTAATGAATATTACAAACAAGCTGGTTATAGTGCATTATTAGCATTTGGT 
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AATTTGGCTAGTAATATTGCACCAGGTAGTACGTCATCGCATATTGTAAACGGAACAAAT 
GCCTCTGTGATTGCAAGCCGTCTCTCTGGAAATATATCTTCAGCTATTCAGGAGCATAAA 
GATGGTAAAGTTAATATCAACCGTTTTCAAAATATTTTAGCGGATTTATATTCATTGGGA 
GGGTTAGGAAGTACATTAATAGAGAAGAATGGAAATATGCAGAGTTGGGGGATTCCATTA 
GCAATTGCTGGAGATATAATTGCAGCAACGGCTATTGCCACAGGAGATACTGGTACGATA 
TCTACAGAGGAATTTTATAATTTTGACAACTGGAAAGGTTTTGGGTATGAGCTATTTGAA 
GACTGGTCTCGTTGGGTATACGACTGGCTGCCCGACGGCTGGAATCTGTGGAAAGAATTG 
GACAGAAACCGTTCAGGCCAATACCACATCTACGACCCCCTCGCCCTAGACCTAGACGGC 
GACGGCATAGAAACAGTCGCCGCCAAAGGCTTTTCAGGCAGCCTCTTCGACCATAACGGC 
AACGGCATCCGCACCGCCACTGGCTGGGTTTCTGCCGATGACGGTTTACTCGTCCGCGAT 
TTGAACGGCAACGGCATCATCGACAACGGCGCGGAACTCTTCGGCGACAACACCAAACTG 
GCAGACGGTTCTTTTGCCAAACACGGCTATGCAGCTTTGGCCGAATTGGATTCAAACGGC 
GACAACATCATCAACGCGGCAGACGCCGCATTCCAATCCCTGCGTGTATGGCAGGATCTC 
AACCAGGACGGCATTTCCCAAGCTAATGAATTGCGTACCCTTGAAGAATTGGGTATCCAA 
TCTTTGGATCTCGCCTATAAAGATGTAAATAAAAATCTCGGTAACGGTAACACTTTGGCT 
CAGCAAGGCAGCTATACCAAAACAGACGGTACAACCGCAAAAATGGGGGATTTACTTTTA 
GCAGCCGACAATCTGCACAGCCGCTTCACGAACAAAATGCTATCCATTAGCCATGTTCGG 
GAAAACACGATTTCCCCGTTTGTTTTAGGCTGTCTAAACAAATAACCATAAATGTATATC 
ATTATTTAAAATAAATAAAAGTATTTAACTATTATTGACGAAATTTTAGAGAAAGAGTAG 
ACTGTCGATTAAATGACAAACAATAGTGAGAAAGGAAATATTTACTATCCGAGCACAGAG 
CATATTTTAGGTAGCCTGTAACTGTTCCTGCTGGCGGAAGAGGATGAAGGTTGACTTACC 
CGAGAATAAATGTCCTGTTGTGTGATATGGATGCCATGCCGCGAAGCAATTGATGCAATC 
ACGGCAGTCCTACTTGAATGAAACCTGTCGTTGCAGAATTTGAAAACGCTATTTTTAAGA 
AAGGATAAAGGGAGAAAGAATTTTTGGTTTTTAAGCTGCATGAAACCGTGTTGGAATAAA 
TGCACACCTACGATAATTAATAATTTTCGTTTTTTATTCTACAAGCTATTTATATATGAT 
TGCTAAAAGTTTATTTTTTAGATGCCAAAAAATATATTTTATATACTTCATATTGTTTAT 
ATGTCTTTATTTGAATATATCTTACGATGGGGAAATATTTATATATTTTATAATAAATTT 
TACTCATTTGCTAATATGTCATGGAATATTACTTGTATTTTGTAGAATTTTTCCATATGA 
AAATATTCCATTTACTATTTTTCTGAACTTTATTAGTTTATTTTTAATATTTTTACCTCT 
TATATTTACCATAAGAGAGCTAATTGATTCATATTATATTGAGTCGATAATTAATTTATT 
CTTAATTTTAATTCCTCACGTTATTTTTTTAATTTACTTGAAAGGAAAGCAGATATGACA 
TCTGCAAATTTTAATATTAACGGTTTTGGAGATGTGAAATTAACACCCTATTCACCACTC 
TTGGGATATAAAGCTTGGGATTCATTTATTGGTTCTATTCAATCCTTATCTGATTTAATC 
TATAATGTGGATAACAATAGAAATAAAATGGAAATTACTGTTAATAATGCTATTCAAGCT 
GCAGATAGCTTTTTAAGCAGTAATTGGAAGAGATAACAAAATAACAAAATAACAAAATAA 
CAAATACTGCTTCTTTACTTGCATCCTTCGATAACATTTTTTAAATTTAAGAAATGTATC 
TCGAGATATACGAGAAACAGGAAAATTTAAACCTAATGATATTCAACAAGCAATTGGTGA 
TATATTCATTGCTGCTGGTGATGGATTACAATATATAAAACAACAAACAGAGGCGATGGC 
TCAAAGCAAATTCTTACCAACTAAATTAAAAACTGGTTTAAATGATGTCCTTAATTCTAG 
AATGCTAAAATCCTCTACTGTTTTACAGCATGAATTGAATTAAATAAGGATTATGGAAAC 
GAGAGGCTTGGCGAATCTATAATGAATATAGATGATTTTACACCAAGTAAGATAGCAAAC 
TTTTTTGCGGATCCTGATACATACAGCAATGTATTAGAAGAAGTATCTAGGTTTATATAT 
TCCTTAGTTCCTGATGATGCAAACCCTTGGAAAGGGGGCGAAGATTATATTGGACGAGGG 
ATAAGTGAATGGGGAGAGTTACTGGAAAAATGGTATAAACAAGATTTTCTCCCTTATCTT 
GAAAAGAATGGGACCAATTTCCGAAATTTGAAGATTGGCTGCCTGAATTCCCTGAATGGG 
CAAGAGAGTGGTTGAAATTAGCTCTCAAACGTTCAGGCAAATATAACGTTTACGATCCCC 
TCGCCCTAGATTTGGACGGCGACGGTATAGAAACCGTTGCCACCAAAGGCTTTTCAGGCA 
GCTTATTTGATCACACCAACAACGGCATCCGCACCGCCACGGGCTGGATTGCTGCATATG 
ACGGTTTTCCTGTGCGCAAATTAAACAGTAACGGGGGCATTATTAGCACGACAGATACCA 
TATTCCAATCTTTGCATACATGGCTTGATCATCAACCAAGATGATATTTCCCAAGCACAG 
CATGATGCATGCCATTGAAAAATATAGAAAATTAATTGAAAGCTTAAATGGATATTGAAA 
TGAATGATCACATAGTACAAATTATAAGAAGGTTCGGGCTAGGTAGGATATTTTTTTATT 
CGTATAGCAAATCATCTATAATAATTTTTTCTTCGTATGTTGTTTATTATATAATTTACA 
ATTATCAATTTAATTACCTTTCGCTTTTAATTTATTTATTACCAATATTGTGCAGTATAT 
ATATGTTTATATTTTTTTTAGGGAAAACTAAGGATACATTAACGACAGAGCGAAGAAAAA 
AATTTTTTAATTCTATTTTTCCACTTAGAATTCTAATGATAATAGGTTCTGAGAAAAAGA 
GGTTAGGCATCGGTAGTTTTTATTTGCTAAACCTACTATGGATTATTTGGTGTCTTATGA 
TTCATAGAGAACAAGTCCCATTAAATAACTTAACCCTCCTATTATCCTTCATATTTTCAT 
TATTTTTTTTATTATGTGATTTTGTTTTATTATTGAATGTTTATGTTTATTTTTTTAAAT 
TAAGAGAGGCTTAATATGGTTAATCAAATCAAATCTGATAATAATTCAGTTTCTATTGAA 
TTTATATAAGATTTTATAACTGCAAGTACGGATGTAATTAATCTGAGTTACGAAAATTTT 
CGTAAAAATTTTTATACACAAATGTCAACTGATTCTACCAATTATGCAGCCAAACATGAA 
AGTTTAGGAAAATCGGTACAACGTGAATTACAAAAAACACAAAGTCAGTTGAGACAAGTT 
GTAAGAAAAATGCAGAGTAAATATAATATAAATAATAAAGCACGAGTAGCAGAAATATCT 
TTGTTAAGGCAAATGCAAAGCCAATTTTCTCGAAAATATGTAAACAAAAATCTTGGTAAC 
AGCAACACTTTGGCTCAACAAGGCAGCTACACCAAAAAAGACGGCACAACCGCGCAAGCA 
GGCGATTTGCTGTTGGCTGCTGACAACCTGCACAGCCGCCTCACGGACAAAATGCTATCC 
ATTAGCCATGTTCGGGAAAACACGATTTCCCCGTTTGTTTTAGGCTGTCTAAAACAAATA 
ACCATAAATGCATATCATTATTTAAAATAAATAAAAGTATTTAACTATTTTTGACAAAAT 
TTTAGAAATAGAGCTAGAGTTTTAGTTAAGTAGAAATTGATAGTGCTTCAAGGGAAGTAT 
TCTCTATGTTTGCATTAAAGGGGGTCTGATAAAGCTATTATTCATTACTATGGACTTTTA 
TTTCATTATTTTCAGGCGGAAATCTCATAGCCGTTTTGAATTTTTCTCTTCCTTATTAAT 
TATACAAATAATTAGTATATTCTGATATGGATTTTTTGGAAATTTTTATTATGTCTGCAT 
TTAGAAAAATATTATTAATAATATCTTGCCTATTGATTGCTAGCTGCAGTTTTGTTGAAA 
CTATTTTTTATATGGCTATTAGCCCAGAACCTGTTGTGGTAGACTTTCCTCTTGGTAAAA 
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AAACAAAAAGATCTATTGAACTCAAACAGAAAATTGGTAAACCTTATGCAATATCGTTAG 
GAACTAATTTTATACATTATGATCCAAAACAGGGGGAGAGGTGGATTGATGATAAGTTAA 
ACTATCCATATAATATATCGGTTAAAATATTTAAAGTGGAAGAAGATGGTAAAAAACTTA 
TTATAGATGAGTTGCTTACAGAGAGAAGTAGAAAATTAGGAGGCGGAGTATTTGGAGCTG 
GGGGAAAATACAGTATGCATATTTATGATTTTTATTTGCCGGAAGGGGAATATTTATTTG 
AGATTTCTGATAATAGTGAATATATTCCACTTTACGATGAAATAAATAATTCTATAAGAA 
TAGTAGTTSJVTGCACGAATTCAGTAAATTTTTCTAGAAATGTGGGGTTACTTATGGCTGA 
TTATTATGCGATAACTGTAAAATTTGCGAAGCAGGGTACGCCACTGAAACAAGAGGGGGT 
GTATCCAAGACGGGTACGTTTGGGTTGAACTGTATTCGGCTAGAGATAAAAAAATCGGGG 
CTGTACTAGATTAGCCCTAAATTCCACACCAATCCCGCAGGATTTTAAGCTGTTGAGACG 
GTGTGCCGAAGTTAAATCGAAATTCGCATTCTTTCAAGAACAGCGGGAAAGATTTACGAT 
CGATTCCGTTGTATTTTCGCAAGACGCGTTTTGCCTGATTCCAAAAATTCTCAATGCCGT 
TAATGTGGTTCTGACGGTCTGCAAATTCCTTGGAATGGTTGATGCGGTAATGGATAAAAC 
CGCTCACGTCCAACTTGTCGCAGCTGCTCAGACTATCGGTATAAACAATACTGTCCGGCA 
TGATTTTCTTTTTGATGACAGGGAGTAACGTTTCAGACTTGGCATTATCTACGACAACGG 
TATAGCCCCGTCCGTTGCGTTTCAGAATGCCGAAGACAACCACTTTTCCTGCCGCACCGC 
GACCACGTCTGCCTTTACGCCGTCCGCCGAAATCGCTTTCGTCCGGCTCGACAGGGCCCT 
CAAAAACCTCATCGGCAGCCAAGGCCAAATGATGGTTGATAACCGTGCGGATTTTACGGT 
AGAACAGTACTGCCGAATTGGGATGGATACCCAAAATATCGGCGGCAGAACGGGCGGTAA 
CTTCCAGCACAAAAAAACGGAGCAGTTCTTTCTGTACTTTTTTCTTTAATTTGCAGTGCG 
TTATCTTCATATTTCGAGGGTAACATATCTGCTAATCTAGTACAGCCCCAAAAATATACC 
AAAAACAGCAAAACAAATTGTAAGGATAGGTATAGGCTTTGTAAAGGTAAATTGTGAAAA 
AAGCAGTTTTTTAAACGAATGAAACGGCTTCGGGCTGAAATATATGCTGATGCCCTGTCC 
TTCCCGTATATCTTGTGTGTTGTCAAAGTGCAGGCTGCTTTGAAATCGGTATTGCCATCT 
ATGAACCACCACTTTGTTTTATTTCAGCGGGCTTGAGATGTGTATAAGAATATTGTTTTG 
AATAAATTTAAAAAAATGATAATCGTTATTGACGATTTTTAAAGGAAAGCGTAGAGTGCC 
AATTCTATGAAGCAATACGGTAAGTAACAATGAAAATATCTACTGCTTGGGTATAGAGCA 
TATTTCACAACCCGTAACTATTCTTGCGGAAACAGAGAAAAAAGTTTCTCTTCTATCTTG 
GATAAATATATTTACCCTCAGTTTAGTTAAGTATTGGAATTTATACCTAAGTAGTAAAAG 
TTAGTAAATTATTTTTAACTAAAGAGTTAGTATCTACCATAATATATTCTTTAACTAATT 
TCTAGGCTTGAAATTATGAGACCATATGCTACTACTATTTATCAACTTTTTATTTTGTTT 
ATTGGGAGTGTTTTTACTATGACCTCATGTGAACCTGTGAATGAAAAGACAGATCAAAAA 
GCAGTAAGTGCGCAACAGGCTAAAGAACAAACCAGTTTCAACAATCCCGAGCCAATGACA 
GGATTTGAACATACGGTTACATTTGATTTTCAGGGCACCAAAATGGTTATCCCCTATGGC 
TATCTTGCACGGTATACGCAAGACAATGCCACAAAATGGCTTTCCGACACGCCAGGGCAG 
GATGCTTACTCCATTAATTTGATAGAGATTAGCGTCTATTACAAAAAAACCGACCAAGGC 
TGGGTGCTCGAACCATACAACCAGCAAAACAAAGCGCACTTTATCCAATTTCTACGCGAC 
GGTTTGGATAGCGTGGACGATATTGTTATCCGAAAAGATGCGTGTAGTTTAAGCACGACT 
ATGGGAGAAAGATTGCTTACTTACGGGGTTAAAAAAATGCCATCTGCCTATCCTGAATAC 
GAGGCTTATGAAGATAAAAGACATATTCCTGAAAATCCATATTTTCATGAATTTTACTAT 
ATTAAAAAAGGAGAAAATCCGGCGATTATTACTCATCGGAACTATCATAGGTATGGAGAG 
AACGATTACAGCACTAGCGTAGGTTCCTGTATTAACGGTTTCACGGTACGGTATTACCCG 
TTTATTCGGGAAAAGCAGCAGCTCACACAGCAGGAGTTGGTAGGTTATCACCAACAAGTA 
GAGCAATTGGTACAGAGTTTTGTAAACAATCCAAGTAAAAAATAATGGGGCTGTCCTAGA 
TAACTAGGATAAACTCGATTTTACTAATTGTTTTAAAATGGAACAAGAACTTTTATCTCA 
CTGTTGTTAAAACGCCATTCGCACTCCTTTAAATACAGCTCAAAATGCGCTTTGGGAATG 
CCGTTAAACTTGCGTAAATGACGTTTTGCCTGGTTCCAAAAGTTCTCAATTCCATTAATA 
TGGTTTTGTCGTTCAGCAAAATGTGTGCTGTGATTGATACGAAAACGAAGTTTCAGCGAA 
GCTAAAATGGCTAAATTCGCGCACATCTAATACATCATAGCTACGATAACAATCCGTATA 
AATAATGCTGTCAGGTTTCACTTGTTCACGGATAATAGGAAATAAAGTAGCGGTTTGAGT 
ATTCGGTACTGTAACCGTATAAACCTTACCATTTCGCTTCAAAAGACCGAATACGGCGAC 
TTTACCGGCAGCACCGCGACCGCGTTTGCCTTTGCGTTGTCCGCCAAAATAACTTTCATC 
TGCTTCTACTTCGCCATCAAACATTTCCAAATGCGGACTGTTTTGATAAATAAGTAATCG 
TAAACGATGAAAATAATAGGCTGCGGTATTTTTATTAACGCCTACTAACTCTGCTGCCGT 
TCTTGCAGTTACACCTGTGACAAATAGCTCAATGAGTTTATTTTGTTTATACTGGCTTAG 
ACGACTTTTTCTCATAGGGATAATTCTAACTTAATTTGAATTTCCCTAGTTATCTAGGAC 
AGCCCCTATTCTTTAACTAATTTCTAAGCTTGAAATTATGAGACCATATGCTACTACCAT 
TTATCAACTTTTTATTTTGTTTATTGGGAGTGTTTTTACTATGACCTCATGTGAACCTGT 
TAATGAACAAACCAGTTTCAACAATCCCGAGCCAATGACAGGATTTGAACATACGGTTAC 
ATTTGATTTTCAGGGCACCAAAATGGTTATCCCCTATGGCTATCTTGCACGGTATACGCA 
AGACAATGCCACAAAATGGCTTTCCGACACGCCAGGGCAGGATGCTTACTCCATTAATTT 
GATAGAGATTAGCGTCTATTACAAAAAAACCGACCAAGGCTGGGTGCTCGAACCATACAA 
CCAGCAGAACAAAGCACACTTTATTCAATTTCTACGCGATGGTTTGGATAGCGTGGACGA 
TATTGTTATCCGAAAAGATGCGTGTAGTTTAAGCACGACTATGGGAGAAAGATTGCTTAC 
TTACGGGGTTAAAAAAATGCCATCTGCCTATCCTGAATACGAGGCTTATGAAGATAAAAG 
ACATATTCCTGAAAATCCATATTTTCATGAATTTTACTATATTAAAAAAGGAGAAAATCC 
GGCGATTATTACTCATTGGAATAATCGAGTAAACCAGGCTGAAGAAGATAATTATAGCAC 
TAGCGTAGGTTCCTGTATTAACGGTTTCACGGTACAGTATTACCCGTTTATTCGGGAAAA 
GCAGCAGCTCACACAGCAGGAGTTGGTAGGTTATCACCAACAAGTAGAGCAATTGGTACA 
GAGTTTTGTAAACAATTCAAGTAAAAAATAATTTAAAGGATCTTATTATGAATGAGGGTG 
AAGTTGTTTTAACACCAGAACAAATCCAAACCTTGCGTGGTTATGCTTCCCGTGGCGATA 
CCTATGGCGGTTGGCGTTATTTGGCTAATTTGGGTGACCGTTATGCGGATGATGCTGCTG 
CAATTGTCGGTAAGGATGCAAACTTAAATGGTTTGAATTTATGGATGAAAAAAGGTGTGG 
AAAACCTATGGGATGATACGGTCGGTAAAAAGACCCGTTTAGAGAAATTTGATCGGGTTG 
CACTGCAACATTTCAGGCAATATGCGCGTCTAATTAATCAAAATAATGGTAGATTACCCA 
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ATACTAGTGAAATTGAGAGAAGTTACTATAAAGCCGTTACCGATAATGGCGTTTCTTCCA 
GTGCAGCTATTGATTTAGTTATTAATCGTTCACTTCCGGATATGGCGGATGGTTATTGGG 
CATTAGGTTTGGGGATAGAAGCCGAACGTATCCACAATGAGCAAGCAGTAAATAATCCGA 
ACGGTAGCGAAAGGGATAATAGAAAGCAGTTAATATCTGCTTTAGATAAAGGATTTGATG 
GATCTTTTAAAGAGAAGCATTTTACTTTTTTACAATCTGTGATGATGGATGTAACAAAGT 
TAGGTGTTGAATATACAATAGATGGTTGGCAAAAAATTGGAGGTTGGGGTAATGGGATAA 
TCAATGATTTATATAAAAGTGTTGTAAAAAGAGAGTGGACTGGAATATTTGAGATCGTTA 
ATAATAACATCAAGCAAGGAAATGAAGCTTTTAAAAATGAAATCAATAGCTTGGTTCATG 
ATATGAAAGCTGCTGGCAAGGAATTTGGAGATGACTTAAATACACAGTGGAATAATCTCA 
CTCAGGCTGCCGAAATAATCTATAATGACATAGTAGACAATACTAGTCAAGGAATAGAAA 
AAGGTGTCAAAGCCATTAAAGAATTGTCTGAAAAAATGAAAAATGCTGCTTCCGATTTGG 
CTGACGGTTCAGCAGAGAAAGCTAAACAAGTAGTGGAAGATTTGGCTCAAGCCGCCAAAG 
AAGCATACGAAAATGCCAAATCCACAGCCGAGAAGGCTGCTCAAGCAGCTCGAGAATTTT 
TTAAGGGCTTGCCCAGTTTTAAAGATCTGGCCGAAAAATTTAGAGATCTGTTCCCAAATC 
CGGAAGGCTGGATCGATGATGGTCACCAATGTTTAGCTCCTTGGGTTAAAGAAACTAAAA 
AACGCAATGGCAAATATCATGTCTACGACCCCCTTGCCCTAGACCTAGATGGCGACGGTA 
TAGAAACCGTTGCCACCAAAGGCTTTGCAGGCAGCTTATTTGATCACACCAACAACGGTA 
TCCGCACCGCCACCGGTTGGGTTTCTGCCGATGACGGTTTACTCGTCCGCGATTTGAACG 
GCAACGGCATCATCGACAACGGTGCGGAACTCTTCGGCGACAACACCAAACTGGCAGACG 
GTTCTTTTGCCAAACACGGCTACGCGGCTTTGGCCGAATTGGATTCAAACGGCGACAACA 
TCATCAACGCGGCAGACGCCGCATTCCAAACCCTGCGTGTATGGCAGGATCTCAATCAGG 
ACGGCATTTCCCAAGCTAATGAATTGCGTACCCTTGAAGAATTGGGTATCCAATCTTTGG 
ATCTCGCCTATAAAGATGTAAATAAAAATCTCGGTAACGGTAACACTTTGGCTCAGCAAG 
GCAGCTATACCAAAACAGACGGTACAACCGCAAAAATGGGGGATTTACTTTTAGCAGCCG 
ACAATCTGCACAGCCGCTTCAAAGACAAAGTGGAACTCACTGCCGAACAGGCAAAAGCCG 
CCAATCTTGCGGGCATTGGCCGTCTGCGCGATTTGCGCGAAGCTGCCGCATTGTCCGGCG 
ATTTGGCCAATATGCTGAAAGCTTATTCTGCCGCCGAAACTAAAGAAGCACAGTTGGCAT 
TGTTAGATAATTTGATTCACAAATGGGCGGAAACCGATTCGAACTGGGGCAAAAAATCGC 
CAATGCGACTTTCAACCGATTGGACGCAAACGGCTAATGAAGGTATTGCACTGACACCAT 
CCCAAGTAGCACAACTAAAAAAGAACGCTTTAGTTTCCCTTTCTGATAAAGCTAAAGCAG 
CTATTGACGCCGCCCGCGACCGCATTGCCGTGCTTGATGCCTACACGGGGCAGGATTCCA 
ACACACTCTATTACATGAGCGAGGAAGATGCGCTTAATATCGTCAAAGTAACCAACGATA 
CATACGACCATCTCGCCAAAAACATCTACCAAAACCTGTTGTTCCAAACCCGTTTGCAGC 
CATATTTGAATCAAATCAGTTTCAAAATGGAAAATGATACGTTCACTTTGGATTTTAGTG 
GTCTTGTTCAAGCATTTAACCATGTCAAAGAAACTAATCCGCAAAAAGCTTTTGTGGATT 
TGGCCGAGATGCTTGCATATGGCGAACTTCGTTCTTGGTATGAAGGCCGAAGACTAATGA 
CCGATTATGTGGAGGAGGCAAAAAAAGCAGGTAAATTTGAAGATTACCAGAAAGTGTTGG 
GTCAGGAGACCGTTGCATTATTAGCTAAAACATCGGGTACGCAAGCAGATGATATCCTGC 
AAAATGTAGGCTTTGGTCATAATAAAAATGTTTCTTTATATGGTAATGACGGCAACGACA 
CTCTAATCGGCGGCGCCGGTAATGACTATTTGGAGGGCGGCAGCGGTTCGGATACTTATG 
TCTTCGGCGAAGGCTTCGGTCAGGATACGGTCTATAATTACGACTACGCTACCGGACGCA 
AAGACATCATCCGCTTTACCGACGGTATTACAGCCGATATGCTGACTTTTACCCGAGAGG 
GCAACCATCTTCTTATCAAGGCAAAAGACGGCAGTGGACAAGTGACTGTTCAGTCCTATT 
TCCAGAACGATGGCTCAGGTGCTTACCGTATCGATGAGATTCATTTCGATAACGGCAAAG 
TACTGGATGTTGCCACTGTCAAAGAACTGGTACAGCAATCCACCGACGGTTCGGACAGAT 
TGTATGCCTACCAATCCGGAAATACCTTAAATGGCGGATTGGGCGATGACTATCTGTACG 
GTGCCGACGGGGATGACCTGCTGAATGGTGATGCAGGCAACGACAGTATCTACAGTGGCA 
ATGGCAATGATACGCTCGATGGAGGAGAAGGCAACGACGCCCTGTACGGCTATAATGGTA 
ACGATGCACTGAATGGTGGCGAAGGCAATGATCATTTGAACGGCGAAGACGGTAACGACA 
CTCTGATCGGCGGTGCCGGTAATGATTACTTGGAGGGCGGCAGCGGTTCGGATACTTATG 
TCTTCGGCAAAGGCTTCGGTCAGGATACGGTCTATAATTACGACTACGCTACCGGACGCA 
AAGACATCATCCGCTTTACCGACGGTATTACAGCCGATATGCTGACTTTTACCCGAGAGG 
GCAACCATCTTCTTATCAAGGCAAAAGACGGCAGTGGACAAGTGACTGTTCAGTACTATT 
TCCAGAACGATGGCTCAGGAGCTTACCGTATCGACGAGATTCATTTCGATAACGGCAAAG 
TACTGGATGTTGCCACTGTCAAAGAACTGGTACAGCAATCCACCGACGGTTCGGACAGAT 
TGTATGCCTACCAATCCGGAAATACCTTAAATGGCGGATTGGGCGATGACTATCTGTACG 
GTGCCGACGGGGATGACCTGCTGAATGGTGATGCAGGCAACGACAGTATCTACAGTGGCA 
ATGGCAATGATACGCTCGATGGAGGAGAAGGCAACGACGCCCTGTACGGCTATAATGGTA 
ACGATGCACTGAATGGTGGCGAAGGCAATGATCATTTGAACGGCGAAGACGGTAACGACA 
CTCTAATCGGCGGTGCAGGCAATGATTACTTGGAGGGCGGCAGCGGTTCGGATACTTATG 
TCTTCGGCAAAGGCTTCGGTCAGGATGCGGTCTATAATTACGACTACGCTACCGGACGCA 
AAGACATCATCCGCTTTACCGACGGTATTACAGCCGATATGCTGACTTTTACCCGAGAGG 
GCAACCATCTTCTTATCAAGGCAAAAGACGGCAGTGGACAAGTGACTGTTCAGTCCTATT 
TCCAGAACGATGGCTCAGGTGCTTACCGTATCGATGAGATTCATTTCGATAACGGCAAAG 
TACTGGATGTTGCCACTGTCAAAGAACTGGTACAGCAATCCACCGACGGTTCGGACAGAT 
TGTATGCCTACCAATCCGGAAATACCTTAAATGGCGGATTGGGCGATGACTATCTGTACG 
GTGCCGACGGGGATGACCTGCTGAATGGTGATGCAGGCAACGACAGTATCTACAGTGGCA 
ATGGCAATGATACGCTCAATGGAGGAGAAGGCAACGACGCCCTGTACGGCTATAATGGTA 
ACGATGCACTGAATGGTGGCGAAGGCAATGATCATTTGAACGGCGAAGATGGCAACGACA 
CTCTAATCGGCGGTGCAGGCAATGATTACTTGGAGGGCGGCAGCGGTTCGGATACTTATG 
TCTTCGGCAAAGGCTTCGGTCAGGATGCGGTCTATAATTACGACTACGCTACCGGACGCA 
AAGACATCATCCGCTTTACCGACGGTATTACAGCCGATATGCTGACTTTTACCCGAGAGG 
GCAACCATCTTCTTATCAAGGCAAAAGACGGCAGTGGACAAGTGACTGTTCAGTCCTATT 
TCCAGAACGATGGCTCAGGTGCTTACCGTATCGATGAGATTCATTTCGATAACGGCAAAG 
TACTGGATGTTGCCACTGTCAAAGAACTGGTACAGCAATCCACCGACGGTTCGGACAGAT 
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TGTATGCCTACCAATCCGGAAGTACCTTAAATGGCGGATTGGGCGATGACTATCTGTACG 
GTGCCGACGGGGATGACCTGCTGAATGGTGATGCAGGCAACGACAGTATCTACAGTGGCA 
ATGGCAATGATACGCTCGATGGAGGAGAAGGCAACGACGCCCTGTACGGCTATAATGGTA 
ACGATGCACTGAATGGTGGCGAAGGCAATGATCATTTGAACGGCGAAGACGGTAACGACA 
CTCTGATCGGCGGTGCAGGCAATGATTACTTGGAGGGCGGCAGCGGTTCGGATACTTATG 
TCTTCGGCGAAGGCTTCGGTCAGGATACGGTCTATAATTACCATGTGGATAAAAACTCTG 
ACACTATGCACTTTAAAGGATTTAAAGCAGCAGATGTTCATTTTATCCGTTCCGGAAGTG 
ATTTGGTGCTTAGCGCTTCTGAACAAGACAACGTACGTATTTCCGGATTTTTCTATGGTG 
AAAACCATCGTGTAGATACATTTGTCTTTGATGATGCAGCTATCAGTAATCCAGATTTTG 
CCAAGTATATTAATGCTGGCAATAATTTGGTACAGTCTATGTCTGTGTTCGGTTCTAATA 
CTGCTGCGACAGGAGGAAATGTGGATGCCAATATACAATCCGTACAGCAGCCGTTATTGG 
TAACGCCATCTGCATAAGGAGCCTAATCACATTCATGGCTTAAACTGAAAAACAGCAATC 
AAGTTTATTTTGATTGCTGTTTTTCTTAATATTGGGATAAGGGTCGTATTTTAATTAACC 
TTAATCGGTGCACTTCTAGCAATATAGTGGATTCACAAAAACCAGTACAGCGTTGCCTCG 
CCTTACCGTACTATCTGTACTGTCTGCGGCTTTGTCGCCTTGTCCTGATTTTTGTTAATC 
CACTATAATTAATATGACTTTGCGGCCGTTTTGCCATTGCGTAATAAAACGATGGGGAAG 
TGATGATAAAACGTGTGTGTAACTATATCAGACGGCATTGTTTTTCTGTTTGACGGCCTC 
AATCCAAAATTTTGCCGACGATTTCGCCCACGTCTTTCGACAATCCTTCCTGCGCCCGAA 
TGCGCTGCAATGCTTGTTTCACCAAGTTTTTGCGGTGCGGCTCGAGCTTGTTGCAGAGGT 
TGAACGCCTGCACTAAGCGGGCGGCGACCTGCGGGTTGAAGCGGTCGATTTCGATGACTT 
TGTCGGCGATGAAGCGGTAGCCGCTGCCGTCTTCTGCGTGGAAATGCGGGACGTTGCGGC 
TGAAGCTGCCGATGAGCGAACGGGCTTTGTTGGGGTTTTCGAGGCTGAATTTCGGATGCT 
GCAAGGCGGTTCGAACCTGTTGCAGGGTGTCGCTGCGGCGGCTTGAGCCGACGAGGGCAA 
AATATTTGTCCATCACCAGCGCGTCGTCTGAAAACTTGTCGGCAAACTGCGCCAGCAGGC 
GGTTGCGCGTATCGCTTTCGTTGCCGTTGACGGCGGACAGGATGCCCCATTCGTGGGTCA 
TGTTTTGCGCCATTTCGCCGTATTTTTCGGCAACGGTTTCGATGTGCGCGGGGTCGGCGC 
GCAGGACAAAGGCGCGGCAGACGTTGCGCAGCGTGCGCCAGCCGGCGGCTTCGGGGCTGT 
ATTCGTAGCTTTGGTTTTCCTGCTTCGCCGCCTGACGGTTCAATTCGTGCCATTTCGGCA 
GGAAGTGGACGGCAAGCGTATCCAACAAGGCTTCGCGCGCCTGATGGTAGCGCAGCGGGT 
CGATGTTTTCTGCGCCGTCCCACAGCTCGGCTTCGGATGGCACGCCCAAAAGCAGGGCTT 
TGAAGGCGTTGTCTAAGAGGTCGTCTGAAATGACTTTTTCGACGGCGGCAAGCAGTTTTT 
CGTGTTTCGGCAGCTCAACGCCGTCTGAAAGCGTGGCAAGGTTGGCGGCGACGGCGCGGC 
GGTAGAGCGTTTGGGCGGCTTCCCAGCGCGTGAAGGCGTCGCTGTCATGGGCGAGCAGGA 
GCAGCAGGTCGTCGTCGCTGTACGGATAGTTCAGATGCACCGGCGCGCTGAACCCGCGCA 
GCAGCGAGGGAACGACGGCTTCGGTTACGCCTTCGAGCAGGAAGGTCTGTTCGGCTTCGG 
TCAGCAGCAACACGGCTTCGGTCGCGCGTTTGCCCTGATAGTCGAATGCCACCGCTTCGC 
CGTTGCGGTTCAGCAGCCCGACCTTGACGGGAATCATCATCGGCTGTTTATCCGTCATAT 
CGGGCGTGGGCGGCACGGTTTGTTTGACGGTCAACTCGAAAATATTGTTTTTCAGACGAC 
CTTCCGCTTCCAAAACGGGCGTGCCCGCCTGGCTGTACCACAAGGCGAACTGGTCGAGAT 
TGATGCCGTTCGCGTCCGCCATCGCCGCGCGGAAATCGTCGCAGGTAACGGCCTGTCCGT 
CGTGGCGTTGGAAATAGAGCTTCATGCCTTTCTGGAAGCCCTCTTCGCCGAGCAGGGTGT 
GATACATCCGCACTACTTCCGCGCCTTTTTCATAAACGGTCATGGTGTAGAAATTGTTCA 
TCTCCTCATAGCTGGCGGGGCGCACCGGATGGGCGGTCGGGCCTGCGTCTTCGGGGAACT 
GGTGCTGGCGCAGCAGGCGGATGTTTTCGATGCGGCGCACGGCGCGGCTGGCGCGGTCGC 
CGGAAAATTCTTGGTCGCGGAACACGGTCAGCCCTTCCTTCAGCGAAAGCTGGAACCAGT 
CGCGGCAGGTTACGCGGTTGCCCGTCCAGTTGTGGAAATACTCGTGTCCGACCACGGATT 
CGATGCCTTCGAAATCGGTATCGGTGGCGGTGCGGCTGTCGGCAAGGACGAACTTGGTGT 
TAAAGATGTTCAAACCCTTGTTTTCCATCGCGCCCATATTGAAATCGCCCACGGCGACGA 
CCATGAAAATATCCAAGTCGTATTCCAAACCGAAGCGCGTTTCGTCCCATTTCATCGCGT 
TTTTCAACGATTCCACGGCAAAGCCGACCTTGGGCTTGTCCGCTTCGGTGGTGTAAAACT 
CGATTTTGACGTTTCTGCCGCTCATGGTGGTGAAATAGTCTTCCGTTACCGCCAAATCGC 
CCGCGACCAAAGCAAACAGATAGCTCGGTTTGGAAAACGGGTCTTCCCATTTCACCCAAT 
GGCGGCCGTCTGAAAACTCGCCGCCGTCGATTTTGTTGCCGTTGGAAAGCAAAACGGGAT 
AGCGTTTTTTGTCGGCGACGATGGTGGTGGTGAACTTGGACATCACATCCGGACGGTCGA 
TGTAAAATGTGATTTTGCGGAAGCCCTCCGGCTCGCACTGGGTAAACAAATTGCCGCCGG 
AAGCATACAGCCCCATCAGCGATTTGTTTTCCGCCGGCAGGATTTCGGTTTCCACTTCGA 
CGGTGAAGCGTTCGGACGGCACGCCCGCAATCGTCAGCGTCTCTCCTTCCAACACATAAT 
CCGCCGCCGCCCCGTTGATTTTGACGGACAAGAGTTTCGCCGAACCGTCCAACACCAGCG 
GCTCCCCTACCCTCTGCGGCTCAACCGTCAAACGCGACTTCACGACGGTTTGCGGTTCAT 
TAATATCAAAATGTAAATCGGTTTTGAGAATATGGTAGGCGGGCGTTTGATAGTCTTTGA 
GATAATGCACGGTTTTGCTCATTTTTTTCTTTCAATGTTATTTTGTTTGACTGGAAAAGG 
CTTCAGACGGCACGGGCGCATCCCGCGTATGCCGTCTGAAGCCGCAGCGGCGGCACGGGC 
GCGCCGCCGGACAACCGGTTTGAATTCAATCTTTATTCCCACGCGCGGACAAACTCTTCC 
CAATGCGGCTTTTCCCCGGCTTGTGCGGACAGGTAATTCCGCATCCGTTTGATTTCCATT 
TCGTATTCGTCCGCATCCAGCCTGCCGCTGACCAGACAGAAACGCAGGTACATCAGATAA 
GTGTTTGCCGCGTCGGTTTCGCAATAATTGCGGATTTCCTTCAGCCTGCCCGTATGGAAT 
GCCTCCCAAACCTTGCTGCCGTCCATACCCAGCTTGCCCGGAAAACCGCACAGTTTCGCC 
ATATCGTCCAGCGGCACGTTTGCCCTCGGCTGGTAAAGCGCGAGCAAATCCATCAAATCG 
CAGTGGCGTTGGTGATAACGGCTGATGTAGTTGTTCCACTTGAAATCGCGGCTGTCGCCG 
AAATCGCCGTCGCCCATATCCCAATAGCGCGCGGCGTTGATGCCGTATATCAGGGAGCGG 
TAATGCAGTACGGGCAGATCGAAACCGCCGCCGTTCCAACTGACCAGTTGCGGCGTATGT 
TTTTCAATCAATTCGAAAAATTTAGCAATGACCACTTCCTCGCCGTCATCCATCTCGCCG 
ATGGTGCCGACATGTACTTTATCCTGCCCCCAACGCATGCAGCACGAAATCGCCACAACC 
-TGATGAAGATGATGCTGCATAAAATCGCCGCCCGTCTGAGCACGGCGTTTTTGCTGGGCA 
AACAGCACCACTTCATCGTCGGGCAGCGAGGACGGCAGCTCGTACAATGTTCGGATACCC 
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TGCACATCGGGTACGGTTTCAATATCGAAAGCCAAAATCGTGGTCATGACAGCACCTTGT 
ATTTAAAACGGATGCACCTATTGTGTCATTAAAAGGCGGATAAAAAAAGAGGCAACCCCC 
CACAGGATTGCCCCAATACCTCAAATCAGAGATTTACGCTTCACAAACAATACAGGCTTT 
CGCCTGCGGCTTTACCCGCGTAGCTCAACTCTACGCCGGCAAACTTTCGTTTCACCGTTT 
CCGATGAAACCCCGACCAATCGCAAGACTGACCGGAAAATCCTTTCAGACGGCATTTCCT 
GCCTGTCGTGTAATTCCATGTAGCGAAATGTACGCCATTTTCTACGCTTTGCCAAGCATT 
TTTTACAATATAAATGTCAAAACATTAATTTTATAAAATTGCTGAAAATATTAAATATAT 
GGATTTTTATTTTTTATATTTCAATAAATATAAATTTAATTTTGATTTATATTTAAATTT 
AAGCATAAAATGTCAAATATTAAAGTAAACATGAAAGGCATATATTAAATATTTATTTAT 
AACGCTATGTTTTTAAAGAAAATTAATTTTAATATATTAACTAGATTGTCTGCATATATT 
CATAGGTTTGCGGTATTTCTTCCAAAACCTGCTTCGAATTTCCCGACCAAGTCTTAAAAA 
TATTGTTTTTGAGATACTTAAATAGCAGCGATTATCAAATGAAATCTGTTCATATAATCT 
GCCATTTTGCATTTAAAAAAACAATCAGGAGTTTCGACTCGAAACGCCTGATATGTTTTG 
TAATTTTACGTAGTCAGTAAAAATCGGGGCTGCCTTCCGGACGGGTTTTAAAACGCTTGT 
GCAGCCAAAAATATTGTTCCGGATGTTCGCGCACCCTGTCTTCGATAAAACGGTTCATGC 
GCTGCGCGTCGGCTTTCGCGTCTTCACCCGGAAAGGATTTCCAAGCAGGGTAGAAATGCA 
ATGTAACCGTATTGTCTGCCTCGCGGACGGGAATGGCGGGTATCACTTTTGCATTTGCAA 
GCGCGGCAATGCGGCTCAATCCGGTAATCGTTGCCGTCTGAATACCGAAAAAATCCACAA 
AAACCGAATCGTTGCGTCCGAAATCCTGATCGGGCAGATACAGAAACGGCGCGCTGCTTT 
TGCGGAACTGTTTGACGAGGGCGCGCAGCCCTTCGGTGCGCCCGATAAGGAAGACGTTGT 
GATAGCGGTTGCGGCCTTTCAAAATCTGTTCGTCCAATATCTTGTTTTTTTGATGGGAAT 
ACATACTGATCAGCGGGATATCCTGATTAAGCGCGTACACCGCCATCTCGAACGCGGTGA 
AGTGCGGATACAGGATGATGACTTTTTCCCCCGCCGCCAGCGCGTCGTCCAAATAATGCT 
TATTGCGGTAGCGCACCAGCGATTTCAAACGTCCGGCAGGCGCGTACCAATATAAACCGT 
ATTCCAACATCAGTTTCGCCATGTGTTTGAAATGCTGTTTCAACACGGTTTTACGCTTTT 
CCTCACTCCATTCGGAAAAACATTTTGCCAAATTGATTTCGCCGATACGGCGGCGCGGTT 
TGACCAGAAGGTAGGCAAGCAAACCCGTCAGGTCGGCAATCTTGTGCAGCAGCGCAAACG 
GCAGAAACTGCAAAACATACAGTACAAAAAATATAAATTTCATCTCGATACACATTTTCT 
TTTCAGACGGCAAAATACAAATGCCGTCTGAAACTATTGAAACCTGCCGCGCTTGACCTG 
CATCCCCGAAGGATTGAGTTTGGCGGCAAGCCCGTGGTTGCGTAAGGCGTGGGTCAGCGC 
GACGGCAAGACCGTCCGCCGCATCCGGCTGGGGCGTTCCCGAAAGTCCCAACATCTGCAC 
CACCATATGCTGCACCTGTTCTTTTGCCGCCTTGCCCTTGCCGACTACCGCCTGTTTGAC 
CTGCAAGGCCGTGTATTCCGAAACGGGCAGCTTATGGCTGACCAATGCCGCCAATGCCGC 
GCCCCTAGCCTGACCGAGCATCAGCGTCGATGCCGGATTGACGTTGACGAACACCTGTTC 
CACTGCCGCCTGTTGAGGCTTGTAAACGGTAACGACTTCGCCGATGTGCCGGACGATGAC 
GGCAATCCTGTCTGCCAGAGGCGCATCGGCAGGCGTTTTGATGCAGCCGGAGGCGACGTA 
AAAATGATCCCGCCCCCTGACATCGATGACACCGAAACCCGTTACGCGACTGCCCGGGTC 
GATGCCTAAGATACGGACGCTTGCAGCCATATTCACAACAAACCGTGTTGAATCAGCTTC 
TTACGCAGGGTATTGCGGTTCAGCCCCAGCATCACGGATGCTTTGGACTGGTTGCCGCCG 
CATTGCTCCATCACGCACACCAGCAGCGGTTTTTCCACCTGATGCAATACCATATCGTAC 
ACGCCGCAAGGTTCGGTACCGTTCAGGTCTTTGAAATATTGTTCTAAATTTTGTCTGATG 
CATTGGGAAATATCGGGAAGGGTATGGGGCATGATTGCACTTTCAAAGGATAATCAAGTG 
TTCAGAAGGCATTTGGGCGGTAGGCGCACGCCCAACTGTCGGTTTTTTCGGCAAGTCTTT 
CAAGATAACCTGCAAGCATGTCGTATTGCGCCGCCGCACTGTCCAAGCGGTTGATTTCAC 
GACGTGTCTGTTCGCCGTCGGGCATTTCGTCGATGTACCAGCCTATGTGTTTGCGTGCGA 
TGCGCACACCGGCGGTGTCGCCGTAAAACGCGTGTATGGCGCGGATGTGGTTCAAAATAG 
CGGCGGCGCATTCTGCCAAACTCAAGGCAGGCGGCAAAACACCGTGTTCGGCATAATGTT 
TCAAATCGCGGAAGAACCACGGCCTGCCTTGCGCGCCGCGCCCTATCATAATGCCGTCGG 
CGGCGGTTTGTTTGAGGACGGCTTGGGCTTTTTGCGGCGAAGTAATGTCGCCGTTGACCC 
AGACCGGGATGTTCAGACGGCATTTGGTTTCGGCGATGAGTTCGTAACGCGCTTCGCCTT 
TGTACATTTGCGTACGCGTGCGTCCGTGGACGGCAAGGGCGGCGATGCCGCAATCTTCGG 
CGATTTTGGCGATGACGGGCAGGTTTTGATGGTCGTCGTGCCAACCCAAACGGGTTTTGA 
GGGTAACGGGTACGCCTGCCGCACGGACGACGGCTTCCAAAATGGCGGCAACCAGCGGCT 
CGTTCTGCATCAGCGCGCTACCGGCTTGGACATTGCAGACTTTTTTAGCGGGACAGCCCA 
TGTTGATGTCGATAAGCTGCGCCCCAAGGCTGACGTTGTAACGCGCGGCATCCGCCATCT 
GCTGCGGATCGCTTCCGGCAATCTGCACGGCAACAATGCCGCCTTCATCGGCAAAATCGC 
TGCGGTGCAAGGTTTTTCTAGTATTTCTGAGCGTCGGGTCGCTGGTCAGCATTTCGCACA 
CCGCCCAACCTGCGCCAAAATCTCGGCAAAGTCGGCGGAACGGTTTGTCGGTAATGCCCG 
CCATCGGCGCAAGTGCGATGGGGTTGTCGATAAAATAGCCGCCGATGTGCATAATGGATC 
CGCGTTTCAAAAAAGTACGCCATTGTACATTTTTTAAGCAGGATTTCCAATCTCCGGACG 
CGCCCGCGATTGGGTCGGACACCGTTTTATGGCATAATCCGCACACAGATTCCCTGCCCC 
GCCACTCACAGGCGGGCAGTTTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGC 
CTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTAC 
TATCTGTACTGTCTGCGGCTCGCCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTCC 
CCGTCCTATCGGTTTCCCGTTTCAGACGACATAAGGTCTGAAAGAAAGACTACAATTATG 
AGTAATCCATTTTCCTCTTTAGGTTTGGGTACGGAACTCGTTTCCGCACTGACCGCGCAA 
GGTTACGAAAACCCGACGCCCATCCAAGCCGCCGCCATTCCCAAAGCACTCGCCGGTCAT 
GATTTGCTAGCCGCCGCGCAAACCGGCACAGGCAAAACCGCCGCCTTTATGCTGCCCAGT 
CTGGAACGCCTCAAACGTTACGCCACCGCCAGCACCTCGCCCGCGATGCACCCCGTGCGT 
ATGCTCGTCCTCACCCCCACGCGCGAACTTGCCGACCAAATCGACCAAAACGTGCAGGGC 
TACATCAAAAACCTGCCGCTGCGCCACACCGTCTTGTTCGGCGGTATGAATATGGACAAA 
CAGACCGCCGACCTGCGTGCCGGCTGCGAAATCGTCGTCGCCACCGTCGGACGGCTGCTC 
GACCACGTGAAACAGAAAAACATCCATTTGAACAAAGTCGAAATCGTCGTTTTGGACGAA 
GCCGACCGTATGCTGGATATGGGTT-TTATCGAGGACATGCGCAAAATCATGCAGATGCTG 
CCCCGCCAACGCCAAACCCTGCTCTTTTCCGCCACCTTCTCCGCCCCGATACGCAAACTG 
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GCGCAAGACTTCATGAACGCGCCCGAAACCGTCGAAGTCGCCGCGCAAAACACCACCAAC 
GCCAACGTCGAGCAGCACATCATCGCCGTCGATACCATTCAGAAGCGCAACCTGCTCGAA 
CGGCTGATTGTCGATTTGCATATGAACCAGGTCATCGTGTTCTGCAAAACCAAACAAAGC 
GTCGACCGCGTAACGCGCGAACTGGTGCGCCGCAACCTGTCCGCACAGGCGATACACGGC 
GACCGTTCCCAACAAAGCCGGCTCGAAACACTCAACGCCTTCAAAGACGGCAACCTGCGC 
GTCCTCGTCGCCACCGACATCGCCGCGCGCGGGCTGGACATTGCCGAACTGCCCTTCGTC 
ATCAATTACGAAATGCCCGCCCAGCCCGAAGACTACGTCCACCGCATCGGGCGCACGGGG 
CGCGCGGGCGCGGACGGCGTGGCGATTTCCCTGATGGACGAATCCGAACAGAAAATGTTT 
GAATCCATTAAAGAGCTGACCGGCAACAAGCTGCTCATCGAGCGCATCGAGGGCTTCGAG 
CCGCAATGGTGGGAACAGGGCGGCGCAAAACCGGAAAAACCCGAAATGCGCGAACCGAGA 
CAACGCAACCGCTACGAATCCGCCAAAGCGCAACGCGAAAAAAACACCCGGCCGGAAAAT 
GCGGCAAACGATGCGGGCGCGGCTTGCGGAAAAATTGCCGGACGCAGCCGCCGAAGCCGC 
CGGGAACACCGGACGTGCGCCCTGCTCCAACCGCGTTACGGCGTAAAATAGCCCTGAAAA 
TCAAATGCCGTCTGAACATTTCCCGTTTCAGACGGCATTTTTCAAACCGGACTGACGCAT 
CGGGAGCAACCGCCCGCACCGGATAAATTTCTGCCGCAAACAGTTTCAGACGGCATTTGC 
CGCCTGTACAATATAGTGGATTAACAAAAATTAGGACAAGGCGGCGAGCCGCAGACAGTA 
CAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGA 
GCTAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCATTAATAGTGTATATTAAGT 
ACGTCTGATATACACGATACCCTACGAGGGTGTAAGCTTTAGTTCACATTTAAAATGACC 
TCTTTAAACCTGTCTTTCGGCAGGTTTCTTTTTAGGTTGTTTGGAAATCGTGTGCAGACA 
AGGTGTAAAATAGGTAACAGCATAAAATAATGCGGTTTTACCGCCCATATATTTACAAAA 
GCCAAATTTTTAAACATATATCCTTGATATATACACGGCGTAAACATATACTGGAAACAT 
CTTTAAATTTTCCGAAATTTTAAATATGAGCAACTGGAAACCCAATATTCCCTATAACGA 
TTTACCACCCCTGCCGCCAAAACAGGATATTGAAAGCAAAACCATCCTGAAACGTTGTAT 
AGCCGCCCGTGCATCCCTTGCCCGTTTAAAGCAGGCGGCAGAATTGATACCGAATCAAGC 
CATGCTGATTAACACCCTTCCTGTTATGGAAGCCCGTGCAAGTTCGGAAATTGAAAACAT 
CGTAACCACCACGGACAAGCTGTTTCAATCCCTGCAAATGGATACGGAACGGCAAGACCC 
TGCCACGAAAGAAGCCCTGCAATACCGCACCGCCCTGTTTGCAGGCTATGAATCACTGAC 
GAGCCGCCCTTTATGCACACAAACCGCCATCATGGTCTGCAACGCCATCAAGCACCCCTA 
CGAAATGGCCATCCGCAAAACAGGCGGCACAGCCCTAAAAGGAGGCAACAGCGGAAATGT 
TGTCTATACCCCGCCCGAAGGAGAAGAAACCATACGCGGCAAGCTGGCAAATTGGGAGCG 
GTTTATTCACGAAAGCGGCGATTTAGACCCGCTTATCATCATGGCGGCGGCACATTACCA 
ATTTGAAGCCATCCATCCGTTTACGGACGGCAACGGGCGGACGGGGCGCATATTGAACAG 
CCTGCTATTGATTGAAAAAGGGCTTTTGGATTTGCCTATTTTGTATTTGAGCCGCTACAT 
CATCGAAAACAGGGCGGACTATTACCGCCTGCTTTTAGGCGTAACCGAACGGCAGGACTG 
GGAAAGCTGGATAATCTACATCTTAGACGGCGTAGCTGACACCGCCGATTGGACGGTATC 
GAAAATAGATGCGATACGCCGCCTGTTCGAGCAGACACGGCAACACATACGGACACACGC 
ACAAGGAATCTACACGCACGAACTGGTAAATCTTCTGTTTGAGCAGCCATATACACGCAT 
TGCCAACCTAGAAGCGGCAGGGATAGCCAAACGGCAGACGGCCTCTAAGTACCTGAAAGA 
GCTTTCAGACATAGGTGTGCTGCAAGAAATCGTCATCGGCAGGGACAAACTATTCATTCA 
TCCGCGCCTAATGGAACTATTGCGGGGAGAGGGCAACAGCTTTACCTCATTCCAATCCCT 
CGTTAAAGCATAGCCAAAATAATCAATAATCCGGAGGTCAATATGGCAAGAAGGTCAAAA 
ACATTTGAAGAAGCTGCTGCTGAGGTTGAGGAACGTTTCGGTCATCGTGGCATTAAGTTG 
GTCGAGTTTGAGGGTACAGCCAAGCCGTGTGTAATCAACTGCCCTAAACATGGAAACCAA 
ACCTGTTCGAGGTACTCCAATATGTTCATAGGAAGTAGCTGGGGTTGCCCCTCTTGTGGT 
AATGAGCAAGCTGCAAAAGCCGGTATAGCGACCCTTAGGAAGAATCACATAGCGTTAGAA 
ATGCTGAAACAGGCTGTAACAGGTATGACCAAGCAAGAGCGCATCACGACGCAAGCCTAC 
AATGAGATGACCAAATCCGTGGCAGGTTCAAACAGCATAGTCCTTAACGATGTCCAAGGC 
GATACGACCATCAACAACCATCATACGCATACGCACAACCACAGCGATGCCGATGGCAAA 
GCACTGTCGATGAGGCTCACACCCCGTCCTTTGTTGTCAGACCGTCAGGCGGCGGCTTTC 
GCCCGTACAGGCAAACTCACGGGCAGTTTCGACCTGTTTGCTTCGGTGGTCGCCCCCTCG 
CAGTACACGTTTGCCGTTGCCATGCCCGACACGTCCATGTCGCCGGTTATCGAAAAGGGA 
GACTTGCTGGTGGTCGAGCCGCGTATGTGCCCTGCGGACGAAGACATCGCGCTGATTGAA 
CTGTCCGACAAGCGGCTGGTCGTCGCGCACCTTGTTATCGATATTGCGGGCAGGATGCTG 
ATTTATCAGACGGGCAGGCCGTCTGAAGCCTTTGACCTGCCCGAAGGCAGCACGATTTTA 
GGTGTGGTGCTGGAGTCAAAAAACGGTTTATGTCCGCCGCACAGGCAAGAAGGCGTGTTG 
ATTCGGATTACCGCCCCTGATGTGTGGACGGTTGGTATGATTTCCGCTTCCAAAACGTCG 
TGTACGCGCCCGACCGCAGCCCGGAAATCAGCCGTATGCTTTCTTCGATTTTGGCAGGCT 
ACGCGTGGGATACCGAAAACCCGTTCGTGGCGAAATCCGAACAACGCCTGACTGCCTTGT 
CCGAATGGGTCGGTCAGTTGGAAACCGAATAAATCCGTACCGCCATACAAAATGCCGTCT 
GAATCCAATCGGGTTCAGACGGCATTGCCATTTCAACTGTTTTTATGATTACTCGGGGCG 
CATCTGCGGAAACAGAATCACATCGCGGATGGTTTGCGAATCGGTCAGCAGCATTACCAA 
GCGGTCGATACCGATGCCGCAACCGCCGGTCGGCGGCAAACCGAATTCCATCGCGCGGAT 
GTAGTCGGCATCGTAGTGCATGGCTTCGTCGTCGCCCGCGTCTTTTTGCACCACTTGCGC 
TTTGAAGCGTTCGGCTTGGTCTTCGGGGTCGTTCAACTCGGAATAGCCGTTTGCCAGTTC 
GCGGCCGACAACGAACAATTCGAAACGTTCGGTCAGACCTTGTTTGGTATCCGAAGCGCG 
CGCCAACGGTGAAACTTCGACCGGGTAATCGACGATGAAGGTCGGATTCCACAGCTTGCC 
CTCGGCGCAACCTTCAAACAGCGCGAGTTGCAGGCTGCCGATGCCCGGGGACGGCGGCAG 
GCTTTCGCCGTGTTTGACGATTTCTTTTTTCAGCCATTCCGCATCGTTCAACTGCTCGTC 
GGTGTAGTGCGGATTGTATTTTTTGATGGCTTCGAGAATGGTCAGGCGTTCAAACGGGCT 
TTCCAAATCGACTTCTTTGCCGTTGTAAGTGATGTTTGCCGTGCCGTTTACCGTGCGCGA 
TGCGTTGCGGATGATGTCTTCCGCCATCTGCATCATGCGTTCGTAGTCGGAGAAGGCTTC 
GTAGAATTCGATCATGGTGAATTCGGGGTTGTGGCGCACGGACATGCCTTCGTTGCGGAA 
GCTGCGGTTGATTTCAAACACGCGTTCCAAACCACCGACAACCAGGCGTTTCAAATACAG 
CTCAGGCGCGATACGCAGGTAAAGCGGAATATCTAAGGCATTGTGATGGGTAACGAAGGG 
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TTTTGCCGTCGCGCCGCCGGGAATCGGGTGCATCATCGGGGTTTCGACTTCGAGATAATG 
CTCGCCCACCATAAAATTACGCACGGATTGGATGATTTGGCTGCGTTTGATAAAGGTATT 
GCGCGATTCTTCATTGGCAATCAAATCAACATAGCGTTGGCGGTATTTGGTTTCCTGATC 
GCTCAAACCTTTGTGTTTGTCGGGCAGCGGGCGTAGGGATTTGGACAGCAGGCGGATGCC 
GGACACGCGTACGGTCAGTTCGCCGTGGTTGGTTTTGAACAAAGTGCCTTCCGCGCCGAC 
GATGTCGCCCAAATCCCAATGGTTGAAGTCGTCCAAAACTTCTTGGCTCACGCCTTTGTT 
GTTCAGATAAAGCTGGATTTGCCCGGACACGTCTTGAATGGTGGCAAAACTCGCCTTGCC 
CATTTGACGCTTCAGCATCATGCGGCCGGCCACTTTGACGGGAATGCCTTGCGGATCGAG 
TTCTTCTTTGCCGATTTCGCCGTATTGGGCGTGCAAATCGGCGGCGAAGCTGTCGCGTTT 
GAAGTCGTTGGGATAGGCGTTGCGCTGTTGGCGGATGTTGTGCAGTTTTTCGCGGCGCAG 
GGCGATGATTTGGTTTTCGTCCAACTGCGGCTCGGTTTGCGGATGGTTTTGTTCGCTCAT 
AAGGTTTTCCGAAAAAATAAATCAGGCGCAATCTGTTTCAGACGACCTGACCGAATCACA 
AAATTTGCGCATATTTTACGCGATGTCGGCATTTTTTTCCATAAACGCGACAATGCCGTC 
TGAAAGCGGTTTGCGGTTTCAGACGGCATCGTTATCATTTGAACATTCCCGCCAAATTCA 
ATAAGAACAAAACGGTAAAACCGGTCAGATAAATCAAGCCTGCCAATGCAAGGGCATTCA 
TACCTGATGTGAGTTTGTGTTTTTCATCACCTTTAACCAAACGGTAATTCAGCCAGGCAA 
ACACAGGGGCGGACACAAAAGCGGCAATCATCGCAAATTTGAGCAGATTCGCCATTACGC 
CGTCAAACCAGAAAATCACCGCCAAACCGCTGCCCGCCACCCAAATATTCCAGGCAAAGA 
ATTCGGCGTTGCCCGTTTTGTCTTTTCCGCGCAGCAGGCGCACGGGTTCGGCAATGGCAC 
GGGCATAGCCGTCCACGACGGTAATCGTCGTGCCGTACATACAGGCAAACGCGATAAACG 
CCACCAGCGGGCGCGACCAGCCGCCGATGGTAACGGCGTACATATTGATCAATTGCCCGA 
TATATTTGCCGCCCGCCATCTGCACTGCTTCGCCGTTGCCGTATTGCACAAACGCGCCCA 
GTGCAAGGAAAACCAAAGCCAAAACCGCACTGGCGATATAACCGACGTTGAAATCAAAAA 
TCCCGTCGCGGTATTCGGAAGGATTGATGCGTTGTTTTTCGGTTACCCACAAAGAATTGA 
TGGCGGAAATTTCAATCGGCGCGGGCATCCAGCCCATCAGCGCGATCAGGAAGCCCAAAC 
CGGCAAGCGTCCACGGTGTCGGCTCGATAAAATCGGACTGCATCTGCATACCGCGCGACA 
TAGCGATGCCGGCGGCGGCAAGCGTGGCGATACTCAAAGTAACGATGATGATTTTGGAAA 
CGCGATCCAAAGCGCGGTAACGTCCGCTCACCAAAATAATCAGGCAGGATGCCATAATCA 
AGGCGGCAACCGTGCCGGCATCAAACATCAGCGAGGGAATCGCCATTTTGACGATGGCGG 
CGGTTACAATGGCGACCGCGCCCGCGTTAATCGTGGCGGAGAGGATGCACAAAATCAGGA 
ATACCCACAAATAAACGCGGCTTTTCTCGGCATAACCTTCAATCAGGCTCTTGCCCGTGT 
CCAGCGTGTAATGCGCGCTGAAGCGGAAAAACGGGTATTTGAAGAGGTTGGTCAGGATGA 
TGATGAGCGCGATCTGCCAGCCGTAAAGCGCGCCCGCCTGCGTCGAGGCAATCAGGTGCG 
AACCGCCGACCGCCGCCGAAGCCATCATGATCCCCGGACCCAATGCGTTGATTTTACTTT 
TCCAAGTCGAAATATGTTGTTCGGACATAAAGTCTTCCGTATTTTTAACTGTGTTTCAAC 
ACACAGAGCCGCATATTCGGACACAGCCCTATCTATTGCTCCAATTTGGGCGGGATTGCC 
CCCAAACAAACCCAAATCCTACCGTCTTCAAAAACAGGATACCGCCCGGTAGGGAAATTT 
TGATGAAAACACGTATTGTAACGTAATCCAAATACCTGCCAACACACACTATTAGAACTT 
CATGCTCAAACTTGACTATATTTTCCATATTACTTCCAAAAAAAGGCATAAAACGACATT 
TTATGCCTAAAATTTTACAACAAACAACCTTACATCGCTTTTTTCGCGCAAACACGCACC 
ATCCGATCAGCCCGTCCGTTTTGCAGCAGGCTGGCGATTTGATAAGATGGTTATGTTTTT 
CAGACGGCATTTCAGATTTCCGTCCATGCCATCTGAAGCCGCAAAACCCGATTGGAGGAA 
CTGTTATGAATACCGTATCGAATTATCTGTCCGCATTACGCGAAGCCATGAAGGCGCAAG 
GCTTGGATGCACTCGTCATCCCTTCCGCCGACCCCCACCTGTCCGAATACCTGCCCGAGC 
ATTGGCAGGCGCGCCGCGAATTATCGGGCTTTACCGGCTCGGTCGGCACGTTTGTCCTGA 
CCACCGATGAAGCGGGCGTGTGGGTGGACAGCCGCTATTGGGAACAAGCCGCCAAACAGC 
TTGCGGGCAGCGGCATTGTGCTGCAAAAAAGCGGGCAAGTGCCGCCGTACAACGAATGGC 
TCGCGGCAAGCCTGCCCGAAAACGCCGCCGTCGGCATCCCTTCCGATATGGTCTCGCTCA 
CCGGCAAACGCACTTTGGCGCAATCACTCGCCGCCAAAAACATCCGCATCGAACACCCGG 
ATAATTTACTGAATCAAGTGTGGACAAACCGCCCCGCCCTCCCCGCCGAAACGGTGTTCA 
TCCACGACCCCGACTATGTTTCTGAAACCGCCGCCGAAAAACTCGCCCGCGTGCGCGCCG 
TGATGGCGGAAAAAGGCGCGGATTACCACTTGGTTTCCTCGCTTGACGACATCGCCTGGC 
TGACCAACCTGCGCGGCAGCGACGTGCCTTTCAATCCCGTTTTCGTGTCCTTCCTGCTGA 
TTGGCAAAGACAACGCCGTCCTGTTTACCGACCGATGCCGTCTGAACGCCGAAGCCGCCG 
CCGCGCTGCAAACCGCCGGCATCGCGGTCGAACCTTACGCCCAAGTTGCCGACAAACTCG 
CGCAAATCGGCGGCGTGCTGCTCATCGAGCCGAACAAAACCGCCGTCAGCACGCTTGTGC 
GCCTGCCCGAAAGCGTGCGCCTTATCGAGGGAATCAACCCATCCACGCTGTTCAAATCCT 
GCAAATCCGAAGCCGACATCGCCCGCATCCGCGAAGCGATGGAACACGACGGCGCGGCGT 
TGTGCGGTTTCTTCGCCGAGTTTGAAGACATCATCGGCAACGGCGGCAGCCTGACCGAAA 
TCGACGTGGACACCATGCTTTATCGCCACCGCAGCGTGCGCCCAGGCTTCATTTCATTGA 
GTTTCGACACCATCGCAGGCTTCAACGCCAACGGCGCACTGCCGCATTACAGCGCGACAC 
CCGAAAGCCACAGCACCATCAGCGGCAACGGGCTTTTGCTCATCGACTCCGGCGCGCAAT 
ACAAAGGCGGCACGACCGACATCACCCGCGTCGTCCCCGTCGGCACGCCGAGTGCCGAAC 
AAAAAAGCGACAACACCCTCGTTCTCAAAGCCCATATCGCGCTTGCCGAAGCCGTGTTCC 
CCGAAAACATCCCCTCGCCGCTGATTGATGCGATTTGCCGCAAACCCCTGTGGCAGGCGC 
AATGCGACTACGGCCACGGCACCGGACACGGCGTAGGCTATTTCCTCAACGTCCACGAAG 
GCCCGCAGCGCATCGCCTTCGCCGCCCCCGCCACGCCCGAAACCGCCATGAAAAAAGGCA 
TGGTTACCTCCATCGAACCCGGACTCTACCGCCCGGGAAAATGGGGCATCCGCATTGAAA 
ACCTTGCCGCCAACCAAGCCGTCGCCGCCCCTCAAGAAACCGAATTCGGCAGCTTCCTCT 
GTTTTGAAACCCTGACCCTCTGCCCCATCGACACCCGCCTGATGGACACCGCCCTCATGA 
CCGACGGCGAAATCGACTGGGTCAACCGCTACCACGCCGAAGTCCGCCGCCGCCTCGAGC 
CGCTGACCGAAGGCGCGGCAAAAGCGTGGCTGATCAAACGCACCGAACCGCTGGCGCGTT 
AAACAGCACGGCGCAAAAAATGCCGTCTGAAAGCCCTTCAGACGGCATTGGTTTCCCAAA 
ACATCCCGCAGCGTTTTCATCTTGCCGCAAGCAAATATAGTGGATTAACAAAAATCAGGA 
CAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAG 
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CACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTA 
ATCCGCTATATTCCGCCATCTCTAAGATTTACAGCGATACACGGGTGATTTAAGGAATGC 
CCGAACCGTCATTCCCGCCACTTTTCGTCATTCCCACGAAAGTGGGAATCTAGAAATAAA 
AAGCAGCAGGAATTTATCGGAAATAACTGAAACCGAACAGACTAGATTCCCGCCTGCGTG 
GGAATGACAATTCGAGACCTTTGCAATAACATAGGTTACTAAAATTTTATGCTCAATCTC 
ATTTTCAAAATGCAAAACTTTTCTGATTTTTCCTACTTTTTGCTCAATATTAGGAAGGTT 
TTAGGCAATTGAAAATTTTTTGGCGCATTTTTATGCGTCAAATTTCGTTAACAGACTATT 
TTTGCAAAGGTCTCACTATATGTGCAAACCAAGCCAAAAATGCGAAATACCGTCTGAAAA 
TCTTTCAGACGGTATTTGCTGTCTTTATTGCCGTTTTTCTTCCGTATCCGGATTTTTGTT 
TGGGGCTGAAGCAGATTGGCAGTCAGATTGCAATCAAAGAATGAAGGCGAGCCGTCAAAA 
ACAAAGCTATCCGCTTCACCGCCCCGATATTTAGAATTTGTGGCGCAAACCGACGGAGGC 
GGCATTAATTTGAGTGTAGTTGCCGATGCCGGTATTGCGTTTCAGCCAAGCGCCAGACAC 
GATGGCGGAAGTGCGTTTGGAAAAATCATAATCAACGCCGGCGATGATTTGATCGTAGCT 
GGTATTTTCGCCTTTTTTACCGCGTTCGATAAAGTCGAAACCATGGGCATAGCTGATGCG 
TGGAACTGCATTACCGAAGCGGTAGGAAGCAGTGGCGGCAATTTCGGTCGTACTGTTTTT 
GGTTTTGTCGCCATTTTCAGACAAATCCAACTGAGCCGCCAAGGCGAGATTCAAGCCGCC 
TTCCTCATAGCCGCCCGTCAGACGGTGTACCTGATGGTTTTTCAAGGGATCGGTACCTTT 
GGCTTGATCACTCCCGCTGCCGATCAAGAACAACTCAAAAGCATTACGTCCGACATTGGC 
GTGTCTCGCATATTTAAAGGCATAGTTCCCGGCAAAACCGCCATTTTTGTAATTCAGACC 
GGCATAATACACATCCGATCCGGGCTTGCCGACAACAGCCGGAACGAGAGTAAGATTATT 
GTTTGTATTCTTAGTATAATAAGCCGGCGTATAGGCGGACTTGCTGTTTTGGATCGGAAC 
GAATTGAACGCTGCCGCTGAAACCGGAAAATTCGGGGGAATCGTAGCGTACGGAAACCGG 
CATGTCGTCGTGGCGTTTGAAAATACCCAATTGCGAAGCCACATCATTATTGCTGTCCCA 
AGGATCAATGGCTTGGCTGGCATCGTCAAACTGATTCGCAACGCGACCGGCGCGCAGCGT 
ACCGAATTCGCCTGCCAAGCCGATAAAGGATTCCCTGTTGCCCCACTGGGTCGCGCCGCC 
GCCGGCAACGGATACGTCTTGCTCAAGCTGCCAAACAGCCTTCAGCCCGTCGCCCAAATC 
CTCACTCCCCTTAAAGCCGATAAACGAGCCGAAATCACTGATTTTCGTCCTGATGCGGCT 
TTTGGCCTTAGTAACTTTAGTAACTTTTACCTGACCGCTCGCTCCACCGTTAGCGGCTTG 
TGCTTCAGTCAATTGCAGCTGGTAGTTCCTGCCTTCCACGCCGGCTTTGATTTCGCCGTA 
TAGGCTGACATCGGCAACGGCCGCAAGCGGCAGTGCGGACAATACGAGGGCGGTAAGTTT 
TTTTCGCATATCGGCTTCCTTTTGTAAATTTGATAAAAACCTAAAAACATCGGGCAAACA 
CCCGATACGTCTTCAATTATACCCCCCCCCCCGCAAAAAACCATTTTTCAGAACAAATAT 
CTGATAAATGCCGCAACCTTTATTTTAAAAATGATTATATTTTGATATAAAACAATAGCT 
TATTTTTTCAAAAACGTTGTGTTTCTACAACACAATTCAAGCGCAGACCTCGTGCGAGCC 
GATGCGCTGCTGCCCGGATGCAGTCTCGGCTTTTTAAAACGCCATAAAAAAACACACGCG 
GCACTTTATAGTGGATTAACAAAAACAAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGA 
ACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTACTGTCTG 
CGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCGCTATAAAGACCATCGGGCATCTAC 
AGCCGTCATTCCCGCGCAGGCGGGAATCTAGAATTTCAATGCCTCAAGAATTTATCGGAA 
AAAACCAAAACCCTTCCGCCGTCATTCCCACGAAAGTGGGAATCTAGAAATGAAAAGCAG 
CAGGAATTTATCGGAAATGACCGAAACTGAACGGACTGGATTCCCGCCTGCGCGGGAATG 
ACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGACGGGATGTAGGT 
TCTTAGGAATGACGTGGTGCAGGTTTCCGTACGGATGGATTCGTCATTCCCGCGCAGGCG 
GGAATCTAGAATTTCAATGCCTCAAGAATTTATCGGAAAAAACCAAAACCCTTCCGCCGT 
CATTCCCACGAAAGTGGGAATCTAGAAATGAAAAGCAGCAGGAATTTATCGGAAACGACC 
GAAACTGAACGGACTGGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTGATT 
TTGGTTTTCTGTTTTTGAGGAATGACGGGATGTAGGTTTTCTTAACCCTGCGTCCTAGAT 
TCCCACTTTCGTGGTAATGACGGGATGTGGGTTCGTGGGAATGACGTGGTGCAGGTTTCC 
GTGCGGATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAAT 
ATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCGCTTTCGCGGGAATGACGAAA 
AGTGGTGGGAATGACGGTTCAGTTGCTACGGTTACTGTCAGGTTTCGGTTATGTTGGAAT 
TTCGGGAAACTTATGAATCGTCATTCCCGCGCAGGCGGGAATCTGGAATTTCAATGCCTC 
AAGAATTTATCGGAAAAAACCAAAACCCTTCCGCCGTCATTCCCACGAAAGTGGGAATCT 
AGAAATGAAAAGCAACAGGAATTTATCGGAAATGACCGAAACTGAACGGACTGGATTCCC 
GCTTTTGCGGGAATGACGGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAA 
TGACGGGATGTAGGTTTTCTTAACCCTGCGTCCTAGATTCCCGCTTTTGCGGGAATGACG 
GGATGTGGGTTCGTGGGAATGACGTGGTGCAGGTTTCCGTGCGGATGGATTCGTCATTCC 
CGCGCAGGCGGGAATCCAGACCTTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTC 
CGAGATTCTGGATTCCCGCTTTCGCGGGAATGACGAAAAGTGGTGGGAATGACGGTTCAG 
TTGCTACGGTTACTGTCAGGTTTCGGTTATGTTGGAATTTCGGGAAACTTATGAATCGTC 
ATTCCCGCGCAGACGGGAATCTGGAATTTCAATGCCTCAAGAATTTATCGGAAAAAACCA 
AAACCCTTCCGCCGTCATTCCCACGAAAGTGGGAATCTAGAAATGAAAAGCAGCAGGAAT 
TTATCGGAAATGACCGAAATTGAACGGACTGGATTCCCGCCTGCGCGGGAATGACGAATT 
TTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGACGGGATGCAGGTTTTCTTAA 
CCCTGCGTCCTAGATTCCCGCTTTTGCGGGAATGACGGCGACAGGGTTGCTGTTATAGCG 
GATGAACAAAAACCAGTACGGGGTTGTCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAG 
GTGCTGAAGCACCAAGTGAATCGGTTTCGTACTATCTGTACTGTCTTCGGCTTCGTCGCC 
TTGTCCTGATTTTTATTAATCCACTATAATTTCCTGCGTGTGTCGGGTGTATCGAAATCA 
AGCCGAATCAAATATATCGGACTTCGATAATGTCGTATTCGCGCACGCCGCCCGGGGCTT 
GGACTTCCGCCGTATCCCCCTCTTCCTTGCCGATTAAGGCGCGGGCGATGGGTGAGCCGA 
CATAGATTTTGCCCTGTTTGATGTCGGCTTCGTCTTCGCCGACAATTTGATAGATAACGT 
GTTCTTCCGTTTCCAAATCTTCCAGCGTAACCGTCGTACCGAACACGATTTTGCCTTCGG 
CGTGGATTTCGGTCGGATTGATGATGTGGGCAACGGAAAGTTTGTGTTCCAGCTCGGAAA 
TGCGGCCCTCGATAAAGCCTTGGCGTTCTTTGGCGGCTTCGTATTCGGCGTTTTCGGACA 
AATCGCCGTGCGAACGGGCTTCGGCAATCGCTTCGATCACTTCGGGACGCGCCACGCTTT 
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TGAGCTGCTGCAATTCCTGTTTCAGCAATTCCGCACCGCGTACGGTCAGGGGGATTTTTT 
GCATCGGTCTTTTTTCTCCATATTCCGGCACACCGGTTTGCGGCAGCAAGCATACCGCGT 
ACCGTCTTGTTTTGTGCGTCCGGATATTAAAATAAAAATACAAGCCGCCCGGAAAATCGG 
CGGCTTGTCTGTCGTTGAACAGCGGCTATTCTACCAAATTCTATGAAATTGGCAATCGTG 
CCGCGCCGCCGGCAAACGCGCCATGTCCGCAACAAAAGCTGAAAATATGCCGACAAAGAA 
ATTTTAGAAACAAAAAATTTAAAAATAATCAATTTTCGGCATAAAAAACCACATTTACGG 
ACTTTAAAACCGAAAATGCCAAGCCTGAGATTTTTCATACAGCATTTGCACCAGTATAAT 
GCAGGCTGTTTTTATCTTTAATAATATTGACGTTTTGCCATGACCGAATCCGTCCGCCTC 
CCCGTCGCCCGTCTCAAACCTTCCACCGTCGCCCTGCCCGGCTCCAAAAGCATCAGCAAC 
CGCACCCTGCTGCTTGCCGCCTTGTCCGACAATGCTTGCGAAATCCATTCCCTGCTCAAA 
TCCGACGATACCGACCGTATGCTCGAAGCACTCGATAAACTCGGCGTTCAAATCGAATAT 
CTTGCCGAAGACCGTCTGAAAGTGCACGGCACAGGCGGACGCTTCCCCAACCGCACTGCC 
GATTTGTTTTTGGGCAACGCGGGCACGGCGTTCCGCCCGTTAACCGCCGCTCTGGCCGTT 
TTGGGCGGCGATTATCATCTGCACGGCGTGCCTCGTATGCACGAACGTCCTATCGGCGAT 
TTGGTCGATGCGTTGCGGATTGCCGGGGCCGATGTCGAATATCTCGGCAAGGAACACTAT 
CCGCCGCTTCATATCGGCGAACGCCAAGACAACGGCGAGCGCGTGATTCCGATTAAAGGC 
AATGTGTCCAGCCAGTTTCTGACCGCCCTTTTAATGGCGTTGCCGCTGACCGGGCAGGCG 
TTTGAAATCCGTATGGTCGGCGAATTGATTTCCAAGCCCTATATCGACATTACTTTAAAA 
CTGATGGCGCAATTCGGCGTACAGGTTATCAATGAAGGCTACCGCGTCTTCAAAATTCCC 
GCCGATGCGCACTACCACGCGCCCGAACACTTGCACGTCGAAGGCGATGCCTCCAGCGCG 
TCCTACTTCCTCGCAGCCGGTTTGATTGCCGCCACGCCCGTCCGCGTTACCGGTATCGGC 
GCAAACAGCATACAGGGCGATGTCGCCTTTGCCCGCGAGCTGGAAAAAATCGGGGCGGAC 
GTGGTTTGGGGCGAAAACTTCGTCGAAGTTTCACGCCCGAAGGAACGTGCCGTCCAATCC 
TTTGATTTGGATGCGAACCATATCCCCGATGCCGCCATGACCCTCGCCATCGTCGCGCTT 
GCTACAGGGCAAACCTGCACGCTGCGCAACATCGGTTCGTGGCGCGTCAAAGAAACCGAC 
CGCATCGCCGCAATGGCAAACGAGTTGCGCAAACTCGGGGCAAAAGTCGTCGAAGAAGCC 
GAAGCAATTCACATCACCCCGCCCGAAACGCTGACACCCGACGCCGTCATCGACACGTAC 
GACGACCACCGCATGGCGATGTGTTTCTCGCTGGTTTCGCTGTTGGGCGTACCCGTCGTC 
ATCAACGATCCGAAATGCACCCACAAAACCTTCCCGACTTATTTCGACGTGTTCTCATCG 
CTGACCGAAACAGCGGAATAAGGCGGCATTTTGCCGCGATTCCGGCGCGGCGCGGCGGGC 
GGCTCATTCTGTAAAAAAAGTATGTGCGCCGAGGTAGTTTTTGGCGTAAAACGGTGTGGA 
GAGTTTTTCGGTTTTGATGGTTTTGCCGCTGCTGGGGGCATGGATGAATTCGCCGTTGCC 
GATGTAGAGTCCGACGTGTGAGTAGCGGTGTGCGCCGCCGGTGTTGAAGAATACGAGGTC 
GCCGGCCTTGAGGCGGCTGTCGGGGATTTTGCGGCTTGCCGCCGCCATGTCGCGGGCGGT 
GCGCGGCAGCTTGACGTTGAGGGCGTTTTTGTAAACGAATTGAATCATGCCGCTGCAATC 
GAAGCCGGTTGCGGTGCTGCTGCCGCCCCATTTGTAGGGCGTGCCGATGAGTCCGAGGCT 
GTGGAGCATGAGTTCCTGCGAGCCTTGTGTGCGGTCGATGTGGCTGATGCGGACGGCTTG 
GATTTGCCGGACTGTCTGTTTGGGTTTCGGTTGGCGGTGTTTGCCGGAGGTCGTGCCGCA 
TGAGGCGAGGAGCAGTGCGCTGAGACAGAGGAAAAGGGTTTTGTCGGGGGGAAACATGGT 
TTTTCCTTTGCGGGTTCGGATATCCGTCTGAAGGTGTTTCAGACGGTATAGTGGATTAAC 
AAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAACAGTACGAAACCGATTCACT 
TGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGTCGTACT 
GGTTTTTGTTAATCCGCTATATTTCTATAATAAACCTTCTATGGGCAGCAGGGATAGGAT 
TTTTGCGGCGATGCGTTTCCAAAGTTTGGCTTCGGGTTCGTTCGGGTAGGTTTTTCGGGT 
GGCGGGATCGTGCCATTGCAGGCGGTTGTGCCTGTCGAGGGTAACGCGGTAGGCGTAGGC 
GGGTGTGGTATCGGCAAGGGTGCGCTCCATCTGTTCTGCGATTTTGGGGCTTTCGATAAC 
AACGCCCATTTCGGTGTTGAGACGCGCGGAACGGGGGTCGAGGTTGAACGAACCGATGAA 
GATGCGTTTGCCGTCCACAATGAAGGTTTTGGCGTGCAGGCTGGTTACGGAGCTGCCGGT 
CAGGCCTTTGTCTTTTGTGGCGGGGACGGCATGGTTGGGTTGCAGCTCGTAGAGTTTGAT 
GCCGGCTTTGAGCAGCGGTTTTCGGTATTTGACATAGCCGGAATGGACGGCGGCAACGTC 
GGTCGCCTGCAGCGAGTTGGTCAGAACGGTAACGTCTATGCCGTCCTGCACCAGTTTTGC 
CAGTGCGTCTGTGCCGGATTTTGTGGGAACGAAATAGGGTGAAACCAGATAGACGCTTTT 
TTCGGGCTGTTTGAGCGCGTCTTGCAGCCGCCCGGCAATCGGCGGTTTGCGGCGGTCGCG 
GTCGAGTCCTTTTGCAGGGTCGTCGCTGATGAGGCGGGTTCGGACGCTCTGCCAGTCGAT 
GCATCCTGTCTGTATTTTTTGGTAGAGGGGCGACTGTTCGACGGTTTCGCGGTAGCGCAG 
GAGCGCGTGTCTGGACGTTTCGTCGTTGTATCCGAGTGCTTGAAGACCCTTGCCGATGTC 
GCCGCTGCGGATGATGCGCGTGGCGTTGTGGGCGGAATGGCTTGCCCAGTAGCGGTCGAA 
GTCGTGCGATACTTCGCCGACGACGCTGCCGGTGGCGAGGATGTCCAAATCGGCGAAAAC 
GGTGTCCTCACCGACTTTGAAGTATTCGTCGCCGATATTGCGTCCGCCGAGTATGGTGGC 
GCGGTTGTCGGCGGTAAAGGATTTGTTGTGCATGCGGCGGTTGAGGCGGGGGAAGTCGGT 
CAGGTAGCCGAGTGCGCGCCATTTTCGTAAGACGAAGGGGTTGAACAGGCGCACTTCGAT 
ATTGGGATGGCTGTCGAGGGCAAGCAGGAGGTCGTCCAATCCGCGCGTGTTGTTGTCGTC 
CAACAGCAGGCGTACGCGCACACCGCGTTCTGCGGCAAGGTACACGAGGTTGAACAGCAG 
CCTGCCGGAAATGTCGTTGCGCCAGATGTAGTATTGCAAATCGAGGCTGTGTTCGGCAGA 
TTCGATAAGGGCGGCGCGGGCGGCAAAGGCTTCGTGGGGGTCGTTCAACAGATAGATATC 
GGATAGCCCGTTGGTATGAGGGGTGTGCCGGATTTGCAGGATGTTGTCCAGGCGGACGGG 
TTTGGAAGTATTGAAATGACGGCTTTCCGTCCGTTCTTCCAGTGGGGGCAACCATGAAGA 
ACATGAACAGAGAAGGAGGCATAAAAGGGAAATTAGGCTGCGTGTTTTCATCAGGGATAT 
GGTTTCAGACGGCATTGCCTGTGTTTTGGGGTTGGCGCGCATGGAAGTGCGGTATCATAA 
TCCAAACGTTGAAACGGGTAAAAGTTTTGCGTGTGGACCGCTTCAGGACGGTGTGTTCCG 
TGTCAGGTTGGTGCCGTCTGAAACGTGCAGCCGTTTGAAAACCAGCGATGATGCAAGGGT 
GATGCCGCCGATGCTGAGCAGGGTCATACGGAAGGCGGAATGCAGACCTGAAGAAGCCGG 
TATCAGAAATGTCCAGTTTTTAAGGATTAATGCGCCGGCAACAATGCCCATGCTGATGGC 
AAGCTGTTGGTTGACCGCCATCAGGCTGTTGCCGCTGCCTGTTTGTTGCGGGCGCAAATC 
GGCGAGGGTCAGTGTGTTCATGGCAGAAAACTGTAGGGAGTTGCACGCGCCGATCGCCAG 
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CGAGAGGAAAACCCAAATCCACAGCGGCGAGTTTCCGTCAGGCAGGGCGAGCAGCATGAT 
GAAGGCGGCAAGCAGCTTGGTGTTCCAAAGCAGTACCGTGCGGTAGCCGAAACGTTTCAT 
GAGCGGTGCAATCAGCGGTTTGACCAGCAGCGAAGACAGGGCGACGGGTGCGACCAGCCA 
ACCCGACAGGCTTGCGCCGAAGCCGAAAGCGATTTGAAACATCAGGGGCATCAGAAAAGG 
AATCGAGCTGATGCCGAGACGGCTGAACAGATTGCCCGCCAGTCCCAGACGGAAAGTGCG 
TATCAGAAACAGGTCGGCGGAATAAATCGGTTTGGACGCGGTTTTCATATGTCGGAAATA 
ACGGCGTGCAAACAGCAGTCCGCCGCACAGCGGCAACAGTGCAAAATACGGAGGCAGCGC 
GTGCGACAGGCTTTCTGCCGAAAGTAACAAGAGGCACGCGGCGGCAGAAAAAATCAGATA 
ACCTTTGAAGTCTAAAGAGATATTACTGCCTTTAATATCGGGCATGATGTTGCGTCCCAA 
TATGAAACCCAGCAGACCGATGGGCAGGTTGAGCAGGAAAATCCAGTGCCACGAAGCGTA 
TTCGACCAAATAACCGCCCGCCAAAGGCCCTAAAACCGGCCCGATTAATGCGGGCATAAC 
CGCATAATTGATGGCATTGAGCAGCTTGGACTTGTCGTACACACGCAAGATGGTCAGACG 
CGGTATCGGAACCAGCATCGAACCGCCGATGCCCTGAACGACACGGGAAAGCGTCAATTC 
AAACAGCGAACCCGATGCGGCGCACAATGCCGATCCGAGCATAAAAACGGCAATCGAACC 
GAAAAAGACTTTTTTCGTTCCGAACCTGTCCGCCAAATAACCGCTCAAAGGAATCAGCAG 
GGCAACCGTCAGCGTGTAGGAAATAACTGCCAGTTGCATATCCAGAGGCGACTCATTCAG 
GTCGGCGGCAATTTCAGGCAGTGCGGTATTTAAAATGGTCGCATCCAACATCTGCATAAA 
AATGGCAATTGCCAGCAGAAGCGGCAGCCAAGGGGATGGTGCGCGGGCGGATAGGGTGTT 
TTTTTCCATAGGGCGATTGTACCCCATCCTTGTGCCGTTATTGTTTTCAGATGCTGTCTG 
AATGCCGTCAGAGTCGGCATCTTGAATGTTCACAAGCAAACGAACCGGCATTGCATTGTA 
ATGATAATTATTATCGAAAACCATCAGATTAAGGTACAGTAAGCGTTATGGGGGCAGTTT 
GTAAGAAAAACCGGATTATTTTTTAAAATTAGACTTGACCCGCAACAGTCAATTACTTAA 
AGTAAACGCTTACCTTTCTACAGAGAAAAACGGGTTTCCCGTTATCAAAAAACATGAGCG 
CAACCATTCCCCCAAAAATCATCCGATACGACAGCAATCCGACCGATGTCTATTTTTTCG 
GCACTTGCGTCCTTGATCTTTTTATGCCCGAAGCAGGCATGGATGCCATTACCCTAATCG 
AGCAGCAGGGCATACGCGTCCATTTCCCGATGGCGCAAAGCTGCTGCGGCCAGCCTGCCT 
ATTCATCCGGCCATCCGACCGAAGCCTTCGATGTCGCCAAAGCACAACTCGACCTTTTCC 
CTGAAAACTGGCCGATCGTCGTGCCGTCCGGCTCGTGCGGCGGCATGATGAAACACCACT 
GGCCGACGCTGTTTAAAGGCAGCGAGTACGAGGAAAGGGCTGTGGATTGCGCCGGCCGCA 
TCATCGAGTTTACCCATTTCCTGCTTGCCATCGGTTTCAAACCCGAAGACAAGGGCGAAC 
CGCTCAAAGTCGCCGTTCACACTTCCTGCGCCGCCCGCCGCGAAATGAATGTCCATCTTT 
CAGGCTGGCAACTGATTGACGGTATGGAAAACGTCGAACGCATCGTCCACGACCACGAAA 
GCGAATGTTGCGGCTTCGGCGGCACATTCTCCGTCAAACAAGCCGATATTTCCGGCGCAA 
TGGTAACAGACAAAGTCGCCGCGCTGAAAGAAACCGGCGCAACCGAAATCATCAGCGCGG 
ACTGCGGCTGTATGATGAACATCGGCGGCAAAATCGCCAAGGACGAGCCGGATATGCCGC 
GTCCGAAACATATCGCATCCTTCTTGTTGGAACGCACCGGAGGCAAAGCATGAGCGCGCG 
TGAAAATATTTTGGCAAAACTGAAAAAAGCCGACGCATTGCCGATGGAAGAACCTGCGGT 
TTTTGATTATTACCGTGAAATGGGTGTTTCTTGGGGCAGCGAAGTTGAGCGTCTGAAACA 
TTGGGCTGCCGCTATGCGTGCGGTCAAAACCGAAATTTATTGGGTGACGAAAAGCAATTG 
GATGCAGGTTTTCCGCGAAGCGGCAGAAGGCAAGGGTTTGAAAAACATCCTGCTGCCCTT 
GGCGACCGAACACGGACAAATTGCCCGTGCCGCATTGGCGGACAGCAATATCGAACCGAT 
TGCCTTCGAGCGCGAAATCGATACTTGGAAAACCGAGTTTTTCACGAACATCGATGCGGG 
CTTCAGCGGCGCGCAATGCGGCATCGCCCGCACCGGCACGCTGATGCTGTTTTCCAGCCC 
CGAAGAACCGCGTACTTTAAGCCTCGTTCCGCCCGTGCATTTCTGCCTGTTCGATACGTC 
CAAGATGTACAACGAGTTTCATAATGCCGTCGAAGGCGAAAAACTGGTGGAAAACGGTAT 
GCCGACCAATGTATTCCTGATTTCCGGCCCGTCCAAAACCGCAGACATCCAACTGACGCT 
TGCTTACGGCGCGCACGGCCCGCGCGATTTGGTCATCCTCGCCATCCTGCCCGACCACAT 
TTCCCCTGCCGATTTGGAGGAAAACGCATGACTACGCAAACCATCAAATTTCACATGAAG 
CCGGAAACTTTCAAGCAAAACGCCGCAATTTCCCTTCAAGACAAGCCTTTGCGCAAAAGC 
CTGCGTACCGCGATGGATATGCTGATGACCAAACGCAAAGCCGTTTTGACCGACGAAGAA 
GAGCTGCAAAGCCTGCGCGATTTGTGCGAACACGTCCGTCAGCGCTCATTGTCTAAATTG 
CCAGCCCTGCTGGAGCAGCTGGAAGAAAACCTGACTAAGTTGGGCGTGAAAGTGCACTGG 
GCAGAAACCCCGACCGAAGCCTGCCAAATTATCCACGACATCATCACAGCCAAAAACGGC 
AAGCTGATGGTCAAAGGCAAATCGATGGTCAGCGAGGAAATCGAGCTGAACCATTATCTT 
GAAGCAAAAGGCATTAAAGCGGTAGAAAGCGACTTGGGCGAGTTCATCGTCCAAATGGCA 
GGCGAAAAACCGACCCATATCGTGATGCCTGCTATCCACAAAACCAAAGAACAGGTTAGC 
GAACTGTTCCACCAAAACCTCGGTACGCCGCTGACAGACGATGTAGACCAACTGACCGGC 
TTCGCCCGTAAAGCACTGCGCGATATTTACAGCACTGCCGATGTCGGTTTGAGTGGCGTA 
AACTTTGCCGTTGCTGAAACAGGTACGCTGTGTCTGGTGGAAAACGAAGGCAACGGTCGC 
TTGAGTACCACCGTACCGCCCGTGCATATCGCTATTACCGGCATTGAAAAAGTGGTGGCG 
AAATTGTCCGACATCCCACCCTTGTACAGCCTGCTGCCGCGTTCTGCCATTGGTCAGAAC 
ATTACCACTTATTTCAATATGATTACCGGCCCGCGCCGCAGTGAAGAATTAGACGGTCCG 
CAAGAAATGCACTTGGTTCTGCTCGACAACGGCCGCAGCCAGGCTTATGCCGAAGACCAA 
ATGCGCCGCACCCTGCAATGTATCCGTTGCGGCGCGTGTATGAACCATTGCCCGGTTTAT 
ACCCGCATCGGCGGCGCGGCATACGGCACAACCTATCCCGGTCCGATTGGCGAGATTATT 
TCCCCGCACCTGTTAGGCTTGGATGCCACTCGCGACCTGCCGACCGCCTGCACGATGTGC 
GGCGCGTGCGTGGAAGTTTGTCCGGTACGCATCCCGATTACCGAACAAATGCAGCGTTTG 
CGCGTTGAAGCGCAACGTTCGCCGACCGAAACCGTGCCGCACCCCATCCGGGGGCAAGGC 
GCATCGCATACCTTCGGCGAACAAATGGCGTGGCGCACATTCAACGGTATTTTCAGCGGC 
AGCAAAACCTACCGCGCCTTCGGTTGGGCAGCCACCAAGTTCCGCAACCTGACCCCGCGC 
AAACAGTTGGGTTGGACGCAAAACCGCGTGCCGATGAAACCGGCGAAGAAAACCCTGCAC 
GAACTAATGGCAGAAAAAATGCGCCAAAAAGAACAGGCATAAAAAGTTGTTCGCAAAAAT 
GCCGTCTGAAACCCGAAACAGGGCTTCAGACGGCATTTGTATAGTGGATTAACAAAAATC 
AGGACAAGGGGACGAAGCCGCAGACAGTACAAATAGTACGGGAAGGGGAGGTAACGCCGT 
ACTGGTTTAAATTTAATCCACTATATATTCGCAGACGGTGGGTTTTAAATTTGTTCCAAT 



WO 00/66791 PCT/US00/05928 
Appendix A -330- 



TCCATATTCAAAACAGCCTGTTCCTGTTTGGCTCGGAAGTCTGCCAGTTTTTGCGCCAGT 
TCGGGGGTTTCGTTGGCGAGCATGGAAACGGCGAACAATGCGGCATTTGCCGCGCCTGCC 
TCGCCGATGGCGAATGTGGCGACGGGTACGCCTTTGGGCATTTGTACAATCGATAAAAGC 
GAATCTTCGCCGCGCAGGTATTTGCTGGGGACGGGTACGCCCAAAACGGGGACGGTGGTC 
TTGGCGGCAACCATACCGGGTAAATGCGCCGCGCCGCCCGCACCCGCGATGATGGCTTTG 
ATGCCGCGCGCCCGTGCGGTTTCGGCGTATTGGAACATCAAATCCGGGGTGCGGTGTGCG 
GAAACAACGCGCGCCTCATATTCTACGCCGAACTCTTCAAGAAACTGCGCTGCCTGCCGC 
ATAACGGGCCAATCGCTGTTGCTGCCCATGATGATGCCGATTTGTATCATAAATCCTCCT 
TGGTGCGGATGGGGTAAAAAGCGGAAAAATGGAAAAACTATCGTTTGCGCACGGCTGCGG 
CGGCGCGTTTTGCCGCCGGGCTGCCGGGATAGGTCTGTATCAGGCTGCGCCAAGTCGCCC 
TTGCAATGTCTTTTTGCTGAAGCCTGTATTGGCATTCGCCGATTTTGAACATGGCTTCAG 
GCGCGGTTGGGCTGTCTTTGAAACGGTTGGCGTAACGCCCTCCGATTTCGATGACGGATT 
CGCAGTTGCCCATACGCGCCCTGCTTTGCAGCAACAGGTACATACTGCGTTGCGCGATGC 
TGCCGCCGTCGCCTCCGTCCGCGCCTTTCAACAGGGAGGCAGCGGCAGAAAACTTGCCGC 
TTTTATAGTGTTTGAGTGCCTGATTGTAGAGGTTTTGTGCGGTTTCGACAGTATGTGCGG 
ATGCGCTGCCGCCTTCGGTATTGAGGTAATGCTCTTTCAACTTGCGGTCGTCGAGTTTTT 
GGACGTATGCCCTGCCGGAAGAATGTGTTTTTGCGTGTTCCAGTGCTTTGACTTTGCCGT 
TTAAGGTTTCCACTTCGTTCGACAGCCGGACGATTTTGCCTTCCAGATAGTCCAAACGGT 
CTTGCAAGGTCGGAACGGGATAGGGAATGCCGTCTGAAGCATTTTCCCGTGTCGACATTT 
CGGTTTGGCTGCCTGCCGGAACGGGTGAAACGGAAGCACAGGAGGCGGACACAGACAGCC 
AAATGATAAAAAGCGGTAATTTGATCTTCATTATTTTTTCAGAAGCAGGGTCAAGCCGTC 
GCCGACGGGCAGGGTGATGGGGACGATGCGCGGGTCGTTCGGCAGGTTTTGATTGAAATC 
TTTGAGGATGCCGACGCTGGGCGGCGCATCGGAAGCCGCTTCGCGCATCACCCTTCCGTT 
CAGCAAAATATTGTCGATGGCGATGATGCCGCCTTGACGGACGAGTTTGAGGCAACGCTC 
GAAATATTGCGGCGTGGGCGGTTTGTCTGCGTCTATCAGTGCCAAATCGTAGCTTCCGGC 
TTCACCCTGTGCAATCAAATCATCCAATGTCAGCAATGCGGGTTGCAGGTGCAGGCTGAT 
TTTATGTGCCACACCGGCCTCGTTCCAAACCTGACGCGCCGTATCGGTAAAGGTTACATT 
GATGTCGCAGGCGGTAATCCGCCCGTGTTCGGGCAGTGCCAATGCAAGCGCGGTGCTGCT 
GTATCCGGTAAATACGCCGATTTCCAGATATTTTTCCGCACGGATCAGCTTTGCCAGCCA 
AACCAAAACTGCCGCCTGTTCGCGCGCAATCGCCATTTTGCCCATACGGTGATGCCCGGT 
CTTCTCGCGCAGCCGCGTCAAAACGGGATGTTCGGGTTCGCCGATGGCGTTCAAATAGTT 
TTGCAGGTCCGGTGCGACATTGGACAGATGGGTCGTCATTTCGGCGGATTCAGTCTTGGT 
AATAGGTATAAGGTTTTTTCGCCACTTTTGCCGCCTCGAAGTTTTCCTGTTCTTCGGGAT 
TGAGTTCGACATCCCACAAAAGCCCCCTGTTTTCCAAACGCTGCTGTTCCAACTCAGGTT 
TTTCTTCAATCAGGCGGTTGAGGAATTGTGTGGCATCGGATTGGTAGTGATACATCTTTG 
TGCTCCAATTTTACGGAATATGGCGTGATTATACTGGTATTTTCCAAACGGGATAAACGG 
CTTTTATCAAGAATACGGGCAGAAAGATAAGGGGTTTTATTATAGAATAAGACGTTTTTT 
GCAACGGAAGCCCGCCTTATGTCCCGAATCGCCGCCCTGCCCGACCATCTTGTCAACCAA 
ATCGCCGCCGGCGAAGTGGTCGAACGCCCTGCCAACGCCTTGAAAGAAATCGTTGAAAAC 
AGTATCGATGCAGGCGCAACGGCGATTGAAGTCGAGCTGGCGGGCGGCGGCATCCGCCTG 
ATTCGCGTCAGCGACAACGGCGGCGGCATCCACCCCGACGACATCGAACTTGCGCTCCAC 
CGCCACGCCACCAGCAAAATCAAAACCTTAAACGATTTGGAACACGTCGCCAGTATGGGC 
TTTCGCGGCGAAGGTTTGGCAAGCATCGCCTCCGTCAGCCGCCTGACCCTGACCAGCCGT 
CAGAACGACAGTTCGCACGCGACCCAAGTCAAAGCCGAAGACGGCAAACTCAGCAGCCCC 
ACCGCCGCCGCCCACCCCGTCGGCACCACCATCGAAGCCGCCGAACTCTTCTTCAACACC 
CCCGCACGGCGCAAGTTCCTCAAATCCGAAAACACCGAATACGCCCACTGCGCCACCATG 
CTCGAACGCCTCGCGCTGGCGCATCCGCACATTGCCTTCTCGCTCAAACGCGACGGCAAA 
CAAGTGTTCAAACTCCCTGCACAAAGCCTGCATGAACGGATTGCCGCCATTGTCGGCGAA 
GACTTTCAGACGGCATCATTGGGAATCGACAGCGGCAACGGCGCGCTGCGGCTCTATGGT 
GCGATTGCCAAACCGACTTTCGCCAAAGGTAAAACCGACAAACAATACTGCTTCGTCAAC 
CATCGCTTCGTGCGCGACAAAGTGATGCTCCACGCCGTCAAGCAGGCATACCGCGACGTA 
TTGCACAACGCACTCACTCCCGCCTTCGTCCTCTTTCTCGACCTGCCGCCCGAAGCCGTG 
GATGTCAACGTCCACCCGACCAAAACCGAAATCCGCTTCCGCGACAGTCAGCAGGTGCAC 
CAACTTGTGTTCCACACGCTCAACAAAGCCCTTGCCGACACACGCGCCAACCTGACCGAA 
AGCGTCGGCAACGCAGGCGAAGTGTTGCATGACATTACCGGCGTTGTCTCCACCCCAATG 
CCGTCTGAAAACGACAGCGAAAATCTGTTTGATAGCGTATCCAACTACCCGACAGGCAAC 
AAATCAGATACACACAATGCCTTTGGTTCATCAGGCAAAACCGCGCCCATGCCCTATCAG 
TCCGCATATGCGCCGCAACAACGCAGCCTGTCCCTGCGCGAAAGCCGCGCGGCAATGAAT 
ACTTACGCCGAACTTTACAAAAAAACCGACGACATCGACCTTGAGTTAAGCCGATTCGAG 
CAGGCACGTTTCGGCAATATGCCGTCTGAAACGCCTGCTCCCCAAACAGATACGCCGCTT 
TCAGACGGCATCCCGTCCCAATCCGAACTGCCGCCGCTCGGTTTTGCCATTGCCCAATTA 
CTTGGCATCTACATTCTTGCCCAAGCCGAAGACAGCCTGTTGCTCATCGATATGCACGCC 
GCCGCCGAACGCGTCAACTACGAAAAAATGAAACGCCAACGTCAGGAAAACGGCAACCTG 
CAAAGCCAACGCCTGCTTATTCCCGTAACCTTTGCCGCGTCCCACGAAGAATGCGCCGCC 
CTTGCCGATTATGCCGAAACGCTGGCAGGCTTCGGGCTGGAATTATCCGATATGGGCGGC 
AACACCCTCGCCGTCCGTGCAGTTCCCGCCATGCTCGGCAAAGCCGATGTCGTCTCGCTC 
GCCAAAGACGTATTAAACGAACTCGCCCAAGTCGGCAGCAGCCAAACCATCGAGGAACAC 
GAAAACCGCATCCTCGCCACCATGTCCTGCCACGGCTCGATCCGCGCCGGCCGCCGGCTC 
ACCCTGCCCGAAATGAACGCCCTTCTGCGCGATATGGAAAATACGCCGCGCAGCAACCAG 
TGCAACCACGGCAGGCCGACTTGGGTCAAACTGACTTTGAAAGAATTGGACGCACTGTTC 
TTGCGCGGACAGTAAGCCGAAAGTGCTAGAATACGCCGCCCGAGACCGCCGTTCAGACGG 
CATTCCGACGCACCGACAGAAACATCACGACCGAAACCAAGAGAAAAACATGGCCTATCA 
AGTTCTCGCCCGAAAATGGCGGCCCAAAACCTTTGCCGACTTAGTCGGTCAGGAACACGT 
CGTCAAAGCCCTGCAAAACGCCCTGGACGAAGGCAGGCTGCACCACGCCTACCTGCTGAC 
CGGCACGCGCGGCGTAGGTAAAACCACCATCGCCCGCATCCTTGCCAAAAGCCTCAACTG 
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CGAAAACGCGCAACACGGCGAACCTTGCGGCGTATGTGAAAGCTGTACGCAGATCGATGC 
CGGACGCTACGTCGACCTGCTGGAAATCGACGCCGCCTCCAACACAGGCATCGACAACAT 
CCGCGAAGTCTTGGAAAACGCCCAATATGCACCGACCGCCGGAAAATACAAAGTCTATAT 
CATCGACGAAGTGCATATGCTTTCCAAAAGCGCGTTCAACGCTATGCTCAAAACGCTGGA 
AGAGCCGCCCGAACACGTCAAATTCATCCTCGCCACCACCGATCCGCACAAAGTTCCCGT 
TACCGTCTTGAGCCGCTGCCTGCAATTCGTCTTACGCAATATGACCGCGCAACAGGTTGC 
CGACCACCTCGCCCACGTCCTCGACAGCGAAAAAATCGCCTACGAACCCGCCGCCCTGCA 
ACTTTTGGGACGTGCCGCCGCCGGATCGATGCGCGATGCCTTGAGCCTGCTCGACCAAGC 
CATCGCCCTAGGTTCGGGCAAAGTTGCCGAAAACGATGTCCGCCAAATGATCGGCGCGGT 
TGACAAACAATACCTTTACGAACTGCTGACAGGCATCATCAACCAAGACGGCGCAGCCCT 
GACCGCCAAAGCGCAGGAAATGGCGGCGTGTGCCGTCGGCTTTGACAACGCCTTGGGCGA 
ACTTGCCATACTGCTGCAACACCTCGCCCTGATACAGGCAGTGCCGAATGCCTTGGCGCA 
CGACGACCCCGATTCCGATATTTTGCACCGCCTCGCCCAAACCATAAGCGGCGAACAAAT 
CCAGCTTTACTACCAAATCGCCGTCCACGGCAAACGCGACCTCAGCCTCGCCCCCGACGA 
ATACGCCGGCTTTATGATGACCCTGCTGCGTATGCTGGCGTTTGCGCCCTTGGCGGCAGC 
ATCGTGTGATGCAAATGCCGTGATTGAAAATACCGAACTAAAATCCCCATCGGCACAAAC 
CGCCGAAAAGGAAACCGCCGCAAAAAAGCCCCAACCGCGCCCTGAAGCGGAAACCGCCCA 
AACACCCGTTCAGACGGCATCCGCAGCAGCAATGCCGTCTGAAGGCAAAACTGCCGAACC 
CGTTACCAATCAAGAAAACAACGATATTCCGCCTTGGGAAGACGCGCCGGACGAAACCGC 
AGCCGGCACGGCGCAAGCATCGGCAAAAAGCATTCAGACGGCATCCGAAGCCGGAACGCC 
GCCCAAAAACCAAGTTTCCAAGAACGAAGCAGCCGACAACGAAACCGATGCCCCCTTGTC 
CGAAGTGCCGTCTGAAAACCCCATTCAGGCAACACCGAATAATGAAGCCCTTGAAACAGA 
AGCATTTGCACACGAAGCTCCTGCAAAACCTTTCAACGGTTACAGCTTTCCGAATGATGA 
CTACCTCGTAGAAGACGGCGCAGAAATCCCACCGCCCGATTGGGAACACGCCGCCCCTGC 
CGATGCGGAAGAAGAAAACAACGCCGACGAAAGCAGCAACAACGAAGACCACACGCCATA 
CGCCCCGCCGCCCGAATTTTCCACCGAAAACTGGGCAGCCATCGTCCGGCACTTCGCCCG 
CAAACTCGGCGCGGCGCAAATGCCGGCGCAACACTCCGCGTGGACGGAATACCATCCCGA 
CACCGGTCTGATGGTTTTGGCAATGACCGCCGAAGCACGCGCCACCGCCGACAAAAAACG 
CCTCGACAAAATCCGCGACACCCTTGCCCAAGCCTACGGGCTGCAACTCACCCTGCAAAC 
CCAAGACTGGCGTGACGAAGCCGGCCGGGAAACCCCCGCGATGCAGGACAAGCGCGTCCA 
AGCCGAAGACAGGCAAAAAGCACAAGCATTGCTCGAAGCCGACCCCGCCGCACAAAAAAT 
CCTCCAAGCATTCGGCGCGCAATGGCAGCCCGAATCACTGGAATTGGCGGCAAACCGGCC 
ATAAACAGATATAATGCCGCCCGAACCCTTCGGACGGCATTGCCGTTTCCCTTATTCAAT 
CAAAACAGACAGGAGTATTCAGTATGTTCGGAAAAGCCGGATTAGGCGGCCTGATGAAAC 
AGGCGCAGCAAATGCAGGAAAATATGAAAAAAGCGCAAGCCAAACTCGCCGAAACCGAAA 
TCGAAGGCGAAGCAGGCAACGGCCTGGTCAAAATCACAATGACCTGCGCGCACGAAGTAC 
GCAAAATCGACATCAGCCCCGATTTGATTCAAGAAGCCGCCGACGACAAAGAAATGCTTG 
AAGACCTCATCCTCGCCGCCCTCAAATCCGCCCGAGGCAAAGCCGAAGAAACCGCAAACA 
AAACAATGGGCGCATTCACGCAAGGTCTACCCCCCGGAGTGGGCGACTTCTTCCGCTGAT 
CCCCGACCGTCATTCCCACGCAGGCGGGAATCTAGAACGTAGAATCTAAGAAACCGTTTT 
ACTCGATAAATTTCCGTGCCGAGGGGTCTGGATTCCCGCCTTCGCGGGAATGACGGCATC 
AGTTTGCAGGATTCGGCGTGAACGGTAAAAACAGTGAGAATGATAAGAACGCAAAAACGG 
CAAGAATAGCGGGAATCGGCAGGCTGAAGCCCACCCTACCATTATTTACACATCCGTACC 
GCTTAAATGCCGTCTGAAACTTCGTCATTCCCGTGAAAGCGGGAATCCAACCCCGTCGGA 
GCAGAAACTTACACCCCGTCATTCCCGCGAACGCGGGAATCCAGTAACCGAAAAACCACA 
GGAATCTATCGGAAAAACAGAAACCCTCGACCGTCATTCCCGCGAACGCGGGAATCCAGT 
AACCGAAAAACCACAGGAATCTATCGGAAAAAACAGAACCCCCCGACCGTCATTCCCGCG 
AACGCGGGAATCTAGAACGTAGAATCTGAGAAACCGTTTTACTCGATAAATTTCCGTGCC 
GACGGGTCTGGATTCCCGCCTTCGCGGGAATGACGGCATCAATTTGCAGGATTCGGCGTG 
AACGGTAAAAACAGTGAGAATGATAAGAACGCAAAAACGGCAAGAATAGCGGGAATCGGC 
AGGCTGAAGCCCACCCTACCATTATTTACACATCCGTACCGCTTAAATGCCGTCTGAAAT 
TTCGTCATTCCCATGAAAACGGGAATCCAGCCCCGTGGGAGCAGAAACTTACACCCCGTC 
ATTCCCGCGAACGCGGGAATCCAGTAACCGAAAAACCACAGGAATCTATCGGAAAAAACA 
GAACCCCCCGCCGCCGTCATTCCCGCGAACGCGGGAATCTAGTAACCGAAAAACCACGGG 
AATCTATCGGAAAAAACGGAAACCCCCGACCGTCATTCCCGCGAACGCGGGAATCTAGAA 
CGTAGAATCTGAGAAACCGTTTTACTCGATAAATTTCCGTGCCGACAGGTCTGGATTCCC 
GCCTTCGCGGGAATGACGGCATCAGTTTGCAGGATTCGGCGGAAACGGTAAAAACGGCAG 
AATCGATGGGATGCGGCAGGCTGAAGCCCACCAAAACACAAAAATTCCGATGCCGTCTGA 
AATTTCGTCATTCCCGTGAAAACGGGAATCCAGCCCCGTGGGAGCAGAAACTTACACCCC 
GTCATTCCCGCAAAAGCGGGAATCCAGTAACCGAAAAACCACGGGAATCTATCGGAAAAA 
ACAGAACCCCCCGCCGCCGTCATTCCCGCGAACGCGGGAATCTAGAACGTAGAATCTGAG 
AAACCGTTTTACTCGATAAATTTCCATGCCGAGGGGTCTGGATTCCCGCGTTCGCGGGAA 
TGACGGCATATTTTTTGCATTTGATATAAAGGGTCGTTTGAATTTTGTTCAGCAAGTGCA 
AAGTGTTGCACATAAAAGGGCGCAGGATAGAGGCAAAGCGGGCGTAGGTCGGGCTGTAGC 
AACTGTATTTTTCACCCCGTCGGGCAAAAATATAGTGGATTAACAAAAACCAGTACGGCG 
TTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTACTCAAGCACCAAGTGAATCG 
GTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCA 
CTATACCAAAACTCAAATCAAGCCGTTCGGAGGCGGCTCAAAAAAACGGTACTTCGCAGC 
AGAAGTACCGTTTATCGGGATTTCAGGTTTTATTCTTCGGGGCGTTCGCCGTCGGTTTCG 
TCCTGCGTCCCTTCGGTGATGTGCATTTCTACGCCGTTGAGGGCGCGGATTTTTGCGTCG 
ATTTCATTGGCGACTTCGGGATTTTCCTTCAGCCAGACGCGGACGTTGTCTTTGCCCTGA 
CCGATTTTCGCGCCGTTGTAGCTGTACCACGCGCCGGATTTGTTGATGATGTCGTTTTTC 
ACGCCGATGTCGATCAATTCGCCTTCCCAACTGATGCCTTCTCCGTAGAGGATGTCAAAC 
TCTGGCTGACGGAACGGGGGGGCGACTTTGTTTTTGATGACTTTGACGCGGGTTTCGTTG 
CCCAATACCTCTTCGCCTTTTTTGATGGATCCGGTGCGGCGGATGTCGAGGCGGACGGAA 
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GAATAGAATTTCAGCGCGTTGCCGCCGGTGGTGGTTTCGGGGCTGCCGAACATTACGCCG 
ATCTTCATCCGGATTTGGTTGATGAACACAACCAGCGTGTTGGTTTTTTTGATGTGTCCG 
GTCAGTTTGCGCAAAGCCTGGCTCATCAGGCGCGCCTGCAGTCCGACATGGCTGTCCCCC 
ATATCGCCTTCGATTTCGGCTTTGGGGACGAGTGCGGCTACGGAATCGACGACTACCATA 
TCTATGCCGCCCGAACGGACGAGTGTGTCGCAGATTTCCAAAGCCTGTTCGCCGGTATCG 
GGCTGGGACAGGTAAAGCTCTTCGACTTTTACGCCGAGTTTGCGGGCGTAAACGGGATCA 
AAGGCGTGTTCGGCATCGACAAAGGCGCACACGCCGCCGTTTTTCTGGCATTGGGCGACG 
GCTTCGAGGCAGAGGGTGGTTTTGCCGGAGGATTCGGGGCCGAAGATTTCGACGATGCGC 
CCGCGCGGCAGACCGCCGACTCCGAGGGCGAGGTCTAATCCGAGCGATCCGGTGGAAATG 
ACTTCGAGGTTTTCTTCCTGCTGGCTGCCGTCCATTTTCATGATGGCGCCTTTGCCGAAA 
CTTTTTTCGATTTGCGCCAGTGCGGCGGCAAGTGCTTTGCTTTTGTCGTCTGACATTGGG 
GTTACTCCGGAACAAATGCGGTATGTGGGATGCGGCGCAACACGGGCTGCGGCGCGGGAT 
GTGTATCGTTTTCCCGATGTGCGGGCTATCGGTAATGCTGCTTCACGAGGTTGCCATTAT 
CGCATATTTCCTTGCTTGCCGATATGCGCCAGGACGCGGCGGCTTGTGCCGGAATGGAAT 
CTGGATGCCGTCTAAAAGGCGGCCGGCTTTGTTATAATGGCGGCTGTTTTTTCTGTGTGT 
GCCTGTTTTATGTGTTCCTGCCTTGTTGTCAAAAATACCGTTATCGGAAGCGGACGCACC 
AAAATCGCCGTGCCGCTTGTCGCCCGCGATGCCGCCGAACTTTCCGCCGTACTTGAGCAA 
ATCAAAAATATGCCCTTCGATATTGCGGAGTTCCGCGCCGACTTTTTGGAATGCGCGGGC 
AGTATCGGCGAAATATTGCACCACACGCAGACCGTCCGCGACGCGCTGCCCGACAAGCCG 
CTGCTGTTTACGTTCAGACGGCATGGCGAAGGCGGCTCGTTCCCGTGTTCGGACGATTAT 
TATTTTGAACTGCTCGACGCGCTGATCGAAAGCCGCCTGCCCGACATCATCGACATCGAG 
CTGTTTTCCGGCGAAACCGCCGTCCGGTGCGCCGTGGCAAATGCTCAAAAAAACGGCATC 
GCCGCCCTGCTCTGCAATCATGAGTTTCACCGCACGCCGCCGCAAGAAGAAATCGTATGC 
CGTCTGAAACAGATGGAGGACTGCGGCGCGGACATCTGCAAAATTGCGGTGATGCCGCAA 
AGCGCGGAAGATGTGCTGACTTTGCTTTCCGCCACGCTCAAAGCGAAAGAGCTTGCCGCC 
AAACCGATTGTTACGATGTCGATGGGGCAGACGGGGGCGGTCAGCCGGCTTGCCGGACAG 
GTGTTCGGCTCAAGCATCACGTTCGGTTCGGGAACGCAAAACTCCGCGCCGGGGCAAATC 
GGCGTATCCGCCCTCCGTGCGACACTCGACTGCCTCGAAAACGGCGCAGACTGATTTCAG 
ACAGCATCAAAACATGATGAAACTCAATCCCCAACAGCTCGAAGCCGTCCGCTACCTCGG 
CGGCCCACTGCTCGTCCTTGCCGGTGCAGGCAGCGGCAAAACCGGCGTGATTACTCAAAA 
AATTAAGCATTTGATTGTCAATGTCGGCTACCTGCCGCATACCGTTGCCGCAATTACCTT 
TACCAACAAAGCCGCTGCGGAAATGCAGGAGCGCGTTGCCAAAATGCTGCCCAAACCGCA 
AACGCGCGGGCTGACGATTTGCACGTTCCACTCTTTGGGCATGAAGATTCTGCGCGAAGA 
GGCGAACCATATTGGTTACAAAAAAAACTTCTCCATTCTCGATTCTACCGACAGCGCGAA 
AATCATCGGCGAACTCTTAGGCGGTACGGGCAAAGAAGCCGTATTCAAGGCGCAGCACCA 
GATTTCCTTGTGGAAAAACGATTTAAAAACGCCTGAAGATGTCGTTCAGACGGCATCGAA 
CATTTGGGAACAACAAACCGCACGCGTGTATGCGAGCTATCAGGAAACCTTACAAAGCTA 
TCAGGCAGTGGACTTCGACGACTTAATCCGCCTGCCTGCCGTGCTGTTGCAGCAAAACAG 
CGAAGTGCGCAACAAATGGCAGCGGCGGCTGCGTTATCTGTTGGTTGACGAATGCCAAGA 
TACGAATACCTGCCAATTTACGTTGATGAAGCTGCTGACCGGCGCGGAAGGTATGTTTAC 
CGCCGTCGGCGACGACGACCAGTCCATCTACGCATGGCGCGGTGCGAACATGGAAAACCT 
GCGTAAAATGCAGGAAAACTATCCGCAGATGAAGGTCATCAAACTGGAGCAAAACTACCG 
CTCCACCGCGCGGATTCTCAAAATCGCCAACAAAGTCATCGAAAACAACCCCAAGCTGTT 
TACCAAAAAACTTTGGTCGCAATTGGGCGAAGGCGAGCCGGTCAAAGTCGTTGCCTGCCA 
AAACGAGCAACACGAAGCCGACTGGGTCGTCAGCCAAATCGTCAAACAAAAACTCATCGG 
CGGCGACAAAACCCAATATGCCGATTTCGCCGTGTTATACCGGGGAAAGCATCAGGCGAG 
GATTTTCGAGGAAGCATTGCGCGGCGCGCGCATCCCCTACCAGCTCTCCGGCGGACAAAG 
CTTTTTCGACAAAGCCGAAATCAAAGACGTGTTGTCTTATGTGCGGCTGCTTGCCAACCC 
CAACGACGATCCCGCCTTTCTGCGTGCCGTTACCACGCCCAAACGCGGCATCGGCGATGT 
CACGCTGGGCAAGCTCAACACTTACGCGCACGAACACGAATGCAGCCTGTATGAAGCCGC 
GCAAAACGAAGAAGCCCTTGCCACGCTGAACAATACCAACCGCCAACACCTGCAAACCTT 
TATGGATATGTTCGTCAGCTACCTCGCCAAAGCCGAAACCAGCGAAGCGGGCGAGTTCAT 
CAACAGCCTGCTCGAAGAAATCGACTATGAAAACCATTTGATGCAAAACGAAGAAGGCAA 
AGCCGGCGAAATCAAATGGCGCAACGTCGGCGATTTGGTATCATGGTTTGCGCGAAAAGG 
CGGGGAAGACGGCAAAAACATCATCGAACTCGCCCAAACCGTCGCCTTGATGACGCTTTT 
GGAAGGAAAAGACGAAGAAGAAACCGATGCCGTCTCGCTATCCACGCTACACGCCGCCAA 
AGGTTTGGAGTATCCGTATGTTTTCCTTGTCGGTTGCGAAGAAGGCGTTTTGCCGCACAA 
CGACAGTATCGAAGAGGGCAACGTCGAAGAAGAACGCCGCCTGATGTACGTCGGCATCAC 
CCGCGCCAAACGCCAACTCACACTGACCCACTGCGTCAAACGCAAAAAACAAGGCACATG 
GCAGTTCCCCGAACCCAGCCGATTCATAGACGAAATGCCGCAGGAAGATTTGAAAATCCT 
GGGGCGCAAAGGCGGCGAACCGATTGTCAGCAAAGAAGAAGGCAGACGCAACCTTGCCGA 
TATAATCGGAAGGCTCGACAACCTAAAAAAAAGCGGCGCGGCGGATTAAACCGGAGCCGC 
AATGCCGTCTGAAGGCTTCAGACGGCATATTTTTTGGACGGCGCGCGTAAAGCGGTTTAC 
GCCCACAAATCCTGCTGCTGGTTTTTCGGCACAAGATGCCCCACGCCGATACCGATAAGG 
CGGAACGCGTCTTCCGTCTGCGGCGAGACGCGCGCCATCAACATTTGCGCAGCCTGCAGC 
AGAGTGCGCAGTCGGGCAATACGGAGGAATAAGTCAGTGTGCGCGTGATGATGCGGAAAT 
CGTAGGTCTTCAGCTTGAGCGTTACGCTTTGGGCTTCGACGTTTTTGCGCGTGATTTGCC 
GCCACAAGTCTTCGGCAAGATGGGGGAGGTGTCCGGCAGCCTGCTCGAGCGGCAGGTCTT 
CGGGCAGGGTAATTTCTGTGGAGATTTGGAGGCGTTCGCGTTCGGCTTTGACGGGGCGTT 
CGTCCGTACCGCGCACCAAATCATAGAGGCGGTATCCGTAGCGTCCGAAATGGTTTAAGA 
GTTCGCCGCGCTCGAAACGGCGCAAGTCGCCCGCCGTCCGCATACCCAGCGACTGCATTT 
TTTTCAGCGTTACCTTGCCCACGCCGGGGATTTTGCCCAAAGGCAGGGTTTCCAAAAATG 
CCATGACTTTGTGCGGCGGCAACACAAACTGCCCGTTCGGCTTGCGCCAGTCCGACGCGA 
TTTTCGCCAGAAATTTGTTGGGCGCGATGCCTGCGGATGCAGTCAAACCTGTTTCCGCAA 
AAATGGCGGCACGGATTTCTTTGGCAACGTCGCCGGCGTAAGGGATGTTTTTGAAATTAC 
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GGGTAACGTCAAGATAGGCTTCGTCCAGCGACAAGGGTTCGATTAAATCGGTATAACGCC 
TGAATACGGCGTGAATCTGCGCGGAAACCTGACGGTACAAATCGAAATGCGGCGGCACAT 
ACACCGCTTGCGGACACAGCCTTTTCGCCGTTGCCACCGACATCGCGGAATGCAGCCCGA 
ACTGCCGTGCCTCATACGATGCGGCGCAAATCACCGAACGCGCGCCCTCCCACGCGACGA 
CCACCGGCCGCCCTTTCAAATGCGGCTGTTCGCGCAGCTCTACCGATGCGTAGAATGCGT 
CCATGTCGATGTGGATAATTTTGCGTGAAGACATCGGCTCTTCTGAGGATAAAAGGGATA 
TTCTACTGCCGGCATCGGGCAAATTCCAAATATACGCCCCGATAGACCTGCCTCCATAAA 
AATGCCGTCTGAAACATACCCTGTTTCAGACGGCATCCGCAAAACTACGGTTTTCAATTA 
AAACTGCCAATCCAGTTTCATGCTGACAGTGCGCGGCTCTCCGTAGAAGTTGTTTGCGCC 
GCGCGTACGGTTGTAGTTGTTCTCAAAATAAGTGCGTCCGTTTAAGTTCGTACCGATGAG 
GCTCAATTTGGCGTGTTTGCCCAATTCGTAACGGACGAAACCGTCTATCAGCCCGTAGCC 
GCCCTGCCTGATGTTATACAGACTGCTTGTGCCGCTTTGTGCGGACACGCCGCCGCCGAC 
GGTCAGCCCCGTATTCGGTATATGGAAGCTCGTTCCGAAACGGAATATGTGCACGGGTGT 
GAAATTGCTGAAGTTGTACGGGTCTGCACTGGAATTTTTGGCAAGGCGTTCGGCGTTGAC 
TTCGGCGGCGTTTTTGTAGCGGCTCTTGTTGTAGGTGTAACCCGCAAAGACTTTCCAATC 
TTCGTTCAACTCACCCGACAACTCGAATTCCGCACCCCTGCTGACCACTTTGCCTATCGG 
TTTGGCAACGGTTTGGAACGACCCCTGCTTGCCGCCTGCTCCGGGAACATAGCCGAAATC 
GACGACCGTGCGGTTTTTCTGTTCGAGGTAAAACAATGCGAACGAAGCATTCAGCCGTCC 
TTGCAAGAACGCGCCTTTCCAGCCTACCTCATAGTTTGTGCCGACCAAAGGCGGTAAAAC 
GGTTTTGGCACTGACATCGACATTATCCTGCTGTTTGAAGATTTTGGTATAACTTCCGTA 
AATACTCTGTTGCGGTGTCAAGTCATAGGTAATGCCTGCATAGGGCGTCAATTTATGACC 
TTGCATCTTGGCCGTGTAATGGTCCTGATCCGCCCTAATGCTCGATGCCGTCTGAAAATC 
GCTTGCCGGCTGCCCATAGCGGACAGGCATATCTTTGGTTTGCGAAGTCTCATAGCGCGT 
GTAGTGCAGCCCGCCCAAAAGGTGCAGTCGGCCGGTTACGTTGAAACGCGTGCTGGCAGT 
CAGCGAATGGGTTTTGTTGGTGTTGAGGTATTTGGCGTAGTTATACAGCGCAGGAACATG 
GTCGTCTGCCACTTTGACGGTTTTCCAAACCGGCACCGTACCGGAAAAACCGGTAAAGGC 
AGGCGTGCCGTCGGGATTGGTCTCCTGAATCTTGTTGCCTTTTTCGTCCAGCTCATATAC 
ATCGACATATACCGGTGTCCGGCTGCCGCTGTATTCGTCATAGTAATACACCTGCTTGCC 
TTCGGCATCGAGCTTGGGCTCGGTTTTTATTTTCTTGGCGTTCCTGCATTCTTCGGCATA 
AACGGTACGGTTGCCTTTTTCATCGTACGCCTGCCAATCGGGTTCTTTATGCCCCCTGAC 
CAAAGGAGACGACAAATCGCCGTCCGGCTCCTCCTGACAACTTCCCGCATACACGCCGTG 
CGTTGCCCCCGTATTCGGACGTACTCTGTAGCGGCGTTCGTAGATTTCTAGATATTCCGA 
ACGTATCTTTTCATCACCGTAGGCATAGCCGACAAAGAAATCATGCTCCCGCCCGAACAG 
CCCATATGTGCCGGTCAGGTCAAGTTTAATTCCCCATTGGCGGTCGTCTTTGGTATGCCG 
CAACGGCATATAACTGTATCGTCGGTTGGCGGTAGCCTTCCGATTAAAGGAAGAGTCATA 
CAGGCTGTTTGGAAAACGTTGTGCCGCATTATTAAAGATGCCCTCCTTCGCAAGGGCTTT 
ATCGACAAATTCCGCCTTGTCGGCATCAACGCCCGGATCCCCCCAAGAACCTTGACAGAT 
AAAGTCCAGCGCGAAAGGGTCACTCATACACTTGTCAAAACCGGCTTTGCGTTCTGCGGC 
ACGGCGGCTGCGATACTGTTCGAAAGCAGTATTATCGAAACGGTTTTTAACAAAATCGTC 
TTTGCGCTCCCGGTATTCCTTGGCGGTTTCATCACGATATGCTTTCAGTTTCTCCAATGC 
CTTATCTTTCGGCTCGAACGGGATGACTTCGTTTTTTTCAGTCAAAAAGCCTACCGCATC 
CTCACCCGACAAACCCGCCGCATATTCGTTTTTCAGAAAAAACTGCCCCACCTTCGCATC 
GGATTCATTCTTGGTATAAGACACTTCGGCATTGAGCTGCCAACCGTTGTCAAACACATG 
TTTGAATCCTGAGAAAAGGTTGTATTTGTCGGCACTTAACCGCGACCAATCCTCCCCCAA 
ATAAGTGTTGCGCGGCAGTTGCAAAGGCCGGTTGCAGGCAGGCGTTGAACTGAACGGGGC 
AGTTTTCTGATTTTCACAGGGCAAAATAATGCCCGAAAAATCAGGAACCTCCCTACTCTT 
CTGATACATGCCGCCCAAAGTAAGCACACTGCTGTCGCCCGCATCGGCTTCGGCAATGCC 
GTAAACCATATGTTTCCTGCCCCAAACTCGGTCTTTAAACGATTTTTTATACTCTTCCGC 
ACCCACCAACCTTCCGCGTAAGGTATTCGCCTTATTCAGGCTGCCTGAAACATCCAACAC 
TGCACGCCGGCTGCCGCGATGGTCGGCGGTCAGCTCTCCGGTATGTTTGAAAGAAGCGGT 
AGGTCACTTACGGATCAAATTGACGGTTCCTCCCGGCTCTGAATTGGATTGGGTCAACCC 
CGTTGCACCCCGTACAACTTCAATATGGTCATAAACCGCCAAATCGGTACTCGGAGACAC 
GTCGATTTTCGCCGTATATCCCGAACGGCCTGCAACATTGACGGTCATACCGTCTTCACC 
AATCTGATCAATATAGAAACCGCGTGACAAAAACCGCGTCTGCAAGCCTGAATCGCGCAC 
AACGTTGACACCCGTCGTGTTTTTCATTGCCTCTTCAAGCGTATGCACCGCCTTATCGTC 
AAGGCGGCTGCGCGTGATGACGCTGACCGACTGCGGCGTATCCTTGCCCGCAATCCTCAT 
ACCTGTGGCGGTGGACATCCGATCTATCGTATAAGAACGGGTCTTTTCGGTCTTGCCCAA 
CAAAGCATGAGAGCCGCGTACATTGACCGTATCCAGACTGACGGTATTGCCGTCTGAAAC 
AGGCACAACACCGTCTGCAAAAGAACCACCGTAAGCCGATAACAGCATAACGGTCAGAAT 
TTTAAGTGAAAAATGATTTTGATTCATAGAGACCTCTGTAATATGCAAGTGTGCAAATCG 
TCCAAAGGCTCTCACAACTGTTTTGATTTTTTATATTAATTGAAAAAAAGTAATTCTCAA 
TTAAATTTATAGATAGGATTGTATTCCCATTTTGACAAAAAACAAACTACTCCTTACCGT 
TTATTTCAAAAAACGATAACATTGTATTGAAAAATATCCGAATTTAAATACAGACCGCCA 
ATGCAGAAAAAAACACCCAAATTGGCTATAATCCCGACAAACACACTCAAGGACAACAAC 
ATGGCAGCCTCGCCCGAAGCAAAATTCACCGAAGAAAAGATTTTGTGGGTCAAACACCAC 
ACGCCGAAACTCATCACTTTCGCCATCAGCCGTCCCGAATCCTACCGCTTTAAAGCCGGA 
CAGTTCTCCCGACTCGGTTTCTACGAAGGGGAAGGTTTCATTTGGCGTGCCTATTCCATT 
GTTTCCGCAGAATATGCCGACACGCTCGAATATTTTGCCGTACTCATCCAAGACGGCCCC 
ATGTCGGCCCGTTTCGCCAAAATGCAACAGGGCAACACCATCCTGCTCGATAAAAATGCC 
ACCGGCTTCCTCCTGCCCGAACGCTTCCCCGACGGCAAGGATTTGGTGATGCTCTGCACC 
GGCTCGGGCATCGCCCCCTTCCTTTCCATTCTCGAACAACCCGAAATCCGTCAACGTTTC 
GATACCGTCAACCTGATACATTCCGTATCTTTTCCCGAAGAATTGATTTTCAACGACCGA 
CTCGCCGCATTGACTGAACATCCCCTGGTAGGCGAATACGGACACTCTTTCCGTTTCGTC 
CCTGTTACCACCCGTGCCGCCAACCCCTCGGGCTTAAGCGGAAAACGCATTCCGGAACTC 
TTAAAAAACAACAGCATCGAACAGGCGCTGCATACCAAGTTCACCCCGGAATCCACACGG 
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TTTATGATTTGCGGCAACCCGGAAATGGTCAAAGACACTTTCCAAACGCTGCTCGACATG 
GGTTACGCCATGCACCGCAACCGCATTCCCGGTCAAATCATGATGGAAAACGGCTTCTAA 
AAACCACCCTGCTTGTCCGATGCCTTCGGATGGACGGGCAAACCGACACGGCACGAAAAC 
CGCGTCGGCAAAAATGCCGTCTGAAAAAATTCAGACGGCATCTTCGGATACATTACCTGC 
AAACGGCAACACACCGGCACAAACCGATTAGGCAATCAACACGGTGACGGCTGTTTACAT 
ACTTGCCGGCTTTCACCAACCGATATCGATTTAACCGATTTCCTTAATATTTTTCCTGTC 
CGTTTTAAACTTCGCCTTAAACGCATCCGGTAAATCTTTATCGAAATACCAAAGCCCGTC 
ATCCATTTCCAATGCGCCGCCCATTCCGTGCAGAACGACTTTTTCCCCCGTCAAAGGATC 
GGTTTCGGTAATTTCCACCTCATGCATTTTTCCCCAATCCAAAACAGGCAACTTGTGTGC 
AAACGCCAAAACCTGTTCGTCAGAACGGCCGCACGCCTTATCGCATCGGCCTGAAACATA 
TACGGGACAAGGCTCATCCTCTGCATAACCGTCCGGAAGGATACCGGCTGCGGCAGGACA 
CAATCCGTATGTTTCCGCCCACGACGACAAAGCCCGTCTCGCTGCCTTTTTATTGGCAAA 
TAATCCGGTAGGCGGATTATCCGTCACACCGTTTTTCAAAGCCGCTGTTTTCGCATTCAA 
CATGCCGTCTGAACCTTTTTCAAACCTGACGGTCGTAAATGTTTTAAGCAGATTTTTGGC 
AGACACATAACAATCCGAATGATAACGCCCGACCAATTCCGCTTTAATCTTATATGCATG 
CAGGCTGCCCAATGCGGGAAAAAAACGGACTTCCTCCGTATTGCACCAATCAAACGGGGC 
TTTTCCGGAGTCCAATAAAGCCGAAATCTCGCTATATACCCGTTCAAACGTACCGATATA 
ATTTACTTTCCCTCCGCCGTCGAAACAAGCCAGCACCCCCATACCGTCAGGCAAACCGTA 
CAACTGTTCCCTCAACCGTTCGGGCAGCGCGGCAGGCAGCGGTTTCGGATTCATCAAACG 
GAAACACTGCCTGATCCATGCCTCAACCCCGTGTTCCGACAGACTGTATTCCAAATAATC 
ACACAATGCCGATACATCCGCCATCGCACGATGCCTGTCTTCCACAACAATCCCCAACCT 
TTCGATGATACTGTCCAGGCTGTGCTTGTAAAATTGCGGATACAGACACCGGGACAGCTG 
CACACTGCACAAAGCAGGCGATGAAAATCCGATACCCGCACGATGAAACTCATGCTTTAA 
AAACGTATAGTCGAAACGGCTGTTATGTGCAACCAGCACACAACCCTTCAATACCGAAAA 
CAACTCGCCGGCAATCTCTGCAAAAACAGGCGCATCGGCAACCATGCCGTCTGAAATCCC 
CGTCAGCCCCGCCACAAACTGCGGAATCGGTTTTTGAGGATTAACCAACCACTCATGCCT 
CACCACCCTTCCCTGCTCAAACTTGACCAAAGCCACTTCGGTTACCCTGTCTTCATACAG 
ATTGCCGCCCGTCGATTCCAAATCAACCACGGCAACAGGCATTCCAAACCGTAAAAATAC 
CTTTTCCAGCAAGGGCCAGCGAGAAGCAACAATCATTTTATTCTCTTTAAATTCAAACAA 
CAAACCAATATTTTACACTTTTAAGGCATTTCATCCAACAAAACAATTGACAGAATCCGA 
TGATTACCCTAAAATTCGAATCTTTCTTGCAGCGCACCCGTAGCTCAGTTGGATAGAGTA 
TCTGGCTACGAACCAGAGGGTCGGGCGTTCGAATCGCTCCGGGTGCGCCAGTAAGAAAAT 
ACAATATGCGCCCATCGTCTAGCGGTTAGGACATCGCCCTTTCACGGCGGTAACCGGGGT 
TCGATTCCCCGTGGGCGTGCCAAATTCTAAATCCCCGAGATTATCGCTCGGGGATTTTTT 
ATTGTCTCAGCAACTCGTTACCATATCTTTACCTACCCCCTTCATCAGAATCTCAGACGT 
AATCGAATCATATTCAAACCTTTGCCGTGCAAACCGATATCCCATAACCGGATGCGGTGT 
CCGTCCAACATTTTACCCGATTGAAACGCCTGATATATTGCACCCCATCAACGTGGCATT 
ACTTTTCTTAACAATCCCCTTTGACAGCAACTGACTAGGGCTTTTTTATGCCATCATCAA 
ATTTATAGTGGATTAACTTTAAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATTTGT 
ACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATTCACTATAATATTTTCTCT 
CCCGATTGAAACAGGCGTAACAGAATGCCCGAAGCTCCGGCTGCTTTCTTGTTTACCGCC 
GCGATATTTAGAGTATAATACCAAATTTGAGCAATAGTTCTAAAACAGTTAGAACCATTT 
TTCATGAGCCTGACTGATTCGTACACTCGGAGAAACTGATGCAGAATATTTTTGACCCTT 
TGGTTATTCGTGGAAAATCCCTTACCCCCATCGTGCAAGGCGGTATGGGGGTCGGTGTTT 
CCGCATCGGGTTTATCCAGCGCGGTGGCGCGTGAAAACGGTATCGGAACGATTGCCAGTG 
TGGATTTGCGCCACCTTCACGAAGACCTACTCGCCGAATCACAAATCAATCCGAGTGAAG 
AGAAATATACATCTTTGAACTGTACCGCATTAGACAGGGAAATCCAAAAAGCCAAAAGCG 
CTTCAGAGGGAAAAGGACTGATTGCGGTCAACGTGATGAAGGCGGTCAAAGACCACGCCG 
CATATGTCCGCCAGGCTTGCGAATCAGGGGCGGATGCGGTTGTAATGGGTGCCGGCCTGC 
CTTTAGACCTGCCGGAAATGACCGAGGGCTATCATAAAGATGTCGCGCTGCTGCCGATTC 
TGTCCGAATCGCGCGGTATTAATATCGTCTTGAAACGTTGGATGAAAAAAGGCATATTGC 
CCGATGCGATTGTAGTCGAACATCCTGCCCACGCGGCCGGACATTTGGGTGCATCAACCG 
TTGAAGGCGTAAACGATGCCAAGTTCGACTTCAAACGCGTGATTGAGGAAACGTTTGAAG 
TTTTCAAAAGTTTAGGGCTGGAAAGCGAAAAAATCCCGCTTATTCTTGCGGGAGGCATGG 
CAAATTTTGAAAAAGTCAAAACCGCCCTAAAGAACTGGGGAGCATCCGCCGTTCAAATCG 
GTACGGCTTTTGCCGTTACCGAAGAAGGAGATGCACACCTTAACTTCAAAAAAACGCTCG 
CCGGTGCGGAAACTGAAAAAGTAGTCGAATTTATGTCTGTTGCCGGTTTGCCGGCGCGCG 
GTGTCCGCACCAAATTCCTAGACAGCTACATCAAGCGTGAAAGCAAACTTCAGACAAACG 
CCAAAGCCGACCCGCGCCGCTGTACCCAAGGTTTAAACTGCCTAACCAGTTGCGGTCTGC 
GCGACGGGCTTTCCAAAGCAGGACAGTTCTGTATTGATATCCAGCTTGCCGCCGCATTCC 
GTGGAGAAGTAGATAAAGGCCTGTTCTTCAGAGGTAAAGACCGCTGCCCTTCGGCAATGC 
CATCCGCACCGTCCGCGAGACGATACAATATCTGCTGACGGGGAGCGAACCTGTTGCAAC 
GCTCGGACGCTGACATCAGGTAGGATTTGATTTGCAAACAAAATGCCGTCTGAAGGGCTT 
TCAGACGGCGTTTTTCAGGCTGCGTTCCGGAATAGTGTTAAAAAATAAACGGGATGAGAT 
ACATTTATTTTCGTCCGACAAATCAAACCATCGCGCCGAATGATCAAATAATGCCTGCAC 
GGCATTACATCTGGCAAAGCAATGCAATGAAAACACGGCTTTTTTATTTGCTTTCAGTAT 
TATTGAAAAGCTTGTCCATCGGGGTCAAATCGACCGCATTGCCTTGGCTGGTAATCCATT 
TGTTCTCGACGCGCCACACGCCTGCCGCGTCCTCCACGCGCACATACCAGTGGTTGGTCG 
GCGAAAGGGTTTTGAACACCGCCTCATATTCCGCCCTGCCGTTCTGCGCGCTGCCGACGG 
GCTTGAGGGCGACGGTTTGATCGTCCGCCTTGCGGGTCGGGTGCATCAGCAGCAGGTTCA 
AAGGCTGTTTGCCGTCAAACTCGCCGCCGACAAACACTTTTGCCGCATTCATATCGGGGG 
AAATGAGAACCTGCACCCCGATATGCCGTCTGACGGCTTCTTCATCCCGATGAAGCTGGA 
TGTCGATATGTTTGCCGTCTTTATAATAATCGTCCGTAACCAAATCTGTCGCGTGCTGCT 
-GCGCGACAAAAAACATAGCGACGCTGGCGATGACGACAAAAATCGGCCCCGCCATCAAGA 
TCCACGGCCAGACGTGTTTGTACCAAGGTTTGATTGGAGTGTTTTGAGACACGGTTATTC 
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TCCGATAAAGGTTGCATCTTCTTCCAAGACGACCGGCTTGCCGTCGGGCGCGCCGCTTTC 
GCGGTATTGGAAGGTAAATTCGATAGGGTGGCTGCCTTTGTCCGCGTATTCCGGAATGGT 
GGACACTTGGACGGGAAGGGTTACCGTTTCGCGCGGGGCAACCTTGATACCGCCTTCGGG 
CAGCCCGGTCAGGGCGATTTCGTCAAAGCCTTTGACACTTGCGGTAATCAGCTGTTCTTT 
TTCACTTTTGTTGATGATACGCAGGCTGTATGCGTTTTCCAGCCAGCCTTTGGCGTTTTC 
GCGCACCAGTACGCCACGGTCTTTCAAAATATCGACCTCGACCATTTTGCGCGTGGACAA 
ACCGGCCAGGAAGGCAATGATAACTAACGCCAACACCGCGCCGTAACCTGCCACGCGCGG 
TCTGAGCAGCCGTTTTTTAATGTCTTTTTCAGAATATTCGTGTTCCAGCGCGCTTTCGGT 
CGTATAACGGATTAATCCGCGCGGATAGCCCATTTTGTCCATAATCTCATCGCACGCGTC 
GATACAGGCGGCGCAGCCGATACATTGGTATTGCAGACCGTTGCGGATGTCGATGCCGAC 
GGGGCAGACTTGGACGCACATCGCACAGTTGATGCAGTCGCCCAAACCCGCCTCTTCCTT 
ATTGACCGTTTTCTTGCGCGCGCCGCGCGGTTCGCCGCGTTCCGCGTCATAAGAAACAAT 
CAGCGTGTCCTTGTCGAACATCGCGCTTTGGAAACGTGCATACGGACACATATGCAGGCA 
TACTTTTTCACGCATAATGTGGGCGAAGAAGAAGGTCATAAAGCCATAAAACGCTGCGGC 
AAACATCGCGCCGCCACCTGCTGCTCCAGTGAATAAATCGGGAACGAACTGGCGGATAGG 
GACAAACCAGCCTGCAAACGTGATGCCCGTCCACGCGCAGACAAGGAAAATCAGCAGGTA 
TTTGGTGGCTTTGATGCGGATTTTAGTGAAATTCCACGGCGATTTTTCCAGTTTCAGCCG 
TTTGTTTCTATCGCCTTCGACCAGGTTGTCAATCCACAGCATAATTTCGGTGTAAACCGT 
TTGCGGGCAGGAATAGCCGCACCACAGTCGCCCTGCAATCGTCGTCCACCAAAACAGCCC 
GAAGGCGCAAATCATCAGCAGCAAGGCAAGGTAAATCAAATCGCCCACCCCCAACGACAA 
TCCGAAAATGAAGAAATGCCGTTCGGGGATATTGAAAACGACGGCCTGCCTGCCGCTCCA 
GTTGAACCACGGAATGACGTAAAACACAAACTGCGTCGCCAATACGGCGGCGATACGCAG 
TTTGGCGAACCGTCCTTCCGCCTTTTTGGGATGGATGCGTTCGCCTTCGGGATGGATTTG 
AATCACGCTGGCTCGCGGATCGAATGTTTTTTTTGCTTTCGGCGCGGCTTTTGTTTGTTC 
GGACGTGCCGATTCCGGATGCCGGACTGCCGGCTTGGTTTTCCGTGGTCATTCTGCATTC 
CTTAGATTTTTGATTGATGGTTTGCCCGTTACCGCCGCCGTTTGCTTTTCAGACGTCATT 
TTTCTTGTTTTTTAAGGCGTTGTGTTTCAAGTTTTGAGAAAATCCGTTTTTCCCAAAATA 
TATTTCCGCTATTGTACAACTTTATGCGCCGTCCGGATGTATGGGGCGGATACATTTCCC 
ATCCGCATCAAAACGCCTGGATTTTACCTTACCGCCCGAACAAAATCCGAATACGGTTAA 
AAAAAAAGACTAAAAAAACCGACACCCCCATATCGGCAGAACCGACGGCGCAAGCTCATA 
AACAAACGCTATCGACAATCCGGCACACAATCTATAACTTTTTATTTCAAAAGGAATAAT 
GGCAGGCTTCGCCCGCAAATCGAAAATCCTTCCCCGCCTGTCCCCTGCCGCCGCCTTCCC 
ACGCGTCCGCCCTTTTCTTGAAAGCATAAGCGAATCGGGCGATAATCAACGCTTTCCGAT 
TATCCACTTATCTGAAACACCAGCAAGGAAAATACAAAATGTCTCAACTGGCAAACGCAA 
TCCGCTTCCTCTCGGCCGATGCCGTTCAAAAAGCCAATTCCGGCCACCCCGGCGCGCCTA 
TGGGTATGGCGGAAATGGCGGAAACATTGTGGACGAAATTCCTCAATCACAACCCCGCCA 
ACCCCAAATTCTACAACCGCGACCGCTTCGTCCTCTCCAACGGCCACGCGTCTATGCTGT 
TGTACAGCCTGCTGCACCTGACCGGCTACAACCTAAGCATTGAAGACTTGAAAAACTTCC 
GCCAACTGCACAGCAAAACCCCCGGCCATCCCGAATACGGCTACACCGACGGCGTGGAAA 
CCACGACCGGCCCGTTGGGGCAAGGGATTGCCAACGCGGTGGGTATGGCATTGGCAGAAA 
AAATCCTTGCCGCCGAATTTAATAAAGACGGTTTGAACATCGTCGATCATTACACCTACG 
TCTTTATGGGCGACGGCTGTCTGATGGAAGGCGTATCGCACGAAGCCTGTTCGCTCGCCG 
GCACCTTGGGCTTGGGCAAACTGATTGTTTTATATGATGACAACAATATTTCCATTGATG 
GTAAAGTGGACGGCTGGTTTACCGAAAACATCCCGCAACGCTTTGAAAGCTACGGCTGGC 
ACGTCGTTCCCAATGTAAACGGTCATGACACCGCCGCCATTCAAGCCGCCATCGAAGCCG 
CACGTGCCGAAACCGGCAAACCGTCCATCATCTGCTGCAAAACCTTAATCGGCAAAGGCA 
GTGCCAACAAAGAAGGCAGCCACAAAACCCACGGCGCACCTTTGGGCGCGGACGAAATCG 
AAGCCACGCGCAAACATTTGGGCTGGACTTACCCCGCCTTTGAAATCCCGCAAGAAATTT 
ACGATGCGTGGAATGCCAAAGAACAAGGCGCGAAACTGGAAGCCGACTGGAACGAACTGT 
TCGCGCAATATCAAGCCAAATATCCTGCCGAAGCCGCAGAATTTGTGCGCCGTATGGATA 
AAAAGCTGCCGGACAATTTCGATGAATACGTTCAAGCCGCATTGAAAGAAGTGTGCGCCA 
AAGCCGAAACCATCGCCACCCGCAAAGCCAGCCAAAACAGCATCGAAATCTTGGCAAAAG 
AGTTGCCTGAATTGGTAGGCGGTTCTGCCGACCTGACCCCGTCCAATCTGACCGACTGGT 
CAAACAGCGTCTCCGTTACCCGCGACAAAGGCGGCAACTACATCCACTACGGCGTGCGCG 
AGTTCGGCATGGGTGCGATTATGAACGGTTTGGTATTGCACGGCGGCGTAAAACCCTTCG 
GCGCGACTTTCCTGATGTTCAGCGAATACGAGCGCAATGCCCTGCGTATGGCTGCGTTGA 
TGAAAATCAACCCTGTATTTGTGTTTACCCACGATTCCATCGGTTTGGGCGAAGACGGCC 
CGACCCATCAACCGATTGAGCAAACCGCCACCCTGCGCCTGATTCCGAATATGGACGTAT 
GGCGGCCGTGCGACACCGCCGAATCCTTGGTGGCTTGGGCAGAAGCCGTCAAAGCCGCCG 
ATCACCCGTCCTGCCTGATTTTCAGCCGTCAAAACCTGAAATTCCAAGCGCGCAGCGAGC 
AACAACTGAACGACATCAAACGCGGCGGCTACGTCATCAGCGAAGCCCAAGGCAACGCCC 
AAGCCGTCATCATTGCCACCGGCTCAGAAGTCGAGCTGGCTTTGGAAGCGCAAAAAGCCC 
TCGCCGCGCAAAACATCGCCGTGCGCGTCGTTTCCATGCCGTCCACCAACGTATTCGACC 
GCCAAGACGCCGCCTATCAAGCCGCCGTCCTGCCCGAAGGCCTGCCGCGCATCGCCGTAG 
AAGCCGGACACGCCGACGGCTGGTACAAATATGTCGGACTGAACGGCGCAGTCGTCGGCA 
TCAACCGCTTCGGCGAATCCGCCCCTGCCGATTTACTCTTCAAAGCATTCGGCTTTACCG 
TGGACAATGTGGTTGATACGGTGAAATCCGTGCTGTAACCCCACACCTAAACAAATGCCG 
TCTGAAACCAATTAGGGCTTCAGACGGCATTTTTATATTCTCGCGGCCATGATGCTTTCT 
CATCCCACCAATCTCCATTATAATATTTGCGAATCACTCTTATTCACATTTCAAAAGGAG 
AAACGCATGAGCACCCGTACCGAACACGACACGATGGGCAATGTCGAAGTCCCATCCGAA 
GCCTATTGGGGCGCGCAGACCCAGCGCAGCCGCAACAATTTCAAAATCGGTGGCGAAACC 
CTGCCGCAGCCGTTGATTTATGCTTTGGCATTGGTGAAAAAAGCCGCCGCTGCCACCAAT 
GTTTCCCTCGGTAGGATTAAGCCTGAACAGGCGGATTTGATTACGCAGGCGGCGGATGAT 
GTGTTGAGCGGCAAGCTCGACGGGCAGTTCCCATTGGTAGTGTGGCAGACGGGTTCCGGC 
ACGCAGTCCAATATGAACATGAACGAAGTGCTGGCAAACCGCGCCAACGAAATCGCCGGT 
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ACGGGTTTGGCGGCTTATCAGCCCGTCCATCCCAACGACCATGTGAACCACGCGCAATCG 
ACCAACGACGCATTCCCGACCGCTATCCACGTTGCCGCCGCGATTGAAATCAACCGCCAC 
CTCATCCCCGCCGTAAAAGCCCTGCGCGACACGTTGGACAAAAAAGCCCAAGCTTTCGCC 
CCTATCGTCAAAATCGGCCGCACCCACTTGCAAGACGCGACGCCGCTGACTTTGGGACAG 
GAATTTTCCGGCTACGTTTCCCAGCTTGATCACGGTTTAGGCCGTCTGAACGATGCGCTT 
AAAGACTTGTATGAACTTGCTTTGGGCGGTACGGCGGTCGGCACGGGTTTGAACAGCCAT 
CCCGAATACGCCGAAAAAGCCGCCGCCAAACTCGCCGAATTGTCCGGCTTGCCGTTTGTC 
AGCGCGCCGAACAAATTTGAAGCCCTGGGCGGACGCGATGCCGCCGTTGCCGCTTCGGGC 
GCATTGAAAACGCTGGCGGCAAGCCTGAACAAAATTGCCAACGACATCCGTTGGCTGGCA 
AGCGGCCCGCGTTGCGGTTTGGGCGAAATCAAAATCCCCGAAAACGAGCCGGGTTCGTCC 
ATTATGCCGGGCAAAGTCAACCCGACCCAATGCGAAGCAATGACGATGGTGTGCTGCCAA 
GTGTTCGGCAACGACGTTACCATCGGTATGGCGGGCGCGTCGGGCAATTTCGAGCTGAAC 
GTCTATATGCCCGTTATCGCCTACAACCTCTTGCAATCCATCCACCTGTTGGGCGACGCG 
TGCAACAGCTTCAACGAACACTGCGCCATCGGCATCGAACCCGTGCCGGAAAAAATCGAC 
TATTTCCTGCACCATTCCCTGATGCTGGTTACCGCATTAAACCGTAAAATCGGTTACGAA 
AACGCCGCCAAAGTCGCCAAAACCGCCTACAAAAACAACAAATCGTTGCGCGAAACCGCC 
GTTGAGTTGGGCTTGCTGACGGGCGAAGAATTTGACGAACTGGTCGTTCCTGCCGATATG 
GTTCATCCGCGCTAATCCTTCCCTCAAATAAAATGCCGTCTGAAACCTCGTTCGGACGGC 
ATTTTCCGTTGCCTGCAAACTAGCGGCGTTTGAACAGCCTGTCCCCCACCGCCGCCGTAA 
CCGCACCCCCGACCACGATCAGTGCGCCTGCATAACCCAAACCGTTCATATCCGGCGCGG 
CAAAAGTATCAGGCATCACATAATGCCCGAGCAAAGAAAATATTACGGTAAACACGGGGA 
GCAAGGTTGTTACCGCGCTGACTTTGGAAGCCTCCCAATGTTTCAACGCCTCGCCGAACG 
AGCCGTAACCGATTAACGTATTCAAGCAGCAATACGCAAAACAAACCCACGCCAACGTAC 
CGTCCAAACTTCCGATGTGTGCCGGTTCGGCAAACGGCAGGAACACGGCGGCACTTGCCG 
CATAAATCAACAGCAGAATCTGTTGCGGCCCGAATTGCGCCGACAGCAGCTTTTGCGCCA 
CGGCATAACACACCCATGCCATACTGCCTGCCGCACACAGCAACACGCCCTTCGCATACG 
CGCCCAAACCCGACAACTCGCCGAATTTATCGTTAAAAAACATAAGCAAACCGGCAAGCA 
GCAAAACCAAGCCGATTTTCTGAGCGGCAGTCATCCGGTCTTTAAACACCAACACACCGA 
CAACAATCATCGTAAACGGCGAAATCTGCCACAAAACCTGCGTCGTGGTCGGCGAAATAT 
AATGCAGCCCTTGGGCAATCAGCACAAAGTTTGCCGAAATGCCCGCCACGCCGAGCAGCA 
GCAGCCTGAATGAGCACCAAGAAAAATCCCGCCGCTTCGGCAGCCGCCCGCCCAGTGCCA 
GCAAAACAAACAATACCGCCGCCGCCACGGTAAAACGCACCCACACCAGCGTCGGCGCAT 
CGACAAACTTCAATACCTGCCGCACGGCAATCGGCAGCGTTCCCCACGTCATCGCCGCCA 
AAAGTGCCAACGCGAAGCCTAGGAGCGGCCTTTGGTTTTCCATCCTGATTTTCCTATTTT 
TAAACAACCGTATTGCCGGACGATGCCGGTTTGCCGCATCGGGCAATGATGGTTCAAGCG 
TTTGGCGTTTGATTCCAACCCTTTGATTTCAAACAAACCGGCTGAAGCTCGGCTATTGCT 
TCGCGCTATTTGAAAACACCGCCTGAATTTTAAAATATAGTGGATTAACAAAAACCAGTA 
CAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTCAAGCACCAAGTG 
AATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTA 
ATCCACTATACCGTCTGAAAACAGCGGGGACGTGCGGCAGGCATCACTGCCTCAAAACGC 
CCGAACGGCGCAATCGCAACGTTCCGCCCAACGCAAAGGGCGGCAACAAGCCGGCCCAAA 
TGCAAAAAAGAGAAACCCTGCCCCGTAAGGTTTAAGGTTTCTCCGTCCTTTATGATTTCC 
CTCCGCGAGGATGTCCGGCCGTAAAATTCAGAACGGGATATCGTCGTCAATGTCCTCGAC 
CGGGGCGGCGGCAGGCACGGGTTGGCGGCGCGGCGCGGCTGGTGCTTCTTGGGGATGGGA 
CGGCGCGTCGGAGGCGGGCTGCCGGCTTTGCTGCGCGGGGCGTTGGTAAGCCTCCTGACT 
CTGACCGTAACCTTCCTCGTAAGGCGCACCGCCGCTGTTTTCATTGCGCCCGCCCAACAT 
TTTCATTTCGTTGGCGACAATATCGTAAGCGGTGCGTTCGATGCCGTCTTTGCCTTGGTA 
TTTGCGGCTTTGGATTCTGCCTTCCAAATAAACCAGCCCGCCTTTTTTGAGGTATTGCCC 
GGCAATTTCCGCCAGTTTGCGGTACATGGTGATGTTGTGCCACTCAGTACGCTCTACACG 
TTGGCCGTTGCGGTCGTTCCAAGTTTCGCTGGTGGCGACGCTGAAATTACAAACCGCCTC 
GCCGTTGGGCATATAGCGCACTTCGGGATCGCGTCCGAGGCGGCCGATGAGGATGACTTT 
GTTCAATGACATTTTTTAAACTCCTGTGATGATTTTTTCAGCGGCAGCCTGATCGAAACC 
CTTCTGCAACACTTTGAGATAGACGGTCTGCCCGTCGAAACTGAAACCGATGTCTTCCAC 
ACCCTCAAGCTCCGACAAGGCGCGGTATAACCCTTCCTGATTGCCCTGCCACACGCCGCC 
GACAGGGTAACTGAGGTTTTTGACGGGCTTGGGCGCAGGCGATAAAACGGCAATTACCAG 
CCACAGCAGCATCAATATACTGCAAAAGGCAAACACGCCGGAAAAGCCGTATTTTTGAAA 
CAGCAAACCGCCTGCCGCGCCGCCGGCAAACAGTCCGAGCGACTGCATCGTGTTGTACAC 
GCCCATCGCCGTACCCTTCAGGTCGGACGGCGCGATTTTGGAAACCATAGACGGCAGGCT 
CGCTTCCAACACATTAAAACCGATAAAGTAAACAACCAAATAAGCGGTAATCAAGCCTAC 
CGAGCGCATACCGGACAGCAAACCGAGCTGCGCCGCCGCAATACAGACGATACCCAAAAC 
AAAAACCTGCTTAAGCTTGTTGCGCGTCTCGCCGACGATAATCAGCGGAACCATCACCAC 
CAAGCCCGTAATGGTCGAAGGCAGATAGACTTTCCAATGCTGTATTTTTTCCAAACCGAG 
CTGGGTCATCGCGAAAGGCAGCGCGGTAAACAATGCCATTTGTGCGGCGTGCAGGGCGAA 
AATGCCGAAATCAAGCGTCAGCAGCCTACGGTTTTTCAAAACTTCGCCTATGCGCGAAGG 
CTGCGCCTGCGTATCTTCGTGCAGCTTGGAAACTTCGGGATCGGGAGTCATCCACGCCAC 
CACGCCGATGCTGATGACGGTCAGAATGCCGGTCAGCATAAACAGTCCGCGAACGCCGAC 
CGCGTCGGCAATCACGGGGGCAACGACGAGGCTGACCGAAAACGTCAAACCGATACTCAA 
ACCGATCATCGCCATTGCGCGGGTACGTACGCCGTCGCGCGTCAAATCCGCCAGCAGCGC 
GGTAACCGCCGCACTGACCGCCCCTGCACCCTGTATGGCGCGTGCGGCGACCAGCATGGG 
CAGCGTATCGGCGGCGGCGGCAAGAAAGCTGCCCGCCGCAAACACGACCAGTCCCGCATA 
AATGGTTTTCTTGCGCCCGAACTTGTCGGAAGCGATGCCCAAAGGCAGTTGCAGCAGAGC 
CTGTGTCAGCCCGTAAATGCCCATTGCCAGCCCGACCAGCGTTTTGTTGCCTTCCGCGCC 
GGGCAGCGAGGCGGCATACACCGCCAATACGGGCAGCACGAGGAACATACCCAGCATACG 
CAGGGCGTACACGCCGGAAAGCGTCGTACTGGGGCGCCATTCGTGGGGAAACATTTGGAT 
GCGGTTGTCTCTTGCCATCATATTTTTTCAGACGGCATCAACAGTTGCAATGCCGTCTGA 
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ACTTCCAGTGAACAGATTTTCGGATTATACAGGATTCGCCGTATTTCGGTTGCGGCGCGG 
GTTCAAAATCAACGCCACTGCCAGCGGTTGCGCCACGCGCCCAAAACGGCGTTCGGATAT 
TTATTGCTGCCCAAGCTGCCGTTAAAGCGGGCAAGCGCGCGGACGATGTTGCCTTTTTCA 
AGATTCCGGTAATGGCGCAGGATGGTACAGCCGTAACGCAGGTTGGTGCGGATGTCGAAC 
AGGTTGTGCGCCGGTTTGCCGATGTAGTTTTTCCAAAACGGCATAACCTGCATCAGGCCG 
CGCGCGCCGACACCGCTGATTGCATACTGGCGGAACGCGCTTTCCACCTCAATCAGCCCC 
AACACAATCTGCGTATCCAAACCGGCCCGGCTGCTTTCGTACTGGATATTGACCAGCAGC 
CTGCGCCGCTCCTCCTCCTCGGGGACGAACCTTGCCAAACGTGCCGACATGGCAGACAAC 
CAACGCTCGCCCTCTTTCGGATTGTCAAACACCAGCCTCGGCGGATTGACGCTGCCGACA 
GAACTCCTCATCACGGAAGCCACATCGTCGGCAAGCGTTTCCTCACGTTGCGCGCCGGCG 
TGCGCCAGAGGACTGAGCAACAACGCACCGGCGGCACACAACAGGCGGCGGCGTTGCAGA 
TTAACGGGTAGGGTATCGGTCGGTTTTCTCATAGGGAACGGGGGCGCGTCCGGACGTTTC 
AGACGGCATTAAATATTCAAACAGACATAATTGCTTTCAACGCGAAAAACCGCGCGCAAA 
ATCCAAGCGCGGCATATCGCCCTGCCCTTTTCGGGCAAACCTCAATTCTACCGCCCTCAA 
GAACGCTTGTCCAAACAGGCACAGGCAACACCGCCCGGGCATTTCCGTTTTCACCGGTTA 
TCCGTCGTCCGGATTATGCAGCAGCACCATCAGCGCATCACGCTTTTCGGGCGGCAGCAG 
GCGGAAATATAGTAGATTAAATTTAAACCAGTACAGCGTTGCCTCGCCTTGCCGTACTGA 
TTTAAATTTAATCCACTATATCTTGAGGCCTTTGCAAAATTCCTTTCCCTCCCGACAGCC 
GAAACCCAAACACAGGTTTTCGGCTGTTTTCGCCCCAGATACCTCCTAATTTTACCCAAA 
TACCCCTTTAATCCTGCCCGGACACCTGATAATCAGGCATCCGGGGCACCTTTTAGGCGG 
CAGCGGGCGCACTTAGCCTGTTGGCGGCTTTCAAAAGGTTCAAACACATCGCCTTCAGAT 
GGCTTTGCGCACTCACTTTAATCAGTCCGAAATAGGCTGCCCGGGCGTAGCGGAATTTAC 
GGTGCAGCGTACCGAAGCTCTGTTCGACCACATATAGTGGATTAACAAAAACCAGTACGG 
CGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAAT 
CGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTAAATTTAAT 
CCACTATAACGGGTTTTCGACAAATATCGGTTGCGTTTGGTTTGCGCCTCCGTCAGCGGA 
CGGTTGCGGCAGGCTTTGCGCATAATGCCGTTCTGCAACCGATGCTCTTTCAGTTTTCCG 
TAGGTCGGATTCTCGAATCCGACATTACTTCAATCGTATCCAATAGAAAAGTCCGCATTG 
CCGCCACCCCAATTATGCGGATAAATACCCTGTTTGACATAACGGTGAAACGTAGAAAAC 
CCCCAATCGGAAATTTGTCCTACATAGCCATGTTTGACCGGATTGAAATGCAGATAATCA 
AAATGCCAGGCAAAATCGGCCTCATCGCGGATAGTATATTCCCAAAAGCGTTTTTGCCAA 
AGCCTGAGATTGCCGCCGATTAAATATTGGCTGTGCCGCTTGATTTGCCGCCAGCGTTCC 
GAATAAGCAGAATCATTGTCCGGCAGCCGCCATATGGTATGCAGATGGTCGGGCATCAAC 
ACCCATGCCAAAATTTCAAACGGATACCGTTCGCGCACCGCCATTACCGCCTGCCGTAAA 
GCCAAACGCACCGCATCATCGGTCAAAATCTTCTGCCGTTTATTGGTTACAACCGTAAAA 
AAGTAAGTGCCGCCATTGCGGTAAAAACGACGGTATTTCATAGTATTATGCTCGGAATGA 
TTTTGTAGGTCGGATTCTTGAATTCGACATTTTGGGCATTGCTGCAATGGATTGCAATGA 
TGGGAATGTTAAAGGTTTTGTCGGATACAAGTATCCGACCTACGCTTGCTGAACCGTCAT 
TCCCACGAAAGTGGGAATCTAGAATCTCGGGGTTTCAGTCATTTCCGATAGATTCCCGCC 
GCGTCAGGGGGTCTGGATTCCCGCCTGCGCGGGAATGACGGGTTTCAAGATTGCAGTGTT 
GTCGGGAATGACGGGTTTCAAGATTGCGGTGTTGTCGGGAATGACGAATCCATCCATACG 
GAAACCTGCACCACGTCATTCCCACGGAAGTGGGAATCTAGAATCCCGGGGTTTCAGTCA 
TTTCCGATAGATTCCCGCCGCGTCGGGGGTCTAGATTCCCGCCTGCGCGGGAATGACGGG 
TTTCGAGATTGCGGTGTTGTCGGAACGCAACTGAACCGTCATTCCCACGACAGTGGGAAT 
CTAGAATCTCGGGGGTTCAGTCATTTCCGATAGATTCCCGCCGCGTCAGGGGGTCTAGAT 
TCCCGCCTGCGCGGGAATGATGGGTTTCAAGATTGCGGTATTGTCGGGAATGACGAATCC 
ATCCATACGGAAACCTGCACCACGTCATTCCCACGAAAGTGGGAATCTAGAATCCCGGGG 
TTTCAGTCATTTCCGATAGATTCCCGCCGCGTCAGGGAGTCTGGATTCCCGCCTGCGCGG 
GAATGACGAATTTCGAGATTGCGGTATTATCGGGAATGACGAATTTCGAGATTGCGGTAT 
TGTCGGGAATGGCGGGTTTCAAGATTACGGTGTTGTCGGGAATGACGGTTCGGGTATTTC 
CACGCCCGCCCCGCGCCTGTAAACGGCAGGTGAATCAAAAATGCCGTCTGAAGGTTCAGA 
CGGCATCGGTGTCGGGGAATCAGAAGTGGTAGCGCATGCCCAATGAGACTTCGTGGGTTT 
TGAAGCGGGTGTTTTCCAAGCGTCCCCAGTTGTGGTAACGGTATCCGGTGTCTAAAGTCA 
GCTTGGGTGTGATGTCGAAACCGACACCGGCGATGACACCAAGACCTAAGCTGCTGATAC 
TGTTGCTTTCGTGATAGGCAGGTTTGTTGGTCGGACCTTGTACGATTTTGCCTGGCACTG 
TAGCGCCTTGCGCTGGTGGACTGAAAGTAGTCGTGGTTTCTTTTCTCACCGAATGAACCT 
GATGTTTAACGTGTCCGTAGGCGACGCGCGCACCGATATAGGGTTTGAATTTATCGAATT 
TATCGTTGAGTTTGAAATCGTAAATGGCGGATAAGCCGAGAGAAGAAGCGGCGTGGAATG 
TACCGTTTTCCTGATTTTCCGTCTTCAGTTCTTGCCAGATGCCACTGCTATTGTTTTTTT 
GCAACTCTTTTGTGTTTACGGAATATTTATTGTTGTTCCATTTTCTGTAACTGGCATAAT 
CTGCCGCTATCCTCCAGCCGCCGAAATCGTAGCCGACCGACACCCGGGGGTGGATGGAAT 
GCGCACGGATGTTTCTGAAATAATCGCTTACTGTGCTTGTGTTGTTTGCACCGGTTGCTT 
TCGGATAATCGTGGGTAATGCGTTCGGCGGCATAAGCTAAATCCGCCTGCACATAATACG 
GGCTGCGGCTGCCGTCTTCACTTGCCGCCTGCGCTGCGGAAGAGAAGAGAAGAGAAGAGA 
AGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGAGAAGGTTTTTTGGGGGC 
TGGATTCATTTTCGGCTCCGTATTCGGTTTTAACTGATTAAAAAGAAAGATTTTCAATGA 
TGTTGCAGGAGCGGACTATATCAGGTTTGTGGCGATGTTTCAACACAATATAGCGGATGA 
ACAAAAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTAT 
TTGTACTGTCTGCGGCTTCGTTGCCTTGTCCTGATTTTTGTTAATCCGCTATAAACAACG 
CTTCGTCCGAAAAAACGATTGAATTTGCGGGCAGAAGCTGGACGAAAACCGCCGACAGCC 
TGCCGCAAAAGGCACACGGTTTGCGCTAGGGCTTAGGCGTGTCGCGCGAAATCAATGCGG 
GCAGGCATCATTTCCTCTACGGCGGCATCAGCGGCGGCGGCGTGCATTATTGGGATAACA 
AAGATTTCAGCGAACAGAGCCTGCGCCTGTCGTTCGGCTATAAAAACCGTTCGGTAACGC 
GCTCGTTCGGCATCGTGCCGTTTGTCGAGCAAAACCTCTTAGGCGGCAGCCGATACAATT 
TCGTCGGCGGCTTCAATGCCGATTTCTCCCAACGCTTGAGCGAACGCTGGCGGTTGACAC 
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TAAACGCGGGCAATATGTGGAAGCATTATCAGGAAGACCGCACCGCCGCCCGATACGACA 
GCCATATGCCGCTGGCGGGCGCGACGCTGATGTATTCCGCGCCGAAAGACTGGCTGCTTT 
ACGGCGGTGCGGACTGGTCGCACAACATAACGAAAGAGGCGGAACAGGCTTCCATCCGCA 
AGGGTTTGCGTGTCGGCGCGGTCAAAACGTTCGACGGCGGCTTGGGTCTGCGGGCAAACC 
TGCGCTATACCCGCAGGATGTTTGACGCACCCGGGACCATTGTGTACCGCTTCCCGCGCA 
AAGACCACGAATATCAGGCAAACCTGTCGTTGTGGCATGACAAAATCTCTTGGAAGGGCT 
TTACGCCGCAACTCAATTTCCGCTATCTGAAAATCGACAGCAATATGAAAAGTTTTTACA 
CACGCAAAAACATGCAGATTTTCATGAGCGTGGAAAAGGATTTCAAATAAGCGCAAAAAA 
TGCCGTCGGCAACATCCGTGGGCAGAATCAAAAACCGCCGCATCATTTATTGTCAACGCC 
TGCGCCGTCAGAGTAACATTGCGTTTTTCCCCCACCGGTATCCGCCATGACCACCACCCC 
CGCAAACGTCCTCGCCTCCGTCGATTTGGGTTCCAACAGTTTCCGCCTCCAGATTTGCGA 
AAACAACAACGGACAATTAAAAGTCATCGATTCGTTCAAACAGATGGTGCGCTTCGCCGC 
CGGACTGGACGAACAGAAAAATCTGAGTGCCGCTTCCCAAGAACAGGCTTTGGACTGTCT 
GGCAAAATTCGGCGAACGCCTGCGCGGCTTCCGCCCTGAACAGGTACGCGCCGTGGCAAC 
CAACACATTCCGCGTTGCCAAAAACATCGCAGATTTCCTTCCCAAAGCCGAAGCGGCATT 
GGGTTTCCCCATCGAAATCATCGCCGGGCGCGAAGAGGCGCGGCTGATTTATACCGGCGT 
GATCCACACCCTCCCCCCGGGCGGCGGCAAAATGCTGGTTATCGACATCGGCGGCGGTTC 
GACAGAATTTGTCATCGGCTCGACGCTGAATCCCGACATTACCGAAAGCCTGCCCTTGGG 
CTGCGTAACCTACAGCCTGCGCTTCTTCCAAAACAAAATCACCGCCAAAGACTTCCAATC 
TGCCATTTCCGCCGCCCGCAACGAAATCCAGCGTATCAGCAAAAATATGAGGCGCGAAGG 
TTGGGATTTCGCCGTCGGCACATCGGGTTCGGCAAAATCCATCCGCGACGTGCTTGCCGC 
CGAAATGCCCCAAGAGGCGGACATTACCTACAAAGGCATGCGCGCCCTCGCCGAACGCAT 
CATCGAAGCCGGTTCGGTCAAAAAAGCCAAATTTGAAAACCTGAAACCGGAACGCATCGA 
AGTTTTTGCCGGCGGACTTGCCGTGATGATGGCGGCGTTTGAGGAAATGAAACTCGACAG 
GATGACCGTAACCGAAGCCGCCCTGCGCGACGGCGTGTTTTACGATTTGATCGGGCGCGG 
TTTAAACGAAGATATGCGCGGACAAACGGTTGCCGAGTTCCAACACCGCTACCACGTCAG 
CCTCAATCAGGCGAAACGCACCGCCGAGACCGCGCAAACCTTTATGGACAGCCTCTGCCA 
CGCTAAAAACGTTACAGTTCAAGAGCTTGCCTTGTGGCAACAGTATCTCGGACGCGCCGC 
CGCGCTGCACGAAATCGGTTTGGACATCGCCCACACCGGCTATCACAAGCATTCCGCCTA 
CATCCTCGAAAACGCCGATATGCCGGGTTTCTCACGCAAAGAACAGACCATACTTGCCCA 
ACTGGTCATCGGTCATCGCGGCGATATGAAAAAAATGAGCGGCATCATCGGCACCAACGA 
AATGTTGTGGTATGCCGTTTTGTCCCTGCGCCTTGCCGCACTGTTCTGCCGTTCGCGCCA 
AGACCTGTCTTTCCCGAAAAATATGCAGTTGCGCACGGATACGGAAAGCTGCGGCTTCAT 
CCTGCGTATTGACAGGGAATGGCTGGAACGCCATCCCCTGATTGCCGACGCATTGGAATA 
TGAAAGCGTCCAATGGCAAAAAATCAATATGCCGTTCAAAGTCGAGGCCGTCTGAACCTT 
GCGGAACAAATGCCGTCCAAACCCTGTCCAGACGGCATTTGCCTGTCCGCAACATCCCGA 
TATGCGCGGCACATCTGCTCGGAACGGTCATGCAGGCGTAAAAAACAAGGGGCACATAAC 
CCAAAAACCGCCTGAAAATCTTCAGGCGGTTTCGTTTGGGTTGCCGGCAGGCGGCATCCC 
ATCATTTTTGCCAAGGCAACAAATTATTTGGCGGCATCTTTCATTTTGTCTGCCGCTTCC 
TGAGTCGCGTCGGCAGCTTTGTTCAAAGTATCTTTAGCTGCTTCAGTTACAGCTTCTTTG 
GCTTCAGTTACAGCTTCCTCGGCACTTGCCTTTGCATCAGCCGCAGCATCTTTGACTTGG 
TCTTTCGCTTCTTCGACGGCAGAAGCGGCAGACTCGGCGGCAGAAGCCGCAGTGTCTTTA 
ACATCGGACTCAACGGCTTGAACCGCTTCCTTAACCTCCTGTTTGGCTTCTTGCGAACAA 
GCTGCCAAGGCAGCCGCCATCATTGCGGCAATCAATAATTTTTTCATGTCTTATCCTTCT 
TGAGTTGTTGATTAAGGTTTTGCTTAAAAATCGGACCGTGTTCCATCAATCGGCTGATTT 
TGCCCATCGACCGGAGAGAAAACGGTTTCCCGTTTAGTTAAAACCCATTATATTTAAATA 
TAAAGGTTTTTTTCTCGAACAATAAGGCGGCATCAATGCCATATTGAAACACGTCCGAAA 
ACTATTTTATGAAAACAGTTCGGAAAATTGTAACACATATCCCCCTCCTTTTGAGTTTCC 
CGACGGTGCGGACTTTTTCCTGCAGGGTTTGAAAAACCCAAATATATTCCGGGATGTCCG 
AATACCTCAATAATGGCGGCGGCGGAAATAAAACGCCCCTTCGCTGTCGATTTCCAGCAC 
ATAGCGTCCGTTCTGCACGGCGGCATAGCCGCTTTTGCCTGCCTGATAGGGTTGCAGGGC 
GGCATGCGAAACTAGGTAATCCGTCAGTTTGCCGCCGTCTTCGGCGATATTGCCCACCAG 
TTTGGCAAACAAGGTATGGCACACGCCGTTTTCTGCCCAACCTGCCGGACTGTCCTTATC 
ATCGGTTTCCATACATTTGCCGCTGACGGCTTCCAAGTCGCCGGGATGCTTGCCGATCAG 
TCGGATAACATTTTGTTCCGGCAAGCCTTTAATCGGATAACTGATTTGTTTTTTGCCGTC 
GTTGGTTTTGCCTTCGCTGCTTTGTCCCAAATCCAAACCGGCAATCGCCGTATTGTCGAT 
ATATTTGACTTTGAAAACCGGTTTCGGCGCGCTTTGTACCGCGTTTTGCGGCTGTTCCGC 
CGTATTTTCGGATTTGCCGCAGGCGGCAAGCAGCAGGCAGCCGCCCAATACGGCAAAAGA 
TGTTTTCAGCATTCCACACTCCTGATGGTTTCAAAATGCCGTCTGAAACGCGGCAGGCGG 
AGGTTCGGACGGCATCGGGTTCATTTCAACGGGCGGATGCCGACCGCATCGCGTACTTTG 
TCCAATAATTCGCGTGCTTCTTTACGCGCTTTCGCCGCGCCTGCCTGCAAAATCTCTTCG 
ATTTGCGAAGGGTCGGCGGTCAGCTCGTTGTAGCGTTCGCGCGGTTCGGCGAGTTCGGCG 
TTGATTTTCGCCGCCAAAAGTTTTTTGGCTTCACCCCACGCCAAGCCGTCGGCAAGCATT 
TTCGTAAATTCCACCGTTTCAGACGGCGTGGAGAAGGCTTTGTAGATTTCAAACAATGGG 
CTTTCGTCGGGCTGTTTCGGCTCGCCCGGCTCTTTCATATTGGTGATGATTTTGTTGACC 
GATTTTTGGGTTTTTTTGTCGTTTTCCCAAAGCGGAATGGTGTTGCCGTAGGATTTGGAC 
ATTTTGCGTCCGTCCAAACCGACCAAGAGTTCGACGTTTTCATCGATTTTCACTTCGGGC 
AGGGTGAAGAGTTCCCGGAAGCGGTGGTTGAAGCGGCCGGCGATGTCGCGCGCCATTTCG 
ACGTGTTGGATTTGGTCGCGCCCGACGGGCACTTCGTTGGCGTTGAACATCAGAATATCG 
GCAGTCATCAGAATCGGATAACTGAACAAACCCATTTCCACACCGAAATCAGGGTCTTCC 
TGCCCGTTTTCTGCATTTGCCTGCACGGCGGCTTTGTAGGCATGGGCGCGGTTCATCAAA 
CCCTTGGCAGTGATGCAGGTCAGAATCCAGTTCAATTCCATCACTTCGGGAGTGTCGCTT 
TGGCGGTAGAAGGTGGTGCGCTCGGGGTCGAGTCCGCAGGCAAGCCAAGTGGCGGCAACG 
GCTTGGGTGGATTGGTGAATCATCTGCGGCTCGTGGCATTTGATGATACCGTGGTAATCG 
GCGAGGAAGAGGAAGGATTCGGTATCGAGGTTTTGCGCCGCGCGGACGGCGGGGCGGATG 
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GCGCCGACGTAGTTGCCCAGATGCGGGATGCCGGTGGTGGTTACGCCGGTCAGAACTCGT 
TTTTTGCTCATAAAAATGTCCTTGCGGCATCAATGCCGTCTGAAAGGGAAAAAGATGTGC 
CGATTATACCCGATTTGCCACCTACATCCAGCCGACAACAGACTTTTCCATATTAAGAAG 
ATATAGTTATACACATTATTATACATTTTTATATACTTTAAATTCAATGATATATCGAAT 
TAAATATAGAAAAACAGAAAACAGAACTTGAGTTATCCACAATTATGCACATATAGGCTT 
CGACAGCGGACATTTTGAAAAGGAAACAAAAATGCGATACGACAAATTAACCGCCAAATT 
CCAACAAGCCCTTGCAGAAGCTCAGAGTTTGGCGTTGGCTGCGGACGGCAGCTATCTGGA 
AGCGGGCTTTGTGTTAAAAGCCCTGCTTGACGACCAAAACAGCGGAGCCGCCGCGCTCTT 
GGCTCATGCGGGCGTGAACGTGCCGCAGGTGAAACAGCGTTTGCAGCAGCATTTAAACAG 
CCTGCCGAAAGTGTCCGGTCAGGGCGGCGATATTCTGCCCAGCCGAGAATTGCAGGCGGT 
GTTGAACCTGATGGACAAAGCTGCCACCAAACGCAGCGATGCCTATATTGCCAGCGAACT 
TTTCCTGCTTGCCTTGGTACAGCAGAACGATGCGACCGGCAAAATTTTGAAAGAAGCCGG 
CGCGACCGAACAAAACATCAATGCCGCGATTGACGCAGTACGAGGAGGACAAAACGTGAA 
CGATGCCAATGCCGAAGACCAACGCGATGCTTTGAAAAAATATACGCTTGACCTGACCCA 
GCGCGCCCGCGACGGCAAACTTGACCCCGTTATCGGTCGTGACGACGAAATCCGCCGCGC 
GATTCAGGTATTGCAACGCCGTACCAAAAACAACCCTGTGCTGATTGGTGAGCCGGGTGT 
GGGTAAAACCGCCATTGTTGAAGGCTTGGCGCAACGTATCGTCAACGGCGAAGTACCTGA 
ATCCCTGCGTAACAAACGCTTGCTGGTTTTGGATTTGGCGGCTTTGATTGCCGGCGCGAA 
ATACCGCGGCGAATTTGAAGAACGCTTGAAAGGCGTGTTGAACGATTTGGCGAAAGACGA 
CGGCAACACTCTGATTTTCATTGATGAAATCCATACTTTGGTCGGCGCGGGCAAAACCGA 
CGGCGCGATGGACGCGGGCAATATGCTGAAACCGGCTTTGGCACGTGGCGAATTGCACTG 
TATCGGCGCGACCACTTTGGACGAATACCGCCAATACATCGAAAAAGATGCGGCACTCGA 
ACGCCGCTTCCAAAAAGTATTGGTTGGCGAGCCAAGCGTGGAAGACACCATCGCTATTTT 
GCGCGGTTTACAGGAGCGTTATGAAATCCACCATGGTATCGATATTACCGACCCTGCTAT 
CGTTGCCGCAGCGGAGTTGAGCGACCGCTACATTACCGACCGCTTCCTGCCCGATAAAGC 
GATTGATTTGATTGACGAAGCCGCCAGCCGTGTCAAGATGGAAAAAGAAACCAAGCCGGA 
AGCAATGGACAAAATCGACCGCCGTCTAATTCAGCTTCGGATGGAAAAGGCGCACGTTGA 
AAAAGAAAAAGACGATGCCAGCAAAAAACGTTTGGAACTGATAGACGAGGAAATCAACGG 
TCTGCAAAAAGAATACGCCGATTTAGACGAAATCTGGAAAGCCGAAAAAGCAATTTCAGA 
CGGTGCTGCTAATATTAAGAAACAAATTGACGAAGTCAAAATTAAAATCGAACAGGCAAA 
ACGGCAAGGCGATTTGGCACTGGCTTCAAAATTGATGTATGAAGATTTGGAGCATTTGGA 
AAAACAGCGTGCAGCCGCCGAACGGGCAGATACGGACAGCACAAAACCGGCAAACAAACT 
CTTGCGTAATAATGTCGGCGCAGAGGAAATCGCAGAGGTGGTTTCCCGTATGACCGGCAT 
TCCCGTATCCAAAATGATGGAAGGCGAACGCGACAAACTGCTGAAAATGGAAGAAGTATT 
GCACCGCCGCGTGGTCGGACAGGACGAAGCCGTGCGTGCCGTGTCCGACGCTATCCGCCG 
CAGCCGCTCCGGTCTTGCCGATCCGAACAAGCCTTACGGCAGCTTCCTGTTCTTGGGCCC 
GACCGGCGTGGGTAAAACCGAGTTGTGTAAAGCCCTGGCAGGCTTTCTGTTCGACAGCGA 
AGATCATCTGATTCGCATCGATATGTCCGAATATATGGAAAAACACGCCGTTGCCCGCTT 
AATCGGCGCGCCTCCGGGCTATGTCGGCTACGAAGAAGGCGGCTACCTGACCGAACAAGT 
GCGCCGCAAACCGTACAGCGTGATTCTGCTGGACGAAGTGGAAAAAGCCCATCCCGATGT 
GTTCAACATCCTGCTGCAAGTATTGGATGACGGCCGCTTGACCGACGGACAAGGTCGCAC 
CGTGGACTTCAAAAATACCGTTATCGTGATGACTTCCAATATTGGTAGCCAACATATCCA 
ACAAATGGGCATTCAGGATTACGAAGCGGTGAAAGAAGTTGTGATGGAGGATGTGAAAGA 
ACATTTCCGCCCCGAAATGATCAACCGCATCGACGAAGTGGTCGTGTTCCACGGACTGGA 
TCAGGATAATATCCGCAACATTGCGAAAATCCAGCTCAAAGGCTTGGAAAAACGTTTGGA 
AAAACAAAACCTGCGCCTGGCTGTTTCCGATGCCGCACTGGACATCATCGCCAAAGCCGG 
TTTCGACCCGATTTACGGCGCACGTCCGCTCAAACGCGCCATCCAGTCGGAAATCGAAAA 
CCCGCTGGCAAAAGCCCTGCTTGCCGGAAACTATGCGCCCGAAAGCGAAATCAGGGTGGA 
AGCCGACGGCGACAGACTGAAATTTGCCTGATTCGTTCCTGCTGTTGAAAATGCCGTCTG 
AAACGGGAATCTCCGTTTCAGACGGCATTTTTTATCCTCGGCAGACAAACCGTCCCCTTA 
TTGGCGGTAGGTTTGCAGGAATCTTGCCAGCCTGCCCATCGCCTCTTCAATCTGATGGAC 
GTAAGGCAGCGTAACAATGCGGAAATGGTCGGGCTTGATCCAATTAAACCCCGTTCCCTG 
CACCAGCAAGACTTTTTCGCGCACCAGCAAATCGTAAACGAATTTCATGTCATCGCGGAT 
ACGGTACATTTCGGTATCGATTTTTGGGAACATATACATCGCGCCCATCGGTTTGACGCA 
GGATACGCCGGGAATCTGGTTGACCAGTTCCCACGCCCTGTTGCGCTGTTCCAAAAGCCG 
TCCGCCGGGCAAAATGAATTCGTTGATGCTCTGATAGCCGCCCAATGCCGTCTGAATCGC 
GTGCTGCATCGGCGTATTGGCACACAGGCGCATAGACGAGAGCATATCCAAACCCTCGAT 
GTAACCTTTTGCATGATGTTTCGGCCCGTTGAGCACCATCCAGCCTTGGCGGAATCCGGC 
TACACGGTAGGCTTTGGACAAACCGTTGAACGTTACCGTCAAAAGGTCGGGGGCAAGCGC 
GGCGATGTGGTGGTGAACCGCGCCGTCATAAAGGATTTTGTCGTAAATCTCGTCGGCGAA 
AATAATCAAACCGTGCTTGCGCGCCAGTTCGGCGATTTCCAACAGGATTTCCCTGCTGTA 
CACCGCGCCTGTCGGATTATTGGGATTGATGACGACGATGGCTTTGGTTTTGGGCGTGAT 
TTTGGCTTCCATATCGGCAAGGTTGGGGAACCAGCCGTTTTCTTCGTCGCACAGATAATG 
GCGTACCGTACCGCCCGCAAGCGTTGCCGCCGCCGTCCACAAGGGATAGTCGGGCGCGGG 
AATCAGGATTTCGTCGCCGTCGTTGAGCAATGCCTGCATAGACATCGTAATCAGCTCGGA 
CACGCCGTTGCCGATATAGACATCATCAACCGTAATATCGCGCAAACCTTTGGTCTGATA 
GTAGTGAACAATGGCTTTGCGGGCGGAATACAGCCCTTTAGAATCGCAATAGCCTTGCGA 
AGTCGGCAGGTTGCGGATGACATCGACCAAGATTTCATCAGGGGCTTCAAAGCCGAACGG 
CGCAGGGTTGCCGATATTGAGTTTAAGGATTTTATTGCCCTCCTCTTCCAACTGAAGGGC 
TTTTTTGTGAACCGGCCCGCGTATGTCGTAACAGACGTGATCGAGCTTTGCAGACTTGGG 
AAATTTATCCATGATGTGTTCCGTAAATTTTGGGCAATGGGTGGGAATGTACTCTTTTTC 
ACGCGGAATTTAAAGCATCAAACCGAGATTTTCAGGCTTTTTACCTGCCCTCTTTGCGCC 
GTTCGCTGACGCTTTTGCCGCCTATTCCCCAGTTATCGGTATCCACTTCGTCAATCACGA 
CAACCGTTGTTTCGGGATTTTTGCCCAGCACGCGTGCCAGCAATTCGGTTACGCCGCCGA 
TCAGTTCCGCTTTTTGCGCGGCAGTCGGTGCTTCCTTGCCGCCGGTTACTTTAATATTGA 
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CATAAGGCATGATCTTTCTCCGTTTTAAAATATTGCTATCTTATCAAACAAGTTGCCTCC 
GCCCAAACGTCCGCTTCATTTTCTGAAAAATTCAAATCGATATAGTGGATTAACAAAAAT 
CAGGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGTGC 
TTCAGCACCTTAGAGAGTCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTT 
TGTTAATCCACTATACAAAAAGACAGTTTTCAGACAGCAAATCCGTCTTCACACGATACC 
TATTTTGTTATAACATAACAAAATCTTTAACCCACACGAGACAAAGGCTGCACCATGAAG 
AAAACATTGACACTGCTCGCCGTTTCCGCCCTATTTGCCACATCCGCCCACGCCCACCGC 
GTCTGGGTCGAAACCGCCCACACGCACGGCGGCGAATACCTTAAAGCCGACTTGGGCTAC 
GGCGAATTTCCCGAACTCGAACCCATCGCCAAAGACCGCCTGCACATCTTCAGCAAACCG 
ATGCAGCTGGTTACCGAAAAAGGCAAGGAAAACATGATTCAACGCGGCACATACAACTAC 
CAGTACCGAAGCAACCGTCCCGTTAAGGACGGCAGTTACCTCGTCATCGCCGAATATCAG 
CCTACTTTCTGGTCAAAAAACAAAGCAGGCTGGAAACAGGCGGGCATCAAAGAAATGCCT 
GACGCAAGCTATTGCGAACAAACCCGAATGTTCGGCAAAAACATCGTCAACGTCGGACAC 
GAAAGCGCGGACACCGCCATCATCACCAAACCGGTCGGACAAAACTTGGAAATCGTCCCG 
CTGGACAATCCCGCCAACATTCACGTAGGCGAACGCTTCAAAGTCCGCGTTCTGTTCCGT 
GGCGAACCGCTGCCCAATGCCACCGTTACCGCCACCTTTGACGGCTTCGACACCAGCGAC 
CGCAGCAAAACGCACAAAACCGAAGCACAGGCTTTCTCCGACAGCACAGACGACAAAGGC 
GAAGTGGACATCATCCCCTTGCGCCAAGGCTTCTGGAAAGCCAATGTCGAACACAAAACC 
GACTTCCCCGATCAAAGCGTGTGCCAAAAACAGGCGAACTACTCGACTTTAACCTTCCAA 
ATCGGTCATTCGCACCATTAATCCCGCCCGCACAAAAATGCCGTCTGAAGGCTTCAGACG 
GCATTTTTTGTTCAAACATCAATACCAACCGCGCAGTTTCATCGCTTTTTCAACACGGCG 
GATACTCATCATGTAAGACGCGGTTCGCAAATCGACATCATACTCTTGCGCCAAGTTCCA 
TATATCGCGGAACGCGCGTCGCAGGACGACGGTTTCTTTCTCTTGAACTTCGTCAAACTC 
CCAATAATAGCCTTGCAGGTTTTGCACCCACTCGAAATAGGAAACGACCACGCCGCCGCA 
GTTCGCCAGAATATCAGGCACGACCAATACGCCGTTTTGACGCAGGATCACGTCGGCTTC 
GGGCGTAGTCGGGCCGTTCGCGCCTTCGACTACGATTTTCGCGCGGACTTTACCGGCGTT 
TTCGGAAGTCAGTTGGTTTTCCAGCGCGCAAGGGGCGAGTACGTCCACATCCAAAGCCAA 
AAGTTCGGCGTTGGTAATTTCTTTGCCGTAACCGGCTTCGTTGGTGATGAAGCCTTTTTC 
TTGGAACTCTTTAAACAAAGCTTCCATATCCAAACCGTTTTCGTTGTAAATGGCAACGTC 
AACAGTAGAAACCGCAACAACTTTCGCGCCGGATTGATGCGCGTAATAACCTGTGTGGTA 
ACCCACATTACCGAAACCTTGAATGGCGTAAGTGGCACCCTTCACGTCCTTGCCCAGTTT 
TTCCAAAGCTTGGACGGCGGCGAGGTTCACGCCGTAACCGGTAGCCTCGGTACGCGCCAA 
AGAGCCGCCGAACTCAACCGGTTTTCCGGTAAATACGCCCGGCGCGGAATGTTTCACCAC 
GTTTTCATAAGCATCCACCATCCACGACATAATTTTGCCGTTGGTATTCACATCGGGGGC 
GGGAATATCGATTTTCTCGCCAATCAGCGGGGCAATCGCTTCAGCATAAGCGCGGGCGAT 
GCGTTCCAGTTCCGCCTCGGAATAATCGCGCGGATCCAAGGTAATGCCGCCTTTGCCGCC 
GCCGTAAGGAATACCCGCAACGCAGCATTTGATGGTCATCCAAATTGACAGGGCTTTGAC 
TTCGTCCAAATTCACACTGGGATGGAAGCGCACGCCGCCTTTATAGGGGCCGACGGCGTT 
GTTGTGTTGCGAACGGTAGCCCGTGAAGGTTTTGACCGTGTCGTCGTCGAGTTTGACGGG 
AAAATTGACTTCCAACACGCGGGTCGGACTCTTCAGGATTTCATAAACGGCCGGATCGGT 
TTTCAGCCGGTCACAGGCGGTTTTCACCTGTTTGCGCGCGATTTCAAACGGATTGAGGGT 
TTCTTTTGCAAGGGCTTCAGACATTTTGCTTCCTTTTCACAAAGAGAGGTTCGGAATGGA 
ACAAGCCATCAGGTTCGCAACTATAACCAATTTTCAAGCAAAATGTAATAGCGTGTAGTT 
GGAATCGGCCCGATTTGATTAATCTATATATGATTTTATTTCCCAAGCCGCACGGAATCC 
GTCTGAAAAAAGCGGAACACATATCCAAAAAGCAAATGTCCAATTAAATAAAGATATAAG 
AATCCTTTTATTTTTTAAAAATTTAATTGGAACGGCGCCGGGATTTGCACACCCTTCCCG 
ACTCCGTTCCGAAATCCGGAAACACCGCCGGCAAAACCTGTTTCGATTGTTAACAATCCA 
TACATTAGAAGCCCTGTGCAAACGATGTTAAAATAAACCTTTTCAACCCGACAGAAAACC 
GGATTATGAATGCAGCCATCGAACACGTCCAAGCCGTCGCCTTCGATTTGGACGGCACAC 
TGTGCGATTCCGTCCCCGACCTTGCCGCCGCCGCAGAAGCGATGTTGGAACAACTCGGTA 
TGAAACCGCTGCCTGCCAAAGTGGTCGAAAGCTATGTGGGCGACGGCATCGGCAAACTGG 
TTCACCGCGTCCTCACCAACGACCGCGACCGCGAAGCCGATTCCGAACTGTGGGAAAAAG 
GTTTCGTATCTATATGAAATACTACCGCGACCATTTGAGCGTCTTCACCCGCCCCTATCC 
CGAAACCGAAGCCGGGCTGGCATTGCTTAAATCTTTGGGCATCCCGCTCGCCGTCGTTAC 
CAACAAAAACGAAATCCTTGCCTCCGAGCTTCTAAAACAACTGGGACTCGCCGACTATTT 
TAGCCTGATACTCGGCGGCGACAGCCTGCCCGAGAAAAAACCCAGCCCCCTGCCGCTGCG 
GCACGCCGCCGAAGTTTTGGGTATCGATGTTGCAAACATGGTTATGGTCGGCGACTCGCG 
CAACGACATCATCGCCGCCAAAGCCGCCGGCTGCCTGAGCGTCGGCGTTACCTTCGGTTA 
CGGCGATATGACGCTGCTCTCGCAAGACGATGCGACCCGCCCCGACTGGATTATCGGCTC 
GCTGCCCGAAATTTACGAAAACCTGCAACCTCAGAAAAACAAAGAAGAGTAGGCATTCGG 
ACGGCTCCGGTTTGCGCCGCTATGCCGTCTGAAACCTGCCCCACGCCGAAACCGCCGCCA 
TGAAACCGCAAAAATCCCTACGCGCCCGCGCGATGGACATCCTCTCGCGCCAAGAACTCA 
GCCGCATCGGTCTGAAACGCAAACTTGCACCGCACGCCGAAAGCGAAGAGGAGTTGGAAA 
ACGTGTTAAACGAATTTGCCGAACGCAACTGGCAGTCGGATTTGCGCTATGCCGAAGCCT 
ATATCCGCAGCAAAAGCCGCAAACACGGTTCATTGAGGCTGAAACAGGCTTTGGCGCAAC 
AGGGCATAGATGAAGAAACCAGCCGCAACCTGCTTCCCGACCGCTCAAGCGAAAAACTGG 
CCGCCATAGCCGTGTTGCGTAAAAAATTCAAACATCCGGCCGCCGACCTTAAAGAAAAAC 
AAAAACAGGCACGCTTCCTCGCCTATCGCGGTTTTGATGCCGATACCGTTCAGACGGCAT 
TGAAACATGCCTGGGATGACGGCTGGGAGGAAGACTGCTGAACTGAATCCTTGAATCTTT 
TTGCATGACGGCGTAACCTTACCTCCATTTCCAACTTTTCCGATTGAGAATAAAATGTCC 
GAACAATCCGAGAAAAATCACAACCCACTTCTTGAAGATGAACGCAAAAACCCGGTTTAC 
CGTATGGGTCAGGCAGTTGCCGGATTCATGCTCGTCGTTTGGGCAGGCGTATTGGCACTC 
GTGTTTTTCCTAGTCTTCCGTTTTTGGCTTTCCTAAACAAAATGCCGTCTGAAACCTTCA 
GACGGCATCGGCAGCCCATTTCGGCAGGCTATCCCATCATAGCTTTTTTTAGCTTGAATT 
CCACTTTCCCATTCCCTAAAATTTTTCCACACCCATTTCAAAATACCCTTTCTTAAAACA 
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GGTACACTATGACACAACAACGCCAACTGCCTTCGCACGAACTCATTATGTCCGAACTGA 
TGATGCCGGACACCGCCAATTTCAGCGGCAACGTACACGGCGGCGAACTCCTGCTCCTGC 
TCGACCAAGTCGCCTATTCCTGCGCCAGCCGTTACAGCGGCAATTATTGCGTTACCCTGT 
CGGTTGACAAAGTCCTGTTTAAAGAACCCATCCATGTCGGCGACCTGGTTACTTTCTACG 
CCAGCGTAAACTACACGGGGCGTACCTCTATGGAAATCGGCATCCGTGTCGAAGCACAAA 
ACATCCGTACGGGAGAAATCCGCCATACCAACAGCTGCTACTTCACCATGGTTGCAGTCA 
AAGACGGCAAACCCGTCCCTGTCCCTCCGCTGGAAATCCTGACCGACCGCCAACGCTGCC 
GCTACGAAAAAGCCAAAAAACGCAGAGACATCAGCCTGCAAGCCTCCGGAGACGTGTCCT 
GCGGCTGCTGACGGCGGACTATGCCGTCTGAAAGACAGGCACATCGCGCCATCCGTTTCC 
ATTGCAAACGGATGAAATCAAGCAAATATAGTGGATTAAATTCAAACCAGTACGGCGTTG 
CCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTT 
CCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTA 
TACCCAAACACAGTCAAACAAATTTATATGCCCCATCCCTTCCGAATAATTTGAAAACAC 
AGCCGCCAAAAACAAAAATGCCGTCTGAAAACCTTTCAGACGGCATTTCCAACTTGATTT 
CAGGCAGAAAGTCAGAACGCGATATAGCTGTTCGGGTTAACCGGTTTGCCGTTTTGACGC 
ACCTCGAAATGAAGCTGCGTTCTGGAAGCATCGGTATTGCCCATCAAAGCAACCTGCTGA 
CCGCGTTTGACCTGCTGCCCCTCGCCGACCAGCAATTTTTGGTTGTGCCCGTATGCGGTC 
AGGAAAGAAGAATTATGCTGGATGATGACCAAGTTTCCGTATCCCCTCAAACCTGAACCG 
GCATAAACCACTTTGCCGTCAGCCGCCGCCAAAACGGGCTGTCCCGCATTACCGGCAATA 
TCGACACCCTTGTTGTTGCCGCCGAAATCGGCAACCACTTTACCTTGCGTCGGACGCTGC 
CAAACAATGCCGCCGACCGAACGCGTGCCGGAAGGCGAAGCGGCAGGAGATTGCGGGGCG 
GGCGCGGGAACCGCTTTATTTTCCGCAGCGGGCGCGGCAGGTTGCGGCGCGGACTGCACA 
GGCGGTTGCGCGGCGGGTTTCACAGGGGTTTGCACGGCAGCCGGTACGGCGGGCCTGCTT 
TCTACGGCTGCGGTTTTCGGTGCGGCATATCCTGCCGGTTTGACTTTAACAATCTGACCG 
ATGCTCAACATATTGTCGGTCATGCCGTTCCACGCACGGAAATCGTCTTGAGAGATATGG 
TAGCGTTTGGAAATGTTGTACACCGTGTCGCCGCGCACAATAGTATGCGTCGCCGCGTTA 
ATGTCGACGGGTGCGGACTGTACGGGCGGTTGCGCGGCAGCCGGTACGGCGGGCCTGCTT 
TTTACGGCTGCGGCTTTCGGTGCGGCATATCCTGCCGGTTTGACTTTAACAATCTGACCG 
ATGCTCAACGTATTGTCGGTCATGCCGTTCCACGCACGGAAATCGTCTTGAGAGATATGG 
TAGCGTTTGGAAATGTTGTACACCGTGTCGCCGCGCACAATAGTATGCGTCGCCGCGTTG 
ATGTCGACGGGTGCGTAAGAAGGAACGTATGTACCCGAAACGGCAGGTGCAGACGGCGGA 
ACATAAGCAGGAGGCGTATAAACCGGCGCGCTTTGCACCGGCGGCACATAAGGCGCATCG 
CCGGCAGGAGCCGGGCTGTACGGCGTTGCTCCATAGGGGTTGTTGTAAACTGCCGAAGAC 
GGCGCGTCCTGCATACCTGAATTGCCTGCAATGACAGGAGCAGGCTGTTGGGTGGCGCAA 
CCGCCCAACAGAGCGGCAACGGCGGTACAAGCTGCCAAAAGTGTCGTTTGTTTCAACATA 
AGATAACCTTCATGTTCCGATATATAGCCTGAATGCGGTATATCATAATAAAAATGCGCG 
TTCTTCTCAAGCGCAAAGCCCGACGGTATAGTGGATTAACAAAAATCAGGACAAGGCGAC 
GAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGA 
GAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTAT 
ATTTGATGAAACGGTCAGTCCGCATGCCAGAACGCCGCTGTTTCCGCCATGTCCGGATAG 
GCGGTCAGGTCGATTTGCAGCGGCGTTACGGTAATGAAACCTGCGCCGCATTCACCGAAA 
TCCGTTCCCTCTTCCCGATCGGAAACTTCGCCGACCGGTCCTATCCAATAAATCTGTTCG 
CCGCGCGGATTGCGCGCGGGAATGACGTTCTGACCGTGATGCCTCCTGCCCAAACGGGCG 
ATTTTAATGCCCCGCACATCTTCCGGCGCAACGGCGGGGATATTGATGTTCCACAAAATA 
GGGGACTGCGGGGGGTTTTTGAAAAAATGCGCCAACAATGTCCACAGTGCCTGTTCTGCG 
GTCGCCCAATAGCGTCCGGAAGCGTCGTTTAAGGAAAACGCCACGGCGGGTATGCCCATA 
AGGTAGGCTTCGGTTGCCGCCGCAACCGTCCCCGAATAAAGCGTGTCGTCCCCCATATTC 
GCGCCCCGGTTGATGCCCGAAAAGACAAAATCGGCCTGAAAATCCGAAAATACAGACTGC 
CCGATGTGGATGCAGTCGGTCGGCGTGCCGTTGACATAGTAGAACCCGTTTTGCGCCTGT 
TTCAACTGCAAAGGGCGTTCCAGCGTCAGCGAATTGCTGACCCCGCTCCTGTCGCGTTCG 
GGCGCGACCACCCTGACGTTGGCAAATTCCGCCGTAACGCGCGCCAAAACGGCAATGCCT 
TCGGAGAGGTAGCCGTCGTCGTTGGAAATCAAAACGTTCATTTTCTATCCTGAATGCTTA 
TTCTTCGGGCAATTTGGTGATTTTGACCCGCTCGATGCGCTGCCCTTCTTTTTCGACCAC 
TTCAAACCGCCAGCCGTGGAAATCGGCAAAATCGCCGACATCGGGGATGGTTTGCAATTC 
TTCCATAATCAGCCCGGCAACCGTATGGAAATCGGCATCTTCCTCCTGCTGCGGCAGGTT 
GAGTTGCGGTGCGAGTTCCACATATTCCAACGCGCCTTCCACCGTCAGGCTTTCATCGGG 
ATTCCCCTGAACGGCTGGTTCTTCTTCGCGCTCAAATTCTTCGGGGAACTCGCCTGCGAT 
GGTTTCGAGCAGGTCTTTCATGGTTACCATGCCCAATACCGCGCCGAACTCGTCCACCAC 
CAAAGCATAATCCGCGCTGCTTTGGCGGAAGAGTTCGATTGCGCCCAGCGCGGTGGTGCT 
GTCGGGCAGGACGAGCGGCTGGCGCAATGCCGTCTGAATGTCGAGACCGCCTGTTTCCAG 
CAGTTGGGACAGCAGGTCTTTTTTGTTGATGTAGCCCAAAGGTTCGTCCACGCCCGCCTT 
ACCGACAACGAGCAGGCGGCTGTAAGGCGTGTTTTGCAGTTGGGCACACTGTTCTTCGCG 
GCTTTGGGAAATGTCCAGCCGTTCGATGTCGCGGCGTGGGATCATCACCCCCATAATCGG 
GCGTTCGGCAAGCGTCAGCACGCTGCGTATCATCGATTTTTCGTTTTCTTCAAAATGCGC 
GTCGTCCCCGGATTCGCCGCCCGCGTCGGCAAGCACGCTTTCGCGTATACCCATCATACC 
CAAGACGTTTTCGGCGGTGCGCTTGCGCCACGAGCTGCCGATGTAGTCGTTTTTGCGGCT 
GTTGCGCTGCGAAATCTGGTTAAACAATTCGATTAAAATCGAGAAGCCGATGGCGGCGTA 
GAGGTAGCCTTTGGGAATGTGGAAATGGAAGGCTTCGGCAATCAGGCTGAAACCGATCAT 
CAACAAAAAACCAAGGCAGAGCATCACGACGGTAGGGTGTCTGTCGACAAATTCGGTCAA 
GAGTTTGCTGGCAGAAATCATTACAGCCATCGCGACGACGACCGCACCCATCGCCACGAC 
GATATGATCGACCATCGCCACCGCAGTAATGACCGAATCGATGGAAAACACGGCATCCAG 
TATCAGGATTTGCGCGACCACGCCCCAAAACGGCGCGTGTTTTTTTTGGCTGTCGGCAAC 
GGTAAAACGGTTGTGCCCTTCGAGGCGTTCATGCAGTTCGGTGGTGGCTTTGTAAAGCAG 
GAAAATACGGCCCGCGAGCATAATCATGTCC^TGCCGGAAACGGCGAGGCCGCCGATTTG 
GAACAGCGGCTCGGTCAGCGTGATGATGTGCGCCATAAAAGCAAGCATAATGATGCGGAT 
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GACGACTGCCAGCCCCAGCCCGATAATCCGTGCGCGGTCGCGCCGTGCGGGCTGGACCTT 
GTTTGCCAAAATCGCCACAAAGACAAGATTGTCTATCCCCAATACGACTTCCAACACCAA 
AAGCGTGGCAAAACCTATCCAGGTATGCGGTTCTGCCAACCAACTGAAATCCATGATTTT 
CGTATTCCTCAAGTTCAAACGCGAAAAGGCAGCCTGAAGCGCTCAAGCTGCCTGAACAGA 
CGGTACGCACAAAAAACGGCGGGCGGGCTTGCTGCTCTGCTCGGGGTCTTGCATGTGCGT 
GTACCTTCGGTCGAAATAATTTAAATAGTTTAACAGCTTATCGGGGCAATGGCAAAACGC 
CATACCGTCTGAAAGGATGTTCGGACGGCATGAGCTTATTTTGAAATGTTTCAACACACG 
GACGGCACATAAAGCCTTCCCCTATGTGTTGCCCTGATTGAGGGGTTGCGCCCCTCTCAA 
ATACAGTCTGATTCTACCGCCGCGAAGAACGGATGTTCGAGTGCGGACGGAGTCCCAACG 
CTTAAGGGGTGATGATGAAGCCGTCTATCGGCGCGTAGCCTTTGGTGTTGCCCTCTTTAT 
CGGTAATGACTATCCACTCTTTCTGCCTGCTGCTGGTAAACGGCAGGTAATACAGCTCCT 
CCCCTTCGGCGAGACCTGCCTGTTTCAGAATGTCCGCAACCGTCGTTTTTCTCGCATCCG 
CCAAGACTTTCAGCGGTTTCAGATGTTTGCGGATTTCTTCTGCTTCCTTGTCGGAATACG 
GCAGCCACTGGTCGGGACGCATACTCGGCTCGATACCTTTCAGGGACAAATCCAGCGTCT 
TGTTCTTCTCATCCGCATCCTCAGGTTCTTTCAATGCAATGCGGCGGATGCCGAACCACG 
ACAGGCTTTGCAGCCCTTCGGGGGCTTTGTGCAAATCTTCGACCACGACTTCCGCCGCCG 
TAACAATGGTCATACGATCCTGTTCAAACGCTTCCACCACAGGACGCGCCAGCGAAACGC 
TGTGCAGACCGTACACCAAAGCCGCCAGCTGGATGATGCCGACCATGGAAAAATCGACCA 
TGCGTGCCTTTGTCTTTTTCTTCGGGCTTGCCAAAATTAAAGTCAGCAGCGGACCACATA 
CAATATCGACAGCCACCACCAGCTGATAAAGCGACAGCCCTCCCGTCAGCTCGGCATAAG 
GATAAGGATACCAAACCTTAAAAACCAGCAATGCCGCCAGCCCTGCAACCGACAGGCTGA 
TTAAGAGGTGCCAGCCCGCACTTTTCAAGGCAAAACGCCATCTCGGGACTGTTTTTCCGT 
TTTCCATCATATCTTGTTCAAATCAAAAATAACCGTAAAAACAGGGCGCATTGTACAACA 
GATAGAGACTGCTTAAAATGCGGCGCCGTCTGAAATCCTGCCGTTCAGACGGCATCCGTC 
ACCCGACATCCATACACAGATATTTCAATTCTAGATATTCGTCCGCACCGTATTTGCTGC 
CTTCACGTCCCAAACCGCTACGTTTCACGCCGCCGAACGGTGCCGCTTCATTGCTGATTA 
AGCCCGTATTGATGCCGACCATACCGTATTCCAAGGCTTCGCCGACGCGCCATTGGCGGG 
CGGTGTCGGCGGTGAAAAGGTAAGCTGCCAAACCGTATTCCGTATTGTTCGCAGCCTCGA 
TGACCTCGGCTTCGGTTTCAAAACGGAATACCGGACACAACGGCCCGAAGGTTTCTTCGC 
GTGCCACCGCCATTTGCGCCGTTACGCCGCTTAAAACAGTCGGTTCGAAAAACGTTCCGC 
CCAACGCGCTGCGTTTGCCGCCGGTCAGGCAGCTTGCACCTTTAGCAAGCGCGTCGGCGA 
TGTGCTGCTCGACTTTCTCCACCGCTTTTTCCTCAATCAGCGGCCCTTGGTTCACACCAT 
CCTCCAAGCCGTTGCCCAATTTGAGCGCGGCTGCTTTTTCACTCAATTTGCGGCAAAATT 
CGTCGTAAATGGCGGATTGAGCGTAAACGCGGTTGGTGCAGACGCAGGTCTGACCGCTGT 
TACGGAACTTGCTGGCGAGCGCGCCTTCGACGGCTTTGTCCAAATCGGCATCGTCAAACA 
CGATAAACGGCGCGTTGCCGCCCAGCTCCAAACTGAGTTTTTTAATGTCCGCCGCGCTGT 
CGGCAAAAATTTTTGCGCCGACTTCGGTCGAGCCGGTGAAGCTGATTTTGCGGATAATCG 
GGTTCGTAGCAAATTCATGGCCGATTTCCGAAGCACTGCCGCTGACAACAGGCAACAAAT 
CCTGCGGTATGCCCGCTTCGTAAGCCAACGAAGCCAAGGCATACGCACTCAAAGGCGTGA 
GCGATGCGGGTTTGACGATCATCGCGCAACCCACCGCCAAAGCAGGCGCGGCCTTGCGCG 
CAATCATCGCGGACGGAAAGTTCCACGGCGTAATCGCAGCGGTAACGCCGACGGGCTGTT 
TCAACACGACCAGTTTTTGCGACGCTTTCACACTCGTCAGCACATCGCCGTCAATCCGCC 
GCGCCTCTTCGGCAAACCAGCGCACAAACGAAGCCGCATAATCGATTTCGCCACGCGCCT 
CGGTCAGGCTTTTGCCCTGCTCCATCGTCATCAGGCGCGCTAATGCTTCTTTGTTTTCTT 
TAATCTGAAAATACCAACGCCACAACACATCGGCGCGTTCCAACGCAGTTTTTGCCGCCC 
ATAATTTTTGTGCTGCAGCTGCTTTTTGAATCAGGTTTTTCAGCTTGTCCGAATCCGTCT 
TGCGGACAAACGCCAAAGTCTCGCCCGTTGCCGGATTATCGACTTTGATGCCGTCTGAAA 
CCGGGGGAAGGGAAATATCGGGATGCTTGATTAATTGGGAATATTCGTTCATTTCGTATC 
CTCCGGTATGCGGAATAACCGCTTTCAAATGCCGTCAATCTCGCGGACATTATCATCTTC 
ATATTCCAAAACTGCAAACCCTTCCGATGCCGTCTGAAGCATCCGATCGGGCAGCGCAAC 
ATCCGGGCGGTGTCTGAATATGGCGCGGGCGCAATCCCTGTCGTTTAAGAAAAATATTTT 
TTATACGATAGTAATCTTTAGAAAGAAAAGTAATGCAGCCCTTTGATGGGGTGCAATATA 
TAAGGAGCAAAGATTGCAGTTGCAACGTGTGGTAGAGTATGGCAAAAATCCGAACATTAT 
AGTGGATTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTC 
TAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGT 
CGCCTTGTCCTGATTTTTGTTAAATCCACTATACAGTCAAAATTACGGAGATCAAATAAT 
GATTTTTAAACAGAATCAAAATTATTGGGCAGTTTTTGATGCTAATAAAGAAACTCTGAT 
TGTTCAAACATGTTCAGGTTTGGGGTTAACGGCAATAGACCACCTATATCCCCCCCATAT 
CCTGCCATTGGATACCGACAATGAAACTTTAGGCACGACAGTCTTGCAAGCGTTGGCAAA 
CAGCAGGACTTTCGTTTATGACAGTCCAGAAGACCAAGATTTTTTTGATACCGAAAAAAT 
TCGGCAACGCTATGAGGATTGGGTTGCCAAGCTATGCGGGAACTTGGGCTATAAAACCAG 
ACGCGCCCTATTTAAAAACATGATGAGCGTGGATATTTGGCTGCACAACGGCTGCCTGAA 
AATCAGCCCGAGCCGCCATGTCAAGCTGGAAGCGTGGAATGCCATTGATGCAGACGATGT 
CATTTTATCATTGGATAACAGCCCTGAAGAAATCGGAGCAGGTTTAAAGTTGGCATTGAG 
CCACTGCCGATAATATTTGACAAAAGGCCGTCTGAAAAACAGCTTTGACAAAGACGCGGT 
TGCCAAAGAGATCGACCTACAAAGGGAAGTAACGCAGGCGTTCGGCAAAACGCCGCCCAA 
GCCGCAGCGGCCGTTGCCGACGAACTCGGCAATACCCGAAGTTACGGACGGTATCAGGCA 
GCCCGAACCCTGCCGGAGGCCGAACTGCAAAACAAATCCGACACAAAAAACCGTCCGTCC 
GACACAAAAAACCGCCCGAAAAATCTGGACGGCGGTTCAAACAGGCTGCCCCGTTTAACG 
GGCGCGGCAGGAAGTTTCGACCGAATTGCCGTAGGCATCGGTAAAGCCGAAAAAGGCTTC 
GCCGCCTTTCTGGTGCCACTCGGTTGCGTTTCCGAACAAACCGTGTTCGGCGGTATAGCG 
TTCGCCGGATGCGGCAACGTCGGAAGAGAGGACGGCACGCCTGCCGTCCAGCCGCAACGC 
GACTTTGCCGCTGTCCAAATGGCGGACGCGCACAGACAAACCGTTCTCGCAGGAAAACGC 
GCGAAAATCGTCCGTGCGGGCTTGGTTTTGAAGGGGCGGCATATGCCCGCGTCCGCCGTC 
ATCATACGCCTCCGGCACGGCACAGGCCGCCAAAGACAAAACCGGTACGGTCAGCGCGAA 
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AAACCTGATATTCATAAAAGCTCCCCAATAAAAATAAGATATGAAACAACCGCCCTGATT 
CCAAGCTGCGGCAACGCCATACTATAAACGGACGCGCAAACACACAAGCCCGATAACCGG 
AATTTACCTGCGATGAATCAATAATCCGGATTGCGCGCCCCTTCTTTACCCCTCTTCCGA 
TGCCGCCTTTTGCCTGACGATGCCGTCTGAACCTGCCTGCCCGCCCGGAGGAATGTAAAT 
TTTTTCCAAATTCCAAGTAAAAACCGCTATCGGTGTGCTAATTTGCGTTAAAATCCTATT 
CGGCGTTTAACGTTTTGTGCGCCCGCATCCCTGCACTGTTTGATGCGGGCATAAGGCACA 
AATCCCGACAAGCGCACTGTTTCATACTTCGTCAATCATTCAGACTCCGGTTTGTGCCCG 
TGCCGGCAGATGGTTCGGCCGTTTCCCGCCGTTCAGGCATATTCCGACAGTGTGAGATAA 
GGATTTATTCGATGAAATCACTCAAAACCTTCCTCATTTGGGGCATAGTGGTACTGGTCG 
GCTTAGCATCCTTTACCACTCTGGCCCTCAGCCGAGGCGAACAGGTCAGCGCGGTATGGA 
TGGTCACCGCCGCCATATCCGTTTACTGCATCGCCTACCGTTTTTACAGCCTCTACATCG 
CCAACCGCGTAATGCGGCTCGATCCTGACCGCCTGACTCCGGCAGAACGCCACAACGACG 
GCTTGGACTACGTTCCGACGCACAAAGGCGTATTGTTCGGACACCACTTTGCCGCAATTG 
CCGGCGCGGGCCCTTTGGTTGGTCCGGTTTTGGCGGCGCAAATGGGTTATCTGCCCGGTA 
CTTTGTGGATTATCTTCGGCGTGGTATTTGCCGGCGCGGTACAGGATATGATGGTCTTGT 
TCGTCTCTATGCGCCGCGACGGTAAGTCTTTGGGCGATATTGTGAAACAGGAACTCGGCA 
CTGTCCCCGGCGTGATTGCCTCCATCGGTATTTTGATGATTATGGTCATCATTATGGCGG 
TGTTGGCGTTGATTGTCGTAAAAGCATTGGTTCACAGCCCTTGGGGTACGTTCACCATTG 
CAGCAACTATGCCGATTGCGCTGTTTATGGGTATTTACACGCGTTATATCCGTCCGGGCA 
AAATCGGCGAGATTTCCATCGTCGGCTTTATTTTGCTGATGCTGGCGGTAATTTACGGCG 
AAGATGTGGCTAAAAGTTCCATCGGGCATTGGTTCGACCTTGACGGCATCCAGCTCACTT 
GGGCGATTATGATTTACGGCTTTGTCGCCTCCGTATTGCCCGTATGGTTGCTGCTCACTC 
CGCGCGACTATCTCTCCACCTTCCTGAAAATCGGTACGATTGCGGCCTTGGCTTTGGGTA 
TCGTCATCGTCAATCCCGCTTTGCAAATGCCTGCCGTAACCCACTTTATCGACGGTTCGG 
GTCCGGTATTCTCAGGCGCATTGTTCCCATTCTTGTTCATTACCATCGCCTGCGGTGCGG 
TTTCGGGCTTCCACGCGCTGATTTCTTCCGGCACTACGCCGAAAATGCTGGAAAACGAAA 
CCCACGTCCGCATGATCGGTTACGGCGGTATGTTGATGGAAAGTTTCGTAGCCATTATGG 
CACTTGCCGCTGCCGCATCGCTTGATCCCGGCGTGTACTTCGCCATGAACAGCCCAGCCG 
CCCTGATCGGTACGGATGCCAATACCGCCGCCGAAGTGATTACCACCAAGCTGCAATTCC 
CTGTCGATGCCGCAACCCTGTTGCACACTGCTAAAGAAGTCGGCGAAAACACCATCCTTT 
CCCGTGCCGGCGGTGCGCCCACCCTCGCAGTCGGTATGGCGCACATTATGAGCCGCCTGA 
TTCCGGGCGAGGCGATGATGGCGTTCTGGTATCACTTCGCCCTGTTGTTTGAAGCCTTGT 
TCATCCTGACCGCCGTCGATGCCGGTACGCGCGTCGCACGTTTTATGATTCAAGACTTGG 
GCAGCATCTTCTACAAACCTTTCGGCAACACCGACTCCATCCCCGCCAACCTGATTGCGA 
CCTTCTTCGCCGTGGCATTGTGGGGCTACTTCCTCTACACGGGCGTGACCGACCCGTTGG 
GCGGCATCAACTCGCTCTGGCCTTTGTTCGGCATCGCCAACCAAATGCTGGCAGGCGTAG 
CCTTGATTATGTGCGCCGTGGTGCTGATTAAGATGAAACGCGACCGTTATGTCTGGGTGG 
TACTCGTTCCCGCCGTCGGCGTACTGTTCGTAACCTGCTACGCCGGCCTGCAAAAACTGT 
TCCACAGCGACCCGCGCATCAGCTTCCTTGCCCACGCCGGCAAATACAGCGACGCATTGG 
CTAAAAACGAAATCCTTGCGCCTGCCAAAGACATCGGCGAAATGGCGCAAATCATCTTCA 
ACGACAAGATTAATGCCGGTCTGACCATCCTCTTCTTGTCGGTTGTCGTGATTGTCGCCG 
CGTACGGTTTGCGTACCGCCCTCAAAGCACGCAAAGTCGGCTGGCCGACCGCCAAAGAAA 
TCCCGGCGGTGTACCGCGACGGCAAACAGCCGGAGGCACAAAGTGAAGCATAAGCTCGCG 
TCTTGGTGGAAAACCATCAAGCTGACGGCAAACTTGATGGCAGGCGTGCCCGATTATGAA 
AACTACGTTGCACAGCAGCGCAAACATAATCCCAACGCCCCCGTGATGACCAAGCTGCAG 
TTTCAAGACTATTGCCGCAAACGCCGCTGCGGCGCAAACGGCGGACGCTGCTGTTAAGCC 
TGCTTGAAACAAATTCCGTCTGAACGCCGCTTCAGACGGAATTTTTATAATATAGTGGAT 
TAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGAAACCGACT 
CACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGACAACGCCG 
TACTGGTTTTTGTTAATCCGCTATACCACGATGAATCCTTCGCAATATCTGTTTATCGAC 
CTCAATTTTGACAAAATACCGGATACGCGCCTTTGTTGCTTTTCCATCTTCCAACCAACT 
GTAAATCTCAAACAGCCGGTACACGCCATGCTTCAGTTTCTTTTCCTGTCGGCGGATTGT 
TTCGACAAAGAATTGAAAATCCATTTCATGCACCTTAAAATTTAATCTGCATTCAAACCT 
TTTCACTTTGGAAGCACCATTTATCGGATGTCCCTTCGCAATAAACAAATTTTCCCGATA 
CCGCCGCCCATTTCAACCCAAACCCAAAAGCTATGAAAAACCTCATCGCCTTCAACAAAC 
CCTATGGCGTTATCTGCCAATTTTCACCGCACGAAAAACACAAAAGCCTCAAAGACTTTA 
TCAATCTTCCCGGCTTCTACCCCGCCGGACGGCTCGACACCGACAGCGAGGGGCTGCTGC 
TGCTGACCGACGACGGCAGGCTTCAGGCACAAATTACCGACCCCAAATTCAAACACCCTA 
AAACCTACTGGGCGCAACTGGAGGGCGTACCCGACGAAAGCCGATTGGAAAGCCTAAGAA 
AAGGGATAGACTTAGGCGGTTTCGTTACCCGTCCGGCAAGCATCCGCATCTTGAAACACG 
GAGAAGCAGATTCGTTATGGGAGCGCATCCCGCCGATACGCGTCCGCAAAACCGTTCCCG 
ATTTTTGGATTGAAATTACCATTTCTGAGGGCAAAAACCGCCAAGTCAGGCGAATGACCG 
CCAAGGCGGGCTATCCCTGCCTGCGTCTGATCAGAGTGGCAAGCGGCAGGCTGAAACTGT 
TTGATTTGGATTTAAAACCCGGGGAATGGGCATACGCCCCGTTTAAACCATAATCACGTT 
TATCTCATCATTTCCACAAAAGTGGGAATCCGGAATTTTATAGTGGATTAACAAAAATCA 
GGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGTGCTT 
CAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTG 
TTAATCCGCTATATTCCGCCATCTCTAAGATTTACAGCGATACACGGGTGATTTAAGGAA 
TGCCCGAACCGTCATTCCCGCCACTTTTCGTCATTCCCGCGCAGGCGGGAATCTAGAATC 
TCGGACTTTCAGATAATCTTTGAATATTGCTGTTGTTCTAAGGTCTAGATTCCCGCCTGC 
GCGGGAATGACGAATCCATCCGCACGGAAACCTGCACCACGTCATTCCTACGAACCTACA 
TCCCGTCATTCCCACGAAAGTGGGAATCCAGAACGTAAAATCTGAAGAAACCGTTTTATC 
CGATAAGTTTCCGTACCGAACAGACTAGATTCCCGCCTGCGCGGGAATGACGATTCATAA 
GTTTCCCGAAATTCCAACATAACCGAAACTTGACAGTAACCGTAGCAACTGAACCGTCAT 
TCCCACGAAAGTGGGAATCTAGAAATGAAAAGCAACAGGCATTTATCGGAAATAACTGAA 
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ACCGAACCGACTAGATTCCCGCCTGCGCGGGAATGACGGCTGCAGATGCCCGACGGTCTT 
TATAGCGGATTAATAAAAATCAGGACAAGGCGGCGAGCCACAGACAGTACAAACAGTACG 
GAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAAGCGAG 
ACAACGCTGTACTGGTTTTTGTTAATCCACTATAAATATCCAATTGAAATCTTCAGACGG 
TATATCAAATTTACACTTTTTTAATGTTTATGCCGCCTGAAAAAAATGCTAGTATATTTC 
CTAATTGTCTGACTGTTTATTGTTGAGGAAAATATGAGATCTTCTTTCCGGTTGAAGCCG 
ATTTGTTTTTACCTTATGGGTGTTACGCTATATCATTATAGTTATGCCGAAGATGCAGGG 
CGCGCGGGCAGCGAGGCGCAGATACAGGTTTTGGAAGATGTGCACGTCAAGGCGAAGCGC 
GTACCGAAAGACAAAAAAGTGTTTACCGATGCGCGTGCCGTATCGACCCGTCAGGATATA 
TTCAAATCCAGCGAAAACCTCGACAACATCGTACGCAGCATCCCCGGTGCGTTTACACAG 
CAAGATAAAAGCTCGGGCATTGTGTCTTTGAATATTCGCGGCGACAGCGGGTTCGGGCGG 
GTCAATACGATGGTGGACGGCATCACGCAGACCTTTTATTCGACTTCTACCGATGCGGGC 
AGGGCAGGCGGTTCATCTCAATTCGGTGCATCTGTCGACAGCAATTTTATTGCCGGACTG 
GATGTCGTCAAAGGCAGCTTCAGCGGCTCGGCAGGCATCAACAGCCTTGCCGGTTCGGCG 
AATCTGCGGACTTTAGGCGTGGATGACGTCGTTCAGGGCAATAATACCTACGGCCTGCTG 
CTAAAAGGTCTGACCGGCACCAATTCAACCAAAGGTAATGCGATGGCGGCGATAGGTGCG 
CGCAAATGGCTGGAAAGCGGAGCATCTGTCGGTGTGCTTTACGGGCACAGCAGGCGCAGC 
GTGGCGCAAAATTACCGCGTGGGCGGCGGCGGGCAGCACATCGGAAATTTTGGCGCGGAA 
TATTTGGAACGGCGCAAGCAGCGATATTTTGTACAAGAGGGTGCTTTGAAATTCAATTCC 
GACAGCGGAAAATGGGAGCGGGATTTACAAAGGCAACAGTGGAAATACAAGCCGTATAAA 
AATTACAACAACCAAGAACTACAAAAATACATCGAAGAGCATGACAAAAGCTGGCGGGAA 
AACCTGGCACCGCAATACGACATTACCCCCATCGATCCGTCCAGCCTGAAGCAGCAGTCG 
GCAGGCAATCTGTTTAAATTGGAATACGACGGCGTATTCAATAAATACACGGCGCAATTT 
CGCGATTTAAACACCAAAATCGGCAGCCGCAAAATCATCAACCGCAATTATCAGTTCAAT 
TACGGTTTGTCTTTGAACCCGTATACCAACCTCAATCTGACCGCAGCCTACAATTCGGGC 
AGGCAGAAATATCCGAAAGGGTCGAAGTTTACAGGCTGGGGGCTTTTAAAGGATTTTGAA 
ACCTACAACAACGCGAAAATCCTCGACCTCAACAACACCGCCACCTTCCGGCTGCCCCGC 
GAAACCGAGTTGCAAACCACTTTGGGCTTCAATTATTTCCACAACGAATACGGCAAAAAC 
CGCTTTCCTGAAGAATTGGGGCTGTTTTTCGACGGTCCTGATCAGGACAACGGGCTTTAT 
TCCTATTTGGGGCGGTTTAAGGGCGATAAAGGGCTGCTGCCCCAAAAATCAACCATTGTC 
CAACCGGCCGGCAGCCAATATTTCAACACGTTCTACTTCGATGCCGCGCTCAAAAAAGAC 
ATTTACCGCTTAAACTACAGCACCAATACCGTCGGCTACCGTTTCGGCGGCGAATATACG 
GGCTATTACGGCTCGGATGACGAATTTAAGCGGGCATTCGGAGAAAACTCGCCGACATAC 
AAGAAACATTGCAACCGGAGCTGCGGGATTTATGAACCCGTATTGAAAAAATACGGCAAA 
AAGCGCGCCAACAACCATTCGGTCAGCATTAGTGCGGACTTCGGCGATTATTTCATGCCG 
TTCGCCAGCTATTCGCGCACACACCGTATGCCCAACATCCAAGAAATGTATTTTTCCCAA 
ATCGGCGACTCCGGCGTTCACACCGCCTTAAAACCAGAGCGCGCAAACACTTGGCAATTT 
GGCTTCAATACCTATAAAAAAGGATTGTTAAAACAAGATGATACATTAGGATTAAAACTG 
GTCGGCTACCGCAGCCGCATCGACAACTACATCCACAACGTTTACGGGAAATGGTGGGAT 
TTGAACGGGGATATTCCGAGCTGGGTCAGCAGCACCGGGCTTGCCTACACCATCCAACAT 
CGCAATTTCAAAGACAAAGTGCACAAACACGGTTTTGAGTTGGAGCTGAATTACGATTAT 
GGGCGTTTTTTCACCAACCTTTCTTACGCCTATCAAAAAAGCACGCAACCGACCAACTTC 
AGCGATGCGAGCGAATCGCCCAACAATGCGTCCAAAGAAGACCAACTCAAACAAGGTTAT 
GGGTTGAGCAGGGTTTCCGCCCTGCCGCGAGATTACGGACGTTTGGAAGTCGGTACGCGC 
TGGTTGGGCAACAAACTGACTTTGGGCGGCGCGATGCGCTATTTCGGCAAGAGCATCCGC 
GCGACGGCTGAAGAACGCTATATCGACGGCACCAACGGGGGAAATACCAGCAATTTCCGG 
CAACTGGGCAAGCGTTCCATCAAACAAACCGAAACTCTTGCCCGCCAGCCTTTGATTTTT 
GATTTTTACGCCGCTTACGAGCCGAAGAAAAACCTTATTTTCCGCGCCGAAGTCAAAAAT 
CTGTTCGACAGGCGTTATATCGATCCGCTCGATGCGGGCAATGATGCGGCAACGCAGCGT 
TATTACAGCTCGTTCGACCCGAAAGACAAGGACGAAGACGTAACGTGTAATGCTGATAAA 
ACGTTGTGCAACGGCAAATACGGCGGCACAAGCAAAAGCGTATTGACCAATTTTGCACGC 
GGACGCACCTTTTTGATGACGATGAGCTACAAGTTTTAAAGGCAGCCCGCATTTTGTAGA 
AAACCGCAATGCCGTCTGAAAGCCCTTCAGACGGCATTTGTTTCCCCAAACGCATCATCC 
TGCCGCAAGCCTATGCCAATCCGTTTTATCGCATCGGCAACTCAAAGAAAAATCCATTTC 
ATTCCCACGCAGGGAAGCCGGTTTTTGATTTCGGTTATTTTTGGTTGTTTCGGGTAATTT 
ATGAGTCGTCATTCCCGCAAAAGCGGGAATCAGTTTTTTTAAGTTTCAGCCATTTCCGAT 
AAATTCCTGTGGCTTTAGCTTTCCGGATTCCCACTTTCGTGAGAATGACGTGGTGCAGGT 
TTCCGTACGGATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACCGTTCGGTTTCGG 
TTTTTTTGGTTAGTGCCGCAACATTAAATTTCTAGATTCCCACTTTCGTGGGAATGACGG 
CGGAGCGGTTTCTGCTTTTTCCAATAAATGCCCCCAACCTAAAATCCGTCATTCCCGCGC 
AGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGAAATGACTGAAACTCAAAA 
AACTAGATTCCCACTTTCGTGGGAATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGT 
CATTCCCGCGCAGGCGGGAATCTAGTCCGTTCGGTTTCGGTTTTTTTGGCTAATGCCGCA 
ACATTAAATTTCTAGATTCCCACTTTCGTGGGAATGACGGCGGAGCGGTTGCTGTTTTTC 
CCAATAAATGCCCCCCAACCTAAAATCCGTCATTCCCGCGCAGGCGGGAATCTAGTCCGT 
TCGGTTTCGGTTTTTTTGGCTAGTGCCGCAACATTAAATTTCTAGATTCCCACTTTCGTG 
GGAATGACGGCGGAGCGGTTTCTGCTTTTCCCAATAAATGCCCCCAACCTAAAATCCGTC 
ATTCCCGCGCAGGCGGGAATTTAGACATTCAACGCTAAGGCAATTTATCGGAAATGACTG 
AAACTCAAAAAACTGGATTCCCTCTTTCGTGGGAATGACGTAGTGCAGGTTTCCGTACGG 
ATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATC 
GGAAATGACTGAAACTCAAAAAACTGGATTCCCGCTTTCGTGGGAATGACGCGATTAGAG 
TTTCAAAATTTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCCGCCTGAGCGGGAA 
TGACGAAGTGGAAGTTACCCGAAACTTAAAACAAGCGAAACCGAACGAACTGGATTCCCA 
CTTTGGTGGGAATGACGGAATGTAGGTTCGTGGGAATGACGGGATGCAGGTTTCCGATGG 
ATGGATTCGTCATTCCCGCGCAGGCGGGAATCTAGACATTCAACGCTAAGGCAATTTATC 
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GGAAATGACTGAAACTCAAAAAACTGGATTCCCACTTTTGTGGGAATGACGCGATTAGAG 
TTTCAAAATTTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCCGCCTGAGCGGGAA 
TGACGAATTTCAGGTTGCTGTTTTTGGTTTTCTGTTTTTGTGAAAATAATGGGATTTTAG 
CTTGTGGGTATTTACCGGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCGCAGGCGGG 
AATCTAGTCCGTTCGGTTTCGGTTTTTTTGGCTAGTGCCGCAACATTAAATTTCTAGATT 
CCCACTTTCGTGGGAATGACGGGATGTATAGTGGATTAACAAAAACCAGTACGGCGTTGC 
CTCGCCTTAGCTCAAAGAGAACGATTGTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTC 
CGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTAT 
AAATTTAATCCACTATATTTTTTGTTCCAAAGTCAAAATATGCCGTCCGAACATTCGGGC 
GGCAGACAAAACGGCACTGCCCGATAAAGGCAGTGCCGTTGTCCGTTTCAAACCGTGAAA 
CATCAGCCCAAATTAAAGGCTTTATGCAATACCCTGGTTGCCAGTTCCATGTATTTTTCA 
TCAATCAATACGGAAACTTTGATTTCGGAGGTGGAAATCATTTGGATGTTGATACCCTCT 
TCGGCGAGCGTGCGGAAGATTTTGGCGGCTACACCGACGTGCGAACGCATACCCAAACCG 
ACTGCGGAGACTTTGCATACGGTGTCGTCGCCATCAATAGAAGCCGCGCCGATACTGTCT 
TGGCGTTCCGACAGGATTTCCAAAGTCTGCTTGTAATCGCCGCGCGGTACGGTAAAGGAA 
AAATCGGTTGTGCCTTCGCTGCCGACATTTTGGATAATCATATCGACTTCGATGTTGGCA 
TCGGCAACCGCGCCTAAAATCTGATAGGCGACGCCAGGTTTGTCGGGTACGCCGCGCACG 
TTGATGCGGGCTTGGTTTTTATCGAATGCGATACCGGTTACGGCAGCTCTTTCCATGTTG 
TCGTCCTCTTCAAAGGTAATTAAGGTGCCATTGCCGCCGTCTTGCAGGCTGCTCAGTACG 
CGCAGGCGCACTTTGTATTTTCCGGCGAATTCTACTGAACGGATTTGCAAAACTTTCGAA 
CCGAGGCTTGCCAGTTCGATCATTTCTTCAAATGTAACCGTATCCATGCGGCGCGCTTCG 
GGTACGACGCGGGGGTCGGTTGTGTAAACGCCGTCTACGTCGGTATAGATTTGGCACTCG 
TCGGCTTTGAGCGCGGCGGCAAGCGCGACGGCGGAAGTGTCGGAACCGCCGCGTCCGAGC 
GTGGAAATATCGCCTTCACTGCTGATGCCTTGGAAGCCGGCAACGATGACGACTTTGCCG 
GCGGTAAGGTCGGCACGCATTTTTTCGTCATCAATGCTTTCGATGCGGGCTTTGGTGTGG 
GCGGTATCGGTTTTGAGGGCGACCTGCCAGCCTGTGTAGCTTTTGGCATCCACGCCGATG 
TCTTTCAATGCCATCGCCAAAAGGCCGATGGTTACTTGTTCGCCGGTAGCTAAGACGACG 
TCCAGCTCGCGCGGATCGGGATGCTCTTGCATTTCGTGCGCCAGTGCGACCAGTCGGTTG 
GTTTCGCCGCTCATGGCGGATACGACGACTACGATGTCGTGTCCTTCGGCGCGGGCTTTG 
GCGACACGTTTGGCTACGTTTTTGATGCGTTCGGGCGAGCCTACTGATGTGCCGCCGTAT 
TTATGTACGATTAACGCCATGTTTCGTGCTTTCTTGTGGGGGTTGTCGGGCAGCTTGGTT 
TGCTGGAAAAAGGGTTATTATTACTATTTTTTACATGGAATTCAAGAACGGACTGCGCTT 
TCCCGCCTGCCGTTTGACAGCGGTCAGCGAAAAACCTGTTCTTTCAGATTGTTGACAAAA 
TGCCGTCTGAACGGTTTTCAGACGGCATCCGGACGACAATCAGGCGGCGGACAACGCATT 
TTGCTGGTGTTGCAGCAGTTCGCCTATGCCTTTTTGCGCCAGTGCAACCAGTTTGCCCAA 
TTCGTCCAAACTGAACGGCGCGTCTTCCGCCGTCCCCTGTATTTCGATGATTTTTCCCGA 
TGCGGTCATGACGATATTCACATCACTGTCGCAACCGGAGTCTTCGGGATAATCCAAATC 
CAAAAGCGGCACGCCGTTCACTACGCCTACTGACACAGCGGCAACGGCTTCGCGGATGGG 
GTTTTCACTCAAAATGCCGTCTGAAACCAGTTTGCCGACGGCGATTTGCAGCGCGACAAA 
CGCACCGGTAATCGAAGCCGTGCGCGTACCGCCGTCTGCCTGAATCACATCGCAGTCAAT 
CAAGATTTGTCGTTCACCGAGTTTTTCCATATCCACGACCGCGCGCAGGGAACGCCCGAT 
CAAACGTTGGATTTCTTGTGTGCGCCCGGACTGTTTGCCCGCCGAAGCTTCGCGGAGCAT 
CCGGGAAGCAGTTGAGGCAGGCAGCATCCCGTATTCCGCCGTTACCCAGCCTTGGTTTTT 
ACCGCGCAGAAACGGCGGGACGTTTTCATCTATGGAAGCGGTACAAATCACTTTGGTATT 
GCCGCATTCAATAAGGCACGAACCGTCCGTATGCGGCAGGAAATGAGGGGTGATTTTGAT 
ATCGCGCAGGCTGTCGGCGGCGCGCGAGATGCGGATGTAATCAGGCATACTGCCCTCCCG 
TTAAAAACAGATAAATTAAAAAGCCTTAAATATGAAAAATCACATTTAAGGCCTTCAAAC 
TGAAAATTTCTACGCCTCTTCGGCTTTGCTGCGGATAATCAAAAGCGGCAGGTGGCTTTG 
GCGCATTACCGTTTCGGCAAAACTGCCCATTAAAAGGTGCATCAGCCCGGTACGTCCGTG 
CGTACCCAACACCAGCAGGTCGGCACCGTTTTCATCGGCATAATCAACCAAATCCTGCGC 
CATTTCACGCGCACCCTTATTGGCAACCAGCAGGTGTTTGACGGTATTTTCCACACCCAG 
TTCCTGGGCGGTGCGCTCGGCGGCATCCAAAACTTCGTTGCCTTGCGCGACGGCGGCGGC 
TTCGTAGCTTTCGTGTTGCAAAAATTCGGGGGCGAGTGCCATATATTCGGCAGGATTGGC 
AACGTGCACCAAAGTCAGGCGCGCACCGTTGACCCCGGCAAGCTCGGCGGCATGTTTCAG 
GGCATTGATGGACGTTTCACTGCCGTCAACGGCAACAACCAAATGTTTGTACATATCGTA 
TTCTCCTTTTGCACCGCCTCGCGGTGCCCTCTTGTCGGATGGGCGCAGGGACAGTTTGCG 
CTGTTTCATTATAGACCCGCCGTCGGGCTTTATACAACAGCCGAACAGCCCGACCGCTTT 
CCAGTATAATATGCCGCTTCCGTGCAGTCAGGCATTTTTTGCCGGCTTTCGTTCACTTTT 
TGATTTGACGCAATCTTGCAGGATTCGACCATGTCCGACAACGCTTTGACCTCTTCGCGA 
CGCTTCGGCGGCATCGCCAGACTCTACGGAGACTCTGCCTTGGCGCACTTTTCACAGGCA 
CACGTCTGCGTAGTCGGCGTGGGCGGTGTCGGCTCGTGGGCGGTCGAGGCTTTGGCGCGG 
ACGGGCATCGGACGTTTGACTTTGATTGATTTGGACAACGTTGCCGAATCGAATGTCAAC 
CGCCAGCTGCACGCCCTGACCGGCGACTTCGGCAAAGCAAAAGTTACCGCCTTGCGCGAA 
CGCATTACACAAATTAATCCGCAATGCGAAGTGTTTGAAATTGAAGATTTCGTTACCGAA 
GACAATTTGCCGGAATACTTCGGAAAAGGTTTTGATTTCGTCATCGACGCGATCGACCAA 
GTGCGCGTCAAAGCAGCAATGGCGGCTTATTTTGTGGAACGCAAACAACCGTTTGTCCTC 
AGCGGCGGCGCGGGCGGACAAAAAAATCCGGCGTTAATCCAAACCGCCGATTTGAGCCGC 
GTAACCCACGACCCGCTGCTTGCCAACCTGCGCTACACCTTGCGGAAACGCTACGGATTC 
AGCCGCGATACGAAAGCAAATATGCGCGTGCCTTGCGTGTATTCGACCGAAAATATCGTG 
CCGCCGCAGTCTAGGGAGGCTTGTTCGGCAGATGCCGCTCCGCAAGGCTTGTCGTGCGCC 
GGCTACGGTGCAAGCATGCTCGTTACCGCTTCGTTCGGGCTATATTGCGCACAGGCGGCG 
GTGGAACACATCGCAGACAAAAAATAAGCAATGCCGTCTGAAACAGGATTCAGACGGCAT 
TTGAACAAACTATGGTTATGATTTAAGACAACAAAGGATACGGATAAAAAATAACATAAA 
ATATATGATTCCTAATAATATACCAAGTATCGGAGAGCTATTTAATGGAATTCGTTAATA 
ATTTAGTTATTTTTTCATTTTTATTACTAATGCTTATTCCGATATTTTTTGTAGTATATG 



WO 00/66791 



PCT/US00/05928 



Appendix A -346- 

GTATATACCATAAGATACGTTATCGCAAAATATGTATCCTAAGAACAAGTTTTATATTAT 
TAGTGGTAATACTTTGCAGTATGTATTACATATATTGCCGTTATCTTGACCAACAAAAAG 
TAGCTTATTATTGCATAGATGAACAATGTATTTCTATTGTTCATCTATACAAAGATTATG 
GTATAAACTCTCCCACATATGCGAGAATTTACGCAGGAAAAATATTGTTTAGATTTCAAG 
TAAGAGCTAAAAATTACGCTGAATTACTTATGGAAGATGATATATCAATTAGTAAAAAAA 
TTTTGGGGAATAAATTTATCATTTATGGGTCGCTACCTGTAATATACGGTAATGTAGATA 
ATATTGAAGTAAAAGAAGCTACTGGTTATATAGATAGATCCAGTACTGATTATATTGTCT 
CAAGAAACTTAAAATTCAGACATTTATATTAATTAAGAGGTTTTAGCAAGAGTGCCGTCA 
AAATATAGGGCGCATCATCGAATTCGCGAAAGACAAACGCTACGATGAACGTTTCAAGGA 
TTTGAAAAAAGAATCCATAGGCTATCTGAACCGGCATCCCGGTTTGGTGTCCGACTACCT 
GAAGGCGGCAATCAAGCTGTCGGTTCAGAAAAACCAACATCAGCACGCCTAAAACCGTAT 
TCACAACCTGCTCCTTTTCAAAACATTTGCATTTAAAAGCCGTTATAATGCCGTCTGAAC 
ATCTGCCCGACCACATTATACGTGAATGTCGGCAGATTGTTTTCTTTTGTAAACTTATAT 
TAAAATCCACTTACCGATTCACGCCATGCCGCCCATCCCTGCCCCATCTGCACCATCCGA 
GCACACTGTCGCATGGGTATTCGGCCAACCCGTTACCGATTTGCCCCAGGATTTGTTTAT 
TCCGCCCGATGCATTGAAAGTCGTATTGGGCAGCTTCCAAGGCCCTTTGGATCTACTGCT 
GTATCTGATCCGCAAACAGAATATCGACGTACTGGATATTCCGATGGTGAAGATTACCGA 
GCAGTATCTGCACTACATCGCCCAAATAGAAACCTATCAGTTTGATTTGGCGGCGGAATA 
TCTTTTGATGGCAGCAATGCTGATTGAAATCAAATCGCGCCTGCTGCTGCCGCGTACCGA 
AACCGTCGAAGACGAAGAAGCCGACCCGCGTGCCGAGTTGGTGCGCCGCCTGCTGGCTTA 
CGAACAGATGAAGCTGGCGGCGCAGGGTTTGGACGCGCTGCCCCGAGCCGGACGGGATTT 
CGCGTGGGCTTACCTGCCGCTGGAAATTGCCGTCGAAGCCAAGCTGCCCGAAGTCTATAT 
TACCGACTTGACGCAAGCGTGGCTGGGTATTTTGTCTCGGGCAAAACACACGCGCAGCCA 
CGAAGTAATCAAAGAAACCATCTCCGTGCGCGCGCAAATGACGGCAATCCTGCGCCGTTT 
GAACGGACACGGAATATGCAGGTTTCACGACCTGTTCAATCCCAAACAGGGCGCGGCTTA 
CGTGGTCGTCAACTTCATCGCACTGTTGGAGCTTGCCAAAGAAGGATTGGTCAGAATCGT 
GCAGGAAGACGGTTTCGGAGAAATCCGAATCAGCCTCAATCATGAGGGGGCGCATTCAGA 
CGGCATTTCCGGCACACGAGGCGGGCGCGATGTGTTCTAATACGCCCCAAGCCGCCACCA 
AAAATCGGGAGACACGCCATATGACCGGCATCATACATTCGCTGCTTGACACCGACCTCT 
ACAAATTCACTATGCTGCAAGTGGTTCTGCACCAGTTTCCGCAGACGCACAGCCTTTACG 
AATTCCGCTGCCGCAACGCCTCGACCGTCTATCCGCTTGCCGACATCAGGGAAGACTTGG 
AAGCCGAACTCGACGCGCTCTGCCAACTACGCTTCACCCACGACGAACTCGGCTATCTGC 
GCTCCCTGCGTTTCATTAAAAGCGACTTTGTCGATTATCTCGAACTCTTCCAGCTCCAAC 
GCCGCTTTGTCGAAATCGGCACAGACGATAAAGACCGTCTGAACATCCGCATCGAAGGTC 
CGATGATACAGGCGATGTTTTTTGAAATCTTCATCCTCGCCATTGTCAACGAACTTTACT 
TCCGCCGCCTGGAAACCCCTGCAGTCATAGAAGAAGGCGAACGCCGGCTTCAAGCCAAAG 
CCGCGCGCCTCAAAGAAATCGCCGCCGCACAAAACCCCGACGAACCGCCCTTCCTGATTT 
CCGACTTCGGCACGCGCCGCCGCTACAAGCTCGCGTGGCAGGAACACGTCATCCGCACCC 
TGCTTGAAGCCGCCCCCGGCATCGTACGCGGCACCAGCAATGTCTTTCTCGCCAAAAAAC 
TCGGCATCACCCCCATCGGCACCATGGCGCACGAGTTCCTGCAGGCATTCCAGGCCCTCG 
ACGTACGCCTGCGGAATTTCCAAAAGGCCGCGCTCGAAAGCTGGGTGCACGAATACCGGG 
GCGATTTGGGCGTTGCCCTGACCGACGTGGTCGGTATGGATGCCTTCCTGCGCGATTTCG 
ACCTCTATTTCGCCAAACTTTTCGACGGGCTGCGCCACGACAGCGGCGACCCTTACGTTT 
GGGGCGACAAAGCCTACGCCCACTATCAAAAGCTCAAAATCGACAGCCGCACCAAAATGC 
TGACCTTCTCCGACGGGCTGGACATCGAACGCTCTTGGGCATTGCACCAATATTTCAAAG 
ACCGCTTCAAAACCGGCTTCGGCATCGGCACCAACCTCACCAACGATATGGGGCATACGC 
CCTTGAATATCGTCTTGAAACTGGTCGAATGCAACGGGCAGTCCGTCGCCAAGCTGTCCG 
ACTCTCCGGGCAAAACCATGACCAACAACAGCACCTTCCTCGCCTACCTGCGCCAAGTGT 
TCGACGTACCCGAACCCGAAACGCCGTAAACCGGCAGAAAAAGCGCACAATTCCTGTTTC 
TGCCGCATAAAATCTTTTAAAATACCGCCTGATTTGAATTTAACCGAAAGACCGAACTTC 
ATGAACCTACATCAAACCGTCGAACACGAAGCCGCCGCCGCCTTTGCCGCCGCAGGCATC 
GCCGACAGCCCTATTGTTTTGCAGCCGACCAAAAACGCCGAACACGGCGATTTCCAAATC 
AACGGCGTGATGGGTGCGGCGAAAAAAGCCAAACAAAACCCGCGCGAGTTGGCGCAAAAG 
GTCGCCGAAGCATTGGCGGACAACGCCGTGATTGAAAGCGCGGAAGTCGCCGGTCCGGGC 
TTCATCAACCTGCGCCTGCGCCCCGAATTTCTCGCGCAAAACATTCAGACGGCCTTGAAC 
GACGCTCGTTTCGGCGTGGCAAAAACCGACAAACCGCAAACCGTCGTTATCGACTATTCT 
TCGCCCAATCTGGCGAAGGAAATGCACGTCGGCCACCTGCGTTCCAGCATCATCGGCGAC 
AGCATTTCGCGCGTGTTGGCATTTATGGGCAATACCGTTATCCGTCAAAACCACGTCGGC 
GACTGGGGTACGCAGTTCGGTATGTTGGTCGCTTATTTGGTCGAGCAGCAAAAAGACAAT 
GCCGCGTTCGAGCTGGCGGATTTGGAGCAGTTTTACCGCGCCGCCAAAGTGCGCTTTGAC 
GAAGACCCTGCCTTTGCCGACACCGCACGCGAATACGTTGTGAAGCTGCAAGGCGGCGAT 
GAAACCGTTTTGGCATTGTGGAAACAGTTTGTCGATATTTCGCTCTCGCACGCCCAAGCC 
GTTTACGACACGCTGGGCTTGAAGCTGCGTCCTGAAGACGTGGCAGGCGAATCGAAATAC 
AACGACGATTTGCAGCCCGTGGTCGATGATTTGGTTCAAAAAGGTCTGGCGGTTGAGGAC 
GACGGCGCGAAAGTCGTGTTCTTGGACGAATTTAAAAACAAAGAAGGCGAACCCGCCGCA 
TTTATCGTGCAAAAACAAGGCGGCGGCTTCCTCTACGCCTCCACCGATTTGGCGTGCCTG 
CGCTACCGCATAGGCCGTCTGAAAGCCGACCGCCTGCTGTACGTCGTCGACCACCGCCAA 
GCCCTGCACTTCGAACAACTTTTCACCACTTCCCGCAAAGCAGGCTATCTGCCGGAAAAC 
GTCGGCGCGGCATTTATCGGCTTCGGCACCATGATGGGCAAAGACGGCAAGCCGTTCAAA 
ACGCGCAGCGGCGACACCGTGAAACTGGTCGATCTGCTGACCGAAGCCGTCGAGCGCGCC 
ACCGCTTTGGTGAAAGAAAAAAATCCCGAATTGGGTGCGGACGAAGCCGCTAAAATCGGT 
AAAACCGTCGGCATCGGCGCAGTCAAATACGCCGACTTGAGCAAAAACCGCACCAGCGAC 
TATGTGTTCGACTGGGATGCCATGCTCTCGTTTGAAGGCAACACCGCCCCCTATCTGCAA 
TACGCCTACACCCGCGTGCAAAGCGTGTTCCGCAAAGCAGGCGAATGGGATGCAAATGCG 
CCAACCGTTTTGACCGAACCGCTGGAAAAACAGCTTGCCGCCGAGCTGCTGAAATTTGAA 
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GACGTACTGCAAAGCGTGGCGGACACGGCGTATCCGCACTACCTCGCCGCCTACCTCTAT 
CAAATTGCGACCCTGTTCAGCCGCTTCTACGAAGCCTGTCCGATACTCAAAGCCGAAGGC 
GCAAGCCGCAACAGCCGCCTGCAACTGGCAAAACTCACCGGCGACACGCTGAAACAAGGC 
TTGGATTTGCTGGGCATCGATGTGTTGGACGTAATGTAAAACCGCACCGCCCGATTGCGG 
ACAACAGCCTCGCCATCCTTATCCGAATCTGAAAAAAGCGGCGCGATACACCGTATCCGC 
CGCCCCTCCCAAAATGCGAAACAAACAAACGCCAAGCAAGCAAGCAAGCAAGCAAGCAAG 
CAAGCAAGCAAGCAAGCAAAAAATTATAACCCCCTTCCTGCCGACGCACGCACTTTCCGC 
GCGGCGCATTCCCCTTTTCCCGCCCCTCAAATCCGCCTTTTCTTCAGGCAGGGTTTCAGC 
CCGCCTCTTTTCCCTGTTTTCCTTTCCCCGACACGCGTGCGCTCCCCCTGCCGCACTGTG 
CTGCACTTTCGCGCCCGGACGGCATCGTTCCGCCATCCGGTTCTCTGTTTTACATACCCC 
TGTTTCAGAAAGAAATGCAGATGTTTCAACACACAGGACGACACATAAAGCACCGCCCTA 
TGTGTTGCCCTGATTTGGAAGGGGTTACGCCTCCCAAATAAAGTCTGATCCTGCCGCCCC 
GAAGGACAGATGTCCGAGTGGCGAAGTTTCAACCGAAAAGGAAATACGATGAATATTCAC 
ACCCTGCTCTCCAAACAATGGACGCTGCCGCCATTCCTGCCGAAACGGCTGCTGCTGTCC 
CTGCTGATACTGCTTGCCCCCAATGCGGTGTTTTGGGTTTTGGCACTGCTGACCGCCACC 
GCCCGCCCGATTGTCAATTTGGACTATCTTCCCGCCGCGCTGCTGATCGCCCTGCCTTGG 
CGTTTCGTCAAAATTGCCGGCGTATTGGCGTTTTGGCTGGCGGTTTTGTTTGACGGGCTG 
ATGATGGTGATCCAACTCTTCCCTTTTATGGATCTCATCGGCGCCATCAACCTCGTCCCC 
TTCATCCTGACCGCCCCCGCCCCTTATCAGATAATGACCGGGCTGTTGCTGCTGTATATG 
CTGGCGATGCCGTTTGTGTTGCAGAAAGCCGCCGCCAAAACCGACTTCCGGCACATTGCC 
GTCTGCGCCGCCGTTGTGGCGGCAGCCGGCTATTTCACCGGCCATTTGAGTTACTACGAC 
CGGGGTCGGATGGCCAATATCTTCGGCGCAAACAACTTCTACTACGCCAAAAGTCAGGCG 
ATGCTCTACACCGTCAGCCAGAATGCCGACTTTATTACCGCCGGCCTGGTCGATCCCGTC 
TTCCTCCCCTTGGGCAATCAACAGCGTGCCGCCACGCATCTGAACGAGCCGAAATCTCAA 
AAAATCCTCTTTATCGTCGCCGAATCTTGGGGGCTGCCGGCCAATCCCGAACTTCAAAAC 
GCCACTTTTGCCAAACTGCTGGCGCAAAAAGACCGTTTTTCGGTTTGGGAAAGCGGCAGT 
TTTCCCTTCATCGGCGCGACGGTCGAAGGCGAAATGCGCGAACTGTGTGCCTACGGCGGT 
TTGCGCGGGTTCGCACTGCGCCGCGCGCCCGACGAAAAATTTGCCCGCTGCCTCCCCAAC 
CGTTTGAAACAAGAAGGTTACGCCACCTTTGCGATGCACGGCGCGGGCAGTTCGCTTTAC 
GACCGCTTCAGCTGGTATCCGAGGGCGGGCTTTCAAGAAATCAAAACCGCCGAAAACCTG 
ATCGGTAAAAAAACCTGCGCCATTTTCGGCGGCGTGTGCGACAGCGAGCTGTTCGGCGAA 
GTGTCGGCATTTTTCAAAAAACACGACAAGGGACTGTTTTACTGGATGACGCTGACCAGC 
CACGCCGACTATCCCGAATCCGACATTTTCAACCACAGGCTCAAATGCACCGAATATGGC 
CTGCCCGCCGAAACCGACCTCTGCCGCAATTTCAGCCTGCACACCCAATTCTTCGACCAA 
CTGGCGGATTTGATCCAACGCCCCGAAATGAAAGGCACGGAAGTCATCATCGTCGGCGAC 
CATCCGCCGCCCGTCGGCAACCTCAATGAAACCTTCCGCTACCTCAAACAGGGGCACGTC 
GCCTGGCTGAACTTCAAAATCAAATAACAACAATGCCGTCTGAACGCACCAACAGCCTTC 
AGACGGCATTTTGCAGACAGACCGACCCTTCAAGCCCACTTTTTTCATCATCTCCGATAA 
ATTGCTTTGTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAG 
AGAACGATTCTCTAAGGTACTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGT 
CTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCGCCATAAAGACCGTCGGGCATC 
TGCAGCCGTCATTCCCGCGCAGGCGGGAATCCAGAACGTGGAATCTAAAGAAACCGTTTT 
ACCCGATAAGTTTCCGCACCGACAGACCTAGATTCCCGCCTGCGCGGGAATGACGGGATT 
TTAGGTTTCTGATTTTGGTTTTCTGTCCTTGTGGGAATGACGGGATGTAGGTTCATAGGA 
ATGACGTGGTGCAGGTTTCCGTATGGATGGATTCGTCGTTCCCGCGAAAGCGGGAATCCG 
GAAACCCAAAGCCACGGGAATTTATCGGAAAAACCGAAACCGCTCCGCCGTCATTCCCGC 
GCAGGCGGGAATCTAGGTCTGTCGGTGCGGAAACTTATCGGATAAAACGGTTTCTTCAGA 
TTTTACGTTCTGGATTCCCACTTTCGTGGGAATGACGGGATGTAGGTTCGTAGGAATGAC 
GTGGTGCAGGTTTCCGTATGGATGGGATTCCCTCTTGCGTGAGGCTGACAGATGCCGTCT 
GAAAGACTTTCAGACGGCATAGCTTTTTCTCTTTGAATTTATAGTGGATTAACAAAAATC 
AGGACAAGGCGGCGAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTCGGTGCTT 
CAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTG 
TTAATCCACGATAAATTTGCCACAAAAAAGCTGCCTCAAATGAATACCCGGGCAGCTTTT 
TGTTGATATGACTCCAATCAGCGGTGTTGCGGATTGTAACGTTTTTCCAAACGCAGGAAT 
ATCCAGCCTAAGAAAGTCGTCATCAACAGATAAATCAGGGCGACGGTGTAAAGCGGTTCT 
TCATAAACCGAATACCGGCCCGTAATCGTATTCTGAACATACGCCAACTCCGCCACAGCA 
ATGACCGACAGCAGCGAGCTGTCTTTCAAGAGCGTGATGAACTCGCTCGCCAAAGGCGGC 
AGCATGCGGCGCAATGCCTGCGGCAGAATCACATAGCGCATCGCCTGCGGATAGGTCAGC 
CCCAAAGAACGCGCCGCCTCCATCTGTCCTTTGTCTATAGACTGGATGCCCGCGCGGAAA 
ATCTCACAGATATACGCCCCCGAGTTGGCGATCAGTGCCAAAGAACCGGCAATCAGCGGC 
CCGTATCCGCGACGCAGCGCGATTGCCGCCTCGCCGCTGACCAAAATGCCGTCTGAAGGA 
TGGACGAAAAACGGAAACCACACATACGCCCAAATCACAATCTGCACAAACAGCGGCGTA 
CCCCGGAACAGCGTAACATACAGCAGCGAAACTTTACGCAACGCCCACGCCAGCACGCGC 
ATCGGCGCACCGGCTTTTTCCAAGTGAATCAGGCGCGCCAACGCCAACAACAGACCCAAT 
ACCGAACCGCCCGCCGTTGCCACGACCGTCAGCCCCAAGGTCGTCAGTGCGCCGTAAAGA 
AACATCCAGCGGTATTCGTAAATAATGTCAAAACGAAAATCCATAAACCGTCCGTATCAA 
AAACCGGCGGAACTGCCGCCGTTGCAAAATAATCCGCCATTTTACCGTAAAAACCGCCGC 
CTGAACTTTTTTATCGCGGCAGACGGCGGTTGCGCGTCTCCGCAAAAATGCAGGGCGCGC 
GGTTTTCAGACGGCATTTGCCGTTCAAAGCCGTGCGGTGTCTTTACCAAATGCCCAACCA 
TTCGCCCACGGCATCCATCCAATCCTTATTGCCCCCGCCGCTCCTGCCTGCTCGGCGGTA 
CGCCCACGGCGCTTGCGGATTTTTAGCTTTCCACAATCCTTTGCGTTCCCTTTCCGCCTG 
AATTTGAGCGTCGGCATAATCGGCAAAATCCGCCTTATCCTGCTGTTCTTTAGCATAACT 
TTTATAATGCCACGCCGCCCCGTCCTGCACCTGCATCAGGTTCAAATCGGTTTTGCCGAC 
AGAAACCTGCGCGAGTTCGCGGTGGTAGCGGTCGGTATCGAACACGCGCACGCTGACTTT 
CCTGCCTTCCGCCGCCGCGCGCAGGTTGTCGCGCGAACGCGTGCCGTAAGCCTGTTTCAT 
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CTCCGGCGCGTCGATATACGCCATCCGGATTTTGTGTTTCGCGCCGTCGCCGTCGATAAC 
GTGAAGGGTGTCGCCGTCATAGACTTTGGACACCGTGCCTGTGTAGCGGTGGCCGGATTT 
CGCCGATGCTCGGCGGCGGGCGGGCGCGTCGGAACCCGCGTCCCCTGCCGCGCCGAGTAC 
GTCGAGTACGGCAACCGCCGTCCGCACCGCCTCGCTGCCGTACCCCGTATAACCCAACGC 
ACCCAAAAGCGACAGGGCGACGGGAAGCCATTTCATGATTTTTTTAATCTGCATATTTTT 
CAAATGCCGATGCCGTCTGAACATATCGGAATCGGATTTCAGACGGCATCTTAACGTCAG 
GATTACCCTTGGCAGGGATAGATGACTTTCGCACCCTCTTCCGTCCCCAAAATCAACACA 
TCGGCGGCATCGCGGGCGAATATGCCGTTTTCGAGCACGCCGGTGATTTTGTTGATTTCG 
TCTTCCATCGTCAGCGGCTGATCGATATTCAAGCCGTGGACATCGACGATTTGGTTGCCG 
TAAAACGTGGTGTAGCCGATACGCAGTTCGGGCTGTCCGCCCATAGCGAGCAGTTTGCGC 
GAAACAAGAGAGCGCGCGCTTTCGACGACTTCCACAGGCAGAGGGAATTTGCCCAAACGT 
GAAACATATTTGCTTTCATCCGCAATGCAGATGAATTTTTCGGACGCGCTGGCGACGATT 
TTTTCGTTGAGGTGCGCGCCGCCACCGCCTTTAATCATTTGCAGGGCGTGGTTCACTTCA 
TCCGCACCGTCGATATAGACCGCCAACCCCGATACTTCGTTCAAAGAAACGACGGGAATA 
TCGTACTGGGCAAGCAGTTCGCCGGATTTTTTGGAAGTAGATACCGCGCCTTTGATTTTT 
TTGCCGCTCTTACCCAAGGCTTCGATGAAAAAGTTGATGGTCGAGCCGGTACCGATGCCG 
ATATATTCATTTTCGGGTACGAATTCGACTGCTTTTTCGGCGGCGATGCGCTTGAGTTCG 
TCTTGTGTCGTCATATTTTTGTCCTTTGGGAAACCGTATCAACAAACAGCCGCCATCTTA 
ACATTTTTTTGCACGTCCTGCCCGCCGCGTTCAAATGCGTACCAGCAATACCGCCGCCTG 
CGCCTCTATGCCTTCCATCCGCCCGAGATAGCCGAGTTTTTCGTTGGTTTTGCCTTTGAT 
GTTGACGCACGAAATGTCTATGCCCAAATCGGCGGCGATGTTGGCACGCATTTGCGGAAT 
GTGCGGCGCGAGTTTGGGTTTCTGTGCAATCACGGTCGTATCGACATTGACCGCCTGCCA 
ACCCTGCGCCTGAACGCTTTGATACGCCGCACGCAAAAGGACGCGGCTGTCCGCATCTTT 
GAACTCTGCGGCGGTGTCGGGGAAATGGCTGCCGATATCGCCCAAACCTGCCGCACCGAG 
CAGCGCGTCGGTAACGGCGTGCAGCAGCGCATCGGCATCGGAGTGTCCGAGCAGCCCTTT 
TTCAAATGGGATTTCAACTCCGCCAAGTATCAGCTTTCTGCCTTCGGTCAGTTGGTGGAC 
ATCGTAGCCCTGTCCGATACGGATGTTCGTCATCGTTTGTGTTCCTGATGTTTTGAATTG 
AAGTTCAGACGGCATCGAGCAGCAGCCTGACGATGTATGCGTCCTGCGGCTGCGTCAGTT 
TCAAATTGCGCACGTCGCCCTGTATCAGTAGCGGACGCACACCCAATTTTTCCACGGCGG 
ACGCTTCATCGGTAATGCCGTCCAAGTTTTCCGCAGCCAATGCGCGGTGCAGCAGCCCGG 
CGCGGAAAAGCTGCGGCGTTTGCGCCTGCCAAAGGCTCGTCCGCTCGACGGTTGCACTAA 
TGTTCCCACCGTCCGCGCACTTGAGCGTATCGGCAATGGGAATTGCCAAAATCCCGCCTT 
CGGCGGCGTTGCCCGCCTGTTCTATCAACCGCGTCAAAGCTTCAGACGGCAGGCAGCAAC 
GCGCGGCATCGTGTACCAGAATATTGTCGGTTTCCGCCGCCAAACCGGTTTCCAACAGTT 
TTGCCACACCGTTGCGGACGGTTTCGGCGCGGGTCTGTCCGCCGTTTTTCCACACCCGAA 
CCTGTGGAAATGCCGTCTGAACCTTATCGGCAAACGTGTCTTCGGGCGAGACGACAACGA 
CGGTCAAATCGACGGCCTCATGCCGTTCAAAAATCCCAATCGTATGTTCTAAAACGGTTT 
TGCTTCCGATTTCGACATATTGCTTGGGTTTGTCCGCACCGAAACGCGCCCCGATGCCGG 
CGGCGGGAATCAGCGCGATATTTTTGCGCTTCATGCGTCCGTCCCGCCGTTTTCAGACGG 
CACGGCTTCCTTGCGCCAGATACAGGCTTCGCCCAAGCCGTCCAAATATTGCCCGTGCGC 
CGCCAACTCGTTTTCGTCCGCCCTGATGACTTTCAGTTTGCCGCTGCGTTTGGTTTCGGT 
ATGCACCACGGGTTTGGTTTCCATTTTTTCCTCTGCGGCCGCACCCATCAGGTCGAACTG 
CCGCCGCGTCATAGCAAGATAGACTTCGCCCAAAAGTTCGCAGTCGATCAATGCGCCGTG 
CAGGACGCGCTTGCTGCGGTCGACGGAAAAACGGTTGCACAAGGCATCCAGGCTGGCTTT 
CTGCCCGGGGAACATTTCGCGCGCCATCGCCAGGGTATCGGTAACGGTACAGCCGAGTTC 
CTCAACGGTCGGCAACCCCATCCGGCGGAACTCCATATTGAGGAAGCCCACGTCGAATTT 
GGCATTGTGGATAATCAGTTCCGCACCGCGCAGGAAATCGGCAATCTGCCTGCCGACCTC 
TGCAAACGGCGGCGCGTTTTTCCCTTCCAAAACCTGTATCGTCAAGCCGTGGACGCGTGC 
CGCCTCTTCGGGCATATCGCGCTCGGGGTGGACATAGAGGTGCAGGTTTTTGTCGGTCAT 
TTGGCGGTTGACCATTTCCAAACCGGCAAACTCGACCAAGCGGTCGCCGCCGTCGGCATA 
CAGACCGGTGGTTTCGGTATCGAGGATGATTTGGCGTGTCGTCATATCGGTGTCTTTCTT 
CTATCTTCGTAAATTGCTTATTTTTTAAGCAATGTATTTTTCTGTTTTCATTTCAATGCA 
CAAACCCACTTATTCACAGTGTGTTCACAACATTGGGCAGGCGGATTGTGTATTTTGGGG 
ACAATTTTTTCAGACGGCATTCAAGGTTTTTTCCTGATTGCCGCCGCGCCTAAAAACCGC 
CTTTCGCGCTTAATCAAAAATACCGACAACGGAATATTGCCCAAAGCGACAATCAGATAC 
AACAAGGAAATGCTGTCAAACAAAAACAGCAACACCGCGCTCAAAACGGCAGCGGAAACC 
ATAAAAATACCGTTAACGATATTGTTGGCGGCAACGGCGCGGGCGCGGAAAGTCTCGCTA 
CTGGCGGTTTGCAGCCAGGTATAGAGCGGAACGGAGAAAAATCCGCCGAAAAAGCCGATC 
AGCGTCATCACCGCCATCACGGGATATGCCCATCCTTGCGATAAAAACCAAAAAATGCCG 
TTCAGCCCTTCAAAACGGTGTCCGTGCGTCAGCCACACCAAAACCAAGCCGCAAACCGTC 
AAACCCAACGCACCAACCGTTACCCAAGCCAACATCAGGCGTTCCCTGCTGAACTTGGCA 
CACAGTACCGAACCGGCGGCAATACCGATGGAAAACAGAGCAAGCATCAGGTTGAAAACA 
TTGTCGTTGCCGCCCAGATGGATTTGGGTAAAGGTCGGCAGTTGCGTGGTATAAACCGCG 
CCGACAAACCAAAACCACGAAATACCGATAATGGCGGTAAAAACGGGCTTGTGCCGCACC 
GTTTCACGCAGCAGGGATTTTGTGCCACGGACAATATTCCACTCAATTTGTGTATCGGCA 
GCCTTGGCGGGTACGGACGGCATAAACAGGCTGCCGACCGTGCCTCCGACGGCGACCAGC 
AAAACCAGTATCCCGACAATATAAGGCGGTACACCTGCCACCGCCGTTCCCAAAATCTGA 
CCGAACAGGATGGCGACAAACGTACCCGATTCAATCAGGCTGTTGCCCATCATCAACTCT 
TTGTCGTCGAGATAATCGGGCAGGATGGCGTATTTCAGCGGCCCGAACAGCGTCGATTGC 
GCGCCCATGCAAAACAGACACGCCAAAAGCAGCGGGGCAGACCGGATATAAAACCCGTAT 
GCCGCCACCGCCATAATGATCATTTCCAGCACCTTGACCCAACGCGCCAAAACGGCCTTG 
TCGAATTTGTTACCCAACTGCCCCGACAGCGAGGAAAACAGGAAATACGGCAAAATAAAC 
AGCAACGCGCCCAAGTTCAACATCTGTCCGGCAGGCAGGAAGCCGTTTTGCCCCAAACCG 
TAAAACCCAATCATCACAAACAGCGCGGTT-TTGAACACATTGTCGTTGAACGCGCCGAGA 
AACTGCGTAGCGAAAAGAGGTGCGAAACGGCGGCTTTTAACCAGTCCCAAACCGCCTTTT 
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TTAGCGTACATCGTTTTCCCTCTCTTTTTCAATCAGTTTACTTGTCGAATCATCATCCAT 
CAGGATGCGGTGCGCCGGCCCTTCCAAGTCGTCAAACTGCCCGTTTTTGCCCGACCACCA 
AAAAAACCAGCCGATGACAAACGCCAAAATAATGCTGATGGGCACCAATATAAACATGCT 
TTCCATCACATATTCCCTGTCAAATCGTTCAAAACAAAAGTCTGCCCCGACACGGTCAGA 
TATTCGTTACGCAAAGTTCCGACGGGAGCTTCGTCAAAAAACAGCTCGATACGGTCTTTG 
ACCACGCGCCAATATTGGGGGATTTCCGTCTGACCGAACGGCGACAGGACATGATTTTCC 
ATTCCGCCTTCAAGTTTGACGGCAAAACGCCCGCTTTGCGGCCGTGCTTCCGATTCGTCG 
TCGGCAAGCAGGATGAAAAAGCCTATATGCCGTCCCGATTGGTCATGAATACTGAAATAA 
TGCATAAATTTCCCACCCGCCTTTTTTCAGACGACACCAACTAAAAACAGGGCGAATGTA 
CCAGTTTGGACGGGAAGAATGCAAAGAAATTCTCCCTCCCCCAGCCGAAAACACCGGCAA 
ACCGCATATCCCCCTTTTTTCCGTCAAAATGCCTGACTTCCGCCATTTTCACGCAAACGC 
CCGATTAAGCCAAGCAATTGCAAAGATTTTTTGCTAGAATAGCCTGCTTCTTTTATCAAC 
CTTTTCAGACGGCCCCACTACTTTCCCGCCCAGGAAGGCAAAACGGATTCGGCACGAATC 
CGGTTAGTATCCGTGTCCGATTCCAATGCCGTCTGAAACTTTCCGGAGTAAGAAAATGTC 
CCAAAAATTGATCTTGGTTTTGAACTGCGGCAGCTCGTCCCTCAAAGGCGCGGTCCTGGA 
TAACGGCAGCGGCGAAGTCCTGCTCAGCTGCCTTGCCGAAAAACTCAACCTGCCCGATGC 
CTACATCACATTCAAAGTAAACGGCGAAAAACACAAAGTCGATCTGTCCGCACATCCCGA 
CCACACCGGCGCGGTCGAAGCCCTGATGGAAGAACTCAAAGCCCACGGCCTCGACAGCCG 
CATCGGCGCCATCGGCCACCGCGTCGTCAGCGGCGGCGAACTGTACAGCGAATCCATCCT 
CGTTGACGACGAAGTCATTGCCGGCATCGAAAAATGCATCCCGCTCGCCCCCCTGCACAA 
CCCCGCCCACCTCTTGGGCCTGCGTGCCGCGCAAAGCATTTTCAAAGGCCTGCCCAACGT 
CGTCGTATTCGATACCTCCTTCCACCAAACCATGCCCGAAGTCGCCTACAAATACGCCGT 
TCCGCAGGAGTTGTATGAAAAATACGGCCTGCGCCGTTACGGCGCGCACGGTACCAGCTA 
CCGCTTCGTCGCCGACGAAACCGCGCGCTTCCTCGGCAAAGACAAAAAAGACCTGCGTAT 
GGTCATTGCCCACTTGGGCAACGGCGCGTCCATTACCGCCGTCGCCAACGGCGAATCGCG 
CGACACCAGTATGGGCCTGACCCCGCTGGAAGGGCTGGTAATGGGTACGCGCAGCGGCGA 
CATCGATCCTTCCGTATTCGGCTTCCTCGCCGAAAACGCCAATATGACCATCGCCCAAAT 
CACTGAAATGCTGAACAAAAAATCCGGTCTGCTCGGCATTTCCGGCCTGTCCAACGACTG 
CCGCACCATTGAAGAAGAAGCCGCCAAGGGGCATAAAGGCGCGAAATTGGCCTTGGATAT 
GTTTATCTACCGCCTTGCCAAATACATCGGCAGTATGGCGGTTGCCGCAGGCGGTTTGGA 
CGCACTGGTCTTTACCGGCGGCATCGGCGAAAACTCCGACATCATCCGCGAACGCGTGAT 
CGGCTACTTGGGCTTCCTCGGTCTGAACATCGACCAAGAAGCCAACCTGAAAGCCCGCTT 
CGGCAACGCCGGCGTGATTACCACTGCCGACAGCAAAGCCGTTGCCGTGGTCATTCCGAC 
CAACGAAGAGCTGATGATTGCCCACGACACTGCCCGTTTGAGCGGTCTGTAAGGTTTTAT 
CCGCACACGAACTGCCTCCGGAAATGGAGGCAGTTTTTTTATCCGGCTTTCCATGCTTAA 
ACAGCACTGCCTCTTTTCAGACATTGACGGTTGCAGCCGCTTACCTGAACCTTATAGTGG 
ATTAAATTTAAATCAGTACGGCGTTGCCTCGCCTTGCCGTACTATCTGTACTGTCTGCGG 
CTTCGTCGCCTTGTCCTGATTTAAATTTAATCCACTATAATGATTAACTATTTTTTAATC 
ATGTTATTATTTTCCATAAAATACATGACATTAAGATGTTTTTCCACAAAAGATACACAC 
ACCGGCAAACACCGGCTGTGTTTATCTTTTCTTATGCCTATTTTTTAATCATCGTATTTT 
TATCTTTTAATTTCAATACGCAAACTAACTTATACACACGGTTTTCACATCTTTAGACTG 
CTTCCGTGTGTATAGTGGATATTGCCGTTTTCCTTTCTGACAAAAATGCCGTCTGAGAAC 
TTCAGACGGCATTTGAAACATCGGAATCAGCGGTTTTGTTCATACCACTCGATAAACTTG 
TCTGCTTTGACAAAACCCAGCAGCGGCTCGCTGCGGCTGCCGTCGGAGCGGACGACAAAC 
ACGCCCGGCGGCCCGAACAGACCGTATTCTTTCAACAACGCCTGATGTTCGGGCGTGTTG 
GCGGTTACGTCGATTTGGAAAAAGCGTTCCATATCGACTGCCTGATGCACTTCCGGCTGA 
TTGAGCGTGTAAGCCGCCATTTCTTTGCAGGAAATGCACCAGTCGGCATAAAAATCCAAA 
ACGACGGGTTTGTCGGGATGTTCTTTCAACGCCGTATCCATCGCTGCCTTCAGCGCGGCA 
GTATCGGCAAACATTTTGCCGTGTTCCGAAGATTTGCCTGCTTCGGCTGGTGGATTGAGG 
GTCAGGAAATGGTGCAGCGCGGTCGTTTTGCCGTTTGCGCCCTGCCAGCCGAACCACGCG 
CCGCCTATCAGCAATATACCGCCCAATGCGAATGCCACAGCTTTCGGACGGCGTTTCTGC 
CTGCGTCCGTTGACCAGCAGCATAAAGGCAGGAACCAGCATCAGCAGCGTGTACAGCGCG 
ACGACGAGATAATAGGGCAAGTGCGGCGTGGCGAGGTAAACGGCGACGGCTAGCAGGATG 
AAGCCGAATGCGTATTTGACGGCATTCATCCAATCGCCTGCCTTAGGCAGGATATGCCCG 
CCGAACGTGCCGATGGCAATCAGCGGAACGCCGGTGCCCAACGCCAAAGTGTAAAGTGCC 
AAACCGCCTAAAACCGCATCGCCCGTCTGACCGATGTAGCCCAAAGCAAATGCCAGCGGC 
GGGGCGACGCACGGCCCGACAATCAGCGCGGACAATATGCCCATAATAAAGACGGAAACG 
ATTTTACCGCCTGAAAGCCTGCTGCTTTGATTCTGAAAATACGACTGCACGGCGTTGGGA 
AGCTGGATGTTGAACAGCCCGAACATAGACAGTGCCAAGACGACCATTAAAGCCGATGCC 
GCCAATACCACCCAAGCCTGCTGCAACCATACGGTCAGCAGTGCGCCCGTCAGTCCGGCA 
ACAATGCCGACCAGCGTATAAGTCAGAGCCAAACCCTGAACATAAACGACGGACAGCACA 
AACGCCCGCGCCTTGCCCGCCTTTTTGTCGCCGACCACAATACTGGAAACAATCGGCAAC 
AGGGGATACATACAGGCGGTAAAACTCAGGCCCAAACCAGCGAGAAAAAACGCCAAAAGA 
TTGGCGTTGAGCGTATCCCAAGACAGCTTGAAACGGCTGTCGCCGCCCTCATCCCCCTTC 
GGGGGCGGCAGCGCCCCGCTGCCGTTTTGAGAGGAAGGCTGCAAAAAGCGGTCTTTGGCG 
GATGCCGGTTCGTCGGTTTGCGGATGGTAAGTGCCGTTGCCGAAAATATCAAACTCGGTA 
TCCACGGGCGGATAGCACACGCCGGCTTCGGCACAGCCCTGATAGGTCAAAACCAATTTA 
TACGGTTCGCCGACAGCCTTTGCATAAGGAAAGGCAACCTGCGCCTCGTGATGGTAAACC 
GTCTGCCTGCCGAAAAACTCGTCTTCCTTCTCTTCGCCCTTGCTGAAAGAAGGCTGTCCC 
AACAAATCCGCCGGATCGGTCTTGCCGACGATTTTCGCCTGATACATATAGTATCCGTCG 
GCAATCCTGAAACGGACGTTCACACCGTCGTCGGCAACGGCAAGCTCCGGCACGAATGCC 
TTTTCCGGCGGCAGCAGATCGTTCGCATCCAGCGCGAAAGCTCGTCCGCACAACATCAAA 
AATACGGCGAACAGGCAAATCAGTTTTTTCATAATCGAATCCGTTTCAGACAAATAATTT 
GTCTGCATTATAAATGGTAAGGTTGACGGTGGGATTTAATTTATGTAAAACCCGCCATTA 
TCCGAACCTATTTCCATAAACATCTTATCGAACCCGCCATGTACGATGTCAATACCCACG 
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ATGTCCGCCGCTTTTTCGCCCGCGTGTGGCAGCAGCGGCTCAATCCGCTGCAACTGAGCG 
CACTGGAACAGAAAGCCCTCCGCATTGTCGAAGCCCATCCCGAATACCACCGTTATCTCG 
AACGCATCGAAGACCATCTGGACACCGACTGGCTGCCCGAAAACGGCGAAAGCAACCCCT 
TCCTGCATATGTCGCTGCATCTGTCCGTCCAAGAACAGGCGGGCATAGACCAGCCGCACG 
GCATACGCGCAATCCACGACACCCTGTGCGCCAAACGCGGCTGGCTGGAAGCCGAACACG 
AAATGATGGAGGCACTGGCGGAAACACTGTGGACGGCGCAACGCTACGGCACCGGTTTGG 
ATGTCAATTTCTACATGACCCGACTGCGCAAACTCATCGGCTTGGGTGCAGAAGATCAAG 
CCAGATTGAACCCGCATGAAATCGCCTGACCATACCAACCGCCTGCAAAATGCCGTCTGA 
AGCGGAACAACCCCTTTCAGACGGCATTCATTTTCCCCCAATCATTTCCACAACGCCTTT 
TTCAGCATAATCAACCAATCCTTCTTATCCAAAACGGGGCGTTGTGCAAACACATCGTAT 
CGGCACGCGTCCAGTTTCTGCAAAATCAACTGCGCCCCCAACACAATCATACGGAGTTCC 
AAACCGATACGCCCATTCAGTTCCCTTGCCAAAGGCGAACCCGCCTTCAGCATACGGAAC 
GCACGCCGACACTCATACGCCATCAGCCGCTGAAACGCCGCATCCGCCCGTCCTGCCGCG 
ATCTGTTCCTCAGAAACACCGAATTTCAACAAATCGTCCTGCGGAATATAAACCCTGCCT 
TTTTGCCAATCCACAGCCACATCCTGCCAAAAATTCACCAGTTGCAAAGCCGTACAGATG 
CCGTCGCTTTGCGCCACGCACACCGCATCCGTTTTCCCGTACAAAGCCAGCATAATGCGT 
CCGACAGGGTTGGCGGAACGCCGACAATAATCGGCCAGCTCGCCGAAATTTCCATACCTT 
GTTTTAACCACATCCTGAGAAAATGCAGAAAGCAAATCATAAAACGGCTGCAAATCCAAA 
CCGAACGGCACAACCGCCTCGGCATCCAATCGTGCAATCAAAGGATGCGCCGACCGGCCG 
CCCGATGCCAACACGTCCAACTCGCGCTGCAAACCCTCCAACCCCGCCAACCTGGCTTCA 
GACGGCATACTGCCCTCGTCCGCCATATCGTCCGCCGTCCGTGCAAACGCGTACACCGCG 
TGAACCGGCTTCCTCAACCTGCGCGGCAAAATCAGCGAACCGACGGGAAAATTCTCATAA 
TGCCCAACCGACATACCTTCTCCATCCATCAAACAAAATGCCGTCTGAAACGGAACAAAC 
CCTTTTCAGACGGCATCAGATACCTCCAAGCTGCCGGCAATCAGTGGTGGTGATGACCGT 
GCGGGCCGTGGACATGACCGTGTGCGATTTCCTCATCGGATGCATCGCGCACGCTTTCAA 
CTGTAGCCTTAAAGCGGATTTTCATGCCTGCCAAAGGATGGTTGCCGTCCACCACCGCCT 
TGCCGTCGGCAACATCGGTTACACGATAGACGACAACATCGCCGGTTTCAGGATCGTCGG 
CTTCAAACATCATGCCGACTTCGACTTCAACAGGGAACACGCCCGCATCTTCGATACGGA 
CCAACTCCGGATCCTGCTCGCCGAACGCATCGTCGGGCGACAGCGCCACATCGACCGTAT 
CGCCGGCATCCTTACCGTGCAACGCCTCTTCCACCAAAGGGAAAATGCCGTCGTAACCGC 
CGTGCAGATACGCAATCGGTTCTTCGGTTTTGTCCAAAAGCTGATTGTTGGCATCATACA 
TCTCATAATGCAGCGAAACCACGGAATTTTTCACGATAGCCATATTTGTCCTTTCAGGAA 
CAGCAGATTAATTACAGGCGCATTCTAACACAACCGCCGCGCCGGCCGATTACCGTTAAC 
CTGTTCATAAACTGTACAGCACATATTTCAATGTAAATCTTTGTTATTTTATTGCGGTGT 
AACTTTTTTACAACATTCTTAAAACCATTCCGACCTGTCTGCCGACTTTCCCAATCCGCC 
TTAATAAATCATACAAGATACTGAAATTATATTAATCTCTATAATATTTATCCCTATCGA 
ATTTTTAACAGCAAAACCGTTTTACAGGATTTATCAATCCGCCCGCCAGAAAACTTTTCA 
TTCAAACCTTTTTCCCATCTGTACGACATTGCAATCCCTTATTCCATAGTGCATAATTAC 
GCAAATTCAGCGATGAATTTCCAACCCGGTTTGTAGTATGGTCGATAAAGACCTATTTGT 
TTCAATAATTTAAATTGGTTCTAAAGGTTACTAAAATGAAAAAATCCCTGTTTGCCGCTG 
CTTTGTTGTCTTTGGTTCTGGCAGCCTGCGGCGGTGAAAAAGCCGCTGAAGCTCCCGCTG 
CTGAAGCACCTGCCGCCGAAGCTCCCGCTACTGAAGCACCTGCCGCCGAAGCTCCCGCTG 
CTGAAGCACCTGCCGCCGAAGCTCCTGCTGCTGAAGCTGCCGCTACCGAAGCACCTGCCG 
CTGAAGCTGCCGCTACCGAAGCACCTGCCGCTGAAGCTGCCGCTACCGAAGCACCTGCCG 
CTGAAGCTCCTGCTGCCGAAGCTGCAAAATAAGCATTTTCCGCTTGCAAAAAAGCAGGAT 
ACGTTCAGTATCCTGCTTTTTTGATTTTTCAGACGGCATCAGATTCCCTTCCTCAATCTT 
CTCCCTACCCTTCCGACAAACATGCTTGACCTTCATACCGAATTTTCCCGACTCCTACCG 
GCAGATGAAATTGCCGAACCTTCTCCGACGCTTTTAAAAGACCAGCGCAACCGCTTTACG 
TCTGCACCAGACATCATTTTGCAGCCGCTCAGCGTTAAAAGCGTGCAAACCATTATGCGT 
TTCTGCCACCAACACCGTATTCCGGTTACGCCGCAAGGCGGCAATACTGGTTTGTGCGGC 
GCGGCAGTATCGGAAAACGGCGTATTGCTGAACCTTTCCAAACTCAACCGCATCCGCAGC 
ATCAATTTGTCAGACAACTGCATAACCGTCGAAGCAGGTTCCGTACTCCAAACCGTCCAA 
CAGGCAGCCGAAGCCTCAAACAGGCTGTTCCCACTCAGTCTCGCCAGCGAAGGCTCGTGC 
CAAATCGGCGGCAACATCGCCTGCAATGCCGGAGGTTTGAACGTATTGCGTTACGGCACG 
ATGCGCGACCTGGTTATCGGTTTGGAAGTCGTCCTCCCCAACGGCGAACTGGTTTCCCAT 
CTCCATCCCCTGCATAAAAACACCACCGGCTACGACCTGCGCCATCTGTTTATCGGTAGC 
GAAGGTACATTGGGCATTATCACTGCCGCCACGCTCAAGCTGTTTGCCAACCCCTTAGAC 
AAAGCAACCGCATGGGTCGGCATACCCGACATCGAATCCGCCGTCCGCCTGCTGACCGAA 
ACCCAAGCACACTTTGCCGAACGCCTATGCAGTTTTGAGCTGATCGGCCGTTTTGCCGCC 
GAATTGTCTTCCGAATTCAGCAAACTCCCCCTGCCGACACATTCAGAATGGCATATTTTA 
CTTGAGTTGACCGACTCATTACCCGACAGCAATCTTGATGATCGGCTTGTCGAATTTCTT 
TATAAAAAAGGCTTTACCGACAGCGTGTTGGCGCAAAGCGAACAAGAACGTATCCATATG 
TGGGCGTTGCGCGAAAACATCTCCGCATCGCAACGCAAACTGGGCACCAGCATCAAACAC 
GATATTGCCGTTCCTATCGGGCGCGTTGCCGACTTTGTCCGCCGGTGCGCCAAAGATTTG 
GAACAGAATTTCAAAGGCATACAAATCGTCTGCTTCGGACATCTGGGCGACGGCAGCCTG 
CACTACAATACTTTCCTGCCCGAAATCCTCAGCAATGAAGTCTATCGTTACGAAAACGAC 
ATCAACAGCACAGTCTATCGCAACGTCCTTGCCTGCAACGGCACGATTGCCGCCGAACAC 
GGCATAGGTATCATCAAAAAACAGTGGCTGGACAAAGTACGCACGCCTGCCGAAATCGCC 
CTGATGAAAAGCATCAAACAACACCTTGATCCATATAACATTATGAATCCGGGCAAACTG 
CTTCCGTAACCGGCATTTCTGATTTGCATACACAACAAAGAAAGGGACAATAGATCCGAT 
TGTCGGTTTAGCGCGAGCTCGTGAGTGCGGTTAAAAATTGGTGGAAATTACACGAAAAAT 
GACCGCACTTTTAAAATAAAAAAATCGGCAGTGAATTTCCCTGCCGATTTTATTTTGTTA 
CAACTTAACTTAAAACGTCCACTGTAAATTCAACGCACCTTGTTTAGCTTGATGATGTTT 
GCCTGTTTGGGGGTTGAATGTGGCTTGTAAGGTTAAGTGAGATTTGATTTTCACTGCTAC 
ACCTAATTGGCTCTCAATTGCCGTCTTATTGTTTATCACTCGACGCTCTCCGTCCATTTC 
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CACACCGAAAGGTTTGTTGTGGTAAAGCGCGTTCACAGCGGCGAAAGGTTCAATAGCGAT 
ATTTTTATAGAGTGAAAATTGAGCTTTAGCTTGAACGCCAACCCGAGTTTGTAATTGGCG 
GGAGCCAAGTAAATTCACGTGGGCATTTTCGCTATCGCTGAATTTTCCGTTTACCCCCAA 
ATAAGTCAATTGTGCCTGTGGTTGTAGGTAAACACGAAGGCTGTTGCCCTTTTTAGTGAA 
GTGTTCCGCCAATAACGCATTGTAACCTGCTTCAATTGAGGCAGTAATACCTTTTGAAGT 
AAAACGTTCTGTACCATCTTCAGTGTTGATACGGTGGCGGAAGCGTTGATATTGCATCCA 
GCTATCCGCATACGCACCTGTCTGTTTGTCCTGAAGTTGGTGCCAAGTGGCGTAAACGCC 
TGCACCAAAGCCTTTCACATTTCCCGTTGTAAGATTGTCTGTATCTGGGTTGTGGAAAGT 
GCTACGTTGTTCTGCTTGTCCGCCCATTAAGCCAATAGAAAGTTGATTACTTTCGTTTTG 
CCATGTGAATACTTCGCCGCCGAGTTGCACACCTTTACGATAGCCTTCTACAGGTGCTGT 
TTTGCCTTGCACCCATTGGTTGGAATGTCCGTCAATCACACGCAACCACAAGCCTTTGCG 
TGGTAAAGTGCGGTCGAAAATATCGCTGTTTTTGTTGTTCAAACGCAAGGCGAATAAGGT 
ATTGGCGGCTTGAGCCTGTTGTGCATAAATCGCCATATCATCGCGTTCTTGCACTTTGGT 
AAAAAAGCCCTCTGGGCGTTGTTGTAAAGAAAGCGTATAAATTCCCTTTTGGTGTTTGCC 
AGAAAGACGGAATGCGTGTTTATCTGCTGTGCCATTTACTTTGATAATTTGATGCCCATC 
GAGGCTTTTTAAATCGTCTATTGGATTTTCGAAGATGATGTCGGAAGTGCCAGTAACATT 
TTTCTCAAAAATTAATGCAGTATTTTTCGCTTCTTTAGGATCGTAAGCAAAACGAAAACG 
AGCTCCGCCAGCATAATCTTCTTTTACGAGTAAACTTTCACTTTTAGTATTAAAACGGAT 
GTCTGCATTCGTTGTTTTTAATTTCCCAACATTAGAATCCCAACGGGGCTCCCAGAGAGA 
ATTTTCTAAGCGGAATTCATCCAAACTAATCGTTTGCCCGATAACGTGCGAGTTGTCTGT 
AACCTCAATATAGTGGAATGGATCTAAACCAGAATATAGATGTGCTGCAAAAGAAACATA 
ATTTTCAATATGATGAATTACTTGATTAGCCCATTCTGTATAATTCCCGACAGATAAAAT 
TTCGCTGTTGATATGACTATTTTTTATTTTTGGACCTAAGGAGAATATATGACTTTTTAC 
TATAAGAGGATGGGATCCAAATTTTTCAGCTTGGCAAGTACTATAATCACGTATCTTAGT 
GTTAGAATTAAAACATTCCTTAAAATATTTCCGTATTTGTTCTTCTGTGTCCCCATTTCT 
TTTTGCAACCCCTAAACCTCGGGCGAAGCCAACTAGGTAACCTTCGGTATATTCTTGATC 
ATAAAAAGAAATCTTTTTTGAGTTATTGATGTTTTCGAATTGGTATGTTCTAGGGTATAG 
TGCGGGAAAGGGTGGAACTTTTGGATTATCCTCGGTTATAAGATAAGTTTCTTTTTTCCA 
ATATTCACTCGTTTTATCGCGGAGTTTTTTTAAGCGGGTAATTTCATCATTAGTGAGCTT 
GGTTTTGTCGTAAACGTAATCAACAGCCAAAAGCGGAGAGGTATAAAGAATAGAAAAAAA 
TAGACTTACAATAAATGATTTTTTAAACTTCTGCTTGCTTGCTTGCTTGCTTCGAGTTTC 
ATAATAAATTTTCCTTTGTCAAGTAAAAATAAATGGGGCGTGGATTTTAGCATAAAACTG 
AACAAAAAATGTCATTTATCTCACATTTTTCTCTATTTATTTCTTGTTTATTAAAAGTAA 
ACGTTTGCTTTTTGCTATTTTGTCAAGCCAGTTTGAAAATGTGTATAATTGCCCTCGTTA 
TTTACAAAAATTTCAGGAAAAATGACCGCACTTTACCCTTGGCTAATGCCAATTTATCAT 
CAAATTGCTCAAACCTTTGACGAAAGCTTGGGGCATCATGCCGTGCTGATTAAAGCGGAT 
GCTGGTTTAGGTGTAGAACGTTTACACATCAGGCGGCAGCCTTGCCCATACCGTCTGAAG 
CACTGTTTCCACAATCAGCGCGTATGCTTAATCAACCGCTGTTTCTCGCGTTTCCAATCC 
GCCTCTTTCATACTCTGGCGTTTGTCGTGCTGTTTCTTACCTTTTGCCAAACCGATTTCC 
ATCTTGATTTTTCCGCGTGAAAAATGCAAATCCAGCGGCACGATGGTGTAGCCGGCACGT 
TCGGTTTTGCCGATTAATTTGTTGATTTCCGACTGGTTCAACAAGAGCTTGCGCGGACGT 
ACGGCATCTGGTTTAATGTGTGTCGAGGCTGTGGGCAAAGCCGTAATATGGCAGCCGACC 
AGATAAAACGCGTCTTTTTTCCAATAGATATAACTCTCTTTAAGCTGTACGCGCGCGGCG 
CGGATTGCTTTGACTTCCCAGCCTTCCAAGACCAAACCGGCTTCAATCCGGTCTTCAATG 
AAAAAATCGTGAAATGCTTTTTTATTGTTCGCAATAGCCATAAACATCCTATCAATATCC 
GCCGTCAGACGGCATAAACCCGAAAACAGAACCCATCATACCGCCTCTTCAACCGCCTGC 
ACAATCTTCTCGGGATACAGCCTGTTGAGGCAGTCGGTATGCCCCAGCGGACATTCCCGC 
TTAAAACACGGCGAACATTCCAAGTGCAGGCTGACGATTTTCGCCCTATCGCTCAAAGGC 
GGCGTATGCGTCGGGCTGGAAGAACCGTAAACCGCCACCACCTTCCTGCCCAAAGCTGCC 
GCCAAATGCATCAATCCGCTGTCGTTACACACGACCGTGTCCGCCAACGACAGCAAATCC 
ATTGCCTGCGACAAATCGGTTTTGCCGCACAAATTGACACACATACCGTCTGAAAGGCGG 
TTGATTTCCTCGGCAATTTCATCATCTTTTTGCGAACCGAACAGCCAAACCTGCCAACCC 
GCCGCCAGATAATGTTTGCCCAACTCGGCAAAATGCCTTGTCGGCCAACGCTTTGCCGGC 
CCGAATTCCGCACCCGGACAAAAAGCCAGAACAGGCTTTCCAATATCCAAGCCAAAGGTT 
TCGACAGAAATTTCCCGCCGCCGTTCATCAATGGAAAACTCGGGGAATCCCGAATGCCCG 
T C AAAATCTT CC TGAC T CGGAT GCGC GAGAGCCGT AT ATCGATCCACC AT CAAAGGC AG A 
CGTTCCTTATCCAGCCTGCGTATATCGTTCAACAGAAAATAACGGCTTTCACCGACATAA 
CCCGTCCTTTTACCGATACCTGTCGCCAGCGCGATGATTGCCGATTTCAAAGAACCGGGC 
AACACGATAACCTGATCGTATCCGCGCCGCCCCAAATCCCTACCGACCCGCCAACGGCGT 
TTCAACTCCAACGCACCATGTCCGAACGAATTCTCAAGAATTTCATTCACTTCCGGCATA 
CGCTCGAACACCGCCATCGACCACTTCGGTGCGAACACATCAATCGTGCAACCGGGGTGA 
AGTTCCTTCAAACGGCGGAACAAGGGCTGGGTCATCACGCAGTCGCCTATCCAACTGGGG 
GAAATAATCAGGATTTTGATGGACATAACAAGAAACCGAAATCAGACAGGCAGAATTTTA 
CCGCGAAACCGTTGGAAAACCTATCTTGCCGCATTCCGAACGCCGGACGTGCAAATATGA 
AAAAGCCCGAACATTCAAGTTCGGGCTTCAAAATTCTGGCTCCCCGACCTGGGCTCGAAC 
CAGGGACCTGCGGATTAACAGTCCGTCGCTCTACCGACTGAGCTATCGGGGAATGGGGCG 
TATTATAGCGTCCGGAAAAAATGTGTCAATCCTTAATTTTGGAAAAATGGGCGACAAAAC 
GACAAGCATATGAATCAGAAAGACATTAAGACCGATGCCTTAAAAGGATTGCCGTTGTAT 
GAATTTCCACAGCCGTCATCACACCATATTTAAGCCCGATGAGCCGTTCTGCCCTCCCCC 
CGCTTAAAACAATGCCGTCTGAACTTCGCCGTGTTCCAAAGCCAGTAAAAACTGTTTGCG 
GTTCAACCCGCCCGCGTAGCCGGTCAGTTTGCCGTCGCTGCCGATGACGCGGTGGCAGGG 
AATCAGGATAGATACTTTGTTCTGCCCGTTGGCGGCGGCAACGGCGCGGACGGCTTTGGG 
GTTGCCCAAACGCTGCGCCTGCTCCTTGTAGCTGCGCGTTTCGCCGTAAGGAATCGCCAA 
GAGCGCGTCCCATGCGTGCTTTTGAAACTCGGTGCCAATCTGCTCCAAAGGCGTGGCAAA 
GGTTTTCAGACGACCCTTGAAGTATAAGTCCAATTCCTGCCGCAAAAGTTGCGTCCGCTC 
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ATCCTCCCGAAACACAAACCGTCCGCGCAAGGCTTTTTGGACGGCGGCAATTTCCTGTTC 
CAAATGCTTCTGTCCGACAAATTCCAGCAAACACAAACCCCTGCTACCGAACACCGCCAG 
CATCTCGCCCAAAGGCGTGGCAATGGCGGCACACACCAGCTCGTTCAAACTGTCGGGATA 
ACGCGCTTCCAACAGACGGATGGCGCGGCGGATGCGGACATATTCTTCAGGCGCGCAGCC 
GATATTGTCCCAAAAATCCCGCTCGAACTGTTTGGCTTCGCATTCCGTCAGATTGGGATG 
CGGCATAACGCCGCACTCAAAAACCCGAGATTCGAGCCAATGGCGGATTTCATCCCATTT 
TGACGGCAGATTGTTTAAGGAAGGCAGGGTAATCATTTGTTTGCTCCGTATCCCTATCAT 
AGATTTGACGGCAAAATCCCCAATTTTTGCCATTCCCGCACGCCGGAGCAGGAACGGGCT 
ATGACGTAAATCTTGAGGGTTAGGTTGCGGCAATACCTAAATATTCGATATTTCTAAAGC 
ATCAGAGAAAGGAATGTTTCAACACACAGGACGACACATAAAGCGCCGCCCCATGAAAAA 
TTTCAGACGACCTGCAAAGGGTCGTCTGAAACCACGATTTTTGCATTTGCGCATTCTGGC 
ACATCATCCAACCGTTTCGGCACATTCCTGCCGCCGTTGACAGCCTATAATGAATCCACT 
TATTCATCAAGCAAAGGAATCATCTATGCAAACCCTCATCCTCTCCGCCGTACTGCTGGC 
TTTTTCAACCGCTGCCTTTGCCGGGGGCGCATTCACGCTGCAATTCGACAACCCGTCCGA 
AGACGGCGGCTTCACGCAAAACCAGCTTTTGAGCGCGCCTTACGGCTTTTGCTGTTCAGG 
CGACAATGCTTCGCCCGCGCTGTCGTGGAAAAATCCGCCCGCCGGGACAAAAGTTTCGTC 
CTGACCGTTTACGATAAAGACGCGCCGACCGGACTGGGCTGGATGCACCGGGTGGTCGCC 
GACATTCCCGCCGATGTCCACCGCCGCAACGCGACCTCGCTGCAATTAAGCCGCTGCGCC 
AACATCGCCGACCGGACTGGGCTGGATGCACTGGGTGGTCGCCGACATTCCCGCCGATGT 
CCGCCGCCGCAACGCGGCCTCGCTGCAATTAAGCCGCTGCGCCAACATCGCCGACGACCA 
GTCCGCAGCCATATCGGCGGTAATCAGTTTGCGGATTTGCCGCATCAGGTTGACGCCTTC 
GTACACGGCAAAACCGATGCCGTCATGCTGCAACCACGCCAACACGCCGCAAAGCGCGGC 
CTCCGCAGCATTGTGCGGCACTTCTTCATCCGCCAGTACCGCAGCCTCATAATCAAACGC 
CGCGCCCATACGCCCGGAATACGGCAGCTTTACCGCATCGCACACTGCCTGCGCCGTCCC 
GTATTGTGCGGCGAACCTTTCTACGGTTTCCTGTTCGAAAGCAATCCATTGCGCCTGATA 
GAGGCCGTCTGAATCGGGAATATTGATGACGTCAAACGTCTGTCCGCCTGCCAAGGCGAC 
CGCCTTACCCGCCGCAGCTTCTTACTTCCGCGCCGCACGATAAGCACAGCCGGTTCATAT 
ACCGCCACGCTGCGGTACAAGGCGGTATGATGTTGCACGATGCCGCCTAAAGCACCCAAT 
CGTTCGCGCGTATGAAAGTATAGTGGATTAAATTTAAATCAGGACAAGGCGACGAAGCCG 
CAGACAGTACAAATCGTACGGCAAGGCAAGGCAACGCCGTACTGGTTTAAATTTAATCCA 
CTATATCTCAAACCCACGTTAGGTCTAAGCAAATGGTCGGACATCCTTATCCGACAGCCC 
ATCTTCTTTTCAGACGGCATTGCAAATTTAAGTTTGACGTGCGTTCAAAATAAGGCAGTT 
AATGCGAAGCGAAATTCCGTCGGCGTACCTGCAACTTGGCCCCTCCCCTATAGGGGAGGG 
TCGGAGGGAGGGTAAAACGGGGCAGATACAGACAATATTTCCGTTGCCGCCCCGATGCCC 
TCTCCCTAACCCTCTCCCACGGGAGAGGGAATGGATTGCCGTTGAAATAAATCGCTCTAC 
ATAAAAAATCAATGTGTTATCTCAAACCCACATTAGGTCTAATCAAATGGTCGGATATCC 
ATATTCGGCAAGCAAGCTGCTTTCAGACGGCATTTCCAGCCAACAAGCGCGCCAATATCC 
CCTCATACACCGCAGACAGCTTCGGAATGTCGTTTAGCCGCACGTTTTCGTTGATTTGGT 
GGATGGTCGCATTGGACGGGCCTAATTCGATAAGTTCTTGCGCAATGGCTTTGATGAAGC 
GTCCGTCCGAAGTGCCGCCGGTGGTGGACAATTCGGCCTCAATGCCGCAGGTTTCGGCAA 
TGGCTGCGCGTGCCACGTCGGTCAGTTTGCCCGCTTGGGTCAGAAAGGGCTGCCCCGAAC 
ACGACCACTGCAAATCGTATTGCACGCCGTGTTTGTCCAAAATGGCGTGGACGCGTTGTT 
TCAGCCCTGCTTCGGTGGACTCGGTGGAGAAGCGGAAATTGAATTTGACGTTCAGCTCGC 
CCGGAATGACGTTGGTCGCGCCTGTGCCGCCGTTGATATTGGAAATTTGAAAGCTGGTTG 
GCGGGAAATATTCGTTGCCTTCATCCCAGACTTCCTGCGTCAGCTCTAACAAGGCCGGGG 
CAAAAGTATGCACGGGATTGATTGCCAAATGCGGATAGGCAATATGGCCTTGCTTGCCTT 
TGACGGTCAGGTTGCCCGACAGCGAGCCGCGCCGACCGTTTTTAATCATATCGCCCAATT 
TGTCCACGGCGGTCGGTTCGCCGACGATGCAGTAGTCGATAAGCTCGTCGCGCGCTTTCA 
ATACATCGACGACTTTGGTCGTGCCGTCCAACGCGTCGCCCTCTTCGTCGGAAGTAATCA 
GAAGCGCAATGCTGCCTTGGTGGTTGGGATGTTTGGCAACGAAGCGTTCGCAGGCGGTAA 
CGAAACAGGCAATGCTGGTTTTCATGTCTGCCGCGCCGCGCCCGTATAATCTTCCGTCGC 
GCTCGGCCGGTTCGAACGGGGGCGAATCCCATTTTTCGACAGGACCTGTCGGTACAACGT 
CGGTATGCCCTGCAAAACAGACGACGGGAGCTTTCGTGCCGCGTCGCAACCAGATGTTTT 
TGGTGTCGCCGAAATGGAGTTCTTCAGCCGCAAAACCGATTTTGTGCAGGCGTTCGGCAA 
GGAGTTTTTGGCAATCCCTGTCGTCAGGGGTAACGGATGGTCGGGAAATCAGCTCTTTGG 
CAAGCTCTAGGGATTGAGTTTCGGTCATATTTGTTCACTTTTGAAATTAGACCGTCTGAA 
ACGTTCTGAATGTGATTTTCAGACGGCATTTAGGTTAGGTTGGCATACGGGGTGGGTATT 
TTACCCATCAGTCTTCTGAATCATTTGCCGTGGCAGGCTTCGTAAAGCGGCAGCAAATCT 
TCCACCGTTTCCGCTATCCATTTCGCGACATCCTGCCTGCCCAAATCGTCGCGTTCGATG 
TGTTTGCCGATGCAGAAAAAGTCTTCGTCGTTTTGCAACTTTCGGTCGGACTCGTTTTGT 
TGCGCGACGGTGCGGTAGTCGTCGTATTCGCTTTCCGCACCGTGCCACATATCGAAAGAA 
GCGTATTTTTCGGTATCAAAATTATCCAACCAGCGGTTGTAATCAGGCAGCGCGATGGGG 
GAAACATCGGCTTTATAGCAGTGCCAATCCAAGCTGACGCTCAGACGGCGGCGGTTGAGC 
AGTATCGACAAAATCGCTGCGGAATTTTTATATTGTTCGTATTTGAAGTAGGCAAAGAAA 
TGGGCGCGAACCTGCCAGCCGTTACACCAGCGTTCGATGTGCGGCGGCGCAAACGGCGCA 
CCCAATTCGGCGGCAACCTGCTGAATCAGCTGCTGCCATATCTGCCAGTTTTCTTTATAG 
TCAGCCTTGATTTGCGGAATGCTTTCAGGCTGGTATTTTTTAAGCTGGGAAAATTGGAAA 
AACGGGATATTGAACAAATCGCAACTTTTCGGGGTCAGCATAATATATCCTTGAGACGAT 
TGTTTCAGACGGCATTATTTGCGCCGGCGCGCCGCCATAATTTCGCCGATTTCGGTCAGT 
TTTTCTTTTGGGATAAAGGTGTTGCCCATATCAAACAGCGGCTCTTCAATCGCCAAATGA 
ACATCATATCCCGCCACAAAACGTTTGAACGCTTCCTCATCGGGGACATAAGCGTTGTCT 
GCTTCGAGTTTGGCAAATTCGGCGGAAACAGCCGCCCAGTTGTCGTGCAGCCCGATATGT 
TGGCGCAAAAGCTCGTCCACGCTTTCTTGGGCTTGCGGCGCATATTGCAGCAGCAGCGGG 
AAGAAGTTTTCTTCTTCGTCTTCATGGTGCAGCGGCGCGGCAACGTTGAAATACTGGGCG 
ATTTGGCGGATGGTTTGCAAAACAATCTGATTGCAGCCGTTTTCGGCGATATAGTCCGAC 
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AGCATGGCGACTTGTCCGCAAAAACGGCGCACTTTGCCGTGGCAGGCATACAGCATTTCA 
ATCGGTTCGGCAAAGGTAACGCTTTTGGTTTCAAACGGATTCATGTTTTCGTTCTCAACG 
GGCACTTTTCAAGCAGTCATTTTATAATAAAACAGCCTGCACAAAGCAGGCTGTCCGTCT 
TTTGAGACTTTAAGCGGATTAATCGACCAAAGTCACTTTGCCGTTCATCAAAGCACCGTG 
ACCTGGGAAGGTACAAGCGAATTTATATTCGCCGTCGGCCAATTTAGCAGGATCCAGAGT 
CAGGGAAGCTTCTTCGCCGCCGCCGATCAGTTTGGTATGGGCAACAACGCGTGCATCATC 
AGGTTTGACATAGTCGGTATCGGCAGCACCTACGCCGTCTTTAAATACGCCGTCCATGTC 
TTCAGCTTTGGCAATCACGAGATTGTGACCCATGCTGGCTTTGGGTTGCGTACCGGTATG 
TTTCAGAGTGATGGTGAACTCTTTACATGCTTTGCTGACTTGGATGTCTTTGGTGTTGAA 
CTGCATATTGTCGTTGGATTCGACAGTTGCCGCACAGTTGCCGGCAGCAGGGGCTTCGGC 
AGCATCTGCAGGAGCAGCTTCGGCGGCAGGCGCTTCGGAAGCGGGTGCTTCAGCAGCAGG 
AGTTGCCTCGGCAGCAGGCGCGGCAGGTTCTTGAGAGCAGGCAGCCAAACCGATAACGGC 
GGCAGAAATCAGAGCCAGATACGCTTTCATAACAAATCTCCAATCGATAAAATAATATTC 
GGTTTTACAGAAATCAAAGTGCAACCGCCATTAACAAAACCTTGAAAAAGATTCCGCCGC 
GTTGCACAAACAGATGTTTCGGAGCGGCATTTTGCTACAAATTTCATTTGAAATCAAAGC 
CTGTTTGCAAGTTTACAATCGTTTACCCAAAAAAGGGCAATTTTACCCCGAACCTATTTC 
TTTAGTATTAGACCTATTATCCTTTACTTCTTAATATTAACGGATGTTTACACAAATTCC 
CGTATACATTTTATGCGCCATGCCTTCTAACCAAGTTTGCCAATGCCTCCGCCAATTCGG 
GATGCCGTTTTTCCAACTTTGCCGCCGCCGAACCGAAACTCTCCAGCGCAGCCTTACTCA 
AATGCAGGGTATTGGTTTTCGGCGGTTTTTCCGGTTTCGGGACCAGCCTGACCGAAACAG 
AGCGTATCGAAGCATCAAGCCCTGCCAACTGCGGCAATACCGACGGTGCAATCATTTTCA 
AGCGCGATGCCGCCATATTGTTTGCCGCCAAAAGGACAAGCCTGCCGTCTTCGATACATG 
CCGTCTGAAAATGCGGGTGCAGGTTGGCAGGCAGCAGTTTTTTCACGGCGGCATCCAACC 
GCCGCCACTGTCCCGCCTGTTTCAAAAGTCCGGAAAGCAGCGCGTCCCGCCTGCCCAACT 
GTTCCAAATTCATAAAACATACACCCAAAAAGATTGAAATACCGCAAACGCGCCTTTATT 
TCAGACGGCATTAGCACTTTGCACAAACGCTTGTGTTAAAATCGCGTTTTCGCCCACTAT 
TATATCAGGCGCAGGAATTATTCATGCTGACAAACATTGCCAAGAAAATCTTCGGCAGCC 
GCAACGACCGCTTGCTGAAACAATACCGTAAATCCGTTGCCAGAATCAACGCGCTCGAAG 
AACAGATGCAAGCCCTAAGCGATGCTGATCTGCAAGCCAAAACTGCCGAATTCAAACAAC 
GCCTCGCCGACGGTCAGACTTTGGACGGCATTTTGCCCGAAGCCTTCGCCGTCTGCCGCG 
AAGCGTCCCGCCGCACCCTCGGTATGCGCCACTTCGACGTGCAGCTTATCGGCGGTATGG 
TGCTGCACGACGGCAAAATCGCCGAAATGCGTACCGGCGAAGGCAAAACCTTGGTCGCCA 
CCCTCGCCGTCTATCTCAACGCGCTGGCCGGCAAAGGCGTACACGTCGTTACCGTCAACG 
ACTACCTCGCCTCACGCGATGCGGGCATTATGGAGCCGCTCTACAATTTCCTCGGCCTTA 
CCGTGGGCGTGATTATTTCAGATATGCAGCCGTTCGACCGTCAAAACGCCTATGCCGCCG 
ATATCACCTACGGCACCAATAATGAATTCGGCTTCGACTACCTGCGCGACAATATGGTTA 
CCGACCAATACGACAAAGTGCAGCGCGAATTGAATTTTGCCGTTGTCGATGAAGTGGATT 
CCATCTTGATTGACGAAGCGCGCACTCCGCTGATTATCTCCGGTCAGGCGGATGACAACA 
TCCAGTTGTACCAAATCATGAACACCGTTCCGCCCCACCTCGTCCGTCAAGAGACAGAAG 
AAGGCGAAGGCGACTATTGGGTCGACGAAAAGGCACATCAGGTCATCCTGAGCGAAGCAG 
GTCACGAACACGCCGAGCAAATCCTGACCCAAATGGGATTGCTGGCAGAAAACGACTCCC 
TCTATTCCGCCGCCAATATCGCCCTGATGCACCACCTTATGGCGGCATTGCGCGCGCATT 
CCCTCTTCCACAAAGACCAACATTACGTCATCCAAGACGGCGAAATCGTCATCGTGGACG 
AATTCACCGGCCGGCTGATGTCCGGCCGCCGCTGGTCGGAGGGTCTGCATCAAGCCGTCG 
AAGCCAAAGAAGGCGTGGAAATCAAACGCGAAAACCAAACGCTTGCATCTATTACCTTCC 
AAAACTATTTCCGCCTGTACACCAAGCTCTCCGGCATGACCGGCACAGCCGATACCGAAG 
CCTTCGAGTTCCAAAGCATCTACAACCTCGAAACCGTCATCATTCCGACCAACCGCCCCG 
TACAGCGCAAAGACTTCAACGACCAGATTTTCCGTTCCGCCGAAGAAAAATTCGAAGCCG 
TCGTTAAAGACATTGAGGAATGCCACAAACGCGGGCAGCCCGTCCTCGTCGGCACCACCA 
GCATTGAAAACTCCGAACTGGTATCCAAGCTGCTGACCCAAGCCGGACTGCCGCACAACG 
TCCTCAACGCCAAAGAACACGAACGCGAAGCCCTGATTGTCGCCCAAGCCGGCAAAGTCG 
GCGCGATTACCGTTGCCACCAATATGGCGGGACGCGGTACGGACATCGTTTTAGGCGGCA 
ACCTGAAGCACCAAACCGATGCCATCCGCGCCGACGAAACCTTGAGCGACGAAGAGAAAC 
AGGCACAAATCGCCGCACTCGAAGACGGCTGGCAGGCGGAACACGACAAAGTGATGGAAG 
CAGGCGGTTTGCACATCATCGGTACGGAACGCCACGAAAGCCGCCGCATCGACAACCAAT 
TGCGCGGACGTTCCGGCCGTCAGGGCGACCCCGGATCCAGCCGCTTCTATCTCTCCTTTG 
AAGACCCATTGCTGCGCTTATTCGCACTCGACCGCGCCGCCGCCATCCTCAACCGCCTCG 
CCCCCGAACGCGGCGTCGCCATCGAACACAACCTGCTGACGCGCCAAATCGAAGGGGCGC 
AACGCAAAGTCGAAGGCAGAAACTTCGATATGCGCAAACAGGTTTTGGAATACGACGACG 
TTGCCAACGAACAGCGCAAAGTCATTTACAGCCAGCGCAACGAAATTCTGACCAGCAAAG 
ACATCAGCGACCTGATGCAGGAAATCCGTTCTGATGTCGTCAGCGACCTCGTGGATACCT 
ATATGCCGCCCGACAGCATGGAAGAACAATGGGACATCCCGACTTTGGAGAACCGTCTGG 
CTGCCGAATTCAGACTGCACGAAGACATCCAATCCTGGCTGAAGGCGGACAATGCGATTG 
ACGGTCAAGACATCAAAGAACGCCTGATCGAACGCATCGAAAACGAATATGCCGCCAAAA 
CCGAACTGGTCGGCAAGCAGGCAATGGCCGATTTCGAGCGCAACGTGATGTTGCAGGTCA 
TCGACAACCAATGGCGCGAACACCTCGCCGCTATGGACTACCTGCGACAAGGCATACACC 
TGCGCAGCTATGCCCAAAAAAATCCGAAGCAGGAATACAAACGTGAAGCCTTTACCATGT 
TCCAAGACCTGTGGAACGGCATCAAATTCCATATTGCCTCCCTGCTTACCTCGGTTCAAA 
TCGAACAAAACCCTGTCGCGGTGGTTGAAGAGCAACCCATCGGCAACATCCAGTCCATCC 
ATTCCGAATCGCCCGATATGGAAGAACTTTTGGGTCAGTCGCAAACCGATCTGGTTACCG 
AAGCCTTTAATCCCGATGGGACAGATTTCAGCCCCGAAGCCTTGGAAGCGCGGGGGCAAA 
TCGTCCACCGCAACGACCCCTGCCCCTGCGGCAGCGGTTTGAAATACAAACAATGCCACG 
GC AAACTGGCTTAAGCGTTTGAACGCAAATGCCGTCTGAACATCCCGCTCCCGTTTCAGA 
CGGCATTTTGCCTGAACCGCCACATCCGACTGCCATTCCGAAAAATCCCGATTTCGTACC 
GTCCGTACCAAAAACAGACATCCCGTCCGCCCCACATCATGATTCCATCCGACTTCATTG 
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ACGAGCTTTTAGCCAAAACCGATATTGTCGATATTATCGACGAGCAGGTTCCGCTGAAAA 
AAGGCGGGGCGAACTATATGGCGTGTTGCCCGTTCCACAAGGAAAAAACGCCGTCGTTTT 
CGGTCAGTCCAACCAAGCAGTTTTACCATTGTTTCAGTTGCGGGGCACACGGCTCAGCGA 
TTGGTTTTGTGATGGAACATCAGGGACTGTCGTTTCCGGAGGCGGTTCAGTTCCTTGCCG 
ACCGCGTGGGTATGGTCGTGCCGAAAGTGCACGGGCAAAACGATAATCCCGAAGTCCGTG 
CCGAACGTAAGAAAAAACAGCAGACACTGGAGGAAACGACGGCTGCGGCAGCTGATTTTT 
ACGCGCAACAGCTAAAATTCAATCCAGCGGCAAAAGCTTATTTGGACAAGCGCGGCTTGA 
GTGCAGAAGTTATCGCGCATTATGGTTTGGGCTATGCGCCCGACGGCTGGCAGCCTTTGA 
CGCAAGTGTTCCAACCGTATCCTAATACCGCGTTAGTGGATACGGGGATGGTGATTGACA 
ATGAGGGACGGCATTACGACCGCTTCCGCCATCGGATTATGTTCCCCATCCGCAATCCGC 
GCGGGCAGGTTATCGGTTTCGGCGGCAGGGTGCTGGACGACTCGAAGCCGAAATATTTAA 
ATTCTCCCGATACGCCTTTGTTCGATAAGGGGAAAAACCTTTACGGACTGTATGAAGGGC 
GTGCCGCTGTCAAGGAAGCGGGGCGGATTTTGGTGGTCGAAGGCTATATGGACGTGGTCG 
CGCTGGCACAGTTCGGCGTGGGCTACGGCGTGGCGGCTTTGGGTACGGCGACGACGGCGG 
AACACGTCAAAATCCTGATGCGTCAGGCAGACAGTATTTATTTCTGTTTCGACGGCGACA 
GCGCGGGGCGAAAAGCGGCTTGGCGCGCGCTGGAAAACGCGCTGCCGCAGTTGAAGGACG 
ACAAATCGCTGCATTTTTTGTTCCTGCCGGAAGAACACGACCCCGACAGCTACATCCGCG 
CCTACGGCAAAGCGCAATTTGAAGACGCGCTTCTGAATCAAAGCAAGCCTTTGTCGGAGT 
ATTTCTGGGAACACCTTTCAGACGGCATTCATCTCAATACGCAGGAAGGCAAGGCGGAAT 
TGGTAAAAACCAGTTCGCCGCTTTTGGCGCAGATTACCGCGCCGGCATTGGCTTATTTGT 
TAAAACAACGGCTTAGCGAGCTGGTCGGCATCGACCCCGACAACCTCGCGCAACTGCTAG 
GACAGGAAGCGCCGAAGCGGCACGTCAAACAAAAAAACTACAAACTGCCTCCGATTTCCG 
TCAAACAGCCCGTCATGCTGACGCTGGTACAGCGGCAAATCCGCAGCCTCTTGATAAATC 
CGGATTGGGCTGCATATATAGACCTGCCCGATTATCTGGCGTTGGACGGTGATTTCGCCT 
GCCTTGCCAATCTTGCCGAATCGATTAAAAACCATGCCGCCGTACCCGAAACCGCTCAGG 
TTTTAGAGTATATGCGCGGCTCGCCTTACGAAGAAACGATAACCCGAATCTTCCATTCAA 
CGCACCAATCGGAAGAAATGAACAGCAGCAGTGAAGAAGATTGCGAGAATTTCCAAATCG 
GCATGAAAAAACTGCTCAATGAGTTAAAATACAGCCAAATCGAAACATTAAAACAAAAAA 
GCCTGCAATCCGGCTTAAATGAAAGCGAGAAAAAACTTTTGCTGTCGCTGCTGACCGCAA 
AACAAAATTGACCGGCGGATTCCGCCATCCGTAAACCGTTATGCCGTCTGAAAAGCATTC 
ACCCCGGCTGCAACAACGACACCTGCAGAACACCCATCCCCAAAAGCCTTCAGACGGCAT 
CAGAGTACCCTACTCTGCCACGCCTTCAGGTGCGTCCAAACGCAAACCGTCGGCATCTTA 
CCAACAGAAAGCAGACAATGTCCAGAAACCAAAATCACGAAGAATATCAAGACGACACCC 
GTCCGTTAAGCATTGAAGAGCAACGCGCGCGCCTGCGTCAGCTCATCATCATGGGTAAAG 
AACGCGGCTACATCACCTACTCCGAAATCAACGACGCCCTGCCAGACGATATGTCTGATG 
CCGACCAAATAGACAATATCGTCAGCATGATTTCCGGTTTGGGCATCCAAGTTACCGAAC 
ACGCCCCCGATGCGGAAGACATATTGTTAAGCGACAATGCCGCCGTTACCGACGATGATG 
CCGTCGAAGAAGCCGAGGCCGCCCTTTCCAGTGCAGATTCCGAGTTCGGCAGAACCACCG 
ACCCCGTCCGTATGTATATGCGCGAAATGGGACAGGTCGACCTGCTGACCCGCGAAGACG 
AAATCATCATCGCAAAAAAAATTGAAAACGCCCTGAAAAATATGGTTCAGGCCATCTCCG 
CCTGCCCGGGATCCATTGCTGAAATCTTAGAACTCATCGAAAAAATCCGCAAAGACGAAA 
TCCGCGTCGACGAAGTCGTAGAAGCCATTATCGACCCGAATGAAGTATTGCTCAACGAAT 
TGGGCTTGGGGCACTTGGAAACCACAGCGCCCGAGAAACCTTCCAACGACAATTCGGACG 
AAAACGAAGACGACGAAGAATCGGAAGAAGATGCGGATGAAATCTCGGCAGCCAATCTCG 
CCGAATTGAAACAAAAAGTCATCGGCCACTTTGCCCAAATCGAAAAAGACTACAAAAAAA 
TGATTGGCCGTTTGGAAAAACACCACAGCCGGCACAAAGACTATCTCGCCTACCGCGACG 
CGATTGCCAACAAACTGCTGGAAGTCCGTTTCGCCACCCGGCAAATCGACAGCCTCAGCA 
GCAGCCTGCGCGGGAAAGTAGAAAACATCCGCAAACTCGAACGCGAAATCCGCGACATCT 
GCCTCGACCGCGTCCATATGGAACGCGACTACTTCATCCAAAACTTCCTGCCCGAAATCA 
CCAATCTAGAATGGATTGAAGAAGAAATCGCCAAAGGCAGGGTTTGGAGCGACGCGCTCG 
ACCGCTTCCGCCACGCCATCCTCGAAAAACAAACCGAGTTGGCGGATATGGAAAAAGAAA 
CCCGCATTTCCATCGAAGAGTTGAAAGAAATCAACAAAAATATGGTGTCGAGCGAAAAAG 
AAACCGCAGCCGCCAAACAGGAAATGATTCAGGCAAACTTGCGCCTCGTGATTTCCATCG 
CCAAAAAATATACCAACCGGGGCTTACAATTCCTTGATCTGATTCAGGAAGGCAACATCG 
GTTTGATGAAAGCGGTCGATAAGTTCGAATACCGCAGAGGCTATAAATTCTCCACCTACG 
CAACCTGGTGGATCCGCCAGGCAATTACACGCTCGATTGCCGATCAGGCGCGTACCATCC 
GCATTCCGGTACATATGATTGAAACCATCAACAAGATGAACCGCATCTCGCGCCAACACC 
TTCAAGAAACCGGCGAAGAACCCGATTCCGCCAAACTTGCCGAACTGATGCAGATGCCCG 
AAGACAAAATCCGCAAAATCATGAAAATCGCCAAAGAGCCGATTTCGATGGAAACCCCCA 
TCGGCGACGACGACGATTCGCACTTGGGCGACTTCATCGAAGATGCCAACAATGTTGCGC 
CGGCCGATGCGGCAATGTACACCAGCCTGCACGAAGTAACCAAAGAAATCCTCGAAAGCC 
TGACACCGCGTGAGGCAAAAGTCCTGCGTATGCGTTTCGGCATCGATATGAACACCGACC 
ACACGCTGGAAGAAGTCGGCAGACAGTTTGACGTAACGCGCGAACGCATCCGACAAATCG 
AGGCAAAAGCACTCCGCAAGCTGCGGCATCCGACAAGAAGCGACCGTTTGAGAAGTTTCT 
TGGACAGCGAAGACAGCAAGCTGTAAACCAAAAAACCGCAGGTTTCAAATACCTGCGGTT 
TTTTCTTACACAATAAACAACGCTTCCACATATCCCACACTCCTATCCCGAGACCTTTGC 
AAAATTCCCCAAAATCCCCTAAATTCCCACCAAGACATTTAGGGGATTTTCCATGAGCAC 
CTTCTTTCAGCAAACCGCACAAGCCATGATTGCCAAACACATCGACCGTTTCCCACTATT 
GAAGTTGGATCAGGTAATTGATTGGCAACCGATCGAACAGTACCTGAACCGTCAAAGAAC 
CCGTTACCTTCGAGACCACCGCGGCCGTCCCGCCTATCCCCTGCTGTCCATGTTCAAAGC 
CGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACTCGAACACAGCCTCATCAC 
CCGCATCGATTTCAACCTGTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCAC 
CTTATGCCGCTACCGCAACTGGCTGGCGCAAGACGACACCCTGTCCGAACTGTTGGAACT 
GATTAACTGCCAACTGACCGAAAAAGGGTTAAAAGTAGAGAAAGCATCCGCCGCCGTCGT 
TGATGCCACCATTATTCAGACCGCTGGCAGCAAACAGCGTCAGGCCATAGAAGTCGATGA 
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AGAAGGACAAGTCAGCGGCCAAACCACACCGAGTAAGGACAGCGATGCCCGTTGGATCAA 
GAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCGTACCGATGCGGAAGGCTA 
TATCGAGAAACTGCACATTACCCCCGCCAATGCCCATGAGTGCAAACACCTGTCGCCGTT 
GTTGGAAGGGTTACCCGAAGGTACGACCGTCTATGCCGACAAAGGCTATGACAGTGCGGA 
AAACCGGCAACATCTGGAAGAACATCAGTTGCAGGACGGCATTATGCGCAAAGCCTGCCG 
CAACCGCCCGCTGTCGGAAGTGCAAACCAAGCGTAACCGATATTTATCGAAGACCCGTTA 
TGTGGTCGAACAAAGCTTCGGTACGCTGCACCGTAAATTCCGCTACGCCCGGGCAGCCTA 
TTTCGGACTGATTAAAGTGAGTGTGCAAAGCCATCTGAAGGCGATGTGTTTGAACCTGTT 
GAAAGCCGCCAACAGGCTAAGTGCGCCTGTTGCCGCCTAAAAGGCAGCACGGATGCCTGA 
TTATCGGGTATCCGGGGAGGATTAAGGGGGCGTTTGGGTAGAATTAGGAGATATTTGGGG 
CGAAAACAGCCGAAAACCTGTGTTTGGGTTTCGGCTGTCGGGAGGGAAAGGAATTTTGCA 
AAGGTCTCATCCTGTTATTTTCACAAAAACAGAAAACCAAAAACAGCAACCTGAAATTCG 
TCATTCCCACGAAAGTGGGAATCCAGTGCGTTGAGTTTCAGCTATTTAGAATAAATTTTG 
AAACTCTAATCGCGTCATTCCCACGAAAGTGGGAATCCAGGACGCAAAATCTCAAGAAAC 
CGTTTTACCCGATAAGTTTCCGCACCGACAACTCTAGATTCTCGCCTGCGCGGGAATGAC 
GAATCCATCCATACGGAAACCTGCATCCCGTCATTCCCACGAACCTGCATCCCGTCATTC 
CCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAGCA 
TTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGGGATTTGAGATTGCGGCATTTATC 
AGGAGCAACAGAAGCCGCTCTGCCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAG 
TTTCAGTCATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGG 
AATGACGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGAACCTACATTCCG 
TCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTGCC 
TTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCGTACGGAAA 
CCTGCATCCCGTCATTCCCACGAACCTACATTCCGTCATTCCCACGAAAGTGGGAATCCA 
GTTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCG 
CCTGCGCGGGAATGACGAATCCATCCGTACGAAAACCTGCACCACGTCATTCCCACGAAA 
GTGGGAATCCAGTTGCTTGAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATGT 
CTAGATTCCCGCCTGCGCGGGAATGACGAATTCATCCGTACGGAAACCTGCACCACGTCA 
TTCCCACGAACCTACATTCCGTCATTCCCACGAAAGTGGGAATCCAGTGCGTTGAGTTTC 
AGTCATTTCCAATAAATTGCCTTAGTATTGAATGTCTGGATTCCCGCCTGCGCGGGAATG 
ACGAATTCATCCGTACGGAAACCTGCATCCCGTCATTCCCACGAAAGTGGGAATCCAGTT 
TTTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCT 
GCGCGGGAATGACGGCGGAAATCTTGTTTATATTGAATCAAAAAAAACCTGCACCTTAAT 
CAGTTGGCGGTTTAGTCCGACTTTTGGGGTGCAGATCAAGCTTTCAGACGGTATTTCCTT 
TAAAACTTCATTTCGAGCGCGAGACTGAAGTTCCTGCCCGGTGCGGCATACCTTCCATAG 
TTGCTGTCGCCGCCGTGCCGGTTTGCCGTGCTTTCCGCAGTCTGGCGCAAGGATTCCCAA 
GTAACGTAGCGGTAGTTGCCGATATTGTAGATAGCCGCCCTCAAGGTCAGCCGTTTTTTC 
AGATTCAGATAGGCGGAAACGTCTGCCGTCGACCAAGAAGACGACGCTCTTTTTGTCGAA 
TATCGTTTTTGATCGCCTGCCAGATAAGCAAGCTCGTCAGGGTTTTTCCCTTTGGAATAG 
GTCAGCATAATGTTTGCGCCCCATTTCCCCTCAGGCTGGTCGTATCCGAACCCCAAAACA 
TAACGCGACGGCTGTACCGCATCCAAAGCATAGCTGCGGAGGGACAGTCCCGGCCGGTTG 
GATACCGATTTCGGTTTGATGCGGTTGTACGCCAATGTGGTGTACAAACCTTCGGGCAGT 
TTGCCATACACGCCGTTCCAGTCGATTTTTCCCAATATATTAACGCCTTGAAGCGACATA 
TTTTGGGCATTGTAATAATCGCGTATATCAATCTCTGTCAATTGTCCTGCCTGATTCGGC 
AATTTGGTTTTGTGATCGGCAACGGCAATCATATCGGTATAACGGTTGCGGAAGCTGCTG 
ATTTCCAAAAAGCCGAAATCGCCCTTCCACTGCAAACCGATTTCCCGGTTGGCTGCCTTT 
TCCGATTTCAGGGCGGGACGCTGCCAGCCTTTCGGATAATCGTGATAAATGTCTATCCCG 
AAAAGTTCTTGGAATGAGGGCGTTCTGAAGCCGCTGGAGGCACGGTAAGACACGGAAAAA 
TGCCGGTTCGGTTTGAACAAGATGCCGCTGTTCCACGAACGGTCAACATACCGCCCGCTG 
CGGACGAGTTCTTCCGACGTGGTGAAGTTTTTCCGGTCGTACCTGCCGCCCAAGCTGAAA 
TCGAAATATTTGCCGATTGAAAAACGGTCGTTCAAAGAAATATGGATATTGCTGCCGTTG 
ATTTTTCTTGGCACGCATTTGCGGGAACGCAGGGTTTCGATGTAGCCGCAGACCGACCCT 
TCGACGACTTCGGGCTTACCCAAAAGATACTTATCTTGATTGTTTTCATCGAATCCCGTG 
GATTCCGAAATCCTTGCCGCATTGTGGGAAAGCTGTTCGGGGCGGGAAATCGCTTTGGAA 
GCATCGTAACCGAAGCCCAAAGTCAGATGGTGTTTCGTCCATTTGTTTTTCAGCGATTTC 
TCAAACGAGGCATTCAAAACATTGTGCTGTTCGCGGTAGTGGAAACGGTCGCTGCTGTCG 
TAGGAATACGGTTTGTCCGCCGACGCGCGGCAGGATTTGTCCACAGCAGGATACACGGCG 
CAATTCAGCTTCAGCGTGTTGTTATCGGTTGCCACGCCCTGTTTGTCAAACGACAACACC 
GCCTTATCCGCCCAATTGTCAGAATACGCTTCGTTTTCATAACGATACAGCAAACCCATA 
CGGCGGCGGCGGTGATGTTCGTCAATAAATTTGGTGCGGGAATATTTCAAACCTATGCCC 
CTGACCAAATTTTTATCGCCCTTCCACTCTTCTATATTCGGCACAAAATACAAGCCGTCG 
CGGAAATCGTCGCCGTCGTACACCCCGCTCTTGTCTCTAAACTTTTCCGCCTCGTCCGTA 
CCGTAATACTGTTTTTCCGTCATATCGCGGATATCGTAACGCTGTTTGGTATCCTCAAAC 
ACGCCGCCGACATAATGCCTGCCGCCGAAGCGGTAGCCCAGCTTGGCAAGCCAAGAGCCG 
CTGCGGTAATCCATCGGATCGGGCAATATCCTGCCGCCGCCCGTGTAAGCTTGGGCGGAC 
AGATTTTCGTGGCGCGCCTGCGCCTCCCGCACCTGCGCCTCTTCTTCAGCACTTAAAGGC 
TGATTTTGTTCAATACGTTCTTTTACCCAGCGGTTGAGCTGGTTGTTCAAATATTTCCCG 
TAGCCCGCCAATTTTGCCACGGGCTTGGATTCACGCTCGCCCTCTACTGAGAAAAATGGC 
TCTCTTGTCTTGCGTTTAATATCGTATGTCTGACGGAACGCGTCCAAACGGTCTATGCCG 
TATTCCACCCCGTCCGCAATATCGCCGTGCGGGCGCGTTTCCCGCCCTTGGCGTTCGGTT 
CGGATTAACAGCCCTTCCCAACCGTCTTTGCTGAACCCCGCGCCGAGCGACTTCATAAAT 
TGGCGGTTTTTACTGCCGTAGGCGGTTTTTGCCTGTATCCCCCAACTTTTGCCGTCTGAA 
ATCAGGTCTGCCGCCTCTTTGGTGCGGAAGGCGACCGCGCCGCCGAGTGCGCCGCTGCCG 
TGATCGGAGGAACCGGCACCTTTGTCGATTTCCACCGTGCTGATGTTTTCATATTCGATT 
TCGTTGATTGCACCGCTGCCGCCGCGTCCGCCGTATCCGCTCAACGATCCCTGCACGGTA 
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AACGCCTGTATTTGGGCAACACCGTCGACCGAAACCGCCACACGGTTTTTATCCACGCCG 
CGTATCGAGTAGCCGCCGCTCGCGCCGTTGCCCTGTTCGACAACCGCCACGCCCGGATCG 
TAGCGCGTCAGGTCGCGGATACCGAGTACCTGTTCTTTGTTCAACGTTTCCGACGTTTTG 
ACGATTTTGCCCAAACCGGTCGCCTCTTTCGATCGCCGTCCCACTTTGGCGGCACGGACG 
GTAATCTCTTTCAGGGATTGGGTCTGCGCGGCATCAGGTGTCGCCCCCCCCGCTTGGGCA 
GCATAAGCCGGAAAAGCGGTTGCAATGGCCAAGGCAGTCAGAGTCAGCGGAAAACCGTGT 
TTCTTATTCATTTTTCCACCTCCTGCATATCTTTCTTCGCACCGAATACCACGCCGAATT 
GGTGTTTAACTTCAGATTCTAACTGTTTGCCAACATCAACTTCAGCATCAACTTCAGCTT 
CAACATCAACTTTATTTTCAGTACCTTCAGTTATACCAAGAGATTTCCCATCATTATTGA 
AAATAATACCGCCCAATTCCTCCGCCTGCGGGCCGTAAAATCCCCCTTCTACACGAAGAT 
TACTAGCTTGGAAGGTTTTGGGGTCGGTCGAACCATTTCCCGAAAGATTGATGCCGTTCT 
CCCGAGTGCGTGCTGTCGCGTAGAAACCGTTGCCCTCAATCTTGCCGTTTTCAATATGGA 
AAGCAGGTTCTACACCGTTTTCCTCCGTCAGCGTTCCGGAAATCGATTTCTTGCCGAAAT 
CAACGGTAAATACTGCTTTTGCCGCTTCTTTATCCGCCTGATTGTCCCATTGAATGGGTT 
TGCCGATACGCGCTTCCCAAGTGCCGGTATAGTGTGCTTCTCCAGTTTTCGGAATATCCG 
TTTCCGCCGTGCGGATACCTTTCAGGAAAAGGTCGATGTTCCTGCCTTTAGGGGCTTCCG 
GAGCGGGCAGGATGCCGTCTGAACCGCTGCCGCCTTCTTCTGTCGGCGATTCTTCTTCGG 
GTTCTTCAGCTTCATCTTCACCTTCTACGGCTTCGTCTTCTTCGCTGCCTTCGTCTTTTA 
CGGCTGCGTCTTCGGTGCCTTCTTCATCGTCGATTTCGTCTTCGCCTTCTTCGACGCTAT 
CAACGCCTGTATCCTCTTCGTCCCTCTCTTCGTCCTGCGCCTTCGGTTTGGCGGCGGGAC 
GTTCGGTTTGCATCCGTCCGATTTTCACATAGGTCAGAAAATCGCAGCAGGTTCGGATTG 
TCGTTTTCCTACCATCGGCAAGCTCGATGGTTTGTTCTTTGTTTACCAAAGGAATTTCAC 
GCCCTTCGACAAGAAGTTTGTCGGGATGACCAAAATCGGGCATAGAGGAAATGGCAAACT 
CACGGGGATTTTTATCACTTGCCTCGTCAACGGAAATTTTCAGAGAATCCAAGATTTTGG 
TGTGTTTTCCAGACGACAGGGCAGGTTTTGTATCTGCTGCGTTTTCTGTCTCTGTTTTTT 
GTTTGCCTGCGAATACGCCGAATACGCTGTTGTCGTTGCTGATAAACCGTCCGGCAAGCT 
CTTCTCCGTTATCGCCGAAAAAACCGCCCTCAAGCCGCTGATCGGCATCGGTATGGAAAA 
ACAAATATTCTTTATCAGCGTGTTGCGTCTTCACCTCGGTGCTAACTTTGGCACTGCCGG 
TAAAGCGGTTGCCGTCCAATGTTGCGGTAATGTCGTAAATGGTCAGCGGTTTTTTGGGCT 
CATTTGGATTACTTTTATTTTGCACATACTGATTTTTAATCAGCTTGCCATTCAGGGTTT 
TGTTATCAAAATCAACCGTATATTCGGCAGGATGCTTTTCCCTGTCGTCGGCATCCCTAG 
CCTCATAAGAAGTTGCCCCAATTTCATTACCATAATATGTGGTATAACCCAAATCCGTAC 
TGGAAACCGCCTTACCTGTCCGATGACGTTTGGCATCGGTCATATATTGCCAGTTACCGG 
AATATTGCACCGTTCCCGCGCTCGGTAAAGATTGGGAAGGACGTTCTCCGGAATAATATA 
CAAAACCGTCATAACTAAATCGGTTAACAAACTCCTTACCATCAGAAGTCTTTTCTTTTT 
CATTATCCTTTCCTTCCGCCCTGGTAAACACATAGCCCGCACGGACAAATTGATATTGAT 
ATTTTTCTTCTTCTTTTTTCGATGTGATAACCCTCACATCAGAATACCGTTCGTTGATTT 
TCTTTTTAAGTTTGTCAGCCTGTTCTTTCAGCGTACCGTCTAAAAACAGGATATCCTTCT 
CTTTAAGCGGCAGATGCTCCTCTGCCTGATGCTTGTCGGGAATTTCCGTACCGTCTTGTT 
TATAGGAAGCAATATTCCGCCTTGGCAGCCGCATTGCCGCACCGACGGCGGGCCGGTTGA 
CCGGCGTGGTTTCTACCGAAGACCCGGCAGGGGGCGGAGTGGGAACGTCCTTAGATTTGA 
AGGTGACGGGGTACGCGGTCGGCGTTGATTCGACAACAGGCTGCACGCCGAAATTGCCGC 
CGATACAAGATGCTAAAAGTAAGGGCAACAAGACAATGCCGCCATAATTCGGTTTACACA 
TCCCTACTTTTCCTCTATTTGATTAATAATAATTATCATTATATTAATATGTACAGATAA 
TATCAAGCCGTTTTTATAGTGAATTAACAAAAATCAGGACAAGGCGACGAGCCGCAGACA 
GTACAGATACATTCCGTCATTCCCACGAACCTACATCCCGTCATTCCCACGAACCTGCAC 
CACGTCATTCCCACGAAAGTGGGAATCCAGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCG 
GGTAACTTCTACTTCGTCATTCCCACGAACCTGCATCCCGTCATTCCCACGAAAGTGGGA 
ATCCAGGACGCAAAATCTCAAGAAACCGTTTTACCTGATAAGTTTCCGCACTGACAGACC 
TAGATTCCCGCCTGCGCGGGAATGACGGGATTTGAGATTGCGGCATTTATCGGGAGCAAC 
AGAAGCCGCTCTGCCGTCATTCCCACGAAAGTGGGAATCCAGTTCGTTCGGTTTCGCTTG 
TTTTAAGTTTCGGGTAACTTCCACTTCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTT 
GAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGC 
GGGAATGACGGATTTTAGGTTGGGGGCATTTATTGGGAAAAGCAGAAACCGCTCCGCCGT 
CATTCCCACGAAAGTGGGAATCCAGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTAA 
CTTCCACTTCGTCATTCCCGCGAACCTACATTCCGTCATTCCCACGAAAGTGGGAATCCA 
GTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTAACTTCCACTTCGTCATTCCCACGAA 
CCTGCATCCCGTCATTCCCACTAAAGTGGGAATCCAGGACGCAAAATCTCAAGAAACCGT 
TTTACCTGATAAGTTTCCGCACTGACAGACCTAGATTCCCGCCTTATATGATGCGCTCTA 
TCAAAGGGGCGCATTAATTTTCTTAACATTCCCCTTTGACAGCCAAGTGAAAGGGGCTTT 
TTTATGTCAGCAGTAAATGTAATATTTTCCTGTTCTTATTGGAGAATATTTAAAAAATCA 
GATTCTTGTGTTTTGTGTTTTTATCAGTTCAGACATGGCGAACCGCATAAACTCATTAAT 
CAAGAGAATTTTTCAAAGCTTTATCAGGCGTTCGATTATATAGATTCGGTTGGTTCGAAT 
TTTCCAGTGATTATCACAACGGATGGTTGTGGTCTTTTTTGTTGATCTTTAAAAGTTTGT 
CAGGATTTGGCTTTCGGTCGTTGACCGTCGTACGCGCTTTAGCGCGGAAGACGGGAAACG 
GCTGAAAGCCCCCCCCTTGACTAACAGGGGGGGAGCGAAATTAAAAACCAATTCCAAGAG 
TAGTGAACGAATGAGTGAAGTTGAATATTTCTCACACTTTATATCGGACGGAAAAGGGAA 
GCTTTTAGAAATTCCGCAGCGAAGAGGTAAGCAAGACGGGGTTTTTGTTGATTGGATTTC 
ATTCACATTCCATGAAGATACTTTACTGAAAGTTTCCGGTTGCCCTTTATTTTCTGATGC 
TGAATACATGTATGTATTAAGCAGAAAGCTGGAAGAAATTCTAGGTTTTGGCATAACGCG 
CAAATGCAAATCAAGGGGCAACAAATTCTATGAATCCATGTATAGGTTAGGTTCGGATGA 
TGTTGATTATGGAGAGGTGCATTTCGGAGGTCAGCGCAATACTGTTTTAGTTGAGTTGAA 
AGGTACTGGTTGCAGCGTTGCAAGTCCGGGTTGGGAGTTGAGGCTAAAGCAGTTTCTCGA 
TGATTCGATAAGGACAAGAATAACGCGAATTGAGCTAGCACTTGATTTTTTTGATGGAGA 
GTACACGCCGGATCAGGCGTTGTTAGATCACGATAATGGTTTTTTTGATAACAGCAATCA 
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AAGGCCGAAATCTGAAACGATCGGTACGGCTTGGCGGAATGAGGACGGGAGCGGCAAGAC 
ATTTTATGTAGGTCGCAAGAAAAATTCTCGTTTTGTTCGTGTTTATGAGAAAGGCAGGCA 
GCTTGGAGATAAAGAAAGCAAATGGGTAAGGTTCGAGATCCAGTTTAATTATGGAGATAT 
AGAAATACCCTTGGATATTTTAATAAATCAGGGTTCGTATTTCTGTGGAGCTTTTCCAAT 
TTGTAGAAAATTTAAAAATATGCCGGTTCCCGAAAGGTTTGATCAGAGAAAGAAAAAGCT 
TAATTTAACTTTCGAGCATAAATTGCATTACGCGAAAAACGCGGTTGGAAAACTGGTCAA 
TTTCATGATTGAAATGGGTTTTGATAATAGCGAAATTGTGGAATCTTTAAAGGCAGATTC 
GGGATTTCCCAAAGGATTAGAACCTGAAAAATATGCTCTGGAAATGTTAAGGGACGGTTT 
GAAACACGGTTTTATTCATGAACAGCCGGATATTGATTTGGAAATTGAACTTGATGAATT 
GGGGGTTATTGCTTTTAAAAATTCTGACAAATTCGATAGGGAAAAAAGGCTTTTTAGTCC 
TGATTATGATGTCGAGAAAGAAAGGAAATATCAGGAATATTTAAGTAAAGTTTATCATCA 
AAATGTAGATTATGATTATTTTTAAAGGAAATCAAAATGTTTAATCAAACTCAAACTGTA 
ACTTATCCTGCAACTTTTTTGGGAGCCAAAAAATTCAAAGGCGAAATTGATGGCTCTAAT 
ATCGACACTTGTTCCGTATTGGTTGCAACACCTTTGCCGGCACAGTCGGGAAATGCTGTT 
GGATTCACGGCAGCACAAATGAAGTTCGGGGACAGTAAGAATTTCTCAAAATTAGAGAAT 
CTCAAATACCCGTGCGAAGTTATGGTAACGGTTGAAATGACTTCGACAGGTAAGGGCATG 
GTTCCTTCATTAATTGATTTTCAGGTGGCAGAAAAGCCGAAAGGTTGATTTATGAAATTT 
GAAGAACGTTTCATAGTTCAAGACTTGGAAACGCATGACTTTATTTATCCCGATCCTTTC 
GGTGATGTGGGGTTTACTCAAAATATTAAATCAGCAGGTCAATTTGAAAGCTACGAAGAT 
GCGTTGAATTCAGGCATAAATGAAATAGGCGGAGGATTCCAGATATTTCAGTTCTTCGTA 
AAATCGGAATAAAAGAAAAACAGGCTCGGCGGGCGGTCTGTCAACCTTTCACAAAGCCCG 
CAACAAAGGAAAAATATCATGAAAATGAACCTTGCAACACTAATTATCGGCTGGGTGGTC 
TGTATGTTTCTTTTTCTTTTCGCAATCCTCTATTTTATCGGCTAAAAACGAGATTCGGAA 
AAGACTTCGTCCGGATGAAGCAAGTCAAGAAGTCGTCTTATTTTAAATATCAAAAAAGGA 
AAAAAACGATGAACATCGTTAAAAAATACGCTGTAAAAGCAGCCTTGGCAGCCGGTATCT 
TCACACCGGCCATTGTTATGGCAGATACCTTTGATCCATCCGCGATTGGTACGCAAGTAG 
CGAATGTAATCATGGGTTTCGTGTCAATGGTTTCCGCCGTGGGTATGGCGGCCATTACCG 
TGATTCTTGCAATCCAAGGCTTCAAAATGGCTTGGAGCATGATTAAATCTGTCAAATAAA 
CAGAGTGAAGAAAAAGGGGCGTATAAATGGGCTATCGTGTCGGCATAAATTGTTTTGATA 
CAAGATTGCAGGCAGACGACTATTTATTGTCGTCCCTTCCTCCTACTGTTACCCAGGACG 
GAAAAATCATCAGGCCGGAAAGGGTGGGCGATAAATGGATTTTGAACGGAAAGCCGGTTA 
CGTTGTCTTATCCGGAATGTTCCAATTTTGAGCAGATAAAGCAAGGTTCTTATGTCGGTT 
CGACGGTTCTAATTCTGTTTGTAGTCATTTACGGTTTCAGGCTTCTGATTAATTTTTTAA 
AAGACATAGGCAAGGTTGGGACTGATTGATGATTATAGATTTCTGGTTTCTTCTCGGTTT 
CTTCTTGGCTTTGTCTGTTGCTTGGCTGTTTTGGTAACGGTTGGTAGAATCGGCTTTTTA 
GAGTGTTTTAAAAGGTCCGAATTATGTTTATTTCTGAATATCATTTAGTTAAATTTCAAA 
CTGATTCACATATTTATAGAGATTTACCACAAGCGTTAATTTATTATAGGGAATTGATTA 
GAAAAGGGGTTTTTAAAACTTCGTTTTCATTTGATATTTTTAGGAATTTCTTTCATCGTT 
ATGATAGAGATTTTATAGAAATTCAATTCCCTGATTCTTCTACATTATTAATTAAATTAG 
ATGAAGCAAAATGTTATGTTTATTATCCTAGGGCGAAATTTTTTAAAGATTATCCTATGC 
TTTAGTTTTTTTGTATCTAAATTTGCATTGGCATCAGTAAATGCTCCGGGTAAATTTGAT 
AGGGTTGAAGTTTATGATGATGGCAGATATTTAGGTATTCGAGGTTCAGATGACAAAAGA 
AGAAGAATTTGGAAAGGTGTATTTGATAGAGAATCGGGAAGATATTTAACTTCAGAAGCT 
CAAGATTTAAAAGTTAGGCATGTATCTACTGGAGCATCAAGTACGGGTAAAGTTAGTTCG 
GTTGTATCTTCATCAGTTTCCCGCGCTGGCGTATTGGCGGGGGTCGGCAAACTTGCCCGC 
TTAGGCGCGAAATTAAGCACAAGGGCAGTTCCTTATGTCGGAACAGCCCTTTTAGCCCAT 
GACGTATACGAAACTTTCAAAGAAGACATACAGGCACAAGGCTACCAATACGACCCCGAA 
ACCGACAAATTTGTAAAAGGCTACGAATATAGTAATTGCCTTTGGTACGAAGACAAAAGA 
CGTATTAATAGAACCTATGGCTGCTACGGCGTTGACAGTTCGATTATGCGCCTTATGTCC 
GATGACAGCAGATTCCCCGAAGTCAAAGAATTGATGGAAAGCCAAATGTATAGGCTGGCA 
CGTCCGTTTTGGAATTGGCATAAAGAAGAACTGAATAAATTAAGTTCTTTGGATTGGAAT 
AATTTTGTTTTAAATAGTTGCACATTTGATTGGAACGGCGGAGATTGTGTGGTCAATAAA 
GGTGATGATTTCAGAAATGGGGCTGATTTTTCCCTTATTCGCAATTCAAAATACAAAGAA 
GAAATGGATGCCAAAAAGCTGGAAGAGATTTTATCGTTGAAAGTCGATGCCAATCCCGAC 
AAATACATAAAGGCAACCGGTTATCCCGGTTATTCCGAAAAAGTAGAAGTCGCACCCGGA 
ACAAAAGTGAATATGGGTCCCGTCACGGACAGGAACGGGAATCCCGTTCAGGTTGTCGCA 
ACATTCGGCAGGGATTCGCAAGGCAACACCACGGTGGATGTTCAAGTAATCCCGCGTCCC 
GACTTGACCCCCGGAAGCGCGGAAGCACCGAACGCACAGCCGCTGCCCGAAGTATCGCCC 
GCCGAAAACCCCGCAAACAACCCGAACCCCAATGAGAACCCCGGCACGAGCCCCAATCCC 
GAACCCGACCCCGATTTGAATCCCGATGCAAATCCCGATACGGACGGACAGCCCGGCACA 
AGACCCGATTCCCCCGCCGTTCCGGGACGCACAAACGGCAGGGACGGCAAAGACGGAAAG 
GACGGCAAAGATGGCGGCCTTTTGTGCAAATTCTTCCCCGACATTCTCGCTTGCGACAGG 
CTGCCCGAGTCCAATCCGGCAGAAGATTTAAATCTGCCGTCTGAAACCGTCAATGTAGAG 
TTTCAGAAATCAGGAATCTTTCAAGATTCCGCACAGTGTCCCGCACCTGTCACTTTCACA 
GTGACTGTGCTTGATTCAAGCAGGCAGTTCGCGTTCAGCTTTGAGAACGCATGTACCATA 
GCCGAACGGCTAAGGTACATGCTTCTCGCCCTTGCTTGGGCGGTTGCCGCCTTTTTTTGT 
ATCCGCACAGTATCTCGTGAAGTCTAGCAGGCGCAGCACCGCCGGGCTTCAGTAACTTGT 
ACCAAGGCAGGGGGAGGACGTCCAGAAAGATTTGTAAAGACGGCTTTATCGTCTTTATAA 
ATCTTTTTGGATACCCCTTGCCGCCCCGCCAAAAGAACACATTCTGCCGCAAGGGCAGGT 
GGTAAGGCGCGCGCCTTTTGCGCCGTTCCCCCTGCCCCCGCGGCGTCGCAAGTGAGACTG 
GGGGTGCGGGGGCTAGTCCCCGCAAAGCCTTTCAGCTTCGGAAGCCACGGCCGAAAGGCA 
GGCGCAGCACTGCCGGTCTGAGCGGAAGCCAGGCTACAGGCAGGCGCAGCACCGCCGAGC 
TAGGCGGAAGCCAGGCTACAGGCAGGCGAAGCACCGCCGGTTGGGCGGAAGCCACGGCCG 
AAAGGCAGGGCGAAGCACCGCCAGGCTTAGGCGGAAGCCACGGCCGAAAGGCAGGCGAAG 
TACCGCCGGTCTGGGCGGAAGCCATGGTAAAAGGCAGGCGAAGCACCGCCGGGCTTCAGT 
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AACCTTTGTTCAGGCAGGGGGAGGATGTCCGTAAAGAATCGTAAAGGCGGGGTTTTTTCG 
CCTTTATGATTCTTTTTGGATACCCCTTGCCGCCCCGCCAAAAGAACACATTCTGCCGCA 
AGGGCAGGTGGTAAGGCGCGCGCCTTTTGCGCCGTCCCCATGCCCCCGCGGCGTCGCAAG 
TGAGACTAGGGGGTGTGGGGGACTAGTCCCCCGCAAAGCGTTCAGCTTCGGAAACTTTGG 
CCGAAAGGCAGGCGAAGCAGCGCACTTTGCGACGAATGTCGCAAATAGCCGAGAAGCGCG 
GGGGGATTGGCGATAAGCGCGAGGGGGGTGTCCCCACAGCGCCGCCGCGCCGCGAATGCG 
GCGCAAAATCTTTCAGATTAAGAAACATTTGTTTAATGAGGCAACCGTGCCTTTTAAGAA 
AGGGATAGCAAATGAAATTGTTGGCCGCATTGATTCCGCTTTTGATGAGCGTGGCAGGCC 
GTATATTGACTGCATTAGGCTTGATGGCGGTAACCTATTCAGGGGTGGATAGATTGGTAG 
CCCATTTTCAGCAGGCGATAACCAATAGCATAACGGGCGCGCCTCAAGCGATGTTGCAGC 
TTTTTTATATAAGCGGCGGTGGAACCGTTCTTAATATCCTGTTTGGCGCGATCGCCTTTA 
TTCTGTCATTCAAACAAATGACAAAACTAGCAACCTCAATCGGGAAGAAAAAATAAATGG 
CAGAGATCTGTTTGATAACCGGCACGCCCGGTTCAGGGAAAACATTAAAAATGGTTTCCA 
TGATGGCGAATGATGAAATGTTTAAGCCTGATGAAAACGGCATACGCCGTAAAGTATTTA 
CGAACATAAAAGGCTTGAAAATACCGCACACCTACATAGAAACGGACGCAAAAAAGCTGC 
CGAAATCGACAGATGAGCAGCTTTCGGCGCATGATATGTACGAATGGATAAAGAAGCCCG 
AAAATATCGGGTCTATTGTCATTGTAGATGAAGCTCAAGACGTATGGCCGGCACGCTCGG 
CAGGTTCAAAAATCCCTGAAAATGTCCAATGGCTGAATACGCACAGACATCAGGGCATTG 
ATATATTTGTTTTGACTCAAGGTCCTAAGCTTCTAGATCAAAATCTTAGAACGCTTGTAC 
GGAAACATTACCACATCGCTTCAAACAAGATGGGTATGCGTACGCTTTTAGAATGGAAAA 
TATGCGCGGACGATCCCGTAAAAATGGCATCAAGCGCATTCTCCAGTATCTATACACTGG 
ATAAAAAAGTTTATGACTTGTACGAATCAGCGGAAGTTCATACCGTAAATAAGGTCAAGC 
GGTCAAAGTGGTTTTACACTCTGCCAGTAATAGTATTGCTGATTCCCGTGTTTGTCGGCC 
TGTCCTATAAAATGTTGAGCAGTTACGGAAAAAAACAGGAAGAACCCGCAGCACAAGAAT 
CGGCGGCAACAGAACAGCAGGCAGTACTTCCGGATAAAACAGAAGGCGAGCCGGTAAATA 
ACGGCAACCTTACCGCAGATATGTTTGTTCCGACATTGTCCGAAAAACCCGAAAGCAAGC 
CGATTTATAACGGTGTAAGGCAGGTAAGAACCTTTGAATATATAGCAGGCTGTATAGAAG 
GCGGAAGAACCGGATGCGCCTGCTATTCGCATCAAGGGACGGCATTGAAAGAAGTGACGG 
AGTTGATGTGCAAGGACTATGTAAAAAACGGCTTGCCGTTTAACCCATACAAAGAAGAAA 
GCCAAGGGCAGGAAGTTCAGCAAAGCGCGCAGCAACATTCGGACAGGGCGCAAGTTGCCA 
CATTGGGCGGAAAACCGTAGCAGAACCTAATGTACGATAATTGGGAAGAACGCGGGAAAC 
CGTTTGAAGGAATCGGCGGGGGCGTGGTCGGATCGGCAAACTGAAGAAAACGGCAAGAGA 
GAAAAAAGACCCGTAAACCGTTTGAATATAGACGGTTTACGGGTCTTTGTTTCGCGCAAA 
GCAAGGGCTAAGGCAGTCAGGCAGCAAATCCCGCAATGTATTAAAACAGACGCGTAGAAA 
TGCCGGCTGCCTTTATCCATCCTCGAAATTGAATATCATCCTAGCCGTATCAAGGCTGTA 
TAAATAAGGAAAATACCAATGAATATAATCGGGCTGGACATCTCAAAGGACACCATAGAC 
GCAACATTGCATAAAACAAACGGAAGTATCCATTACATTAAATTTAAGAATAATGATGAT 
GGATTAAAACAGTTTAGATTGTGGATAAAGGGAAACAGAATCAGAAAAGTCTATATCGGC 
ATGGAGGCAACAGGCATCTATTACGAAAAGGCAGCAGATATGCTTTCTTCCTACTATACT 
GTTTACGTTATTAATCCCTTAAAAATCAAGGACTACGGAAAAAGCAGGTTTAACCGTACC 
AAAAC CG AC AAAGC AGAT T C AAAC C TGAT AGC AGAC T AC AT AAAAAGGC AT C AAGAT AC A 
TTGATACCGTATCAGATACCCAAAAACAAAGCACTGCAAAAACTGATTAACCTTAAAAAT 
CAATTACATCAACATCAGAAGCAAATTAAAAACCGTCTTCATAGCACTGAAGAAGACTTC 
ATAAGGAACATACATCAAGACTTGATAGATACCATACAGGACAAGATGGAACAGGTAAAA 
ATAGCCATATCCGAACAAATCAAAAAACAAACGGACAATAACCATTACCGCAATCTTCAA 
ACCATCCCGAGCATAGGCAAAGACACCGCATCAGTTCTTTATGCGCAACTGACAGAAAAA 
CATTTTAAAACCGCAAACCAGTTTGTATCCTATGCCGGATTAAATCCCGCCATCATACAA 
TCAGGGACAAGCGTAAGAGGTCGGGGCAGATTGAGCCGATACGGAAACAGACGATTAAAA 
AGTACGCTGTATATGCCCGCCCTTTGTGCTTACCGTTTTAACGCATTTCCGAAATTAATA 
AATAATCTGAAAAAAGCGGGTAAGCCAAAGATGGTAATCATCGTTGCCATCATGCGCAAA 
CTGGCGAAGCTCGCCTATTACATTGTTAAAACCGGCCAGCCTTACGATGCGGAAAGACAC 
CGATTGAATCAATAAAATTCAACAAAATTAAACGGTTACGCGAATATATTTGTGTAACCG 
TGC AT TT GC AT ATCGT AAAT AAAC GT AAAT AAAAAT AAC AAT AT AAAT C AGT AT AT TGC A 
ACTTTGTTTTTTATTTTGTGTTGACGGGCAACATATCATCTGCGCGGGAATGACGGGATT 
TGAGATTGCGGCATTTATCGGGAGCAACAGAAGCCGCTCCGCCGTCATTCCCACGAAAGT 
GGGAATCTAGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTAACTTCCACTTCGTCAT 
TCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTGTCTTAG 
CATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCATACGGAAACCTG 
CATCCCGTCATTCCCACGAACCTACATTCCGTCATTCCCACGAAAGTGGGAATCCAGTTT 
TTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTG 
CGCGGGAATGACGGGATTTTAAGTTGGGGTCATTTATTGGAAAAAGCAGAAACCGCTCCG 
CCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTTCCGATAAATT 
GCCTTAGCATTGAATGTCTAGATTCCCGCCTGAGCGGGAATGACGAATCCATCCGTACGG 
AAACCTGCACCACGTCATTCCCACGAACCTGCATCCCGTCATTCCCACGAAAGCGGGAAT 
CCAGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTAACTTCTACTTCGTCATTCCCGC 
GCAGGCGGGAATCCAGTGCGTTGAGTTTCAGCTATTTAGAATAAATTTTGAAACTCTAAT 
CGCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTTCCGATAAAT 
TGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCATACG 
GAAACCTGCACCACGTCATTCCCACGAAAGTGGGAATCTAGTTCGTTCGGTTTCGCTTGT 
TTTAAGTTTCGGGTAACTTCCACTTCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTG 
AGTTTCAGTCATTCCCGATAAATTGTCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCG 
GGAATGACGAATCCATCCATACGGAAACCTGCATCCCGTCATTCCCACGAAAGTGGGAAT 
CCAGCTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATGTCTAGATTC 
CCGCCTGCGCGGGAATGACGGATTTTAGGTTGGGGGCATTTATTGGGAAAAGCAGAAACC 
GCTCCGCCGTCATTCCCACGAAAGTGGGAATCCAGTTCGTTCGGTTTCGCTTGTTTTAAG 
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TTTCGGGTAACTTCCACTTCGTCATTCCCGCGCAGGCGGGAATCCAGTGCGTTGAGTTTC 
AGCTATTTAGAATAAATTTTGAAACTCTAATCGCGTCATTCCCACGAAAGTGGGAATCCA 
GCTTTTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCG 
CCTGCGCGGGAATGACGAATCCATCCATACGGAAACCTGCACCACGTCATTCCCACGAAC 
CTGCATCCCGTCATTCCCACGAAAGTGGGAATCTAGTTCGTTCGGTTTCGCTTGTTTTAA 
GTTTCGGGTAACTTCCACTTCGTCATTCCCGCGCAGGCGGGAATCCAGTTTCTTGAGTTT 
CAGTCATTTCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAAT 
CCAGTGCGTTGAGTTTCAGCTATTTAGAATAAATTTTGAAACTCTAATCGCGTCATTCCC 
ACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTCCCGATAAATTGCCTTAGCATT 
GAATGTCTAGATTCCCGCCTGCGCGGGAATGACGGCGGAGCGGTTTCTGTTTTTTCCGGT 
AAATACC C AC AAGC T AAAATCCCGT T ATT TTC AC AAAAAC AGAAAAC C AAAAAC AG AAAC 
CTGAAATTCGTCATTCCCACGAACCTACATCCCGTCATTCCCACGAAAGTGGGAATCCAG 
TTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTCAGCATTGAATGTCTGGATTCCCGC 
CTGCGCGGGAATGACGGCGGAGCGGTTTCTATTTTTTCCGGTAAATACCCACAAGCTAAA 
ATCCTGTTATTTTCACAAAAACAGAAAACCAAAAACAGAAACCTGAAATTCGTCATTCCC 
GCGCAGGCGGGAATCTGGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTAACTTCCAC 
TTCGTCATTCCCGCGCAGGCGGGAATCCAGTGCGTTGAGTTTCAGCTATTTAGAATAAAT 
TTTGAAACTCTAATCCCGTCATTCCCACGAAAGTGGGAATCCAGTTTTTTGAGTTTCAGT 
CATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGGGAATGACG 
GCTGCAGATGCCCGACTGTCTTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAG 
CCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAAT 
CGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATACTG 
TAATCAGGGATGCTCAGTTCGTCGAAACGGCAAAACAGGTTGAAGTCGATGCGGGTGATG 
AGGCTGTGTTCGAGTTCGGGATCGGAGAGGCTGTGCCATTGTCCGAGCAGGACGGCTTTG 
AACATGGACAGCAGGGGATAGGCAGGACGGCCGCGGTGGTCTCTAAGGTAACGGGTTTTT 
TGACGGTTCAGGTATTGTTCGATCAGCTGCCAATCAATCACCCGGTCCAACTTCAATAGC 
GGGAAGCGGTCGATGTGTTTGGCAATCATGGCTTGGGCGGTTTGCTGGAAGAAGGTGCTC 
ATGAGAAATCTCCTAAATGTCTTGGTGGGAATTTAGGGGATTTTGGGGAATTTTGCAAAG 
GTCTCAACTTGAGTTTCACGCCCCGCTTAACAATATTCAGTTGGTAAATATTAGATAAAA 
CCATAAAAATTAAATTGATGGCTTTTATAATCCCCGATTTGCGAAAATGCCGTCTGAAAG 
TCTTCATTCAGGCTTTCAGACGGCATTTTGATCATCAAGTAACGCTTTATCAGGCTTTTT 
TATTGTTCAACGCAGCTTTGACAAACGCGGTGAACAAAGGATGCCCTTTGCGCGGATTGG 
AGGTAAACTCGGGGTGGAACTGGCAGGCGAAGAACCAAGGATGGTTCGGCAGTTCGATGG 
TTTCGACCAAGCGTTCGCGTCCGGCAGATACACCGCCGATGACCAAACCTGCCTGTTCCA 
GTGTAGGAACGTAGTTGTTGTTGACTTCGTAGCGGTGGCGGTGGCGTTCGCGGATATGTC 
CGCTGCCGTAGATTTTGGCGGCGAGGCTGCCTGCTTTCAATTCGACTTCTTGCGCGCCCA 
AACGCATCGTGCCGCCCAAATCGGTGGATTCGTCGCGGGTTTCGACGCTGCCGTCGGCAG 
TTTGCCATTCGTCAATCAGGGCAACGACTGGCGCGGCGCATTTGAGGTCGAACTCGGTGG 
AATTCGCGCCTTTCAAGCCTGCCACGTCGCGGGCGTATTCGATCAGCGCAATCTGCATAC 
CGAGGCAGATGCCCAAGTATGGCACGTTGTTTTCGCGGGCGTAGCGCACGGCGGCGATTT 
TGCCTTCCACACCGCGCGAACCGAAACCGCCGGGAACGAGGATGGCGTCCATGTCTTTAA 
GCATGGAAACGTCGCCCTTGTTTTTCTCGATGTTTTCGCTGTCGACAAAGGTAATCTGCA 
CGTCGGTTTCGGTGTGAATGCCTGCGTGTTTCAAGGCTTCGATCAGCGATTTGTAGGACT 
CGGTCAAATCGACGTATTTGCCGACCATGGCGATTTTGACGGTGTGTTTCGGGTTTTGGA 
TGGCGTGGACGATTTTTTTCCACGCGGTCAAATCCGCCTGCTGCACATTAAGCTGCAACT 
GCTCGGTAATGATGTTGTCGATGCCTTGGTCGTGCAGCATTTCGGGGCATTCGTAGATGC 
TGTCCACATCGTAGCTGCCGACAATCGCGCGTTCTTCCACGTTGCAGAACAAGGCGATTT 
TGCGGCGTTCGTCCGCAGGCATTGTCCTGTCCATACGGCAAATCAGGATGTCGGGTTGCA 
AACCGATGCTCAACATTTCTTTAACGGTGTGCTGGGTCGGCTTGGTTTTGATTTCGCCTG 
CGGCGGCGATGTAGGGGACGTAGCTCAAGTGGGCAAACAAGGTGTTGTTGCGCCCCAACT 
GGCTTCGCATCTGGCGGATGGCTTCCAAAAACGGCAGCGATTCGATGTCGCCGACCGTGC 
CGCCAATTTCGACAATCGCCACATCGTAACCTGCCGCGCCTTCGTGGATGCGTCGTTTGA 
TTTCGTCGGTAATGTGCGGAATGACTTGAACCGTACCGCCGAGGTAGTCGCCCCGTCGTT 
CTTTGGCGATAACGTTTTCGTACACCTGTCCCGTGCTGAAGCTGTTGCGGCGGGTCATCG 
TGGAATCGATAAAGCGTTCGTAGTGTCCCAAGTCGAGGTCGGTTTCCGCGCCGTCGTCGG 
TTACGAACACTTCGCCGTGTTGGAACGGGCTCATCGTGCCGGGATCGACGTTGATATAAG 
GATCGAGCTTGAGCATGGTAACGTTCAAGCCGCGCGATTCGAGGATGGCGGCAATAGAAG 
CGGCGGCGATACCTTTACCCAGTGAGGAGACAACGCCGCCGGTGACGAAAATGAATTTGG 
TCATAATGAAATACCCGTATTGGAATGCGTGATTTTAACGTGAAGCGCGCGGTTCTGGCA 
AACGGACGGATGCCGTCTGAACGATGGACGGCTGTTTTCAGACGGCATCTTTTCTTTATT 
TCCCGGTACTTTGCCGCAACTCGCGGCGCAGGATTTTGCCGACGTTGGACTTGGGCAACT 
CGTCGCGGAATTCGATATTTTTCGGTACTTTATATGCGGTTAATTCGGTGCGGCAAAAAG 
CGATAAGTTCTTCTTTGGTCAAAGACGGGTCTTTTTTGACGACGAATACTTTGAGTGCCT 
CGCCGGTTTTTTCGTCGGGAACGCCGATACAGGCGACTTCCATGACTTTGCCGTGATGCG 
C GAT G ACT TCCTCGATTTCGTTCGGAT AAAC ATTGAATCCGGAAACAACGACGAGGTCTT 
TCTTACGATCGACCAGCTTCAACCAGCCTTTTTCGTCCATGACGGCAATATCGCCGGTTT 
CCAAGAAGCCGCGCGCGTCTATGGCTTTGGCGGTTTCTTCGGGGCGGTTCCAGTAGCCTT 
GCATCACTTGAGGGCCTTTTACCCACAATTCGCCCGGCTGCCCGACGGGGACTTCTTTGC 
CGTTTGCGTCGCGCAGTTCGACTTCGGTGGACGAGACGGGCAAACCGATGCTGCCGCTGT 
ATGATTCGATGTTTAAGGGGTTGCAGCACACGCCGGGGCTGGCTTCGGTCAGACCGTAGG 
CTTCGACGATGGGCGTGCCGGTGATTTTTTTCCATTTTTCGGCAACGGCTTTTTGGGTCG 
CCATACCGCCGCCCAAAGTCAGCCGCAATTCTGAAAAATCGACTTCGGCAAAATCAGGAC 
GGTTAACCATCGCGTTAAACAGCGTGTTCACGCCGATAAATACATTAACCCGCTGTTTTT 
TCAGTTCTCCGATAAAGCCTTTCATATCGCGCGGGTTGGTAATCAGGATGATTTTCGAGC 
CGGCATTGGCAAAAATCATCAGATTCACGGTTAAGGCAAAAATATGGTACAGCGGCAAGG 
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CGGCGATAACGGTTTCTTTGCCCTCGCGCAACTGGTTTTTAATCCATTCTTTTGCCTGAA 
GCATATTGGCGCAGATGTTGCCGTGACTCAGCACCGCCCCTTTGGCAACACCTGTCGTGC 
CGCCCGTGTATTGCAACAGCGCGGTATCTTCGCGGTTTAATGCGACAGGTTGGAAAACGT 
GCTTCGCCCCTTCTTTCAATGCCGTCTGAAAGGAAACGGTTTCCCGAATACGGTATTCGG 
GCACCATTTTCTTGATTTTCCGGATGACGAAATTGATCAGCGAACCTTTAAGCAGCCCGA 
ACATTTCGCCGACGGAGGCTACGATGACGTGTTTGATCTGCGTGCGCGGCAGCACCAGCT 
CCAGCGTGTTGGCGAAATTTTCCAAAACGATGATGGCGGTCGCGCCGCTGTCTTTCAACT 
GATGCTCCAGCTCGCGCGGGGTATAGAGCGGATTGGTGTTCACCGCTACCAAACCTGCCT 
GCAAAATGCCGAAAAGGGCAACCGGATATTGCAGTACATTGGGCAACATTATTGCCACGC 
GCTCTCCTCGAGGCAATTTAAGGACGTTTTGCAGATAAGAAGCAAAATCTGTTGCCAGTT 
TGCCGGTTTCGGCATAAGTCAGCGTCTTACCCATGTTTTGAAAAGCAGGTTGGTCGGCAA 
ATTTTTCCACGCTTTGGCGGAATACGTCGCTGACGGAATTGTATTGCGTGATGTCGATTT 
CGGCACTGACGCCCTTCTCGTAGCTGTCTAACCAGATTTTTTCCATAGGTATCGGTCTTT 
AAAGTGGAATTGAGCGGAACAATGCCGTCTGAAAACCGTTTCAGACGGCATTACCTTTAT 
CGTGTGATGATGACGGGTTTGTCGGTCGTTTGGATGATACCGCCGCCCAAACAGATATCG 
CCGTCGTACAGCACGGCGGACTGACCCGGCGTAACCGCCCATTGCGGTTCGTCAAACACC 
AGCTCGGCGGTTTCATCATCCAAATAGCGCAACTCACAAGGCGCGTCCGCCATACGGTAA 
CGCGTTTTGCAGGTATAGCGTCCTGCCTTCGGGCGTTCGGGCAGCGTGAAACTCAAATCG 
TTCATCACAAGGCTGCGGGTATAAAGCAGCGGATGGTCGTGTCCTTGCACGACAATCAGT 
TCGTTTTTCGTCAAATCTTTAGCCGCAACAAACCACGGTTCGCCCGCGCCGCCAATGCCC 
AAACCTTTGCGCTGTCCGAGCGTGTAGAACATCAGCCCGACGTGTTCGCCGACGGTTTTC 
CCTTCGGGCGTAACCATTTTACCATTGTCGGTCGGCAGGTATTTCTGCAGAAACTCGCGA 
AACGGGCGTTCGCCGATGAAACAGATGCCCGTGCTGTCTTTTTTAGCGGCGGTCGGCAGT 
TTGAACTCGGCGGCAAGGCGGCGCACTTCGGGTTTTTCCAAACCGCCCAACGGAAAAATC 
GCGCGCTCGAGTTGGAAAGGCTTGAGGCGGTAGAGGAAATAGCTTTGGTCTTTGTTTCGA 
TCCAAACCTTTGAGCAGGTAATGCACGCCGTTGCGAACTTCTTTGCGCGCATAGTGGCCG 
GTGGCGATGGTATCCGCGCCCTGCCCTACGGCGTAGTCCAAAAAGCATTTGAATTTGATT 
TCGGCGTTGCACAACACATCCGGATTCGGCGTGCGCCCCGCACTGTATTCCTGAAGAAAA 
TAAGCAAAGACTTTGTCTTTATATTGCGCGGCGAAATTAACGATGTCGATATCGATGCCG 
ATAATATCGGCAACGGCGATGGCATCGAACGAATCCTGTTTGATGCTGCAATATTCGTCG 
TTGTCGTCGTCTTCCCAGTTCTGCATGAACACACCGCGCACTTGATAACCCTGCTGCTTG 
AGCAGGGCGGCGGTTACGGAAGAATCGACACCGCCGGAGAGCCCGACGATGATATTGGAA 
GGGTTTGCTGTCGTATTCATGCGTAGAATATGGTTGGAAACGGCGGTTTTTAAAGGCGGA 
TTTTAACACATTTTAAAGGCGGGCATAAAAATGCCGTCTGAAAGCCCGGGCTTTTTCAGA 
CGGCATTTCAAACATTTTCAGCAGATTAGTGCTGATGCGCTTCGCCGTGGTGATGACCGT 
GGTTCATTGCCGGCATCGGCGCGATTTTGACTTCCAGTTGGACGGTTTGCGCTTTGGCGT 
TTTTAAATTTCAGGGTAACGGGAATTTTATCGCCCTCTTTTAATTGTTTTTTCAAACCCA 
TAAACATCACATGATAGCTGCCGGGTTTGAGTTCGGTAACGGATTTCGCTTCCAAAGGCA 
CGCCGCCTTCGACTTCGCGCATCCGCATCACGCCGTTGTCGTTGATGTGGGTATGCACTT 
CGACGCGGTCGGCAACGGGGCTGCTTCCGCCGAGCAAAAAGTCTTGTTTGGCTTCGTCGT 
TGTGGATTTTCATGAACGCGCCGCCTATTTTCATACCTTCGACGGTGGTGCGCGCCCAGC 
CGTCCTCAACGTGGACTCCGGCGGCGGAAACCGCGCCTGCCAAACCTGCCATCATCACGG 
CCGCCAATAATTTTTTCATCTTTCTGCTCCTTATAATATCAGACGGGGAATGTGCTTAAT 
CTTATAGCGGATTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGA 
TTCTCTAAGGTGCTGAAGCACCAAGTGGATCGGTTCCGTACTATTTGTACTGTCTGCGGC 
TTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATACATACAAATACTGCCTGGAAATT 
TGATGTAGATTAAGTGAATAATAAATACCACATACTAATCCTAAAGGATTACAAATCCTG 
CTGCAAGCGTTTTACCCGAACAGGGCAGACAGCCAAACCGCCGCCAACATCAGCATCGCG 
AACAATTGTGCGGCAGAACCTGCGTCTTTGGCGAGTTTGGCCAGCTCGTGTTTTTCGGTC 
GAAGTATGATCGACGGCAGCTTCGACGGCGGTGTTGAACAGTTCGACAATGACCGACACA 
AAAGACGCGATAATCAACGGCAGGCGGACGGCGGTTTCGGAAACCCAAAAAAATGCCGCG 
CACACCAGCAGTACGTTCAGCCACAAAACCTGACGGAATGCCGCTTCGTAACGGTAGGCG 
GCGGCGATGCCGTCTATCGAATAGCCGAATGCGTTAATGACGCGCCTGATGCCGCCTTTG 
CCTTTTTTTTCTGCCGCGTAGGAGGAAGGTTCCATCGGTATCCTTTCAAAATGTTCTCAA 
TATAGTGGATTAACAAAAACCTGTACGGCGTTGCCCCGCCTTAGCTCAAAGAGAACGATT 
CTCTAAGGTGCTGAAGCACCGAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCAGCTT 
CGCCGCCTTGTCCTGATTTTTGTTAATCCACTATATATACCGTCTGAAAACGGGGCGGCG 
GGGTGTCCGTACGGTATTAAGCGTATCCCTGCCGGCTGAGAGAAAACCCTGCCTGCCCAA 
TCAAACCAGGCGGTTGTGAAGCAAAAGCCTTTCAGACGGCATCGGTTTAACGTACCGACC 
ACGCGGCAACGGCATCGGCAAACATTGCCGCCACATCGAAACCTTTTTGTTTCATAATTT 
CTTGGAATCCGGTCGGGCTGGTTACGTTGACTTCGGTCAGGTTGCTGCCGATAACGTCCA 
AACCGGCCAGCAGGATGCCGCGCCGTTTGAGTTCGGGGGCGAGCGTTTCGGCAATTTCGC 
GGTCGCGTCCGCCCAATTCCTGCGCCACGCCGCGCCCGCCTGCCGCAAGGTTGCCGCGTG 
TTTCGCCGTTTTGCGGGATACGCGCCAAAGCATAGGGGACGACTTCGCCGCCGATAATCA 
GGATGCGTTTGTCACCGTGTACGATTTCGGGAATGTAGCGTTGCGCCATAATGGTGCGGG 
AATCAAGCTGCATCAGGGTTTCGAGGATGCTGCCGATGTTGGGGTCTTTTTCGGTCAGGC 
GGAAAATTCCCATACCGCCCATGCCGTCGAGCGGTTTGATGATGATGTCGCCGTGTTCTT 
TCAAAAATGTGCGGACATCGGCGGAACGGGTCGTTACCAGCGTGGGCGCGATAAAGCGGC 
TGAAGTTCAAAATCGCCAGTTTTTCATTAAAGTCGCGCATCGCCTGTCCGCTGTTAAAGA 
CCTTCGCGCCCTGCTGTTCCGCCAGCGTCAGTAATTGGGTGGCGTAGAGGTATTGCATAT 
CGAACGGCGGATCGGTACGCATAATCACGGCATCAAATGCTTCCAATGCCGTCTGAACTT 
TGTCGGCAGATTTGAACCACGCATGATCATCATCGTTTTTTGCACCCAAAAATTCAAATG 
CCGATGCCTGCGCCGTTACCAAACCGCCGTTTACAGACAATTCCCCGCTCAATGTGTGAA 
ACAGCCGCCAGCCGCGTTTTGCCATTTCGCGCATCATCGCGTAGGTGGTGTCTTTATAGG 
TTTTGAAACTTGCCATCGGGTCGGCGATAAAGAGGACTTTCATCATATTTCCTTTCCGGT 



WO 00/66791 PCT/US00/05928 
Appendix A -361- 



GTGCCGAATGTGCCGCATTTCGCGGGTAAAGGAGAAATTCCGCCCGAACAATATTCAGAC 
GGCAGGGATGGGGTTTTACTTAGGCTGCCAAGAGTCTTTCAGCGTTACCGTGCGGTTAAA 
CACCGGCGTGTCTTTGCCGTGGTCTTTACGGTCGGTTACGAAGTAGCCGATACGCTCGAA 
CTGCCAACGGCTTTCTGCCGGCAAATCTTTGGCGGCAGGTTCGGCGTAGGCGGTGATTTC 
CTTGACGGATTCCGGATTGAGGAAATCGGTGAACGGCAGGTATTCGCCGTCTTCGCCGCG 
CACGGCATCGGGACGCTCGACGGTAAAGAGGCGGTCGTACAGACGGACTTTGATTTCGGC 
GGCGTGTTCGGCGGAAACCCAATGAATCACGCCTTTAACTTTACGGCCTTCTGGATTTTT 
GCCCAAGGTGTCGTGGTCGATGCTGCATTTGAGTTCAACCACATTGCCTGCTTCGTCTTT 
GACGACTTCATCGCACTTGATGACATAGCCGTGGCGCAAGCGTACTTCGCCGCCGGGAAT 
CAGGCGTTTGAAGCCTTTGGGCGGATTTTCGGCAAAGTCGTCGGCTTCAATATAGATGGT 
TTGGGAAATAGGTACTTCGCGCTCGCCCATTTCCTCGTGGTTCGGATGGAACGCGGCACG 
GCGGCTTTGGGTTCTGCCGGTTTCAAAGTTGGTCAGGGTCACTTTGAGCGGGTTCAACAC 
CGCCATCAGGCGTGGGGCGGAATTTTCCAACTCTTCGCGAATCGCGCCTTCCAACACGCT 
CATATCGACGATGTTTTCAGATTTGGAAATACCGGCGCGTTTGGCAAACAGGCGCAGCCC 
TTCGGGCGTGTAGCCGCGTCGGCGCATACCGGAAATGGTCGGCATACGCGGATCGTCCCA 
GCCGGAAACGTGTTTTTCCACAACCAACTGATTCAATTTCCGTTTGGAGGTAATGGTGTA 
CAAAAGCTCCAAACGGGAAAACTCGTATTGGCGCGGACGGGTGGCATGCGGCGCAGGAAT 
GTTGTCCAACACACAGTCGTACAGCGGACGGTGTGCTTCGAATTCGAGCGTACACAAGGA 
ATGCGTGATGCCTTCGATGGCATCGGAGATGCAATGCGTGTAGTCGTACATCGGGTAGAT 
ACACCATTTGTCGCCGGTGTTGTGGTGATGGGCGCGGCGGATGCGGTAGATGACGGGGTC 
GCGCATATTGATGTTGCCCGATGCCATGTCGATTTTCAGGCGCAGGGTTTTGCTGCCGTC 
GGGGAACTCGCCGTTTTTCATGCGTGTGAACAGGTCGAGGTTTTCTTCGACGCTGCGGTC 
GCGGTAAGGGCTGTTTTTACCCGCTTCGGTCAGCGTACCGCGGTATTCGCGCATTTCTTC 
GGGCGTCAAATCATCGACATACGCTTTGCCGTCTTTAATCAAACCGACGGCGTAGTCATA 
AAGCTGGTCGAAATAGTTGGAAGCGAAACGCGGCTCGCCCGCCCAATGGAAACCGAGCCA 
CTCGACATCTTCTTTGATGGCGTTGACGTATTCGTCGTTTTCTTTTTCGGGGTTGGTATC 
GTCAAAACGCAGGTTGCACAAGCCGTCGTAAATATACGCCAAACCGAAGTTCAGGCAGAT 
GGATTTGGCGTGTCCGATGTGCAGGTAGCCGTTGGGTTCGGGCGGGAAACGGGTTTGGAC 
AGCTGTATGTTTGCCGCTTTCGAGGTCTTCTTCGATGATGGTGCGGATAAAATGGTTGTC 
CGCAAATTGGTCTTTATTGAGCATAGTTTTCTTTGAACAGATGGCTTCAGACGGCATTGG 
AATGATTCCGTATGCCGTCTGAAGCGGTTTGGGAATGTGTTTATTGTACCCGACTTGCGC 
GCTTTGACATAGCGTTCAGACGGCATCGGCAATCAAGCATTCCACCCCCGCCTCTTTCAG 
CATCTTCTGCATCGCGGTATCGGGCAGCCGGTCGGTAAATACTTTGTCAAACGCCGTAAT 
GTCGCCGAGCCTGACCAGCGCGTTGCTGCGGAATTTACTGTGGTCCACGCCGAGGAAGCG 
GACGCGCGCATTGGCAATCATCGCCTGCATCACGCTGACTTCTTTGTAGTCGTCGTCCAA 
AAGCGAACCGTCGCTTTCCACGCCGTGCGTACTCATCACGGCATAATCGACTTTGAACTG 
GTTGATAAAATCGACGGTTGCCACGCCGGTAATACCGCCGTCCAAAGGGCGGACGACTCC 
GGAAGTGATGATGACCGTATAATCCGTCCGCGCCGAAGCAATCGAGGCGGCGTGGATATT 
GTTGGTAATCACCCTCAGGCTGCCGCGCCGCCTGACCAGCTCCGACACCACGGCCTCCAT 
CGTCGTGCCGATACTGACAAACAGCGACGAACCGTCGGGGATGTGTTCCGCAATCAGCCG 
GGCAATGGCGTTTTTTTCGTTTTGACACCGGGTTTGGCGGTCGGCGGGCAGGCCCTCCGG 
CAAGTTTCCGCCCGAAGATGCGCCGCCGTGATGGCGTTTCAGGCTGCCGACCTCCTCCAA 
CTCGCGGATGTCGCGGCGTATCGTCTGCGGGGTAACGTCCAATGCGGCGGCAAGCTCGTC 
CACCGACATAAACTGATGCCGGCGGACAAGGCTTAAAATCTCTCCGTGCCTTTGGATTTT 
CGGCTTCATCGTTTTCTGCCTCCTTGCATCGGGATGCCGATTTTACCGCGTTCAACCCAA 
AGCGGAAAACACCACCATCAGAAACGGGGCGGCGATATTGACCACCACGCCGAAGCTGAC 
CGCTACCGGCACGACTTCCAAACCGCCCGCACCCTGAATCACGGGCAATGTAAAATCCAT 
ACTGGTCGCACCGCCAACCCCCACCGCCGCATCTGGAAAACGCTTCATCAGCAGCGGGAT 
AAATGCCAGTGCAAACAGCTCTCGTGCCAAATCGTTCAGCAGCATGATGCTGCCCCATAC 
CGCGCCGTAAGCCTCGGTCATGACCAAACCCGAGAGGGAATACCAACCGAAGCCGGAAGC 
CATCGCCAAACCTTTCGTCCACGACACACCGTCTGTCGATGCGGCAAACAGCAGCCCGCC 
CGAAAGAGATGAAAGCATAAACCAGACCGACAACCGAATACCCCTGCGGTTGACCAAAAC 
CTGCCGCAACGATACGCCGCTGCTTTTGAGCTGTACGCCGATGAGGAACACCAGCAGCAT 
CAGACAATACATGCCCGCGCTTTCAGACGGCATCCAAATATCGCGCATCAGTTTGCCGAA 
TGCAAATCCGAGCAGCACGCATCCGAGCTGCCCCACACTGCCCGACACGCCGACCGAAAC 
GCCCTTCCCTTTCCCCTTTATCCGCCACGGGAATAACTTTCCCAACACTGCCAAAGCAAG 
CAGGTTCGCCCCGACCGTACAAACAAACAGCCACAGAACCGTCAACGCCATATCGTCCAA 
CCGCGAACCCAAATCCTCCACGCGCGACAACGAGACGCCGATCAGCAGCAGCACAGCATA 
CACCAAGACCGATAGCACCTTATCCAAAGCGGGCAGGTAAGGCTTGGGCACACGGATAAA 
AAATCCGGCAAACATCGGTATCAATACCGAAAGCAACGTCATCAGGCTGTCCATCTACTG 
CTCTCCTTTATTGCCGCATGATATGTGCGGTTTAAAAATTGCCGTCTGAAAATTGCAGAT 
ACCCGCATCCATATTTCAGACGGCATCAGGTTCGCCATTAAAAAACCGCCTGAAGGTTCA 
GGCGGCTTATCCGCTCCGGCATTCAATCTTCCAAAGTCTTTTCCAAACGCTCCATACAGT 
TGCCCAAATGGCGGCGCAGGATTTTGACCACGCGGTTGCGCCTGCCCGCCAGCAGCAGGT 
CGAGGATTTCGCGGTGTTCGGAATGCGTATGCGTATTGATGGCGTGTTTTTCCTCGCGAT 
GCACGCCCGCCACGGCGACAATCAGGGAAGACCGCGCGCACAGCGTATTCATAATGTCGA 
ACAGCACATCGTTGCCCACCAGGCGCGCCAGTTCGACGTGGAAGGCATTGGACAGGCGGT 
TCCAGCCGACGCGGTCGCCCCTGCCGGAGGCCTCTTCTTCGCGCCGTATCATCGCATAAA 
GCGGCTTGAGGCGCGTTTCCAAATCCGGCAAATCTGCGAGGATATTCAAAATCATCGTCT 
CCATTTCGATGCGCGCATTGAACACATCCTGCATTTCTTTCAAATCGGGAACGTGGACGA 
ACGCGCCCCTGTTGGGTTGCAAATCGACAATCTTGTCGTGCGCCAAAAGCGACAGCGCGC 
CGCGGACGGTGTTGCGCGAACACACCATCTGACGGCAAAGTTCGGATTCGGTCAGCTTTT 
TGCCGGGCAGCAGCACCTGATCGGTAATGCCGTCCAAAATCAGGGCGTAAACACGGAACA 
GCTCCGAATCGTGCCGCTCTTCGAGAATCAGGGAAGACGTGGTCGGCGCATGGATAATGT 
CGTCGTTTTCAAAGTTCATGATGTTTTCCGTATTTTTACGCTTTCAAATTTTTTAAGATG 
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TTTTAAGGCGGCTGTGTTTCAAATCGTGTCAGAGGAATTAAAGCATTGCACAAATTTATT 
TTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTA 
CGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCCAAGGCG 
AGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAATTCAATAAATTAATATATGGCTT 
AAAATAACGGGATTCTCGCCTCCCGCCCGCCCGCAGAAGCAGGCGGATATCATTTTAAAA 
CGCGGCATTTAAAATTTGACCGAAAATTGTTGACAATCCGGAATCAAGTCTGCACAATAC 
CCCGACAAGTCCAAGTATTATAAAGGCTGAATAAAGAGGAAACAGCAGGCAGATATATTC 
GGGAGGTGCAGTCCGAATATATCTGCTTTTTTATGCGCCTCCGGATTGCCTGCCGCACCT 
TTCCCTTCAGACGGTATCAGCCGTTTCCCCATAATGCCGCCCGATGCCTATTTATCTGCC 
CCGGCAATTTCAAAACTGTGGGTAATCTTTGCCGCTTTGCCCAACATAATCGAAGCCGAA 
CAGTATTTTTCGGCAGACATCTGAACGGCGCGCTCAATGGCCGATTCTTTCAAATCATGC 
CCGAATACTTTGAAATGGATGTGGATTTCGGTAAACACGCGCGGCGCATCGTCCGCCCGT 
TTCGCCGTAACCGTCGCACGGCAGTCAGTCACTTTCTGACGCTGTTTTTCGGCAATCATC 
ACCACATCGATGCTCGAACAGCCCGCCACGCCCAACAGCAGCATTTCCAAAGGGCTGGGC 
CCGCGCTTAGCCTTACCTTCTGCCGCCGACCCCTCCATAACGACGCTGTGCCCGCCTTCC 
GTCGTGCCGACAAAACACATCCCGTCTATCCATTTTGATGTAACCTGCATGGTGTCATTC 
CTGAAAATAGCGTTAAAACCGCTTTGCATATGGCGTTATTGTAAACAATTTCAAGCGGCT 
TATGCAGAAATATGGACAAAACGGCAAAAAAACACTTGAAAACCGATTTACGGTTTGGCT 
GCCTGGCCGTTGATCTGCACCGATTTGAGTTTCAGCGTATAGGTTTTGCCGTCGTCGGTA 
TAGCCGATTTGTGCCGGAATATTGTTCAGGGACGGTGCGAAGAAATACATTACCGCATCG 
TCGCCGCGCCGCACCCGATATTTGACGACTTCGGTTTCCACGCCGCCTATGCTGTATTTT 
CCTGTACCCGCCTTATTCAAACCGCCGACGGAATAAAGTTTTTTGCCGTTGGTGATTTTC 
AGCCCCGGGGGGAGTTTCGCGTCATTTGCCGCCAACTGCCAGGCAAGCGTGAACAAATCC 
ATAGCCTTGGGGCTTTGCTCGGTTTTGCTCTCGCCCGCTTTGCCGTAAGTTACGCTGCCG 
TCGGCGAATTTGGCTTCCGCATACAGTTTGCCCCTGCGTATGTCTCTATAGTAGGTAGGG 
TGCAGGGTATTGCCGACAACCGTACCGCCGGACTCGAAACGGATATTGTATAGCGGCACT 
TTAATCGTCGAAACGATTTTGTAAGCATTGCCGCTGCGTTCAAATGTCATCGTGGCGGGA 
ATGCCGTAGCTGCCGGAATAGTGCAGCACGGCGGATTGGGGCAGCCCTGCCGCATACGCG 
CACGGCAGGGCGGCGGACAAAATGGCGGCGGAAAATATATTTTTAAAAGTCTTCATCATT 
TGCTCCCGCCCGGTTTACGCCGTCAGAAAACGGGCGGCATCGGCGTTTTCCGAATTTCTG 
ACGCGGTTTCCCTCAATAATCAGGCGGCCGGCGGCAAAATCGGCAACGGCTTTCGGATAA 
AGTTTATGCTCGACAGCCAAAACCCGTGCGGCAATATCGTCTGCCGTATCGCCGTCGAGT 
ATCGGCACAACCCCTTGCGATACAATCGGGCCGCAATCCAGTTCGGCAGTAACGAAATGG 
ATGGTGCAGCCGGCAACGCGGCAGCCCGCCTCCAAAGCGCGTTCGTGCGTATGAAGTCCG 
GTAAACGAGGGAAGGATGGACGGGTGAATGTTCATCAGCCTGCCTTCGTAACGGGCGCAA 
AACTCGGGGGTCAGAATCCGCATAAAACCTGCCAAAACCACCAAGTCGGGTTGATATGCG 
TCGATTTTCTCCATCATGGCGGTATCGAAGGCAAGCCGGGATGTAAAGTTTTTATGATTC 
AGGCTATCGGTCGGGATGCCGCGTTCGGCCGCCCATTGCAAACCGGCAGCCGTTTCGCTG 
TTGCTCAACACGGCGGCAATGCGGACGTTGTGAATGGCGGCATTGACGATTGCCTGCATA 
TTGCTGCCGCGTCCAGAAATCAGGATGACGATGTTTTTCATAATGGTGCGCTTTTGAAAG 
GGATGCCGTCTGAACCGCTGTTTGGTGGTTTCAGACGGCATTTGCCGTAAAAATGCCCGA 
AAACCTGTTTCGGGCATGGATTCGGACTTAATTTACTTTTTTGATGTCGACTTGAGCCGG 
CTGCTTGGCGGGCGCGTTTTCGGGTGCGCCGATTTTGACCAGTTTCACATCAAATACCAA 
AGTGGCGTTCGGACCGATTTTGTCGCCCGCACCCTGTTCGCGGTAGGCAAGGTTGGACGG 
GATGTAGAACGTGGCTTCGCCGCCTTCTTTCAGAAGCTGTACGCCTTCGGTCCAACCCGG 
AATCACTTGGCTCAAAGGGAAGGTGACCGGGCCGCCGTTGGCTTTGCTGCTGTCGAATAC 
CGTACCGTCAATCAGGCGGCCTTCGTATTCCACGGTAACGATGTCGTCTTTGGTCGGCTG 
TTTGCCTTCGCCCTGTTTGGTGATTTTGTATTGCAGGCCGGAAGCAGTGGTCTTCACGCC 
GTCTTTGGCGGCATTTTCTTTCAGAAAGGCTTCGCCTTTTTCTTTATTGGCCTTCGCGTC 
CGCCTTGTGTTTTTCTACGGCTTTAGCCTGTTGTTCCTGAAGGAATTTCATCATGACTTC 
CTGAGCCTGCTCTTCGGTCATTTTGATTTCTTTGCCGTCATACACTGCCTGCATGGCTTC 
GGTAAAGACTTTCAAATCGATTTCCGCGCCCTGTTCCTTCATTTGCTTCAGGGAGCGTCC 
GATGTCCACGCCCATCGCATAGCTTGCCTGCTGCATCGTGCTGCCGATCGAAGAGGTGTC 
GCCCTGCGCGGAAGAAGCGGCGGCAGGTTCGGATGCAGATGCGGGGGCGGCTTCTTTTTT 
GCCGCAGGCGGAAAGTGCCAAAGCGGCGGAAAGGGTCAGTGCGCTGATTTTGAAAATGGT 
GTTCATGATGGATCTTCGCTGTCGATAAGGTCGGAAAAACGGGATTATAGCCGAGTTTGA 
ATGTTTCAACACACAGGATGACACATAAAGCGTCAATCGTGTGTTGCCCTGTTTTGGAAG 
GGATTGAACCTTCCAAAATAAGTTTTGATTCTACCGCCCCGAGGGACAGATGTCCAAGTG 
GCGGGGTTCAACCGATAAGGAAATTTTAATCAAATAGAATCAAGCCTGTTTAAATTTTGT 
AAATGCGGCATTTCAGACGGCATTTTATGCCTTGCCCTCCATGCCGTGATGTTCGATGGC 
AAAACCGCTTCGGCGGTAGGCGGTAAAGCGTTCGCGCGCGTCGGCGAGCTCTTCCAAGCT 
GTTGCCGACGATTTCCAAAACGCGCGCGGGCAAGACCGGAGCGGTGTTCCAAAAACCGTC 
GGACAGGTTCAAAACGGTCATGCCTTCGGGAATTCGGGGCAGATTGCCGCCGCAGGCAAG 
CAGGACGGATGGTTCAGACGGCATGGCTTCTTCCGTTTCCCAAATTTCGTGCGGAATGAA 
ACTCTCGGCCTCGTATTGCCAAAGCATTTTGTCCAATTCCTGAAGCTGCCCGAACGAATC 
GGACCACACCAGTATCCTGCCGCCGTCCCGAATCGCACGGGCAATCAGGCGGCAGGTGAA 
AATCGGAACTTGGGCAACGTGCGTGTAAAAGGTGGCTTTCGGCATATTGTTTGAACATTT 
GGCAGGATAATGCCGTCTGAAAGGCTTCAGACGGCATTGTGGGAAAATTAAAGATTCCGC 
AGATAGTTCAGCAGCAAGGGAACGGGACGGCCGGTCGCACCTTTTTCCGCACCGGATTTC 
CACGCCGTACCCGCGATGTCAAGGTGTGCCCATGGATAGTCTTCGGTAAAGTAGGATAGG 
AATGTTGCGGCGGTAATCGTGCCCGCGCCGGGCGTGCCGATGTTTGGAATGTCGGCAAAG 
TTGGATTTGAGTTGGTCTTTGTAGGTCTCAAAGAGCGGCAGTTGCCATGCTTTGTCGTCC 
ACGTTGTAGAAGCGGCAAGCAGGCTGTCGATCAAATCCTGATTGTTGCCCATCACGCCGC 
TGACATCGTGCCCCAAGGCAACAATACACGCGCCGGTCAGGGTGGCGACGTCGATGACGG 
CTTTGGGTTTGAACTGCTCGGCGTAAGTGAGCGCGTCGCACAAAATCAGACGGCCTTCGG 
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CATCGGTGTTCAACACTTCGATGGTCAGCCCTTTCATACTTTTCACGACATCGCCCGGTT 
TGTTTGCCGCGCCGGAAGGCATATTTTCACAAGTGGCGACGACGGCAATCAGGTTAATCG 
GCAGTTGCAGTTTGACGGCGGCGCAGAAGGTGCTGATGACGGTTGCCGCTCCGCACATAT 
CAAACTTCATTTCGTCCATGTTCAGGCCGGGCTTGAGGGAGATGCCGCCGGTGTCGAAGG 
TAATGCCTTTGCCGACCAATACCACAGGCGCGGCTTCTTTGTCGGCTGCACCGAAATAGC 
TCAGTTCGACCAAATAGGGGGCTTCCGCGCTGCCTTTGGCGACCGACCAAAACGAACCCA 
TGTTTTCTTTGATGTAGTCTTTTTCGATGATTTTGGCGTGCGCGCCCAGTTTTTCGGCTT 
CGGCTTTGGCGGTGCGCGCTAAAAATTCGGGCGTGCATTCGTTGGGCGCGGCGTTGCCCA 
AGTCGCGGCAGAGGCTTTGTCCGTAAACTTGCGCTTCGGCGACGCGCAAGGCTTCTTTGA 
CGGCGGCTTCGTGCGCGGTATGGAACACGGCAGTTTCAAATTTGGCGGGCTTGGCTTCTT 
TTTTGTAGCGGTCGAAACGGTAGGCGGCATTGCCGAACGCAATCGCAAACGCTTCGGCAA 
CGGCTGCAGCCTGCGCTTCTTCAAAGACGTGAACGTCCACATTGACCGTTTCCTGATTTT 
GCGCCCATTTGGCGGCTTCGGCGGCGGCCTTGTTCAATGCGGCGCGGCCGGTGCTTTTCA 
GACAGCATACGGCAACAGCCTGCAAACCGTTGCCTGTCGGGATTTTTGTGTCGGCAAAAT 
TTTGACCTTCTTCAAGCGAAGACAAAAGGGCAAGGACGGTCGGGTTGCTCAGTTGCGATG 
CTTCGGTGCAGACAAATAACTGTGCGCCTGCCTGCTGTTCCTGCAAGATTTCGGTTTTTG 
TGCTAAATTCCACGTTTATTCTCCTGATTGAGACGGTTGTCGGTAGTTTTCGGACGGCCT 
TTCGCTCAAAAGACCGTCTGAAGACGGCTGGCACGATTGTACCCCATTTGAAGCACCGTC 
TGAAACCTTGCGCGGACAATCCGCCTGCGCCGAACCGCTTACCGCCCCCCTGACCGCGAT 
TCTATGATTTATCAAAGAAACCTCATCAAAGAACTCTCTTTTACCGCCGTCGGCATTTTC 
GTCGTCCTCTTGGCGGTATTGGTCTCCACGCAGGCAATCAACCTGCTCGGCCGTGCCGCC 
GACGGGCGTGTCGCCATCGATGCCGTGTTGGCATTGGTCGGCTTCTGGGTCATCGGTATG 
ACGCCGCTTTTGCTGGTGTTGACCGCATTTATCAGTACGTTGACCGTGTTGACCCGCTAC 
TGGCGCGACAGCGAAATGTCGGTCTGGCTATCCTGCGGATTGGCATTGAAACAATGGATA 
CGCCCGGTGATGCAGTTTGCCGTGCCGTTTGCCGTTTTGGTTGCCGTCATGCAGCTTTGG 
GTGATACCGTGGGCAGAGCTACGCAGCCGCGAATACGCTGAAATCCTGAAGCAGAAGCAG 
GAATTGTCTTTGGTGGAGGCAGGCGAGTTCAACAGTTTGGGCAAGCGCAACGGCAGGGTT 
TATTTTGTCGAAACCTTCGATACCGAATCCGGCATCATGAAAAACCTGTTCCTGCGCGAA 
CAGGACAAAAACGGCGGCGACAACATCATCTTCGCCAAAGAAGGTAACTTCTCGCTGAAC 
GACAACAAACGCACGCTCGAATTGCGCCACGGCTACCGTTACAGCGGCACGCCCGGACGC 
GCCGACTACAATCAGGTTTCCTTCCAAAAACTCAACCTGATTATCAGCACCACGCCCAAA 
CTCATCGACCCCGTTTCCCACCGCCGTACCATTCCGACCGCCCAACTGATTGGCAGCAGC 
AACCCGCAACATCAGGCGGAATTGATGTGGCGCATCTCGCTGACCGTCAGCGTCCTCCTA 
CTCTGCCTGCTTGCCGTGCCGCTTTCCTATTTCAACCCGCGCAGCGGACATACCTACAAT 
ATCTTGATTGCCATCGGTTTGTTTTTAATTTACCAAAACGGGCTGACCCTGCTTTTTGAA 
GCCGTGGAAGACGGCAAAATCCATTTTTGGCTCGGACTGCTGCCTATGCACATTATCATG 
TTTGCCGTTGCACTCATCCTGTTGCGCGTCCGCAGTATGCCCAGCCAGCCCTTCTGGCAG 
GCGGTTGGCAAAAGTCTGACATTGAAAGGCGGAAAATGAACCTGAT TTCACGTTACATCA 
TCCGTCAAATGGCGGTTATGGCGGTTTACGCGCTCCTTGCCTTCCTCGCTTTGTACAGCT 
TTTTTGAAATCCTGTACGAAACCGGCAACCTCGGCAAAGGCAGTTACGGCATATGGGAAA 
TGCTGGGCTACACCGCCCTCAAAATGCCCGCCCGCGCCTACGAACTGATTCCCCTCGCCG 
TCCTTATCGGCGGACTGGTCTCCCTCAGCCAGCTTGCCGCCGGCAGCGAACTGACCGTCA 
TCAAAGCCAGCGGCATGAGCACCAAAAAGCTGCTGTTGATTCTGTCGCAGTTCGGTTTTA 
TTTTTGCTATTGCCACCGTCGCGCTCGGCGAATGGGTTGCGCCCACACTGAGCCAAAAAG 
CCGAAAACATCAAAGCCGCCGCCATCAACGGCAAAATCAGCACCGGCAATACCGGCCTTT 
GGCTGAAAGAAAAAAACAGCATTATCAATGTGCGCGAAATGTTGCCCGACCATACGCTTT 
TGGGCATCAAAATTTGGGCGCGCAACGATAAAAACGAATTGGCAGAGGCAGTGGAAGCCG 
ATTCCGCCGTTTTGAACAGCGACGGCAGTTGGCAGTTGAAAAACATCCGCCGCAGCACGC 
TTGGCGAAGACAAAGTCGAGGTCTCTATTGCGGCTGAAGAAAACTGGCCGATTTCCGTCA 
AACGCAACCTGATGGACGTATTGCTCGTCAAACCCGACCAAATGTCCGTCGGCGAACTGA 
CCACCTACATCCGCCACCTCCAAAACAACAGCCAAAACACCCGAATCTACGCCATCGCAT 
GGTGGCGCAAATTGGTTTACCCCGCCGCAGCCTGGGTGATGGCGCTCGTCGCCTTTGCCT 
TTACCCCGCAAACCACCCGCCACGGCAATATGGGCTTAAAACTCTTCGGCGGCATCTGTC 
TCGGATTGCTGTTCCACCTTGCCGGACGGCTCTTCGGGTTTACCAGCCAACTCTACGGCA 
TCCCGCCCTTCCTCGCCGGCGCACTACCTACCATAGCCTTCGCCTTGCTCGCCGTTTGGC 
TGATACGCAAACAGGAAAAACGTTGAACCAATGCCGTCTGAACCTCTCTTCAGACGGCAT 
TTGTTTTCATTGACACATTCCCACAGACAGATAGCCGTTCCCTATTACATTACCTGTCAT 
AACAGTTCCATTTTTGTTAAAACTAGTCTATGATAGCGGTACAAATATTGTTTACAATAT 
T T AACGC AAATC ATT TGC AAC CCG AC AAAAG AAAAAC AGAAAAAGGAAC AAAGAGATGT T 
AGAAGCCTATCGTAAAGCCGCCGCCGAGCGCGCCGCCCTCGGCATTCCCGCCCTCCCTTT 
GAACGCGCAGCAAACCGCCGATTTGGTTGAGCTGCTGAAAAGCCCGCCCGCAGGCGAAGG 
CGAGTTCTTGGTCGAACTGCTTGCCCACCGTGTTCCGCCCGGTGTGGACGATGCCGCCAA 
AGTCAAAGCCTCATTCCTGGCTGCCGTTGCCGAAGGCAGCGCGTCCAGCCCGCTGATCTC 
CCCCGAATATGCGACCGAACTCTTAGGTACAATGCTCGGCGGTTACAATATTCACGCCTT 
AATCGAACTCTTGGACGACGACAAACTCGCGTCCATTGCTGCCAAAGGCTTGAAACATAC 
GCTTCTGATGTTCGATTCCTTCCACGACGTTCAAGAAAAAGCCGAAAAAGGCAACAAATA 
CGCGCAAGAAGTTTTGCAATCTTGGGCAGATGCCGAATGGTTCGCCTCACGCGCCAAAGT 
TCCCGAAAAAATCACCGTTACCGTTTTCAAAGTTGACGGCGAAACCAATACAGACGACCT 
CTCCCCCGCGCCCGACGCGTGGAGTCGTCCCGATATTCCGCTGCACGCGCTGGCCATGCT 
GAAAAACCCGCGCGACGGCATCACGCCCGACAAACCGGGCGAAGTCGGTCCGATTAAATT 
GTTGGAAGAACTCAAAGCCAAAGGCCATCCGGTTGCTTACGTCGGCGACGTGGTCGGTAC 
TGGTTCTTCACGCAAATCCGCGACCAACTCCGTCATTTGGCATACCGGCGAAGACATTCC 
GTTCGTGCCGAACAAACGCTTCGGCGGCGTATGTTTGGGCGGCAAAATCGCGCCGATTTT 
CTTCAATACCCAAGAAGATTCCGGCGCGCTGCCGATTGAAGTCGATGTATCTGCTCTAAA 
AATGGGCGATGTCGTCGATATCCTGCCTTATGAAGGCAAAATCGTGAAAAACGGCGAGAC 
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TGTTGCCGAGTTTGAATTGAAATCACAAGTATTGCTGGACGAAGTGCAAGCCGGCGGCCG 
TATCAACCTGATTATCGGCCGAGGTCTGACCGCCAAAGCGCGCGAAGCCCTGAAACTGCC 
TGCCTCTACTGCATTCCGCCTGCCGCAAGCGCCTGCCGAAAGCAAAGCCGGTTTCACCTT 
GGCGCAAAAAATGGTCGGCCGCGCCTGCGGTCTGCCCGAAGGACAAGGCGTGCGCCCGGG 
TACTTACTGCGAACCGCGTATGACGACGGTCGGCTCGCAAGACACGACCGGCCCGATGAC 
CCGCGACGAGTTGAAAGACTTGGCTTGTTTGGGCTTCTCCGCCGATATGGTGATGCAGTC 
TTTCTGCCACACCGCCGCCTATCCGAAACCTGTCGATGTAAAAACCCATAAAGAACTGCC 
CGCCTTTATTTCCACCCGTGGCGGCGTGTCACTGCGTCCGGGCGACGGCGTCATCCACTC 
GTGGCTCAACCGCCTGCTGCTGCCCGATACCGTCGGCACCGGCGGCGACAGCCATACCCG 
TTTCCCCATCGGTATTTCCTTCCCCGCCGGCTCCGGCTTGGTTGCCTTTGCCGCCGCAAC 
GGGCGTAATGCCGCTCGATATGCCCGAGTCTGTATTGGTACGCTTCAGCGGCAAGCTGCA 
ACCGGGCGTAACCCTGCGCGATTTGGTGAACGCCATCCCGCTGTACGCAATCAAACAAGG 
TTTGCTGACCGTTGCCAAAGCCGGTAAGAAAAACATCTTCTCCGGCCGCATCCTCGAAAT 
CGAAGGCCTGCCTGATTTGAAAGTGGAACAAGCCTTTGAATTGACCGACGCATCCGCCGA 
ACGCTCCGCCGCCGGCTGTACCGTGAAGCTCAACAAAGAGCCGATTATCGAGTACATGAA 
ATCCAACGTCGTGTTGATGAAAAACATGATTGCCAACGGCTATCAAGACCCGCGCACTTT 
GGAACGCCGCATCAAAGCTATGGAAAAATGGCTGGCAAATCCCGAGTTGCTCGAAGCGGA 
TAAAGATGCCGAATACGCCGCCGTGATTGAAATCAACATGGACGACATCAAAGAGCCGAT 
TATCGCCTGCCCGAACGACCCGGACGACGTGTGCTTCATGTCCGAACGCTCCGGCACCAA 
AATCGACGAAGTATTCATCGGTTCGTGTATGACCAACATCGGCCACTTCCGCGCCGCCTC 
CAAACTTTTGGAAGGCAAGGCAGACACCCCCGTCCGCCTGTGGATTGCGCCGCCGACCAA 
AATGGACGCGAAACAATTGTCCGACGAAGGACACTACGGCGTACTCGGACGTGCCGGCGC 
GCGTATGGAAATGCCGGGTTGCTCCTTATGTATGGGTAATCAGGCGCAAGTACGCGAAGG 
TGCGACCGTTATGTCCACCTCCACCCGCAACTTCCCGAACCGTTTGGGTAAAAACACCTT 
TGTTTACCTCGGTTCGGCGGAATTGGCAGCGATTTGCTCCAAACTGGGTAAAATCCCGAC 
CGTTGAAGAATATCAAGCCAATATCGGCATCATCAACGAACAGGGCGATAAAATCTACCG 
CTATATGAACTTCAACGAAATCGACAGCTACAACGAAGTAGCCGAGACCGTGAACGTTTA 
ATCCCCGTCATCCGTATGAAGTAAGGGATTGACCGCAATGCCGTCTGAACAACCTTCAGA 
CGGCATTGCAACATTCCGCTAACCCTTCTTTCCGCAAACGCTGCAAATACGGCGTTCACG 
CCCCCACATAAAGGAAACGACAGTGAACCTGAAAAACCGCCATTTTCTGAAACTTTTAGA 
CTTCACGCCGGAAGAAATCACCGCCTACCTCGACCTTGCCGCCGAATTGAAAGCCGCCAA 
AAAAGCAGGGCGCGAGATTCAGCGGATGAAAGGGAAAAACATCGCCCTGATTTTTGAAAA 
AACCTCTACTCGGACGCGCTGCGCGTTTGAAGTCGCCGCGCGCGATCAAGGCGCGGGAGT 
GACTTATTTAGAGCCGTCCGCCAGCCAAATCGGGCATAAGGAAAGCATCAAAGACACCGC 
CCGCGTGTTGGGCAGGATGTACGATGCCATCGAATATCGCGGTTTCGGTCAGGAAGTTGT 
TGAAGAATTGGCGAAATACGCGGGCGTACCCGTGTTCAACGGGCTGACCAACGAGTTCCA 
TCCCACACAAATGCTTGCCGACGCACTGACTATGCGCGAACACAGCGGCAAACCTTTGAA 
CCAAACCGCGTTTGCCTACGTCGGCGACGCGCGTTACAACATGGGCAATTCCCTGCTGAT 
TTTAGGGGCAAAATTGGGGATGGACGTGCGTATCGGCGCACCGCAAAGCCTGTGGCCGTC 
TGAAGGCATTATTGCCGCCGCACACGCCGCCGCCAAAGAAACCGGCGCAAAAATTACCCT 
GACCGAAAACGCGCATGAAGCCGTGAAGAATGTTGATTTTATTCATACCGATGTGTGGGT 
CAGCATGGGCGAGCCGAAAGAAGTCTGGCAGGAACGCATCGATTTGCTGAAAGATTACCG 
CGTTACGCCCGAACTGATGGCGGCATCGGGCAATCCGCAAGTCAAATTCATGCACTGCCT 
GCCCGCCTTCCACAACCGCGAAACCAAAGTCGGCGAATGGATTTACGAAACCTTCGGGCT 
GAACGGTGTGGAAGTTACAGAAGAAATATTCGAAAGCCCCGCCAGCATCGTGTTCGATCA 
GGCGGAAAACCGTATGCACACGATTAAAGCGGTAATGGTCGCGGCTCTGGGCGACTGACA 
GAACTGTGCCTGTTTAAATTCATCCGCAACACAGATACCGTCTGAACACGATGTTCAGAC 
GGTATCCATATATAGTGGATTAAATTTAAACCAGTACGGCGTTGCCTCGCCTTGCCGTAC 
TATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAAA 
AACTGCCTACACGATGTGTAGGTAGTCCCGTTTGAAAACAATCAGTTTTTGTCTTGGTCA 
ACCAATTTGTTGGCAGTAATCCAAGGCATCATGGCACGCAGTTGTGCGCCGACTTTTTCA 
ACTTGGTGGTCGGCATTCAGACGGCGGCGGGCAGTCATAGACGCATAGTTGACATTACCC 
TCTTGGATAAACATTTTTGCGTATTCGCCGGTTTGAATGCGTTTCAGGGCATTGCGCATG 
GCTTCTTTGCTGGAAGCATTGACCACTTCAGGGCCGGTAACGTATTCGCCGTACTCCGCA 
TTGTTGGAAATGGAGTAGTTCATATTGGCAATACCGCCTTCGAAAATCAGGTCAACGATC 
AGTTTCATTTCGTGCAGACATTCGAAGTAAGCCATTTCAGGCGCGTAACCGGCTTCGGTC 
AGGGTTTCAAAACCCGCCTTGATCAACTCGACCACGCCGCCGCACAATACGGCTTGTTCG 
CCGAACAGATCGGTTTCGGTTTCTTCGCGGAAAGTGGTTTCAATCACACCGCCTTTGGTG 
CCGCCGTTGGCAGCCGCATAAGACAGGGCGATGTCTTTGGCTTTGCCGGAATTGTCTTGG 
TAAACGGCAATCAGAGAAGGCACGCCGCCGCCGCGTTTGTATTCACTGCGTACGGTATGG 
CCCGGACCTTTGGGGGCAACCATAATCACGTCCAAGTCGGCACGCGGAACGATTTGGTTG 
TAGTGCACGTTGAAGCCGTGTGCAAATGCCAGCGTTGCGCCTTCTTTCAAATTGGCTGTA 
ACTTCGGCGTGATAGACGGCAGGCATGGTTTCGTCAGGCAGCAGCAGCATAACGACATCG 
GCTTCTTTGGTCGCTTCAGCAACGGTTTTGACGACATGACCGGCTGCTTCGGCTTTTTTC 
CAAGAAGAACCTTGGCGCAGACCAATCACCACGTTTACACCCGAATCTTTCAGGTTGGCG 
GCATGGGCATGACCTTGCGAACCGTAACCGATGATGGCAACGGTTTTGCCTTTGATTAGG 
GACAGATCGGCATCTTTATCGTAATAGACTTGCATTTGATTTCCTTTAAGGTAAATGGTT 
GTCGAAGCCTTAAAATGTTGAGCGGCTTCGGACGGGTTAAACAGAGTGTGCCGCTTAATC 
GGCAACTTCATTCATCAATACGATTTCCAACGCTTCGGTTTTGCCGTCGACGGACTGGAC 
GAAGGCTTGGAAATGCGCGCTGGCGTTATGTTCGTCAATAGCTGCTTGAGATTTCCAATT 
TTCCACGAAAACAAAACGGTTCGGTTTGCCGATTTCCTGATGGAGATCGTAGCTGATGTT 
GCCCTCTTCTGCACGGCTGGCTTTGACCAGTTCTTTAAACTGTGCTGCCAGTGTTTCTGT 
GTATTCCGGTTTGACGGTAACCAGTGCGACAATTTTAATGTTCGACATAAATCTCTCCTG 
CCGTTCGTTTTTCAGACGACATTCAAATACCGTGCCGTCTGAAAGGTTACGGCGTTAAAT 
TTTCAAAATACGCTCACCGCGACCGATGCCGGCCGCGCCTGTGCGTACGGTTTCCAAAAT 
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TTGGGCGCGTCCGACCGTTTCCAAAAAGGAATCCAGCTTGTCTGTCGAGCCGGTAATTTC 
AATCGTATAGCTGCGGTCGGTTACGTCGATGATGCTGCCCCGGTAGATTTCGGTCAAGCG 
TAAAAATTCGTCGCGGTCTTTGCCGGCGGCACGGACTTTTACCAACATCAGTTCGCGTTC 
GACAAAACGGCTTTCATTCAAATCGACCACTTTAATCACTTCAATCAATTTATTGAGTTG 
CTTGGTAATTTGTTCGATGACCTGCTCGTCGCCGTGGGTAACGATGGTCATCCGTGACAG 
GGTTTTGTCTTCGGTCGGCGCAACCGCCAAAGAATCGATATTGTAATCGCGTGCAGAGAA 
CAAACCGACCACGCGGCTCATCGCACCTGATTCGTTTTCAATCAGAACAGATAAGATATG 
TCGCATTTGTCTCTCCTTACGCCTTTCCGTCCGCACGCATATGCGGCGGAAGTACCATTT 
CGTCCAAACCTTTGCCGTTGCCGACCATGGGCATCACATTCTGTTTCTGGTCGGTCAGGA 
AGTCGATAAACACCAGCCTGTCTTTTTGGTTCAATGCTTCCAACAACGCACCTTCCACAT 
CAGACTTCTTGTCCACGCGGATACCGATATGGCCGTATGCCTCGGCAAGTTTGACGAAAT 
CGGGCAAAGAATCGAAATAGGTTTCCGACTCTCGTCCGCCGTAATATATTTCCTGCCACT 
GGCGTACCATACCGAGATAACCGTTGTTCAGCGTAATGACGTTAACCGGAATCCGATATT 
GGAAACAGGTGGACAGCTCTTGGATGTTCATCTGGATCGAGCCGTCGCCGGTGATACAGA 
ATACGTCTTGATCCGGGGCGGCAAGTTTTGCACCAATCGCATAAGGCAGACCCACGCCCA 
TCGTACCCAAACCGCCGGAATTGAGCCATTGGCGCGGACGTTCGAAGGGATAATATTGAG 
CCGCAAACATTTGATGCTGCCCTACATCCGATGTGATGATTGCCGAATTGCCGGTAATCT 
CGGCAAGCTTCTGAATCACATATTGTGGCTTGATAATTTCGCTGCCGTTGTCAAACCACA 
AGCAATCTCGGGAACGCCATTCCTCTATGGTTTTCCACCATTTGCCCAAAGCATCTTCAG 
ACGGCACGGACTCTTGTTTTTGCCACAGCGCAACCATCTCGGACAAAACGTTTTTCACGT 
CGCCGACAATCGGAATGTCCACCTTCACGCGTTTGGCGATGCTGGAAGGATCGACATCGA 
TATGGATAACCTTCTTCGCCTTCTCGAAAAATTTGGACGGTACGGAAACCACACGGTCGT 
CAAAACGCGCACCTACGGCAAGAACGACATCCGCATTCTGCATGGCAAGGTTTGCCTCGT 
AAGTACCGTGCATACCGAGCATACCGAGGAATTGGCGGTCGCCGGAAGGATAAGCGCCCA 
AGCCCATCAGCGTACCCGTGCACGGAGCACCCGTCATTCGGACAAATCGGGTCAGCTCTT 
CAGAAGCATTACCCAACACCACGCCGCCGCCAAAATAGACGACCGGACGTTTGGCAGATG 
CCAACATCTGCACGGCCTTTTTAATCTGACCGATATGTCCTTGAACAACCGGTTGATACG 
AACGGATAAAAATGTCTTCCTGAGGATAGCTGAATTTCGCCATCGCCTGCGTAACATCTT 
TCGGGACATCAACCACCACGGGCCCCGGTCGGCCGCTTGCGGCAATTTGGAACGCCTTTT 
TAATGGTTTCCGCCAACTCATTGATGTCCGTAACCAGGAAATTGTGTTTGACGCACGGAC 
GGGTAATACCCACCGTATCAACTTCTTGGAACGCATCCGTACCAATCAGGGAATTGCCTA 
CCTGCCCGCTGATGACCACCATCGGAATCGAATCCGTATAGGCAGTAGCAATACCGGTCA 
GTGCATTGGTAACGCCCGGGCCGGATGTAACCAATGCCACGCCCACCTTACCGCTGACGC 
GCGCATACGCATCTGCCGCGTGTACTGCCGCCTGCTCATGGCGGGTAAGAATGTGTTTGA 
ATTTATTGAGTTGGAAAAGGGCATCGTAGATTTCGATAACCGCACCGCCGGGATAACCGA 
AAACGTACTCGACACCTTCGGCTTTGAGACTCTGCACTATGATTTGCGCGCCTGATAACT 
GCATAACGACCTCTTTTATACGGTTTCAAACCAATAGGGACAAACCGCTTTGCCACAGCA 
CCTGTAATGCAATTCCACCAAGCAGCGATTTAGGGTACGCGCATTGGGGGAACACGGCAA 
CAGACGGATTATCCAATCAATTGGAAAGGAACACAGAGTTTGTGAAAAAGAGTAGAAACG 
ATAACGCAAACCGACAGTTCAATCAAGAAAAATCTTTCATCTTTTAATATTTTTTGAAAG 
CAGAGAAATTATTGATTGATTTTAAAAGAATAAAATCAGGAGTACCTTTTTTGAAAGATG 
GAAATTGTTGACAGTTTGTGTAGGAGGGGCAGATGTGAAAAACCCTTCTTCGATATCAAG 
AATTGTAAAATTTACAGGGTTTCATCCCAATAAAGACTCGGGATATTGATTGAACTTGAT 
TTTATTTTTGATATATCAAAAATATTCCCAACCATACTTCCTGAAAATGGCTCATTGCAC 
CGGACTGTATTGGACGGCATTGACAGAACCAAGAGGGCTAACAACGACTTAATATATTGA 
TTGTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCTGCAGACAGTACAAATAG 
TACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGG 
CGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATATTTAGTTTTATCTATTTCATT 
AAACAGCAATAGACAAAAAAAATAACCGCTCTAAAAGCGGTTGTGGTGCCCAGGGTCGGA 
CTCGAACCGACACACCTTGCGGCGGGGGATTTTGAGTCCCCTGCGTCTACCAATTTCGCC 
ACCTGGGCTGGTGAAGAAGTCGTCATTATAATGGCTTTTGAAATTCTGTAAACCTTTTTT 
TTGAAATTATTTTATCTGTTTTTATTTTATTTTTGATTTTAAATAGAATTTTTATTATTT 
TAATCTTACTGTTCTTTCCGCTCCAAAGATTCTGTATGATTCGGCAATTCCTGCCGTGCA 
GACAACGTAAAAAAATACTACATTAAATCTGCCAAACGCGTTAAGATGGAAATATTCAAA 
TTCCGTACGAATCAGGTTTTGCTATTTATTCTTGGGAGATTGTCATGTTTTCCGTACCGC 
GTTCCTTTTTGCCGGGCGTTTTCGTACTTGCCGCGCTTGCCGCCTGCAAACCTCAAGACA 
ACAGTGCGGCGCAAGTCGCTTCTTCAAGTGCATCCGCGTCGGCTGCGGAAAATGCGGCAA 
AGCCGCAAACGCGCGGTACGGATATGCGTAAGGAAGACATCGGCGGCGATTTCACGCTGA 
CCGACGGCGAAGGCAAGCCTTTCAACCTGAGCGATTTGAAAGGCAAGGTCGTGATTCTGT 
CTTTCGGCTTTACGCACTGTCCCGATGTCTGCCCGACAGAGCTTTTGACGTACAGCGACA 
CGTTGAAGCAGTTGGGCGGGCAGGCTAAGGACGTGAAAGTGGTGTTCGTCAGCATCGATC 
CGGAACGCGACACGCCTGAAATCATCGGCAAGTATGCCAAACAGTTCAATCCGGACTTTA 
TCGGTCTGACGGCAACGGGCGGCCAAAACCTGCCGGTCATCAAGCAGCAATACCGCGTGG 
TTTCTGCCAAAGTCAATCAAAAAGACGACAGCGAAAACTATTTGGTCGACCACTCTTCCG 
GTGCGTATCTCATCGACAAAAACGGTGAGGTTGCCATTTTCTCGCCTTACGGAAGCGAGC 
CGGAAACGATTGCTGCCGATGTAAGGACCCTGCTCTGATAAAACCGTATGCCGTCTGCAC 
CGTCGGCGCCTATTCAGACGGCATTATTGTTTCAACCGACAAAGGACATCCACACCATGC 
AGGATAATGCTTTGACCATCGCCTTATCCAAGGGGCGCATTTTTGAGGAGACGCTGCCGC 
TGCTTGCCGCTGCCGGCATTGTTCCGACTGAAGAGCCTGAAAAATCGCGCAAGCTGATTA 
TCGGGACGAACCATGAAAACATCCGCCTTGTCATTGTCCGCGCAACCGATGTGCCGACTT 
ATGTCCGCTACGGCGCGGCGGACTTCGGCATTGCGGGCAAAGACGTGCTGATCGAACACG 
GCGGCACGGGGCTTTACCGGCCTTTGGATTTGGAGATTGCCAAGTGCCGCATGATGGTTG 
CTGTGCGTAAAGGGTTTGATTACGAAGCAGCTTCGCAACCCGGATGCCGTCTGAAGATTG 
GCACAAAGTATCCTGAAATCGCGGCATCTCATTTTGCCGGCAAGGGTGTCCATGTGGACA 
TTATCAAACTGTACGGCTCGATGGAACTTGCGCCGCTGGTCGGCTTGAGCGATGCGATTG 
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TGGACTTGGTTTCGACGGGCAACACCTTGAAGGCAAACGGCTTGGAAGCAGTCGAACACA 
TCGTCGACATTTCCAGCCGCCTGGTGGTCAACAAGGCTGCTTTGAAAACGAAATACGCGC 
TGCTGGAGCCGATTATTCAGGCGTTCGGCGGCGCAGTGAAGGCGAAGTAAGCATCCATTT 
GAATAAAGATGCGTTTTCAGACGACCCTATCCGTTCCCGCCGACAGGTCGTCTGAAAATA 
TCACCGGCAGTAAACTGTATAGGAGAAGTTAAAATGGTTGCAAAAATAAAAAAATTCTCA 
GATTCAACCCTTTCCGTTTTGAATAACGGCGAGCGTCGGTTTTATGTCTATTGTCTGACC 
GACCTGAAAAAAGACAAAATCCTCTACATCGGCAAAGGCTGCGGTAATCGTATCTTCGAG 
CATGAATGGGTTGCTAGTCGTTCACAAGATCCAGTCTCCGGCGAGATTATCGATCGGAAA 
CTCAAAGCCATCTCCAAATGCAAGAAACTCGGTCGCTATATCATCAGCTATCATCTGACT 
GAAGTCGAAGCACTCGCCGCCGAATCTGCCTTAATTCATTTTGTTAAATCTGTCTTGGGT 
AAAAAACTCAAAAATAAAATTGCCGGGCATGGTCCGGGTGGTATTAGCGTAGAAGAACTA 
GATCGCCGCTTTGGATTCTCTTCTCTCCCACTTAACGAGATTAACCCCGACGGGCTGATT 
CTCGCCATCAAAATCCACAATGCTTTCGATTTAGATACTGACGAAGAATTAGACTACCTT 
TTCGACAACCAAGACGATGCCAACCTCAAATCGCGTACGTTGGGCAACTGGGTTATCGGT 
AAAGATGTTGCTTCAAAAGTGAAATACGTTATCGGCGTTCACACCGGTCTGCAAAACGCT 
GTTGTCAGTGCATACGAAGTGGACGGTTTTGAAACAATGGTTGAGGAAACCAAAAACGGT 
AGAAAACAATCCCGTTACCGTTTCCGCACTACCTCTCGTAGCGAAGAGGTATTAGCCAAA 
CTCGGTCTGCAACAAAAATGCCTGCCCGAATTGAAGTTTGGTAGCGGGGGAGAAAAAGCG 
TATATCAGACCCAAAACAGAGACAGAAACTGAACAAGAGAATATTCAGACGACCCCCAAT 
CCAAAAATAAAAAAGGAAAAAACCAAATCATGAAAAAACTCAACACCCAATCGCCCGATT 
TCCAAGCCGGACTCAAAGCCCTGCTGGCTTTTGAAACCGCGCAAAACCCCGAAACCGAAC 
GCATCGTCGCCGACATTTGCGCCGACGTGCAAAAGCGCGGCGATGCGGCTTTGATTGAAT 
ACACCAACAAATTCGATCAGACAAACGCTAAAAGCATCGATGATTTAATACTCACGCAAG 
CCGATTTGAACGCGGCGTTCGAGCGCATTCCGAACGACGTTCAGACGGCATTGCAGACCG 
CCGCCCGCCGTGTCGAAAGCTACCACCAACGCCAAAAAATGGAATCGTGGAGCTACACCG 
ATGAAGACGGCACGCTGTTGGGACAACAAATCACACCGCTTGACCGCGTCGGCATTTACG 
TCCCCGGCGGCAAGGCGGCGTATCCGAGTTCCGTCATCATGAACGCCATGCCCGCCCACG 
TCGCAGGTGTGAAAGAAATCATCATGGTCGTGCCGACACCAAAAGGCGAACGCAACGACA 
TCGTACTTGCCGCCGCATACGTCGCCGGCGTAACCAAAGTCTTCACCGTCGGCGGCGCGC 
AGGCGGTTGCCGCCCTCGCCTACGGCACGGAAACCATCCCCCAAGTCGATAAAATCACCG 
GTCCGGGCAACGCCTTCGTCGCCGCCGCCAAACGCCGCGTGTTCGGCGTGGTCGGCATCG 
ACATGGTGGCGGGGCCGTCTGAAATCCTGGTCATCGCCGACGGCACGACACCTGCCGATT 
GGGTGGCGATGGATTTGTTCAGCCAGGCCGAACACGACGAAATTGCCCAAGCCATCCTCA 
TCGGCACGTCGCAAGCGTATCTCGACGAAGTAGAAGCCGCTATGGACCGCCTGATCGAAA 
CTATGCCGCGCCGCGACATCATCGAAGCCTCGCTCGGCAACAGGGGCGCGATGATACTCG 
CCAAAGACTTGGACGAAGCCTGCGAAATCGCCAACTACATTTCCCCCGAACACTTGGAAC 
TGTCAGTCGAAAACCCGCAGGAATGGGCGAAAAAAATCCGCCACGCCGGTGCGATTTTCA 
TGGGACGCTACACCGGCGAAAGCCTCGGCGACTACTGCGCCGGTCCAAACCATGTGTTGC 
CCACCAGCCGAACCGCCCGCTTTTCCTCGCCTTTGGGGACATATGATTTCCAAAAACGCT 
CCAGCCTGATTCAGGTTTCGGAACAGGGCGCGCAAAAATTAGGCGAAACCGCCAGCGTGC 
TGGCACACGGCGAAAGCCTGACCGCCCACGCCCGCGCGGCAGAGTTCCGTATGAAATAAT 
GCCGAAACGGCGTACAGGCATATTCCAACCATTAAGGAAACACGATGAAATCCGTCCGCT 
CCTTCATCCGCGACGACATACAAGCTATGTCGGCATATCAGATTGCCGACGTTCCGCCCG 
GCTTTGCCAAACTCGATTCGATGGAAAGTCCCGTCCACCCTTTTGCCGGACATGAAACGC 
TGTTGCAGGAATGGCAGGCACGGCTTGCCGCCGCGCCCATCCATCTTTACCCCAATCCCT 
CCGGCAGCGGTTTACAGGAAGCATTACGTTCGGCGTTCGACATTCCCGACTGCGCCGACA 
TCGCGCTGGGCAACGGTTCGGACGAACTGATACAGTTCATCACGATGCTGACCGCCAAAC 
CGGGCGCGGCAATGTTGGCAGCCGAACCCAGTTTCGTCATGTACCGCCACAACGCCGCGC 
TGTACGGCATGGATTATGTCGGCGTTCCACTGAACGGAGATTTCACCCTCAACCTGCCCG 
CCGTCCTCGAAGCCGTCAGGAAACACCGCCCTGCCCTGACCTTTATCGCCTACCCCAACA 
ACCCCACCGGCGTATGCTTCACGCGTGCCGAAATCGAAGCCGTCATCGAAGCTTCAGACG 
GCATCGTCGTCGTCGATGAAGCCTACGGCGCATTCAACGGCGACAGCTTCCTGCCGCAGG 
CAGGCAGGATTCCCAACCTGATAGTCTTACGCACCCTCAGCAAAATCGGTTTTGCCGGAC 
TGCGTATCGGTTATGCGGCAGGCTGCCCCGAAGTCATCGGCGAACTGCAAAAAATCCTGC 
CGCCCTACAATATGAACCAATTGAGCCTGACCACTGCCAAACTCGCCCTGCGGCACTACG 
GCATTATCTCTGCCAACATCGACAGCCTGAAAAACGAACGCGAACGGATGTTCGCCGAAT 
TGGGCAAAATATGCCGTCTGAACACCTTTTCAAGTCAGGCAAACTTCATTACCATACGCG 
TACCCGATGCCGATTTGTTGTTTGACACGCTCAAACAAAACCGCATCTTGGTTAAAAAAC 
TGCATGGCGCGCACCCGCTTTTGGAACACTGCCTGCGCATTACCGTAGGCAGCCCCGCAC 
AAAACGATGCCGTTCTCAACATCATTCGCCAACTTTACTGCCAACCAACGGATTTCCTAT 
GAATTTGACTAAAACACAACGCCAACTGCACAACTTTCTGACCCTCGCCCAAGAAGCAGG 
TTCGCTGTCCAAGCTCGCCAAACTCTGCGGCTACCGTACCCCCGTCGCACTCTACAAACT 
CAAACAACGCCTTGAAAAGCAGGCAGAAGACCCAGATGCACGCGGCATCCGTCCCAGCCT 
GATGGCAAAACTCGAAAAACACACCGGCAAACCCAAAGGCTGGCTCGACAGAAAACACCG 
CGAACGCACTGTCCCCGAAACCGCCGCAGAAAGCACCGGAACTGCCGAAACCCAAATTGC 
CGAAACCGCATCTGCTGCCGGCTGCCGCAGCGTTACCGTCAACCGCAATACCTGCGAAAC 
CCAAATCACCGTCTCCATCAACCTCGACGGCAGCGGCAAAAGCAGGCTGGATACCGGCGT 
ACCCTTCCTCGAACACATGATCGATCAAATCGCCCGCCACGGCATGATTGACATCGACAT 
CAGCTGCAAAGGCGACCTGCACATCGACGACCACCACACCGCCGAAGACATCGGCATCAC 
ACTCGGACAAGCAATCCGGCAGGCACTCGGCGACAAAAAAGGCATCCGCCGTTACGGACA 
TTCCTACGTCCCGCTCGACGAAGCCCTCAGCCGCGTCGTCATCGACCTTTCCGGCCGCCC 
CGGACTCGTGTACAACATCGAATTTACCCGCGCACTAATCGGACGTTTCGATGTCGATTT 
GTTTGAAGAATTTTTCCACGGCATCGTCAACCACAGTATGATGACCCTGCACATCGACAA 
CCTCAGCGGCAAAAACGCCCACCATCAGGCGGAAACCGTATTCAAAGCCTTCGGGCGCGC 
CCTGCGTATGGCAGTCGAACACGACCCGCGCATGGCAGGACAGACCCCCTCGACCAAAGG 
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CACGCTGACCGCATAAAAAACCATACCGTCTGAAACACCCGCAGGCTTTTCAGACGGTAT 
CGGAACAGATAAGATTACACTACACTACAAACAGAAAAGGAGTAAACATCATGTCCGCAA 
ACGAATACGCACAAATCGGCTGGATAGGCTTAGGGCAAATGGGTCTGCCTATGGTAACGC 
GGCTCTTGGACGGCGGCATCGAAGTCGGCGTATACAACCGCTCGCCCGACAAAACTGCCC 
CCATCTCCGCCAAAGGCGCAAAAGTTTACGGCAACACCGCCGAACTCGTCCGCGACTATC 
CCGTCATTTTCCTGATGGTTTCCGACTATGCCGCCGTGTGCGACATCCTGAACGGAGTCC 
GCGACGGATTGGCCGGCAAAATCATCGTCAACATGAGCACCATCTCCCCGACCGAAAACC 
TCGCCGTCAAAGCACTTGTCGAAGCCGCAGGCGGACAGTTTGCCGAAGCACCCGTTTCCG 
GATCGGTCGGGCCCGCCACCAACGGCACGCTGCTGATTCTGTTCGGCGGCAGCGAAGCCG 
TTTTAAACCCGCTGCAAAAAATATTTTCCCTCGTCGGCAAAAAAACCTTCCATTTCGGCG 
ATGTCGGCAAAGGTTCGGGCGCGAAACTCGTCTTGAACTCGCTCTTGGGCATTTTCGGCG 
AAGCGTACAGCGAAGCGATGCTGATGGCGCGGCAGTTCGGCATCGATACCGACACCATCG 
TCGAAGCCATCGGCGGCTCGGCAATGGACTCGCCCATGTTCCAAACCAAAAAATCCCTGT 
GGGCAAACCGCGAATTCCCGCCCGCCTTCGCCCTCAAACACGCCTCCAAAGACCTCAACC 
TCGCCGTCAAAGAGCTTGAACAGGCAGGCAACACCCTGCCCGCCGTCGAAACCGTTGCTG 
CCAGCTACCGCAAAGCAGTCGAAGCCGGCTACGGCGAACAGGACGTTTCCGGCGTTTACC 
TGAAACTGGCAGAACACTGATTGCCTTTTCCAAACACAATGCCGTCTGAACATATTTCAG 
ACGGCATTTTTATCACCCCACGCTTAAAATCAGTCCCGATTATGACTATATAGTGGATTA 
ACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCA 
CTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTA 
CTGGTTTTTGTTAATCCACTATAATCCGCACAAATTTAGTCAATATCAAGACCAATTATG 
AACCAACTCGACCAACTTGGCACCCGTATCAACCTGATTTGCAATGTCTTCGACAAATGG 
ATCGGGCAGCAGGATCTGAATTACAACCTCTTTGCCGTACTTTATACCCTGGCAACCGAA 
GGCAGCCGCACGCAAAAGCATATCGGCGAAAAGTGGAGCCTGCCCAAACAGACCGTTTCA 
GGCGTATGCAAAACCCTTGCCGGACAAGGGTTGATTGAATGGCAGGAAGGCGAACAGGAC 
CGGCGCAAACGGTTGCTGTCGTTGACCGAAACAGGCAAAGCCTATGCCGCACCTTTAACA 
GAAAGCGCGCAGGAATTCAGCGACAAAGTATTTGCCACATTCGGCGACAAGCGCACAACT 
CGGCTGTTTGCCGATTTGGATGCACTGGCTGAAGTGATGGAAAAAACAATCTCGGAAAAT 
AAAAAATAGGGGGGCAAATATGTGGAAAATGTTGAAACACATAGCCCAAACCCACCGCAA 
GCGATTGATTGGCACATTTTCCCTGGTCGGACTGGAAAACCTTTTGATGCTGGTGTATCC 
GGTGTTTGGCGGCCGGGCGATCAATGCCGTGATTGCGGGGGAGGTGTGGCAGGCGTTGCT 
GTACGCTTTGGTTGTGCTTTTGATGTGGCTGGTCGGTGCGGTGCGGCGGATTGCCGATAC 
GCGCACGTTTACGCGGATTTATACCGAAATCGCCGTGCCGGTCGTGTTGGAACAGCGGCA 
GCGACAAGTCCCGCATTCGGCGGTAACTGCGCGGGTTGCCCTGTCGCGTGAGTTTGTCAG 
CTTTTTTGAAGAACACCTGCCGATTGCCGCGACATCCGTCGTATCCATATTCGGCGCGTG 
CATCATGCTGCTGGTGCTGGAATTTTGGGTCGGCGTGTCGGCGGTGGGCATACTTGCGTT 
GTTTTTATGGCTTTTGCCACGTTTTGCCGCCATCAGCGAAAACCTGTATTTCCGCCTGAA 
CAACAGCTTGGAACGCGACAACCACTTTATCCGAAAAGGCGACCGGCGGCAGCTGTACCG 
CCATTACGGACTGCTTGCGCGCCTGCGTGTGCTGATTTCCAACCGCGAAGCCTTCGGCTA 
TCTCTGCGTCGGCACGGCGATGGGTATTTTGTTCGGCTTTGCTTTTGTGATGATGACGCT 
CAAAGGCTACAGCAGCGCGGGGCATGTCTATTCGGTCGGCACTTATCTGTGGATGTTTGC 
CATGAGTTTGGACGACGTGCCGCGATTGGTCGAACAATATTCCAATTTGAAAGACATCGG 
ACAACGGATAGAGTGGTCGGAACGGAACATCAAAGCCGGAACTTGAAAAATGCCGTCTGA 
ACACGCTTCAGACGGCATTTCCATCCGTTCGGCAAACTACATCACATCCGCCCGCCGGTT 
GACAAGTTTGGCAAACAACTTTTCAACAGAAGCTTCCGCCTGCAAACCAATGCGCTGGAT 
CAGGCTTTGCTTCTCCTGATATTTCACTTCGATAACCTGTTTGTTTTCAAACGCTTTCAA 
CAACAAATCATCACTGGTCGAAATCTCGTCAATCAAGTTCAACGCCAACGCCTGCCGACC 
GAACCAATGCTCGCCCGTTGCCACTTCCTCAATATCCAATTGAGGGCGGTTCTCGCTGAC 
AAACTGCTTGAACAACTGATGCGTTTCCTCCAGTTCCTGTCGGAATTTCTGTTTGCCCTT 
TTCCGTATTTTCACCCATAAAAGTAACCGTGCGCTTAAATTCGCCCGCCGTCATCACATC 
CACATCAATATCATGTTTTTTCAACAGGCGGTGGATATTCGGTACTTCCGCCACCACACC 
CACCGAACCGACAATCGCAAACGGAGCGGAAGCAATTTTATCCGCCACACACGCCATCAT 
ATAACCGCCGCTCGCCGCCACCTTATCGACGGCGACGGTCAGCGGAATATTGCGTTCGCG 
CAAACGCCTAAGCTGCGAAGCCGCCAAACCGTAACCGTGAACCACGCCGCCCGGACTTTC 
CAATCTGAGCAGAACCTCATCTTCAGGCTTGGCAATCAAAAGCACCGCCGTAATCTCATG 
ACGCAAGGATTCTACGGCGTGTGCATACAAATCGCCGTCAAAATCCAACACAAAAAGGCG 
GGATTTTTGCGTTTCGGCAGATTTCTCCCCACCCTCCTTCAAACGCTTTTTCTCTGCTTT 
GGCTTCCGCCTTTTCCTTTTTCTTTTCCTCTTTTTCCTGATGTTTTGCCTCTTCCCCGCT 
TAAAAAGAATGCTTCAAACGATTGCCGCTGTTTTTTATAATTTTCCGAAAAATCCGTCAG 
TACGACACTGCCGCTTTCCGACTGTTTCTTACTCTGTACGATAGCCAACACAATCAGCGC 
AATTGCGCCGAACACGGTAAGCAGTTCGAGCAGGAAAATACCGTAATTCAGTAAAATTTC 
TTTCCACATTGATTGGATTTCCTCTTGTTCAGGCATGAACATGTCAATATTGTCCATCAC 
CGTCCGACAGATAAAAAAATAACCGCTTGGAGCGGCATTGTCATTTTCAGCTTGGTGCCC 
GGAGCCGGAATCGAACCGGCACGGGATGTTTAGTCCCGACGGATTTTAAGTCCGTTGTGT 
CTACCTATTTCACCACCCGGGCATTTGTGAAAGGTGGAGGCGGGGGCGCGGATTTTAACC 
GGCCTGTATGAAGATTGCACTCCTCATAGCATAAACACTCTGCCACCCCGCCATAGTACG 
ATAATGGAGGCGAGAGTCGGAATCGAACCGGCGTAGACGGATTTGCAATCCGCTGCATAA 
CCACTTTGCTATCTCGCCCTAAAACTGGCTTATCTAAAAAACTTGGAGCGGGAAACGAGT 
CTCGAACTCGCGACCTCAACCTTGGCAAGGTTGCGCTCTACCAACTGAGCTATTCCCGCG 
CGTTCAAACATATCGGTTTTTGGAGCGGGAAACGAGTCTCGAACTCGCGACCTCAACCTT 
GGCAAGGTTGCGCTCTACCAACTGAGCTATTCCCGCGTTGATATGTTTGAAATAAAACTT 
GGAGCGGGAAACGAGTCTCGAACTCGCGACCTCAACCTTGGCAAGGTTGCGCTCTACCAA 
CTGAGCTATTCCCGCAATGATTGCGGAAGAATGAAATTTTTGGAGCGGGAAACGAGTCTC 
GAACTCGCGACCTCAACCTTGGCAAGGTTGCGCTCTACCAACTGAGCTATTCCCGCCCGA 
TTTCATTCTCCGATATCGAAGAGACACAATTATTATGGATTCTGTTTTTGCCGTCAAGCT 
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ATTTTTATGTTTTTTTCAGGCGATTTCTTTCCACGCCATTTTCAGATAATACAGCATCGA 
CCAGACTGTCAGCAAAGATGCGATAAACATCAATACATTGCCGATGAATGCGAGGTTAAA 
TCCATAAAAATCGGGAAAATTCAGCAGCAGCAGGAAGATTGCCAGCATTTGCGCGGCGGT 
TTTAAACTTACCGACGGTGGCGACGGCAACGCTGTTCCTTTTGCCCATTTGCGCCATCCA 
TTCGCGCAATGCGGAAATGGTAATTTCCCTGCCGATGATGATCATGGCAAACAAAACATA 
GGTCCGGTCGAGTTTGACCAGTAAAAGCAAAGAGACGGCGACCATCAGCTTGTCGGCAAC 
GGGATCGAGGAAGGCGCCGAAATCCGAGGTCTGTTTCCACAACCTTGCCAAAAATCCGTC 
AAACCAGTCGGTCAAGGCGGCAACGGCAAAAATGACGGCGGCGGTGAGATTAATCGTTTC 
CTCCGCGAACCACGGAAAAGGCAGGTAAAAAAGGGCTGTCAGGACAGGAATGAGCAAGAC 
CCTCAACCATGTGAGGAAGATGGGGAGATTCCAAGGCATCGGTTTTCTCTGTGCAGACTG 
TAAAGTTGTGATTATAACGGTTATCCTCATAACCCAAAACGTAAAATTGCTGCATGGGCA 
TTCCCCCGCCCCGCCAATCTGTTTTCACATTCTTTTCAAACGCAGGAAAATGGCGGGCAA 
TAAAAGCAAAATACCCAGTTTCAGGCTGAAAACGGCAGGTTGTGCCAACACTTCGACAAG 
GCGGTCTTCCGTGCGGGCAAAATCTTTATTGCTTATAGACACTGCCACTGTTGCGGTATT 
CCAACAGAACGCCGTTTAAAAAACCTTTGCCGACGGTTTCGCTTAAAACGGCTCTAACCT 
GCTCCGCCCTGATGGTTCTGCCGATATTGCCGCCTGTGCACAAACTGTCGAACCCATAGC 
AGGAAAGCCGGTAATGCTGCCCGTCTGCATCCAGTTTGATTGCCCGTCCGCTGCGGTTGA 
GGGCGGTAACGGTCAATTCCGCATATTCGAATGTTTTTTCTTGTTCGTGAAATGCCGTCA 
GGTAAGGTGCAATAAAAACGGCGGACAACAGCAGACAGCTTATGGCGGCAAACCATACCC 
AGCGATAATATAGTGGATTAAATTTAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAG 
AGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGT 
CTGCGGCTTCGTCGCCTTGTCCTGATTTAAATTTAATCCACTATATTTCACGCTTACCCC 
TTGTTTCTCAAATGCCGTCTGAAATAAGCGGCTTAATATATTGTTTACAGTATTGGGAAG 
CATAACAGACAAAATGCCGTCTGAAATATTTTCAGACGGCATTTCTTATCCGAAACGGAT 
TATTTTTGCGTTTCAACCGCTTCCAATGCACGCAGGGCATAAGTGTAAGCGGCACCCGCA 
TTCAGGGCAATGGCGGTTGCCAATGCACCTGCGATTTCGCTGTCGGTCGCACCGGCTTTG 
GTGGCGGCGGCGGCGTGAACACTGATGCAGCTCTCACAACGTGTAGTAATGGCAACGGCG 
ATGGCAATCAGTTCGCGTGTTTTAGCATCAAGTGCCTCTGCAGCTGCCGCTTGTTCCAAT 
GCGCCGTAGGCCTGCAGCATTTTAGGATGCGCCTTACCCAGCTCGCCGAACGATTTTTTA 
ACCAATGCGGTATGTTCTTTCCAATCTTTAAACATTTTCTTTTCCTTTCTCTTGCGTTTA 
ACCCTGATACGCGCTTGCGTATCTGTTTTCGATGTGCGTATTATTGCAATTATTCAGTTG 
TGTTTCTCGTTTAATCATCTCATTTTATGGTTCAAAAAGATTTATGGACATTCTGGACAA 
ACTGGTCGATTTCGCCCAATTGACGGGCAGTGTGGATGTGCAGTGCCTTTTGGGCGGACA 
ATGGTCGGTACGGCATGAAACCTTGCAACGCGAAGGATTGGTACACATTGTTACATCGGG 
CAGCGGCTATCTCTGCATCGACGGCGAAACTTCCCCGCGTCCGGTCAGTACAGGGGATAT 
TGTATTTTTCCCGCGCGGCTTGGGTCATGTGTTGAGCCACGACGGAAAATGCGGAGAAAG 
TTTACAACCGGATATGCGGCAGCACGGTGCGTTTACGGTCAAGCAGTGCGGCAACGGACA 
GGATATGAGCCTGTTTTGCGCCCGTTTCCGCTACGACACCCACGCCGATTTGATGAACGG 
GCTGCCTGAAACCGTTTTTCTGAACATTGCCCATCCGAGTTTACAGTATGTGGTTTCAAT 
GCTGCAACTGGAAAGCAAAAAACCTTTGACGGGGACGGTTTCCATGGTCAACGCATTGTC 
GTCCGTCCTGCTGGTGCTTATCCTGCGCGCCTATCTCGAACAGGATAAGGATGTCGAACT 
CTCGGGCGTATTGAAAGGTTGGCAGGACAAACGTTTGGGACATTTAATCCAAAAGGTGAT 
AGACAAACCGGAAGACGAATGGAATGTCGACAAAATGGTGGCGGCTGCCAATATGTCGCG 
CGCGCAACTGATGCGCCGTTTCAAAAGCCGGGTCGGACTCAGCCCGCACGCCTTTGTGAA 
CCATATCCGCCTGCAAAAAGGCGCGTTGCTGCTGAAAAAAAACCCGGATTCGGTTTTGTC 
GGTCGCACTGTCGGTAGGCTTTCAGTCGGAAACGCACTTCGGCAAGGCGTTCAAACGGCA 
ATATCACGTTTCGCCGGGTCAATACCGGAAAGAAGGCGGGCAAAAATAAATCGGGGCTTC 
AAACGCAAATGCCGTCTGAAAAGGCTTTCATACAGCATTTGCGTACCGCGTCATTTCAAG 
GGCTGCATCTTCATCACTTCCATCAAAAAGTTGGTAAATGCGGGGTTGTTGGGTTTGACA 
TCCATATTTTTCCAACGCTGCTGCCAGCCGCGCAAGGCATTCTGGATATACAGCTTGGAC 
TGTTCCGTATTGATTGCGCCCCGCTGGCTGTCTATCGCCGAACGCAGGTAGATTTCATAC 
ATACTGTCATCGACGGCATTGCGTCCGACCAGGCGTTTTCTGAAGTTGTTCAGATATTGC 
GCCGCCTGAACCTTGGTCATTTTACCGATACCCACCTGATAGCCCAAGCGCGTCGCTTCA 
TCGCTGATTTTGGCAACATCCGTCCAATGCGAAGAGGCAAGGCGGAAACCTTTTGCAGGT 
GCTTCCGTTTTGACGGTATTGATAGGATTCACGGGGATTTCCGTCAATGTGGGCACATAA 
ATAGACTGGCAGCCGGAAAGAACTGCCGCAATGGAAAGAGGGATAAGGTATTTTTTCATG 
CCCCCATTATAATCAAGTTTGCCTTGAGAAAACAAATTGTTCGGCAAGAAAAATAAAATT 
TCGGCATCAGAAGCAGGCAAAAACACATTCCACAAGCCTTGCCGCAAGGTTTACAATCCG 
ACCGTCCTTATCGCAACGACCGTTTATGGATACCGCAAAAAAAGACATTTTAGGATCGGG 
CTGGATGCTGGTGGCGGCGGCCTGCTTTACCATTATGAACGTATTGATTAAAGAGGCATC 
GGCAAAATTTGCCCTCGGCAGCGGCGAATTGGTCTTTTGGCGCATGCTGTTTTCAACCGT 
TGCGCTCGGGGCTGCCGCCGTATTGCGTCGGGACACCTTCCGCACGCCCCATTGGAAAAA 
CCACTTAAACCGCAGTATGGTCGGGACGGGGGCGATGCTGCTGCTGTTTTACGCGGTAAC 
GCATCTGCCTTTGGCCACTGGCGTTACCCTGAGTTACACCTCGTCGATTTTTTTGGCGGT 
ATTTTCCTTCCTGATTTTGAAAGAACGGATTTCCGTTTACACGCAGGCGGTGCTGCTCCT 
TGGTTTTGCCGGCGTGGTATTGCTGCTTAATCCCTCGTTCCGCAGCGGTCAGGAAACGGC 
GGCACTCGCCGGGCTGGCGGGCGGCGCGATGTCCGGCTGGGCGTATTTGAAAGTGCGCGA 
ACTGTCTTTGGCGGGCGAACCCGGCTGGCGCGTCGTGTTTTACCTTTCCGTGACAGGTGT 
GGCGATGTCGTCGGTTTGGGCGACGCTGACCGGCTGGCACACCCTGTCCTTTCCATCGGC 
AGTTTATCTGTCGTGCATCGGCGTGTCCGCGCTGATTGCCCAACTGTCGATGACGCGCGC 
CTACAAAGTCGGCGACAAATTCACGGTTGCCTCGCTTTCCTATATGACCGTCGTTTTTTC 
CGCTCTGTCTGCCGCATTTTTTCTGGGCGAAGAGCTTTTCTGGCAGGAAATACTCGGTAT 
GTGCATCATCATCCTCAGCGGTATTTTGAGCAGCATCCGCCCCACTGCCTTCAAACAGCG 
-GCTGCAATCCCTGTTCCGCCAAAGATAAAAAATGCCGTCCGAACATCCTTCAGACGGCAT 
ATCGGGCTTTATTTCCCCGCCTTCACATCCTGCCACTGGCGCACCATAAACTTCAATGCC 
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GCCGGCTGGATAGGCACCATGATAAAGCTGTTTTTCAAATCCTCCTCGGTTGGGAAAATC 
GTATTGTCGTTTTTAAATTCGTCTTCCATCAGCTCACGCGCAGGCTTGCTCGAAGGCGCG 
TAAGTAACGAAATTGCCGTTTTTCGCCGACACTTCCGGGTCGAGGAAGTCGTTGATGTAT 
TTGTGCGCGTTGGCGACGTTTTTCGCATCTTTCGGAATCACGAAAGAATCCACCCAAATC 
CCCACGCCCTCTTTGGGCATCATCACGCGGATTTTTTCCTTGCCGCCCGCTTCTTCGGCA 
CGGCGTTTGGCGATGTTCAAATCGCCGCCGAAACCGATTGTTACGCAGGTATCGCCGCGC 
GCCAAATCATCGATAAAGCCGGACGAAGTAAAGCGTTTGATATTGGGGCGGTTTTTCTTG 
AGTAGGGCGGTTGCCTCCCTGATGTCTTCCGTATTGCTGCTGTTCGGGTTTTTACCCAAA 
TAGTTCAACACCATAGGATAGATTTCCGCCGCGCTGTCCAAATAGCTGATGCCGCATTGC 
TTGAGTTTGGACGTGTATTCGGGGTCGAACACCAAATCCCACTGGTTGTCCGGCAGCTTG 
TCCGTACCCAAAGCCTTTTTCACGCGTTCGGTATTGATGGCGAAGGTATTTGTCCCCCAA 
TAAAACGGCACGGCGTATTCGTGGCCGGGATCGACCCCGTCCATCAGCCTCATCATTTCG 
GGGTTGAGGTGTTTATAATTGGGAATCAGCGACTTATCGATTTTCTGATACGCACCTGCC 
TTAATCTGCCTGCCCACAAACGCATTGGACGGCGCGACAATGTCGTAACCGGACTTGCCT 
GTCAGCACCTTGCTTTCCAGCGTTTCATCGCTGTCGTACACATCATAAGTAACCTTGATG 
CCGTTTTTCTTTTCAAAATCGGCAACGGTTTCCGGATCGACATATTCCGACCAGTTGTAA 
ATTTTCAATACGTTTTGGTTTTCCGCCGGTGCCGGTTTTTCGGCAGGCGGTTTGTCCGAA 
CCGCCGCACGCTGCAAGCAGCAAAGCAGTCAGGACGGCCAGGGGCAGATGTTTGGTCATT 
ATCATTCCTTGCATATCGGGTTGGAGAAAGCGGCCATTATAGCCGATATTGGCAACAGGG 
CTTCAGACGGCATTCAAAATCCCGCCACACTCTTCCGAAAACCGCCGCTTCCATAGCTAG 
AAACAGGGATTTGCGGTAAGATACCGCCGTTCGTTTTCCCTGCTTTTACCATGACAAGAC 
ATTTGAGAGACATTGAAAAAATTATGAAAACCTCCGAACTGCGCCAAAAATTCCTAAAAT 
TTTTTGAAACCAAAGGCCACACCGTCGTCCGCTCTTCCAGCCTCGTGCCGCACGACGACC 
CGACCCTGCTGTTTACCAACGCGGGCATGAACCAGTTTAAAGACGTATTCTTAGGTTTCG 
ACAAACGCCCGTACAGCCGCGCCACCACCGCGCAAAAATGCGTACGCGCAGGCGGCAAAC 
ACAACGACTTGGAAAACGTCGGCTACACCGCCCGCCACCACACCTTCTTTGAAATGATGG 
GCAACTTCTCCTTCGGCGACTACTTCAAACGCGACGCCATCCACTTCGCTTGGGAATTTC 
TGACTTCCCCCGAATGGCTCAACATCCCTAAAGACAAACTGTTGGCGACCGTTTACGCGG 
AAGACGACGAAGCCTACAACATCTGGTTGAACGAAATCGGTATGCCGTCCGAGCGCATCG 
TCCGCATCGGCGACAACAAAGGCGCGAAATACGCATCCGACAACTTCTGGCAAATGGGCG 
ACACCGGCCCTTGCGGCCCCTGCTCCGAAATTTTCTACGACCACGGCGAAGAAATCTGGG 
GCGGCATTCCCGGCAGTCCCGAAGAAGACGGCGACCGCTGGATCGAAATTTGGAACTGCG 
TATTTATGCAGTTCAACCGCGACGAACAAGGCAATATGAACCCGCTTCCCAAACCTTCCG 
TCGATACCGGTATGGGCTTGGAACGCATAGCCGCCGTCATGCAGCATGTTCACAGCAACT 
ACGAAATCGACTTGTTCCAAGACCTGCTCAAAGCCGTTGCCCGCGAAACCGGCGCGCCGT 
TCAGAATGGAAGAACCCAGCCTGAAAGTCATCGCCGACCACATCCGCTCCTGCTCGTTCC 
TGATTGCAGACGGCGTCTTGCCTTCCAACGAAGGCCGCGGCTACGTATTGCGCCGCATTA 
TCCGCCGCGCCGTGCGCCACGGTTACAAACTGGGTCAAAGCAAACCGTTCTTCCACAAAC 
TCGTTGCCGATTTGGTCAAAGAGATGGGCGGTGCCTACCCTGAATTGAAAGAAAAACAAG 
C C C AAAT C GAAGAAGC AT T GAAAAACGAAGAAAGC CGTTT T GC C CAAAC GC T GG AAACCG 
GTATGGCTTTGTTGGAAAACGCGCTGGTCAAAGGCGGCAAAACACTCGGCGGCGAAATCA 
TCTTCAAACTCTACGATACCTACGGTTTCCCATACGACTTGACTGCCGACATCTGCCGCG 
AACGCAATATCGAACCGGACGAAGCAGGCTTCGAGCGCGAAATGGAAGCCCAACGCGCAC 
GCGCACGCGCCGCCCAAAGCTTCAAAGCCAACGCCCAACTGCCTTATGACGGTCAAGACA 
CCGAGTTTAAAGGTTATAGCGAACGCCAAACCGAATCCAAAGTCCTCGCCCTCTACAAAG 
ACGGCGAGCAAGTCAACGAATTGAACGAAGGCGACAGCGGCGCAGTCGTCATCGACTTTA 
CCCCGTTCTATGCAGAATCCGGCGGCCAAGTCGGCGATGTCGGCTATATCTTCTCAGGCG 
AAAACCGCTTTGAAGTACGCGATACCCAAAAAATCAAAGCGGCCGTATTCGGTCAATTCG 
GCGTACAAACTTCAGGCCGTCTGAAAGTCGGCGACAGCGTTACCGCCAAAGTGGACGACG 
AAATCCGCAATGCCAATATGCGCAACCACAGCGCAACCCACTTGATGCACAAAGCCCTGC 
GCGATGTATTGGGCAGACACGTCGAACAAAAAGGCTCTTTGGTTACCGCCGAATCCACCC 
GTTTCGACATTTCCCATCCCCAAGCGGTAACTGCCGAAGAAATTGCCGAAGTAGAACGCC 
GCGTCAACGAAGCCATTTTGGCGAACGTTGCCGTCAATGCAGCCATTATGAGCATGGAAG 
ACGCGCAAAAAACCGGCGCGATGATGCTCTTCGGCGAAAAATACGGCGAAGAAGTGCGCG 
TACTGCAAATGGGCGGTTTCTCTACCGAATTGTGCGGCGGCACACACGTTTCACGCACCG 
GCGACATCGGCCTCTTCAAAATCATCAGCGAAGGCGGTATTGCCGCAGGCGTGCGCCGTA 
TCGAAGCCATCACCGGCCTGAACGCACTCAAATGGGCGCAAGAGCAAGAGCGTTTGGTGA 
AAGACATTATTGCCGAAACCAAAGCCCAAACCGAAAAAGACGTACTGGCAAAAATCCAAG 
CAGGCGCGGCACACGCCAAAGCATTGGAAAAAGAATTGGCACGCGCCAAAGCCGAACTCG 
CCGTCCACGCAGGCGCCAAACTCTTGGACGATGCAAAAGACTTGGGCGCAGCCAAACTCG 
TTGCCGCCCAAATCGAAGCCGACGCAGCCGCCCTGCGCGAAATCGTTACCGATTTAACCG 
GTAAATCCGACAACGCCGTGATTCTTTTAGCGGCAGTAAACGACGGCAAAGTCTCCCTGT 
GCGCCGGCGTATCCAAACCGTTGACCGGCAAAGTGAAAGCAGGCGATCTGGTTAAATTTG 
CAGCCGAACAAGTCGGCGGCAAAGGCGGCGGCAGACCAGATTTGGCGCAAGCCGGCGGCA 
CGGATGCCGACAAATTGCCCGCCGTGTTGGATAGCGTGAAAGACTGGGTCGGCGCGAAGC 
TGGTTTGATGTGGGAAAGGCAGCCTGAAAGGTTTCAGGCTGCCTTTTGTGCAAAGAGGCC 
GTCTGAAAGGTCTCGTTTGCCGTAGGTTGGGTCGCGACCCAACAAATTTTGTGAAGTATA 
AAAATGTTGGTCATGACCCAACCTACCTGCCTTTTTGTACAAAGAGGCTATCTGAAAGGC 
CTTGTTTGCCGTATGGTGGGTCGCGACCCAGCAGATTTTTATTAGGGTATGACCCAAGCT 
ACTTGCTACGATAAAAAAGGATTTTTAAATGAGCATTAGCCTTATTGGACTACACATTAC 
CATAGCAATCATTTTGTTTTTTACTACAAATTTTATGGGAAAAAAATCATCTATATTTGG 
CTATTACCAACTGTCTTTTAGCGAAGAAAATCACTCTCCGGCATTTAATATTTTTTACAG 
AGCATTTACCCCTATATTATTTATCGTTATTTTTTCTTGGGTTGTTACTAGTCTTGAAAT 
-TCCCATTTCTCTTGAAAAGATAAACTATGTAGTAATTTATTATT-T-TATAATTAGATTGTT 
ATCTGTATTTGTTTTTGAGAAAACACACATAGTTAACTGGTTTAATCAACTAACAATACC 
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CATACTATCCATAACATTATCATTTATAGTATATAACAAAATGATTTTGCCCAAAAGTTT 
TCTACTTCCATCCTCACAAGAAGTAGCTACTACTTTTTGAATAGCGCTTGGTGGTTACAT 
ATATAATATATTAAATAATGAATCAGGGCATTTAAAATCTTATAAAGAAAGAAGAGTAAA 
TTATGTAAAACACATGCACAAAAAATTTGAAAGTTATTTTGGTAAAATTATAGATAAAAT 
AATCAAAGAGGATAGTTATAATAATGATGATTTTTTAACCGATAAGAAAAAAGCACTAAT 
ATATTCAGTTTTAATTTATGAGAATTTTAATAGGGGACTAGTTTATAGATATTTTGAAAA 
AAATTATTTTGTACTGGTAGAATAAAAACATTTGGAATAATGCAAGTAACCTCAGCAGAG 
TACCTTTCCAATGAGGAAAGTATAAAAAAAGGCGGAAATATTCTTATGGAAAAATACAAT 
GAAAAATATAATGAATCTATTGATGGCAATAAAACTCTCTATAAATCATATTATGAATCA 
AGAAGAGAGAGTATTAAAAACTACAACCCAGATGCAAAATACATTAATGAAATTGAATCA 
ATTTACATGATGCTTGGAGAAATCTATCCAAATGCACCAGACTTCATGTCACCACATTTT 
GAGGGGGACTGCTCTGAGGGGGAATAAAATCATTATTTATTCTTTATTAGTTATTAGCAG 
GATTTGTCGGGCATAAATGCCCGACCTACAAATTCAATTTTTTCAAACCTCTGCCAAATA 
TTTTCATCTTTGCAAGGCTGTCTGAAAACCCAAACCCCATTTTCAGACGGCCTTTTTTCG 
CTAAAATCCCCATACCGTTCAATCCGAAAACACAGGAGAATCATCATGGAAGTTACCATC 
TCCGCCATCATCAATGGCGAATTTGCCGACCAATACGGCAAGCGCGGTAGTCAGTTTAAT 
GAAAACGGGATGCTGATTTAATTCTATTTCCTTTGAAACTACCAATAACCTGCCTCCATC 
ATAAAACTAAAAGCAAGCCGTAGCCTGCATTCCCACAAACCGCGTGCGTTGCCATGTCAC 
ACACCCTACCTGCGGGCGACGCAAACCTTAAGAGACCTTTGCAAAATTCCCCAAAATCCC 
CTAAATTCCCACCAAGACATTTAGGGGATTTCTCATGAGCACCTTCTTTCAACAAACCGC 
CCAAGCCATGATTGCCAAACACATCGACCGCTTCCCGCTATTGAAGTTGGACCGGGTGAT 
TGATTGGCAGCTGATCGAACAATACCTGAACCGTCAAAAAACCCGTTACCTTAGAGACCA 
CCGCGGCCGTCCTGCCTATCCCCTGCTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATG 
GCACAGCCTCTCCGATCCCGAACTCGAACACAGCCTCATTACCCGCATCGATTTCAACCT 
GTTTTGCCGTTTTGACGAACTGAGCATCCCCGATTACAGCACCTTATGCCGCTACCGCAA 
CCGGCTGGCGCAAGACAATACCCTGTCTGAACTGTTGGAACTGATTAACCGCCAACTGAC 
CGAAAAAGGTTTAAAAATAGAGAAAGCATCCGCTGCCGTCGTTGACGCCACCATTATTCA 
GACCGCCGGCAGCAAACAGCGTCAGGCCATAGAAGTTGACGAAGAAGGACAAATCAGCGG 
TCAAACCACACCGAGTAAGGACAGCGATGCCCGTTGGATAAAGAAAAACGGCCTCTACAA 
ACTCGGTTACAAACAACATACCCGTACCGATGCAGAAGGCTATATCGAGAAACTGCACAT 
TACCCCCGCCAATGCCCATGAGTGCAAACACCTGTCGCCGTTGTTGGAAGGTCTGCCCAA 
AGGTACGACCGTCTATGCCGACAAAGGCTATGACAGTGCGGAAAACCGGCAACATCTGGA 
AGAACATCAGTTGCAGGACGGCATTATGCGCAAAGCCTGCCGCAACCGCCCGCTGTCGGA 
AGTGCAAACCAAGCGTAACCGATATTTGTCGAAGACCCGTTATGTGGTCGAACAAAGCTT 
CGGTACGCTGCACCGTAAATTCCGCTATGCCCGGGCAGCCTATTTCGGACTGATTAAAGT 
GAGTGCGCAAAGCCATCTGAAGGCGATGTGTTTGAACCTGTTGAAAGCCGCCAACAGGCT 
AAGTGCGCCCGCTGCCGCCTAAAAGGCAGCCCGGATGCCTGATTATCGGGTGTCCGGGGA 
GGATTAAGGGGGTGTTTGGGTAAAATTAGGCGGTATTTGGGGCGAAAACAGCCGAAAACC 
TGTGTTGGGATTTCGGTTGTCGTGAGGGAAAGGAATTTTGCAAAGGTCTCCAGCAGTTTG 
CGCATACATGCCGTAACGGCAACCTTATACGGCTTACCCTCGGACAGCGGGCGTTGGTGG 
AAATCCCGAATAAGCGGTTCAAAACGTGTCGCTGCCACGGTAGCCATATACAGTGCCTTA 
AGCACCGCAGACCTTCCGCCAAAGCAGCGGCTTTTGAATTTGGCTTCCCCGCTCTTCCTC 
GGGTGCGGGGCAATGCCGACCAAACTCGCTATCCGTTTGTGCGACAGCCGCCCCAATTCA 
GGTAGCATCGCCATCAGCGTAGCCGTCGTTATCGAACCGATGCCTTTGATTTGCTCCGCC 
ACTTGGGCTTTGCCGTCAAAATGCGTGTGGGTGTGGTCGTCGATTTGTTTGTCCGATTCG 
TCAATCAGCCGGTCAAAATGGGCAATCAGTTGTTTGACGCTTCCGACTTGCGTTTCGTGA 
ACCTGATGCAGACGGTTTTTCTCGGCAGTCCGCATATCCGCCGATTGGTTGCGGCGGTTA 
ACCAAGGCTTCCAACACTTCTTCCGCTTCTGTGGGCGGGTGGTAGGGCATGGTTTGCCAA 
TCTTCTTTCTGTGCCTTCATCTGTGCGAAGAAGGCAGGCATTTTGGCATCTTTGGCGTCG 
GTTTTGGTCAGCGACTGCGATTGGGCAAACTGATGCGTCTGACGCGGGTTGGCGATAATC 
ACGGCTATGCCTGCTCGGTGGATGGCTTTGGCGGCGGGGATTTCGAGACCTCCGGTACTT 
TCCGTCACGACGAGGGCGACCTTGTGTTTTTTAAGGTATTCGATAGTATGGGCGATACCT 
TTGGGGTTGTTGGTTTCGGTTTTGGTTTTAGACAAAGACGAAACGGCGATGACGAAGTTT 
CGTTTGGCGATGTCGATATAGTGAATTAACAAAAATCAGGACAAGGCGGCGAGCCGCAGA 
CAGTACGGATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTC 
TTCGAGCTAAGGCGAGGCAACGTCGTACTGGTTTTTGTTAATTCACTATATCTGTGCGTT 
ACGACGGCATGCCGTCTGAAGGGTGTTTATGTCTGCATCTAAGAAATTTCCGATTCCTTT 
GAGCTATTTCAGCATCGCGCTGGGCTTGTTTGCCTTGGGGCTGTCGTGGCGTTACGGCGC 
GTCTGTCGGGCTGCTGCCCGCCTTGGCCGCCGAATCGCTGCTTGCGGCGGCTTCGGTCGT 
CTGGCTCTTGCTGGTGGCGGCATACCTGATCAAAATGTTTGCGTACCGAAACGATTTTTT 
GTCTGATTTACGCGACTTGGTGCAATGCTGCTTCATCAGCGCGATTCCGATTACCGCTAT 
GCTGGAGGGACTCGCGCTGAAGCCCTATCAGGCAGGCGCGGCGGCAGTCCTGATTTATGT 
CGGCGTTGCCGGACAGTTGGCTTTTTCGATGTATCGGGCGGCCGGTCTGTGGCGCGGCCT 
GCATTCCTTGGAGGCGACGACGCCGATTATTTATCTGCCTACGGTTGCGACAAACTTTGT 
CAGCGCGTCATCTCTGGCGGCGTTGGGGCATCATGATTATGCAGCTTTGTTTTTCGGCGC 
GGGTATGTTTTCCTGGCTGAGCTTGGAAGCCTCCATCTTGGGCAGGCTGCGCACGGCGGC 
ACCGGTCGGCACGGCGGCGCGCGGCGTGGTCGGCATCCAGCTTGCGCCCGCCTTTGTCGG 
CTGCGGCGCGTATTTTGCCGTCGGCGGTAAAGTCGACGGTTTTGCGTTGGCATTAATCGG 
CTACGGCTGCCTGCAGCTTTTGTTCTTGCTGCGCCTGACCCGCTGGTTTTGGGAAGGTGG 
TTTTACGATGAGCTTTTGGGGATTTTCATTCGGTTTCGCGGCAATGGCAGGATGCGGTCT 
GCATCTGGCGGCTTCCGGCGTATTGTCGGGCTTGGGGCTGACGCTTGCCACCGCCGGATC 
GGCAGGCGTGGCGCTGCTGCTTGTCGGTACGCTGCACCGGATAGCGACGGGGCGTTTCTT 
GGTACGCAGCTGATGCGTTTTGCCGCCTTGTCAAAAATGCCGTCTGAAACGCTGGGATTC 
AGACGGCATTTTTTATTTCACACCCTTACAGGTAGAATTTTTCGATGACTTTCAAATTGT 
CGTCCAATTTGTACACCAACGGCTGACCGGTCGGGATTTCCAAGCCCATAATGTCTTCGT 
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CGGAAATGCCCTCGATGTGTTTTGCCAGCGCGCGCAGGGAGTTGCCGTGCGCCGCCACCA 
AGACGCGTTTGCCGCTCAAAATCGCGGGGGCGATTTGGTCTTCCCAAAACGGCAATACGC 
GCTCCAGCGTTACTTTCAGGTTTTCGCCGTCGGGTACGACATCGGCAGGCAGATGGGCAT 
AGCGGCGGTCTTTGTGTGCGGAAAACTCATCGTCTTTGTCCAAAAGCGGCGGCAGGGTGT 
CGTAGCTGCGCCGCCAGATGCGGACTTGCTCGTCGCCGTATTGTTCGGCGGTTTGTTTTT 
TGTCCAGGCCTTGCAGTTGGCCGTAGTGGCGTTCGTTCAGCCGCCACGTTTTGATTTGCG 
GTACGAACAGTTGGTCGGATTCTTCCAAAACGATGTTGCAGGTCTTAATCGCGCGGGTCA 
GGACGGATGTGAAGGCGATGTCGAACTCATAGCCGTTTTCTTTCAGTTTCTTGCCGGCGG 
CGGCAGCCTCGGCAAGCCCCTGCTCGCTCAGCTTCACGTCGCGCCAGCCTGTAAACAGGT 
TTTTCGCGTTCCATTCGCTTTGTCCGTGGCGGATAAATACCAGTTCCATATCGTCTCCAA 
TGTGTGAAAGTGGGAAAGCCTTATTTATAACATATTTTCACATTTCCCGTATTTGATTCA 
GATTCAGACACGCGCCCACTATGGTTTGCCGTTTTGATTTACAATAATGTCCTTTGCTTT 
ACATTCCGCATACACAATGAATACGCAAGCGCACGCCCCACATACCGATTCCAATACGCT 
GATGCTCGGCCGATACGCCGAACGCGCCTATCTCGAATACGCCATGAGCGTGGTCAAAGG 
CCGCGCGCTGCCTGAAGTTTCAGACGGCCAGAAGCCCGTGCAGCGGCGCATTTTGTTTGC 
CATGCGCGATATGGGTTTGACGGCGGGGGCGAAGCCGGTGAAATCGGCGCGCGTGGTCGG 
CGAGATTTTGGGTAAATACCACCCGCACGGCGACAGTTCCGCCTATGAGGCGATGGTGCG 
GATGGCGCAGGATTTTACCTTGCGCTATCCCTTAATCGACGGCATCGGCAACTTCGGCTC 
GCGCGACGGCGACGGGGCGGCGGCGATGCGTTACACCGAAGCGCGGCTGACGCCGATTGC 
GGAATTGCTGTTGTCCGAAATCAATCAGGGGACGGTGGATTTTGTGCCGAACTACGACGG 
CGCGTTTGACGAACCGCTGCACCTGCCCGCCCGCCTGCCTATGGTGTTGCTCAACGGCGC 
GTCAGGCATTGCGGTGGGCATGGCGACCGAGATTCCGCCGCACAATTTGAACGAAGTGAC 
GCAGGCGGCGATTGCGTTGTTGAAAAAGCCGACGCTGGAAACCGCCGACCTGATGCAATA 
TATTCCTGCCCCCGATTTTGCCGGCGGCGGTCAAATCATCACGCCGGCGGACGAATTGCG 
CCGGATTTATGAAACCGGCAAGGGCAGCGTGCGCGTGCGTGCGCGTTATGAAATCGAAAA 
ATTGGCGCGCGGACAGTGGCGCGTCATCGTAACCGAGCTGCCGCCGAACGCCAATTCCGC 
CAAAATCCTTGCCGAAATCGAAGAGCAAACCAACCCGAAACCGAAAGCGGGTAAGAAACA 
GCTCAACCAAGACCAGCTCAATACCAAAAAGCTGATGCTGGATTTAATCGACCGCGTGCG 
CGACGAGTCCGACGGCGAACATCCCGTGCGACTGGTATTCGAGCCGAAATCCAGCCGCAT 
CGATACCGATACCTTCATCAACACGCTGATGGCGCAAACTTCGCTGGAAGGCAATGTGTC 
GATGAACTTGGTGATGATGGGTTTGGACAACCGCCCCGCGCAGAAAAACCTGAAAACGAT 
TTTGCAGGAATGGCTGGATTTCCGCACCGTAACCGTAACACGCCGTCTGAAATTCCGTTT 
GAACCAAGTGGAAAAACGGCTGCACATCCTCGAAGGCCGTCTGAAAGTCTTTCTGCACAT 
CGACGAAGTGATTAAAGTCATCCGCGAATCAGACGACCCGAAAGCCGATTTGATGGCGGC 
GTTCGGGCTGACCGAAATCCAAGCCGAAGACATTTTGGAAATCCGCCTGCGCCAGTTGGC 
GCGTTTGGAGGGTTTCAAACTCGAAAAAGAATTGAACGAGTTGCGCGAGGAACAAGGCCG 
TCTGAACATCCTTTTGAGCGACGAAAACGAAAAACGCAAGCTGATTGTCAAAGAGATGCA 
GGCGGATATGAAACAATACGGCGACGCGCGACGCACGCTGGTGGAAGAGGCCGGACGCGC 
CGTGCTGACGCAGACCACCGCCGACGAACCCATCACGCTGATCCTGTCGGAAAAAGGCTG 
GATACGCAGCCGCGCCGGACACAATCTCGATTTGAGCCAAACCGCGTTCAAAGAAGGCGA 
CTGCCTCAAACAAACCCTCGAAGGCAGAACGGTTTTACCCGTCGTCATCCTCGATTCATC 
GGGCAGAACCTACACGCTCGATGCCGCCGAAATCCCCGGAGGGCGCGGCGACGGCGTACC 
GGTTTCCTCCTTAATCGAGCTGCAAAACGGCGCGAAACCCGTTGCGATGTTGACAGGATT 
GCCGGAACAACATTATTTATTATCAAGCAGCAGCGGCTATGGCTTCATCACCAAGCTGGG 
CGATATGGTCGGGCGCGTGAAAGCGGGCAAAGTGGTGATGACCGCAGACAGCGGCGAAAC 
CGTTTTGCCGCCGGTTGCCGTCTATGCCTCCTCGTTCATCAACCCCGACTGCAAAATCAT 
TGCCGCCACCAGTCAAAACCGCGCCCTCGCCTTCCCCATCGGCGAATTGAAAATTATGGC 
GAAAGGCAAAGGGCTGCAAATCATCGGATTAAACGCCGGCGAATCGATGACGCATACCGC 
CGTTTCTTCCGAGCTGGAAATCCTGATTGAAAGCGAAGGCAGGCGCGGCGCGGCGCACAA 
AGACCGCATCCCCATCTCCCTGCTTGAGGCAAAACGCGGCAAAAAAGGCAGACTATTGCC 
CATATCGGGCAGCCTGAAACAGCTTTCTTCCCCTAAATAAACCCGGTTCCGCACATATTA 
TGGTGATTTCCAACCCCCGCGAACTTGAAAAACTCAAAGACCGGATTCCCAATCTGATCA 
ACATCATCCGCGTCGCCATCGTTTTTCCGCTGATGATTATGCACATCCTCGGGCTGGAAA 
CCGGCAGCCGTGCGAACCTGCACGCTTCGTGGACGGCGTGGGCGTTTTATGTTTGGCTCG 
CCATTGCCTGCTGGCTGATTTTCTTTTCCATTATCCATCCGCATTGGCAATGGCAGTCGC 
TGAAAATGCCGCGTTTCAGCGCGGTAGCGGACATCACGATGATCGGCGTGCTGACCTACC 
TGTTCGGCGGCATCGATTCCGGCTTCGGCATCCTGATCCTGCCCTTCGTCGTCTGCTCCT 
GCCTGCTCAGCTACGGGCGCTACCCCCTGCTCTATTCCAGCTACGCCGCCATCCTGCTGA 
TATTCAACGCCATTGCCGACGGCGATATCGGCAAATACCCGCTCATATCGGATGCCCGAA 
CCGCCTCGGCAACCTTCATCCTTGTCGCCGCCTCCTATCTTTCCGCCATCTTCACCTCAC 
TGTCGGTCAAATACATCGACCGTGCCGGAAAACTCGCCTACGACAGCCATATCGCCTACC 
ACCGCATCAAAGGCTTGAGCCAAACCGTACTCGAACGCGTTCAGGAAGCTGTCGTCGTCA 
TCAATGCCGAAGGGCTGGCGGTGCTGTTCAACCGGAAGGCGAAAGACCTTTTCCCCGCGC 
TCGAAATCGGACGGCGCGCCGGTCTGTCCGATTCTGCCGCCGAACTGTGGGATCAAGCCT 
CTCCGCACACTTTCGAATACGTCCTCGGCACACCCGGCCTGAACGCCGGCATCCGCGCCG 
TTCCGGTCAACAAAGGGTCGGACAAGCTGCTCATCCTCTACATCCGCCCGCAAAGCGAAA 
TTCAGGCAGAAGCCCTGTCCGTCAAACTTGCCGCGCTCGGACAACTGACCGCCAACCTCG 
CCCACGAAATCCGCAACCCGATGTCCGCCATCCGCCACGCCAACGACCTGCTGCGCGAAA 
ATATGGAAGCGGGGGCGGCAGATCCGTTCAACGCCAAATTGTGCAAAATCATCGACGGCA 
ACATCTGCCGCATCGACAAAATGCTCGAAGACATTTCCTCGCTCAACAAGCGCAACAAAA 
CCGAACGCGAAACCATCGGCCTGATACCGTTTTGGGAAGAATTCAAACAAGAGTTCCTGC 
TCGGCCATCCCGATGCCGCCGACTGCATCCGTCCGGACATTCAAGGCGGCAGCCCGACCG 
CCTATTTCGATCCCGCCCACCTGCGGCAAATTATGTGGAACCTCGCCAACAACGCGTGGC 
GGCACAGGCGCAAACAGCCCGGCTGGATTTCCGTCACCATCCGCCCCGCGCAAAAAAACA 
CCGTCTGTATCCTCTTTGCCGACCGCCCGAAGTGCAGGAACACCTGTTCGAACCCTTTTA 
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CACCACGGCGGAAAACGGCACCGGCCTCGGGCTGTATGTCGCCCGCGAACTGGCGCACGC 
CAATTTCGGCGATTTGACCTACCTACCGGAAGCCAAATGTTTCGAACTCACATTACCGGA 
AAAAACCAATGACTGAACTGCAACACCCCGTCCTCGTCGTCGATGACGAAACCGACATTC 
TCGACCTGATGGAAATGACCCTGATGAAAATGGGCTTGCGCGTCCATACCGCGTCAGGCG 
TTGCCGAAGCCAAAAACAAGCTCGACAGCCAACGCTATTCGCTCGTCCTGACCGATATGC 
GTATGCCGGACGGCTCGGGGCTGGAAGTCGTCCAACACATCAACAGCCGCCTGCTCGATA 
CGCCGGTTGCCGTCATCACCGCCTTCGGCAACGCCGATCAGGCACAGGAAGCGTTGCGTT 
GCGGCGCGTTCGACCCCGATACCATGCAGATACAGGACTATCTCGACCAAATCGAACGCG 
ACATCATCGAACAAACCCTCAAACAAACCGAAGGCAACCGCACGCAGGCCGCCAAACGCT 
TGGGCATCAGCTTCCGTTCCATGCGCTACCGTATGGAACGCCTCAACATCGGCTGACGAC 
AAAACGGCATCCGCACCATCTCCGCCCACCCGAAAAAATGCCGTCTGAAACGGCACGGGA 
AAGCGGGTTCGCCCCACGCCCGAACGGACACAAAACACCATGACCGACATCCTTATTGAC 
AACACCGCCACCGAAACCGTCCGCACCCTGATACGGGCATTCCCCCTTGTGCCCGTTTCC 
CAACCGCCCGAACAAGGCAGTTACCTCCTTGCCGAACACGATACCGTCAGCCTCAGGCTT 
GTCGGGGAAAAAAGCAGCGTCATCGTCGATTTTGCCTCCGGCGCGGCACAATACCGGCGC 
ACAAAAGGCGGGGGCGAACTCATCGCCAAAGCCGTCAACCACACCGCGCACCCCACCGTT 
TGGGACGCAACCGCAGGATTGGGGCGCGACAGCTTCGTCCTCGCCTCGCTCGGGCTGGCC 
GTTACCGCCTTCGAGCAACATCCCGCCGTCGCCTGCCTGCTTTCAGACGGCATCCGCCGC 
GCCCTCCTCAATCCCGAAACGCAAAACACCGCCGCGCACATCAACCTCCATTTCGGCAAC 
GCCGCCGAACAAATGCCCGCACTTGTCCAAACACAAGGCAAACCCGACATCGTCTATCTC 
GACCCCATGTATCCCGAACGCCGCAAAAGTGCCGCCGTTAAAAAAGAAATGACCTACTTC 
CACCGGCTCGTCGGCGAAGCGCAAGATGAAGCGGCACTCCTGCATACCGCACGCCAAACA 
GCAAAAAAACGCGTCGTCGTCAAACGCCCCCGCCTCGGCGAACACCTTGCCGGACAAGAC 
CCTGCCTACCAATACACAGGCAAAAGCACCCGCTTCGACGTTTACCTGCCCTACGGGACG 
GACAAGGGATAACGCCCATAAAACAAGACACCGAAAAATTTGCCGTTCTTATGCAAACGA 
GAAACCGGTTTTTGCGTTTCGACTGTTTTGGATAAGTCATCACACCTTAAAGTTTGTCAT 
TCCCACAGAAGTGGGAATCCGATTCATTCAGTTTTATAGTGGTTTAAATTTAAACCACTA 
TAGTTGTTTTCGAGTTTCAGGCAACTTCCAAACCGTCATTCCCACGGAAGTGGGAATCTA 
GAAATGAAAGGCAACAGGAATTTATCGTAAATGACTGAAACCGAACGGACTAGATTCCCG 
CCTACGCGGGAATGACGGGGCGGGCAGATGCCGTCTGAAATTCCGTCATTCCCGTGAAAA 
CGGGAATCTAGAACTTCTGATTTTTCAGACGACTTTTGAACATTGCCGCCACCCAATGAT 
CTGGATTCCCACCTGCGCGGGAATGACGAGGTTTCAGGTTGCTGTTTTTAAGTTGCTGTT 
TCGGGTTGCTGTTTTTTATGGAAATGACAAGGTTTTAGATTGCGAGAATTTATCCGCTCC 
TCCGTCATTCCCACGGAAGTGGGAATCCAGAAATGAAAAGCAACAGGAATTTATCATAAA 
TGACCGAAACCGAACGGACTAGATTTCCGACTGCGCGGGAATGACGGGGCGGGAGGATGC 
CGTCTGAAATTCCGTCATTCCCGTGAAAACGGGAATCTAGAACTTCTGATTTTTCAGACG 
ACTTTTGAACATTGCCGCTACCCAATGATTTGGATTCCCGCCTGCGCGGGAATGACGATG 
TAAAATTATCCGGGATTCAAAAAGACAGGCTTTCACATCCGTGGGAATGACTGCGGAAAG 
ATGATTTTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACA 
AATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATATTTTGTC 
ATAAAAATCCGCACCTTAATCAGTTGGCGGTTAAATCAAACTTTTAGGGTGCAGATTACT 
TTTTATGATTTCAGACAGCATTTTGACAGGCGGCAGCCTATTTCGGCAATACCAAAAACT 
TAATCAGCAGTTCTTTGAATACAAAACCGAACACGCCCAAGCCCAAAACCAAAAACAAAA 
TGGCGATGCCGAATTTGCCTGCTTTGGACTCCTTGCCCAAATTCCAAACGATAAAACCCA 
AAAAAATAATCAAGCCGGTCAGGCAGATTTTCAACGCCCAATCGGCAAAAACCGCTTCAT 
CCATATTTTTTTCCTATTGTTGATGTGTATGCCATATAAGATAAGGGTTTCAGACGGCAT 
CTGCTGTCCAATGCCGTCTGAAACACGCAATCAGCGTGCGAGTGCCTGTTTCAAATCGTC 
AATCAAATCGCCAACATATTCCAAACCGACCGACAGGCGCACCAATCCGGGGCGGATGTT 
GGCGGCGAGTTTTTCTTCGGGCTGCATCCTGCCGTGCGTGGTTGTCCACGGGTGGGTAAT 
GGTCGAGCGCACGTCACCGAGGTTGGCGGTGCGGGAAAAGAGTTCCACGCCGTCCACAAC 
TTTCCACGCCGCTTCTTGATCGGCAACTTCAAAGCCGATGACGATGCCGCCGCCGTTTTG 
CTGTTTGCGGATAAGCGCCGCCTGAGGATGGTCGGACAATCCGGTGTAGTACACGGCTTG 
AACCTGCGGCTGCGCTTGCAGCCATTGTGCGATTTTCAGGGCGTTGTCGAACTGTTTTTC 
CATACGCAGCGACAGGGTTTCCACGCCGCTCAACAACTGCCACGCATTAAACGGCGACAT 
CGCCAGCCCGCAAGAGTTGCAATACATGGCGACCTGCGCCAACAACTCTTCCGAACCCGC 
CAACACGCCGCCCATCACACGCCCGTGTCCGTCTATGGCTTTGGTCGCGGAGGAAACGGA 
AATATCCGCACCGTGTTTCAAAGGCTGCGAGCCGACGGGCGACAGCAGGCTGTTGTCCAC 
CACCAAGAGCGCGCCGATGCCGTGCGCCAATTCCGCCAAGGCTTCCAAGTCGGCCACTTC 
GCCTAAGGGGTTGGACGGCGTTTCCAAAAACAGCAGTTTGGTATTGGCTTTGACGGCGGC 
TTTCCATTCGTTTATATCAGTCGGCGACACGTGGCTCACTTCGATGCCGAATTTGGCAAC 
GATGTTATTGATAAAGCCGACGGTCGTGCCGAACAGGCTGCGGCTGGAAATCACATGGTC 
GCCCGCCTGCAAAAAGGTGAAAAACGCCGCCTGAATCGCAGACATACCCGCCGAAGTGGC 
GACCGCGCGTTCCGCACCTTCCAAAGCGGCGATGCGTTTTTCAAAGGCGGCTGTGGTCGG 
GTTGGCGGTACGGGTATAAGTGAACCCTTTGATTTTTTTTGAAAACAAATCGGCAGCGTG 
TTGGGCGTTGTCCCACATGAAGCTGCTGGTCAGAAACAATGCCTGATTGTGTTCGCGGTA 
TTCGGTTTGTTCTTTGCCGCCGCGTATGGCGAGCGTTTGCGGATGGAGTTTTTTGCTCAT 
CGGTGATTCCTCGGTTTTGTCCGTTCGGCAACGGAGCGTGCGCCCGTTGTTTAATTTGTT 
AATATTTTGCGCCTGTTCTATGATGCTTTCAAGTCGGATGAGAATGCAAATGCCGTCTGA 
AACGGCTTTCAGACGGCATGGCAATCAGCGTTTGTATTTTAACTCGTACTTGATGTCGTT 
GAGGATTTTGCGGACATCGTGTTCCAACACGTCTTCGACTACCGCCCCCGCCTGCTCGTG 
CAGCATCTGCTGGAGCTGATAGGTGAAAACCGCCATCTGCTTTTGCACCGCCGTTCGGAT 
GATGCCGTTGACGGTATCGGTCAGATGCGGGCGCAGGCGTTTGATCAGCCGTTCGGTCAG 
CTCCTGTTCGGACAGGCAGAACACTTCGCGCCGGTTGACGGCTTTCGGGTTCAGGATATT 
GATTTGGACGGGCATCAACGTTTCTTCCGCATCGTTTTCCCCGTTTTCCGAAACCGCCGG 
CTCATTCGTGCCGGATTCTGCCTCGTCGGCGTTTTCCCCGCTTTCAATCTGTCCGGTTTC 
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AAATTCGACACTGTCTTTTTTGGTATCAAACCGGATTCTCCGCCGCGATTCGATGTGTTT 
TTCCGAAACCGACATTTGCAGGGAAGCCTGCGCGTTGAGCCAGTTTTCCTGAAGGACGAT 
CATCGGGTCGGTTTCGACTTCCTCGCCGCAATCGGCAACGGCGGCATTGTGTTCCTCCTG 
CCATTTTTTCAGATACGCCTTCAACACACGGGCTCGGCTCTCATCGTCCAGTTTCGGCAC 
AGGCGCGTCCGTTCCGGTTTCAGAGGGGCGGGACAGCGGCGCGTAAGTCGGCACTGCCTT 
CATACGGCGCGTCTGACGCAGGTTTTCCAAACGTTTTTCCCAATTCGGCTCTTTATTCGC 
ATCCATTTTCGGCTTCCGGTTCTTAATCTTTGCAAGCAGACAAACCCGCGCCCAAAGCGC 
GGTTTGATATAATGGCGCATTTTAACAGATTCGCGAGGATACATCATGGGCAGCATCGAA 
CAGCGTTTGGAATATCTGGAAGAGGCGAACGACGTGCTGCGTATGCAGAACCACGTCCTG 
TCCACCGCATTCAAAGCCTTAATCCGCGCCCTTCCCGCCGAAACCGCCGAAATCGCGGTC 
GAGTCGATTCAGCTTGCTTTTGAGGACGCCTTGGCAGAATTGAGCTATGAGGACAGCCCG 
CATACGGATTTGTTCCACGACGTTACTTATGCGTTTTTCCGTGAAAAAGAACGTTAATTT 
TATGTTAAACTGATTTTTTAGGCTTTTTGATTACCGAAAGGAATTTTGATGAATATGAAA 
AAATGGATTGCCGCCGCCCTTGCCTGTTCCGCGCTCGCGCTGTCTGCCTGCGGCGGTCAG 
GGCAAAGATACCGCCGCGCCTGCCGCCAACCCCGACAAAGTGTACCGCGTGGCTTCCAAC 
GCCGAGTTTGCCCCCTTTGAATCTTTAGACTCGAAAGGCAATGTCGAAGGTTTCGATGTG 
GATTTGATGAACGCGATGGCGAAGGCGGGCAATTTTAAAATCGAATTCAAACACCAGCCG 
TGGGACAGCCTTTTCCCCGCCTTAAACAACGGCGATGCGGACGTTGTGATGTCGGGCGTA 
ACCATTACCGACGACCGCAAACAGTCTATGGACTTCAGCGACCCGTATTTTGAAATCACC 
CAAGTCGTCCTCGTTCCGAAAGGCAAAAAAGTATCTTCTTCCGAAGATTTGAAAAACATG 
AACAAAGTCGGCGTGGTAACCGGCTACACGGGCGATTTCTCCGTATCCAAACTCTTGGGC 
AACGACAATCCGAAAATCGCGCGCTTTGAAAACGTTCCCCTGATTATCAAAGAACTGGAA 
AACGGCGGCTTGGATTCCGTGGTCAGCGACAGCGCGGTCATCGCCAATTATGTGAAAAAC 
AATCCGGCCAAAGGGATGGACTTCGTTACCCTGCCCGACTTCACCACCGAACACTACGGC 
ATCGCGGTACGCAAAGGCGACGAAGCAACCGTCAAAATGCTGAACGATGCGTTGGAAAAA 
GTACGCGAAAGCGGCGAATACGACAAGATTTACGCCAAATATTTTGCAAAAGAAGACGGA 
CAGGCCGCAAAATAAGCCCGCCCGTCCGAACACAATGCCGTCTGAAGCCCTTTCAGACGG 
CATTGTTCATCAATCGGCCTACAATGAACTGCCTGCTGATTTCTCCCTACCGCAAAGCAA 
CAGGCAAAGATTACAAATATCAAAATCCGAGTAAAACAGTATTTTATTAAAACAAATTGA 
TAATCAAGAGATTAGAATTATGTATTGTCTTTACCGTACAAACGCTGGCACTATTTCAAC 
CTGATAAAAAACAGCCTTCAAAAAGGTTGTTTAAAACAGCAGCAGACACTTACCGCCACA 
ACCTTGAAAAGGAACACAATCATGACCGTCATCAAACAGGAAGACTTTATCCAAAGCATT 
TGCGATGCCTTCCAATTCATCAGCTACTATCATCCCAAAGACTACATCGACGCGCTTTAT 
AAGGCGTGGCAGAAGGAAGAAAATCCTGCCGCCAAAGACGCGATGACGCAGATTTTGGTC 
AACAGCCGTATGTGTGCGGAAAACAACCGCCCCATCTGCCAAGACACAGGTATCGCAACC 
GTCTTCCTCAAAGTCGGTATGAACGTCCAATGGGATGCGGACATGAGCGTGGAAGAGATG 
GTTAACGAAGGCGTACGCCGCGCCTACACTTGGGAAGGCAATACGCTGCGCGCTTCCGTC 
CTCGCCGATCCGGCCGGCAAACGCCAAAACACCAAAGACAACACCCCCGCCGTCATCCAT 
ATGAGCATCGTGCCGGGCGGTAAAGTCGAAGTAACCTGCGCGGCAAAAGGCGGCGGCTCT 
GAAAACAAATCCAAACTCGCCATGCTCAATCCTTCCGACAACATCGTCGATTGGGTATTG 
AAAACCATCCCGACCATGGGCGCGGGCTGGTGTCCTCCCGGCATCTTGGGTATCGGCATC 
GGCGGCACGCCCGAAAAAGCCGTGCTGATGGCAAAAGAGTCCCTGATGAGCCACATCGAC 
ATTCAAGAATTGCAGGAAAAGGCCGCGTCCGGCGCGGAATTGTCCACCACCGAAGCCCTG 
CGCCTCGAACTCTTTGAAAAAGTCAACGCGCTGGGCATCGGCGCACAAGGCTTGGGCGGA 
CTGACCACCGTGTTGGACGTGAAAATCCTCGATTATCCGACCCACGCCGCCTCCAAACCG 
ATTGCCATGATTCCGAACTGCGCCGCCACCCGCCACGTCGAATTTGAATTGGAGGGCTCA 
GGCCCTGTCGAACTCACGCCGCCGCGCGTCGAAGACTGGCCCGATTTGACTTACAGCCCC 
GACAACGGCAAACGCGTCGATGTCGACAAGCTGACCAAAGAAGAAGTGGCAAGCTGGAAA 
ACCGGCGACGTATTGCTGTTGAACGGCAAAATCCTCACCGGCCGCGATGCCGCACACAAA 
CGCCTCGTCGATATGCTCAACAAAGGCGAAGAATTGCCCGTCGATTTCACCAACCGCCTG 
ATTTACTACGTCGGCCCCGTCGATCCGGTCGGCGATGAAGTCGTCGGTCCGGCAGGTCCG 
ACCACAGCCACCCGCATGGACAAATTCACCCGCCAAATGCTCGAACAAACCGACCTCTTG 
GGCATGATCGGCAAATCCGAGCGCGGCGTGGCCACCTGCGAAGCCATCGCCGACAACAAA 
GCCGTGTACCTCATGGCAGTCGGCGGCGCGGCGTATCTCGTGGCAAAAGCCATCAAATCT 
TCCAAAGTCTTGGCGTTCCCCGAATTGGGCATGGAAGCCATTTACGAATTTGAAGTCAAA 
GACATGCCCGTAACCGTCGCCGTAGATAGCAAAGGCGAATCCATCCACGCCACCGCCCCG 
CGCAAATGGCAGGCGAAAATCGGCATCATCCCCGTCGAATCTTGAGGCGCCATGCCGTCT 
GAACACAAAATCTGCCTTCAGACGGCATTTCCGCCCCCGGTTGCGGTACAATCCACCATT 
TCATCACTCGGCGACCCACACCGTGAAAATCCTCATTTTAGGCAACGGACAGGTAGGTTC 
TACCGTCGCACAAAACCTTGCCGCCATACCCAACAACGACGTAACCGTTATCGACATCGA 
CGAAAAAGCATTGCAGGAAACAGGCAGCCGCCTCGATGTCCAAACCGTTTTCGGCAACGG 
CGCATCCCCCTTCACATTAGAACGCGCCGGCGCGGAAGATGCCGACTTGCTGCTCGCGCT 
CTCCCGCAGCGACGAAACCAACATCGTCGCCTGCAAAGTTGCCGCCGACCTGTTCAACAT 
CCCCGGCCGCATCGCGCGCGTCCGTTCCAGCGAATACCTCGAATACCTCAGCCCCAAGCT 
CGAAAACAACGAAAACGGCAGCCTTTCCATATTCGGCATAACCGAAACCATCAGCCCCGA 
ACAGCTCGTTACCGAACAGCTTGCCGGCCTGATAGACTGCCCGGGCGCATTGCAGGTTTT 
ACGTTTTGCAGACGACCGCGTGCGGATGGTCATCATACAGGCGCGGCGCGGCGGACTGCT 
TGTCGGACGCAGCATTGCCGACATCGCCCAAGATTTGCCCGACGGGGCCGACTGCCAAAT 
CTGCGCCGTTTACCGCAACAACCGCCTCATCGTCCCCGCGCCGCAAACCGTCATCATCGA 
AGGCGACGAAATCCTATTTGCCGCCGCCGCCGAAAACATCGGCGCGGTCATACCCGAATT 
GCGCCCCAAAGAAACCAGCACCCGCCGCATCATGATTGCCGGCGGCGGCAACATCGGCTA 
CCGTCTCGCCAAGCAGCTCGAACACGCATACAACGTCAAAATCATCGAATGCCGGCCGCG 
CCGTGCCGAATGGATAGCCGAAAACCTCGACAACACCCTCGTCCTGCAAGGTTCGGCAAC 
CGAGGAAACCCTGCTCGACAACGAATACATCGACGAAATCGACGTATTCTGCGCCCTGAC 
CAACGACGACGAAAGCAACATTATGTCCGCCCTTTTGGCGAAAAACCTCGGCGCGAAGCG 



WO 00/66791 



1PCT/US00/05928 



Appendix A -374- 



CGTCATCGGCATCGTCAACCGCTCAAGCTACGTCGATTTGCTCGAAGGCAACAAAATCGA 
CATCGTCGTCTCCCCCCACCTCATCACCATCGGCTCGATACTCGCCCACATCCGGCGCGG 
CGACATCGTTGCCGTCCACCCCATCCGGCGCGGCACGGCGGAAGCCATCGAAGTCGTCGC 
ACACGGCGACAAAAAAACTTCCGCCATCATCGGCAGGCGCATCAGCGGCATCAAATGGCC 
CGAAGGCTGCCACATTGCCGCCGTCGTCCGCGCCGGAACCGGCGAAACCATTATGGGACA 
CCATACCGAAACCGTCATCCAAGACGGCGACCACATCATCTTTTTCGTCTCGCGCCGGCG 
CATCCTGAACGAACTGGAAAAACTCATCCAGGTCAAAATGGGCTTTTTCGGATAAACCGC 
CCCATTCCGGACATATTGCCGCCAAGCGGTATGGAAGCGGAAATAATGGTAGGTGGGCTT 
CAGACGGCATCCGCCCTCCCCGTCATTCCCGCGTAAGCGGGCATCCAGACCTTGGGATAG 
CGGCAATATTCAAAGGTTATAAAAGACCCGTCATTCCCGCGCAGGCGGGAATCCAGACCT 
TGGGATAGCGGCAATATTCAAAGGTTATCTGAAAATTTAGAGGTTCTAGATTCCCGCTTT 
CGCGGGAATGACGAAAAGTTGCGGGAATCCAGAACGTCGGGCAACGGCAATATTCAAAAG 
CCGTCTGAAAATTTAAAAGTTCTAGATTCCCGCTTTCGCGGGAATGACGAAGTTTCAGAC 
GGCATCGCCCGCCTGTTTTGATATAGCGGCACCCCCCCGACAAAAAAACAATCCGGAACG 
CATCTGACCGTTCCGGCTTGTTTTCAGGCGAATCCGCCGCATCAGAACATACTGCGCACG 
CCCATATTGACCTGCCAAGTCTAGCGCATCGTGTGCATCGAAGACCTTTGCGCCTCAAAA 
TAAAGCTGCCTTCCGTTGTCGGCATTACCACGCAAAAAAATGAATTGCTTGATATTCCAA 
TGTTTTTTATATGTTTTTATATTGTGATGCGATCAGACAAACGCCCCCCTGACATTTGTT 
TAGACGGCATCGTATTGCTAAATTTCTATAAGTATGTATAATGTCCGTTTCCACGCGCCC 
ATCGTCTAGAGGCCTAGGACACTGCCCTTTCACGGCGGCAACCGGGGTTCGAATCCCCGT 
GGGCGTGCCAATTCAAAAACCTGCTTGTTTCAAGCAGGTTTTTTATTATGAGTCGTCATT 
CCCGCAATTTTTCGTCATTCCCGCAAAAGCGGGAATCTAGAGCGTAGGGTTGAAGAAACC 
GTTTTATCCGATAAGTTTCCGTGCCGACAGGTCTGGATTCCCGCCTGCGCGGGAAGGACG 
GCAGAGGGTGGACGATGCCGTCTGAAGCCTGACAAAGCATTTGATGCCGTCTGAAACTTC 
GTCATTCCCGCAAAAGCGGGAATCTAGAGCGTAGGGTTGAAGAAACCGTTTTATCCGATA 
AGTTTCCGTGCCGACAGGTCTGGATTCCCGCTTTCGTAGGAATGACGGAATTTTAGGTTT 
CTGTTTTTGTGGAAATGACGAATAAAGCGTGCCGGTTTATGCTCGCCGCAACACGCGGTT 
CAGACGGCATTGCTCTCTTTTTTCATTATCAGTGGGTGTAGCAACTGTATTTTTCACCCC 
GTCGGGCAAAAATACAGTTGCTACGATGCACCCCGCCGCCCTGCCCTGTGCCTTGTCCTG 
CAATACGGCATATAATGCACCACAAACCCCCGCGCTGCGGTTTTCAGACGGCATCGCCGT 
GCTTTTTTACAGGCATTAGCCCTTTTTATCGGACGCAATATTAAGGAGGAACAAATGAAA 
AGCTCTTTTGTGCAAACGCTTACCATCGCCGGTTCGGATTCGGGCGGCGGTGCGGGCATT 
CAGGCGGATTTGAAAACATTTCAGATGCGCGGCGTGTTCGGAACGTGCGTCATCACCGCC 
GTTACCGCGCAAAATACCTTGGGCGTGTCGGCGGTTCATCTCGTCCCGACCGAAACCATC 
ACCGCACAAATCCAAGCAATCAGGGAAGACTTCGACATCCGCGCCTACAAAATCGGTATG 
CTCGGCACGGCGGAAATCATCGAATGCGTTGCCGACAAGCTGAAACACTGCAGCTTTGGC 
AGGCGCGTACTCGACCCTGTGATGATTGCCAAAGGCGGTGCGCCGCTGTTGCAGGATTCC 
GCCGTTGCGGCACTGACGCGCCTGCTGCTTCCCGATACGGATGTATTGACCCCCAACCTG 
CCCGAAGCGGAAGCTCTGACCGGCGTGCATATTGAAAACCGTAAAGATGCGGAACGTGCG 
GCAAAAATCCTGCTTGATTACGGTGTCAAAAATGTCGTTATCAAAGGCGGACATTTGAAC 
GGCAGCACAAGCGGACGCTGCACGGATTGGCTGTTTACACAAAATGAAACGCTGGAATTC 
GACAGCCCGCGCTTTCCGACCGCCCACACGCACGGCACGGGCTGCACGTTTTCCGCCTGC 
ATCACCGCCGAGTTGGCAAAAGGCTCGGACGTTTGCGAAGCCGTACAGACTGCCAAGGCC 
TACATCACGGCGGCAATCTCAAACCCTTTGGAAATCGGCGCAGGACACGGCCCGGTCAAT 
CATTGGGCGTATCGGGACTAACCGTAAAAATGCCGTCTGAAACAAAATGTTCAGACGGCA 
TTTTTGAGGATTATTCAGGCTTTTTCGCCAGCATCGTTACAAATTTAAACCGTATCGGAT 
TGCCGTTTTCGTCTTTGGCATGCATAGAACCCAATTCTTCTTTATATTCGACCAGTTCCC 
AATCCCGATAATAATCCTTCAGCTCGCCCTCTTTAAATTTAAAAGGGAACGGCATCGGAC 
AGGGGAAATCCGCCGTATCCATTGCCGATACAATCAAGTTGTACCCGCCCGCCGCCGTAT 
GCGCCTGCATATCGGCAATCACGTCGGGTACGCGCTGCGGCATCAGGAACATCAGCACCA 
CTGTTGCCACAATATAATCAAACTCGCCCTGCAAGGCGGCGGCGTTCAAATCATATTCCA 
GCGTGCGGACGTTCAAACCCTCCGCCTCTGCCAGCTCCGCCACGTTTGCCAAGGCGGCGG 
GATTGTGATCGACTGCAGTAACTTCAAACCCCTTCAAACCGAGAAACAGCGCGTTGCGCC 
CCTGTCCGCAGCCCATATCCAACGCCCTGCCCGCCGGTACGGTATCCCGTGCCGCCGCGA 
CCGCAGAATGCGTGGCACTCATCCCGTATTTTTTGTGAAAATAGTCTGCCGCCGCGCAAT 
ACAGCGACAAACGGATTTCGGCATCGTCCGTTTTCGGTTTGACAGAAAACACCTGCTGCG 
GCGCAAACACACAATCGCCGCCGTCTGCCGACCAAACTTCTGCCGACCCGTCCGGTGCAC 
GAACTTCGACATCGCCCTGCAACACATTCAGGCAGACCCACTCCCCTTCCTCAGACGAAT 
AGCCCGACAACAAAACTTCCGGCAGGTTTTCCACTTTCCATACAGGCATCTGTCCGAAAC 
AAAACAACTCGCCACTTTGACCCACTATCCGCTCCTTCATATTCAAAAATAAAGTTGCAC 
ATTATATGCCTATTTTAATCCGCCGCAATCTTTCAGACGGCACGGCGCGCAAACCGCTTA 
TAATCACGCCGGACACCACACAAAGGCACAATAATGAACCAAACCGTTTACCTTTACACC 
GACGGCGCGTGCAAAGGCAATCCCGGCGCGGGCGGCTGGGGCGTGTTAATGCGCTACGGT 
AGCCACGAAAAAGAACTTTTCGGCGGCGAAGCGCAAACCACCAACAACCGCATGGAACTG 
ACTGCCGTCATCGAAGGACTGAAATCGCTCAAACGCCGCTGCACCGTCATCATCTGCACC 
GACTCGCAATACGTCAAAAATGGCATGGAAAACTGGATACACGGTTGGAAGCGCAACGGC 
TGGAAAACCGCCTCCAAACAGCCCGTCAAAAACGACGACTTGTGGAAAGAACTCGACGCT 
CTAGTCGGACGGCATCAAGTCAGTTGGACTTGGGTGAAAGGACACGCGGGACACGCCGAA 
AACGAACGCGCCGACGATTTGGCAAACCGTGGCGCAGCGCAGTTTTCCTGACTGCCGCTC 
CGGCAAAAATGCCGTCTGAAACCGCTAATGGGCTTCAGACGGCATCGTCCTCCACCGTCA 
TTCCCGCGCAAGCGGGAATCCAAACCGTCGGGCAACGGCAATATTCAAAGATTATCTGAA 
AGTTTGAAGTTCTAGATTCCCGTTTTCACGGGAATGACGAAAAGTTGCAAGAATGACGGA 
GTTTCAGGCGGCATCCGACCGCCCCGTCATTCCCGCGAAAGCGGGAATCTAAAAACCCAA 
GGCTGCAAGATTTATCAGAAACAACTGAAACCGAACGGACTGGATTCCCGCCTGCGCGGG 
AATGACGGGATTTTAGTAACCGTAGCAACCGCCTGCGCGACGGCTAAGGGGCTTCAGCAA 
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CCGTAGCAACTGCCTGTGTGGGAATGACGGACAATGGGCTTCAGACGGCATCTCTTGCCT 
GCCGCTAAAACAGTTTGCCGCACAACTGTTCAAACGCGTCCGATATGTTTCAACACACAG 
GACGACACATAAAGCACCTCCCTATGTGTCGTCCTGATTTGGAAGGGGTTACACCCCCTC 
CCAAATAAAGTCTGATCCTGCCGCCCTAAAGGGCGGGGTTTCAACCGAAAAGGAAATACG 
ATGAAGTGGTACAATTAGCGGCAATGCGGACAGACAAATTAAACTATAGTGGATTAAATT 
TAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAA 
GCACCAAGTGAATCGGTTCTGTACTATTTGTACTGTCTGCGGCTTCGTTGCCTTGTCCTG 
ATTTTTGTTAATCCGCTATATCAGAAATTACCCTACCGTTTTTTAAACACTTTCAGGAAT 
AAGGAAAAATGACCGCCCAACCCTGCCCCATCTGCACGGCGCAAAATGAAGACGTTTTGC 
TGCAAACCCCCAACCTCCGCGTCATCGCCGTCCATAACGACAGCGGTTCGCCTGCATTCT 
GCCGCGTCATTTGGCGTAAGCATATTGCCGAAATGACCGACCTTTCGGCAGCGGAACGCG 
GCGAATTGATGGAAATGGTGTACAAAGTCGAAGCCGCTATGCGCCAAGTGTTCCGGCCGG 
CAAAAATCAACCTCGCCAGCTTGGGCAATGTCGTGCCGCACCTGCATTGGCATATTATCG 
CCCGCTTTGAAAACGATGCGTCTTTCCCCGCGCCGATTTGGGCAAACCCCGTCCGGAAAC 
ACGGTATGACCCTGCCGCAAGATTGGACGGAACAGCTTAAAAAGCTGCTTTAAGCCCGCC 
GATGCCGTCTGAAACCGTATGAAAGGGAAATTATGACCGAACCGACCTCCCGCCGCCGTT 
TTCTGAAAACCTGCACCGCCGCTGCCGGCGCGGGGCTGCTTCAGGCTTGCGGCACATCCG 
CCACATCCGTTCCGCCCCTTCCCTCTTCCCATTCCGTTGTGAAAGCCCGAACCGTGCCTC 
TCCAAACGCCACGCCGTCAAAGTTCGGACGGCAACCTTCTGCGCGTTGTCGCTTCGTCAG 
GATTTGCCGAAGACACCAACCGCGTCAACACAGCCTTAACCCGCCTTTACAATGTCGGTT 
TTACCGTAACCAACCAACAGGCGGGCAGCCGCCGTTTCCAACGGTTTGCCGGCACGGACA 
CGCAACGTGCCGCCGATTTCCAAGAGGTCGCTTCCGGCCGCGTCGCCACGCCTAAAGTGC 
TGATGGGTTTGCGCGGCGGTTACGGTGCGGCGCGGATTCTGCCGCATATCGATTTTGCTT 
CGCTCGGCGCAAGGATGCGCGAACACGGCACGCTCTTTTTCGGATTCAGCGACGTATGCG 
CCGTCCAGCTGGCATTGTTGGCAAAAGGCAATATGATGAGTTTTGCCGGCCCGATGGCTT 
ATAGCGATTTTGGCAAACCCGCCCCCGGTGCGTTTACGATGGATGCCTTTATCAAGGGTG 
CAACCCAAAACCGCCTGACCGTTGATGTTCCTTATATCCAACGCGCCGATGTCGAAACCG 
AAGGCATATTGTGGGGCGGCAACTTAAGCGTCCTCGCCTCGCTCGCCGGCACGCCTTATA 
TGCCCGACATCGACGGCGGCATTTTGTTCCTCGAAGATGTCGGCGAACAGCCCTACCGCA 
TCGAACGTATGCTCAATACGCTGTATCTTTCGGGTATTTTGAAGAAACAGCGCGCCATCG 
TGTTCGGCAATTTCCGTATGGAAAAAATTCGAGATGTCTATGATCCGTCTTATGATTTTT 
CTGCCGTTGCCAACCATGTTTCGCGCACGGCGAAAATCCCCGTGCTGACGGGCTTCCCGT 
TCGGACACATTGCCGACAAAATCACTTTCCCTCTAGGCGCGCACGCCCGAATCCGTATGA 
ACGGAAACAGCGGTTATTCGGTCGCGTTTGAAGGCTACCCCACACTCGATGCGTCCGCCC 
TGACTTTGGATACCCTGCTCCCACCGCCGGATTTGCCCATCTTCCCCGAAAGCGGTGTTG 
CCGATATTTCGGAATAAACCCGCAAACGGACAAATGCCGTCTGAAGCCTTCAGACGGCAT 
TTCCCAAGACGGCGGCAGATTACAGCAATGCCCGAATATCGGCTTCGATTTCTTCGGGCG 
TAACACTAGGCGCAAAACGCTCGACCACTTCGCCGTCGCGGTTGACGAGGAATTTGGTAA 
AGTTCCATTTGATGTCGCCTTCGTCGCGCTTCTCTCCCAAAGCTGCGAGCTTCAACACGA 
AATCTTTAAACAGATGATTGCCTTTATCTTGCGGTTTGACGGATTTCAGGTAGGCATACA 
AGGGCGCGGTATTTGCTCCATTGACTTCGATTTTGTCGAAAATCTTAAACTTCGTGCCAA 
ACTTCATCATACACACTTGGGCAATTTCTCCGCTGCTTTCGGGAGCCTGTTCGCGGAACT 
GGTTGCACGGAAAATCCAAAATCTCCAAGCCTTCTGCGGTATATTGTGCATACAGCTTCT 
GCAAAGCCTCGTATTGCGGGGTCAGACCGCAACGCGTTGCCGTGTTGACAATCAGCAGAA 
CCTTGCCGCGATAGCCTGACAAATCAACCGCATTGCCTTCTGCATCTTTCATTTGAAAAT 
CGTAAATACCCATTTTTATCCTTATCTGATGTAAACCGATGCCATCTGAAACGTGCTTCA 
GACGGCATGAAAGCAGCAATTGTATAGCCGATTAAAATAAAAAATCCACATCCTTTTCCA 
TTCCCGTCCCAATCCGCAATAAAAAACTGCACCCGAAAACGGGTGCAGTTGCTCATTTCA 
TACCGCAAAACTTATTTGTCGCGGCCGAATACGATTTTAGTGGCTTGGATGGCGACACAG 
ATTGCACCGCCGATAAAGACCAAGTCAGCTGCCGTACGTACCCAACGCAAGGTATCGAGG 
ATTTCCATTTGCAGGAACTCTTCGCTGCGGGCATACCACAGACCGTGCGTGATGGAGGCG 
TATGCCTGAATCGCGCCGACAGGCAGCAGGCTGATGGCAATCATACCGGCCAAGCCGCCG 
TTGAGCAGCCAGAAGCCCCAAGTCATCAGTTTGTCGTCAAACTGCGCGTTCGGTTTCAAA 
TAACGGGCAACCAGCAATACGAAGCCCAATGCCAAGAAACCGTACACACCAAACAAGGCG 
GCGTGCGCGTGAACGGCAGAAGTGTTCAAACCTTGGATATAGAACAGGGAAATCGGCGGA 
TTGATCAGGAAGCCGAATACGCCGGCACCGATCATATTCCAAAAGGCGACTGCCACGAAG 
CACATCAGCGGCCAACGCAGGCGTTTCGCCCAGTCGGACAGGTGTTGGTAAGACCAGTGT 
TCGTATGCTTCACGGCCCAGCAACACCAGCGGCACGACTTCCAAAGCGGAGAAGCAGGCA 
CCGATTGCCATAGAGGCGGAGGTAGAGCCGGAGAAGTACAGGTGGTGCAGCGTGCCCGGA 
ACGCCGCCCAACATAAAGATGGCGGCAGCGGCCAAAGTGGAGGCAGTGGCGGTACTGCGG 
CGGACAAAGCCCATATTGTAGAAGACAAAGGCAAAGGCGGCAGTGGCAAATACTTCGAAG 
AAGCCTTCTACCCACAGGTGAACCACCCACCAACGCCAGTATTCCATAACGGCAATCGGG 
GATTTTTCGCCATAGAACAGGCCTGGTGCGTAGAATACGCCCACACCGACCATAGAAGCT 
ACGAAGATAGCCAACAGGTTTTTGTCCACGCCTTTTTCTTTAAAGGCGGAAACCGTGCAA 
CGCAACATCAGGAACAGCCATAACAGCAGACCGACCATCAAAAGGAGTTGCCAGAAACGT 
CCCAAATCGAGGTATTCGTAACCTTGGTGTCCGAACCAGAAGTTAAATTCCGGGGGAAGG 
ATGTGCGTCAACGCGAAGAAGTTGCCCGCGTAAGAACCGCCGACCACGATGAAGAGGGCG 
ATATAGAGGAAGTTTACGCCGGCACGTTGGAACTTGGGATCTTTACCGCCGTTGACAATC 
GGCGCGAGGAACAAACCTGCCGTCAAAAAGCCGGTTGCAATCCAGAAGATGGCGGATTGG 
ATGTGCCAAGTACGGGTCAGGGCGTAGGGGAACCAGTCGGACATTTCAAAGCCCAACGCC 
TCGTCAATGCCGTAGAAACCCTGGCCTTCGACGGTGTAGTGCGCGGTCAGTCCGCCCAGC 
AATACTTGTACCACAAACAGGGCGACCGTCAGGAAGACGTATTTGCCCAATGCTTTTTGC 
GAAGGGGTCAGTTGGATTTTGGAAATCGGGTCTTCAGACGGCACTTCCACTTCCTCGTGT 
TTGGTCAGGAAGGAATAACCCCACATCAGCAAACCGATGCCCATCAGCAGAAGAACAACG 
CTGGTGAATGACCACATATAGTTTTCAGTGGTCGGTACGTTGTTGATCAAAGGTTCGTGC 
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GGCCAGTTGTTGGTGTAAGTAAAATTCTCGTCAGGACGGTTGGTCGAAGCAGACCAAGAA 
GTCCAGAAGAAGAAGTTGAACAGTTTTTCACGCGCTTCTTGGCTTGGCAATGTATTGTTT 
TTCATTGCAAAGTGTTCGCGAGTGGTTTGGAACTTAGGATCGTCGCTGTACACACCGTGG 
TAGTAAGGCAGGATGCTTTCGATGGCTTTCACGCGCGTATCGCTGATGACGACGCTGCCG 
TCTTCCTTCACGCGGCTTTGATTGCGGTATTCGTCGGCCAGGCGTGTTTTCAAGACGGCT 
TGTTCCTCGGGGGAAACCTCGTCGAATTTTTTGCCGTAAGTCTGTTGCGCGGTCAAATCC 
AACCAGGCAACCAACTCACGATGCAGCCAGTCCGCCGTCCAGTCCGGAGCCTGATATGCA 
CCGTGACCCAAAATCGAACCGACTTCCATACCGCCGGTAGTCTGCCATGCAGACTGACCT 
GCCAAAATATCGTCTTTCGTCATCAAGACCTTGCCGGATGCGGAAACGACCTGTTCGGGG 
TAAGGCGGGGCTTTTTTGTAAACCTCGCTGCCCATATAGCCAAGAATGGTAAAGCATACC 
GCCAGAACGGCAAACAGCAAGTACCAAAGCTTCTTGTACTGTCCCATTTTGAGAGCTCCT 
TTTAATATAGTGGATTAAAATTCACAAAATATGAATGTTAAAGATTGTAGCACGGTTTAC 
CGCGCAAATAAACATTTGTTCAAAGAAACTCACATATAAAACAAATACATATATGATAAT 
AACTATCATTATTCTTTAGTCGGCAACTACCCTGCCTTTGCCTGATTTGCCGAAGCCCTT 
AAGCAAATCAGCCTATTTATTGTAATTTTTAGTAGCTATAAAGTATTAGAAGTATCATTT 
TAAGTTCATATTTTATGAATTATTTGACTTAAATCAAAATGCCCCCAATGGGGCAAACGC 
ATAATCACACCAAGTTCTTAACCAATCCCTCTACTTTTCTTACAAAAGGAAAATATTATG 
AAACGCCAAGCCTTAGCTGCAATGATTGCTTCCTTATTCGCATTAGCCGCCTGCGGCGGC 
GAACCTGCCGCGCAAGCCCCTGCCGAAACCCCTGCCGCTGCCGCCGAAGCCGCAAGCTCC 
GCCGCACAAACCGCCGCCGAAACACCGTCCGGCGAACTGCCCGTTATCGATGCGGTTACC 
ACCCACGCTCCCGAAGTGCCTCCTGCAATCGACCGCGACTACCCCGCCAAAGTCCGCGTA 
AAAATGGAAACCGTCGAAAAAACCATGACCATGGAAGACGGTGTGGAATACCGCTACTGG 
ACATTTGACGGCGACGTTCCGGGCCGTATGATCCGCGTACGCGAAGGCGATACGGTTGAA 
GTGGAATTTTCCAACAATCCTTCTTCTACCGTTCCGCACAACGTCGACTTCCACGCGGCT 
ACCGGCCAGGGCGGCGGCGCGGCCGCAACCTTTACCGCTCCGGGCCGTACTTCCACATTC 
AGCTTCAAAGCCCTGCAACCGGGTCTGTACATCTACCACTGCGCCGTCGCACCGGTCGGT 
ATGCACATCGCCAACGGTATGTACGGTCTGATTTTGGTCGAGCCTAAAGAAGGCCTGCCG 
AAAGTGGATAAAGAGTTCTACATCGTCCAAGGCGACTTCTACACCAAAGGCAAAAAAGGC 
GCGCAAGGTCTGCAACCGTTCGATATGGACAAAGCCGTTGCCGAACAGCCTGAATACGTC 
GTATTCAACGGTCACGTAGGTGCTATCGCCGGCGATAACGCGCTGAAAGCCAAAGCAGGC 
GAAACTGTACGTATGTACGTTGGTAACGGCGGTCCGAACTTGGTATCTTCCTTCCACGTC 
ATCGGCGAAATCTTCGACAAAGTTTATGTTGAAGGCGGCAAACTGATTAACGAAAACGTA 
CAAAGCACCATCGTTCCTGCCGGCGGCTCTGCCATCGTCGAATTCAAAGTCGACATCCCG 
GGCAGCTACACTTTGGTTGACCACTCTATCTTCCGCGCATTCAACAAAGGCGCACTGGGT 
CAATTGAAAGTAGAAGGTGCAGAAAACCCTGAAATCATGACTCAAAAATTGAGTGATACC 
GCTTACGCCGGTAACGGTGCAGCTCCTGCTGCTTCCGCTCCCGCAGCTTCTGCCCCGGCA 
GCCTCTGCATCCGAAAAAAGCGTTTATTAAATTGGATACCCGTCATTAGCGGGACGAACC 
ACTGCCGCTGTACTTCATTACGCACGGCGGTGGTTTTTTAACAACCAATCTTTCCTTTCG 
GAAGATTGATTTTAACCGCCTGTCAGGAGGCTTTATGAAGTATGTCCGGTTATTTTTCCT 
CGGCGCGGCACTCGCCGGCACTCAAGCGGCGGCTGCCGAAATGGTTCAAATCGAAGGCGG 
CAGCTACCGCCCGCTTTATCTGAAAAAAGATACCGGCCTGATTAAAGTCAAACCGTTCAA 
ACTGGATAAATATCCCGTTACCAATGCCGAGTTTGCCGAATTTGTCAACAGCCACCCCCA 
ATGGCAAAAAGGCAGGATCGGTTCCAAACAGGCAGAACCCGCTTACCTGAAGCATTGGAT 
GAAAAACGGCAGCCGCAGCTATGCGCCGAAGGCGGGCGAATTAAAACAACCGGTAACCAA 
TGTTTCCTGGTTTGCCGCCAACGCCTATTGCGCCGCACAAGGCAAACGCCTGCCGACCAT 
TGACGAATGGGAATTTGCCGGACTTGCTTCCGCCACGCAGAAAAACGGCTCAAACGAACC 
CGGCTACAACCGCACTATTCTCGATTGGTATGCCGACGGCGGACGGAAAGGCCTGCACGA 
TGTCGGCAAAGGCCGCCCGAACTACTGGGGCGTTTATGATATGCACGGGCTGATTTGGGA 
ATGGACGGAAGATTTCAACAGCAGCCTGCTTTCTTCCGGCAATGCCAACGCGCAAATGTT 
TTGCAGCGGCGCGTCTATCGGGTCGAGCGACTCGTCCAACTATGCCGCCTTCCTCCGCTA 
CGGCATCCGTACCAGCCTGCAATCCAAATATGTCTTGCACAACTTGGGCTTCCGTTGCAC 
AAGCCGATAACCCCTTCAATTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCC 
TTGCCGTACTGGTTTTTGTTAATCCACTATATTCCGCCATCTCTAAGATTTACAGCGATA 
CACGGGTAATTTAAGGAATGCCCGAACCGTCATTCCCGCCACTTTCCGTCATTCCCGCCA 
CTTTCCGTCATTCCCGCCACTTTCCGTCATTCCCGCAACTTTTCGTCATTCCCACGAACC 
TACATCCCGTCATTCCCACGAAAGCGGGAATCCAGTCCGTTCAGTTTCGGTCATTTCCGA 
TAAATTCCTGCTGCTTTTCATTTCTAGATTCCCACTTTCGTGGGAATGACGGCGGAAGGG 
TTTTGGTTTTTTCCGATAAATTCTTGAGGCATTGAAATTCTAGATTCCCGCCTGCGCGGG 
AATGACGATTCATAAGTTTCCCGAAATTCCAACATAACCGAAACCTGACAATAACCGCAG 
CAACTGAAACGTCATTCCCACCACTTTTCGTCATTCCCACCACTTTTCGTCATTCCCACA 
AGGACAGAAAACCAAAATCAGAAACCTAAAATCCCGTCATTCCCGCGCAGATGATATGTT 
GCCCGTCAACACAAAATAAAAAACAAAGTTGCAATATACTGATTTATATTGTTATTTTTA 
TTTACGTTTATTTACGATATGCAAATGCACGGTTACACAAATATATTCGCGTAACCGTTT 
AATTTTGTTGAATTTTATTGATTCAATCGGTGTCTTTCCGCATCGTAAGGCTGGCCGGTT 
TTAACAATGTAATAGGCGAGCTTCGCCAGTTTGCGCATGATGGCAACGATGATTACCATC 
TTTGGCTTACCCGCTTTTTTCAGATTATTTATTAATTTCGGAAATGCGTTAAAACGGTAA 
GCACAAAGGGCGGGCATATACAGCGTACTTTTTAATCGTCTGTTTCCGTATCGGCTCAAT 
CTGCCCCGACCTCTTACGCTTGTCCCTGATTGTATGATGGCGGGATTTAATCCGGCATAG 
GATACAAACTGGTTTGCGGTTTTAAAATGTTTTTCTGTCAGTTGCGCATAAAGAACTGAT 
GCGGTGTCTTTGCCTATGCTCGGGATGGTTTGAAGATTGCGGTAATGGTTATTGTCCGTT 
TGTTTTTTGATTTGTTCGGATATGGCTATTTTTACCTGTTCCATCTTGTCCTGTATGGTA 
TCTATCAAGTCTTGATGTATGTTCCTTATGAAGTCTTCTTCAGTGCTATGAAGACGGTTT 
TTAATTTGCTTCTGATGTTGATGTAATTGATTTTTAAGGTTAATCAGTTTTTGCAGTGCT 
T-TGTTTTTGGGTATGTGATACGGTATGAATGTATCTTGATGCCTTTTTATGTAGTCTGCT 
ATCAGGTTTGAATCTGCTTTGTCGGTTTTGGTACGGTTAAACCTGCTTTTTCCGTAGTCC 
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TTGATTTTTAAGGGATTAATAACGTAAACAGTATAGTAGGAAGAAAGCATATCTGCTGCC 
TTTTCGTAATAGATGCCTGTTGCCTCCATGCCGATATAGACTTTTCTGATTCTGTTTCCC 
TTTATCCACAATCTAAACTGTTTTAATCCATCATCATTATTCTTAAATTTAATGTAATGG 
ATACTTCCGTTTGTTTTATGCAATGTTGCGTCTATGGTGTCCTTTGAGATGTCCAGCCCG 
ATTATATTCATTGGTATTTTCCTTATTTATACAGCCTTGATACGGCTAGGATGATATTCA 
ATTTCGAGGATGGATAAAGGCAGCCGGCATTTCTACGCGTCTGTTTTAATACATTGCGGG 
ATTTGCTGCCTGACTGCCTTAGCCCTTGCTTTGCGCGAAACAAAGACCCGTAAACCGTCT 
ATATTCAAACGGTTTACGGGTCTTTTTTCTCTCTTGCCGTTTTCTTCAGTTTGCCGATCC 
GACCACGCCCCCGCCGATTCCTTCAAACGGTTTCCCGCGTTCTTCCCAATTATCGTACAT 
TAGGTTCTGCTACGGTTTTCCGCCCAATGTGGCAACTTGCGCCCTGTCCGAATGTTGCTG 
CGCGCTTTGCTGAACTTCCTGCCCTTGGCTTTCTTCTTTGTATGGGTTAAACGGCAAGCC 
GTTTTTTACATAGTCCTTGCACATCAACTCCGTCACTTCTTTCAATGCCGTCCCTTGATG 
CGAATAGCAGGCGCATCCGGTTCTTCCGCCTTCTATACAGCCTGCTATATATTCAAAGGT 
TCTTACCTGCCTTACACCGTTATAAATCGGCTTGCTTTCGGGTTTTTCGGACAATGTCGG 
- AACAAACATATCTGCGGTAAGGTTGCCGTTATTTACCGGCTCGCCTTCTGTTTTATCCGG 
AAGTACTGCCTGCTGTTCTGTTGCCGCCGATTCTTGTGCTGCGGGTTCTTCCTGTTTTTT 
TCCGTAACTGCTCAACATTTTATAGGACAGGCCGACAAACACGGGAATCAGCAATACTAT 
TACTGGCAGAGTGTAAAACCACTTTGACCGCTTGACCTTATTTACGGTATGAACTTCCGC 
TGATTCGTACAAGTCATAAACTTTTTTATCCAGTGTATAGATACTGGAGAATGCGCTTGA 
TGCCATTTTTACGGGATCGTCCGCGCATATTTTCCATTCTAAAAGCGTACGCATACCCAT 
CTTGTTTGAAGCGATGTGGTAATGTTTCCGTACAAGCGTTCTAAGATTTTGATCTAGAAG 
CTTAGGACCTTGAGTCAAAACAAATATATCAATGCCCTGATGTCTGTGCGTATTCAGCCA 
TTGGACATTTTCAGGGATTTTTGAACCTGCCGAGCGTGCCGGCCATACGTCTTGAGCTTC 
ATCTACAATGACAATAGACCCGATATTTTCGGGCTTCTTTATCCATTCGTACATATCATG 
CGCCGAAAGCTGCTCATCTGTCGATTTCGGCAGCTTTTTTGCGTCCGTTTCTATGTAGGT 
GTGCGGTATTTTCAAGCCTTTTATGTTCGTAAATACTTTACGGCGTATGCCGTTTTCATC 
AGGCTTAAACATTTCATCATTCGCCATCATGGAAACCATTTTTAATGTTTTCCCTGAACC 
GGGCGTGCCGGTTATCAAACAGATCTCTGCCATTTATTTTTTCTTCCCGATTGAGGTTGC 
TAGTTTTGTCATTTGTTTGAATGACAGAATAAAGGCGATCGCGCCAAACAGGATATTAAG 
AACGGTTCCACCGCCGCTTATATAAAAAAGCTGCAACATCGCTTGAGGCGCGCCCGTTAT 
GCTATTGGTTATCGCCTGCTGAAAATGGGCTACCAATCTATCCACCCCTGAATAGGTTAC 
CGCCATCAAGCCTAATGCAGTCAATATACGGCCTGCCACGCTCATCAAAAGCGGAATCAA 
TGCGGCCAACAATTTCATTTGCTATCCCTTTCTTAAAAGGCACGGTTGCCTCATTAAACA 
AATGTTTCTTAATCTGAAAGATTTTGCGCCGCATTCGCGGCGCGGCGGCGCTGTGGGGAC 
ACCCCCCTCGCGCTTATCGCCAATCCCCCCGCGCTTCTCGGCTATTTGCGACATTCGTCG 
CAAAGTGCGCTGCTTCGCCTGCCTTTCGGCCAAAGTTTCCGAAGCTGAACGCTTTGCGGG 
GGACTAGTCCCCCACACCCCCTAGTCTCACTTGCGACGCCGCGGGGGCATGGGGACGGCG 
CAAAAGGCGCGCGCCTTACCACCTGCCCTTGCGGCAGAATGTGTTCTTTTGGCGGGGCGG 
CAAGGGGTATCCAAAAAGATTTATAAAGACGATAAAGCCGTCTTTACAAATCTTTCTGGA 
CGTCCTCCCCCTGCCTTGGTACAAGTTACTGAAGCCCGGCGGTGCTGCGCCTGCTAGACT 
TCACGAGATACTGTGCGGATACAAAAAAAGGCGGCAACCGCCCAAGCAAGGGCGAGAAGC 
ATGTACCTTAGCCGTTCGGCTATGGTACATGCGTTCTCAAAGCTGAACGCGAACTGCCTG 
CTTGAATCAAGCACAGTCACTGTGAAAGTGACAGGTGCGGGACACTGTGCGGAATCTTGA 
AAGATTCCTGATTTCTGAAACTCTACATTGACGGTTTCAGACGGCAGATTTAAATCTTCT 
GCCGGATTGGACTCGGGCAGCCTGTCGCAAGCGAGAATGTCGGGGAAGAATTTGCACAAA 
AGGCCGCCATCTTTGCCGTCCTTTCCGTCTTTGCCGTCCCTGCCGTTTGTGCGTCCCGGA 
ACGGCGGGGGAATCGGGTCTTGTGCCGGGCTGTCCGTCCGTATCGGGATTTGCATCGGGA 
TTCAAATCGGGGTCGGGTTCGGGATTGGGGCTCGTGCCGGGGTTCTCATTGGGGTTCGGG 
TTGTTTGCGGGGTTTTCGGCGGGCGATACTTCGGGCAGCGGCTGTGCGTTCGGTGCTTCC 
GCGCTTCCGGGGGTCAAGTCGGGACGCGGGATTACTTGAACATCCACCGTGGTGTTGCCT 
TGCGAATCCCTGCCGAATGTTGCGACAACCTGAACGGGATTCCCGTTCCTGTCCGTGACG 
GGACCCATATTCACTTTTGTTCCGGGTGCGACTTCTACTTTTTCGGAATAACCGGGATAA 
CCGGTTGCCTTTATGTATTTGTCGGGATTGGCATCGACTTTCAACGATAAAATCTCTTCC 
AGCTTTTTGGCATCCATTTCTTCTTTGTATTTTGAATTGCGAATAAGGGAAAAATCAGCC 
CCATTTCTGAAATCATCACCTTTATTGACCAAACAATCTCCGCCATTCCAATTAAATGTG 
CAACGATTTAAAACAAAATTATTCCAATCCAAAGAACTTAATTTATTCAGTTCTTCTTTA 
TGCCAATTCCAAAACGGACGTGCCAGCCTATACATTTGGCTTTCCATCAATTCTTTGACT 
TCGGGGAATCTGCTGTCATCGGACATAAGGCGCATAATCGAACTGTCAACGCCGTAGCAG 
CCATAGGTTCTATTAATACGTCTTTTGTCTTCGTACCAAAGGCAATTACTATATTCGTAG 
CCTTTTACAAATTTGTCGGTTTCGGGGTCGTATTGGTAGCCTTGTGCCTGTATGTCTTCT 
TTGAAAGTTTCGTATACGTCATGGGCTAAAAGGGCTGTTCCGACATAAGGAACTGCCCTT 
GTGCTTAATTTCGCGCCTAAGCGGGCAAGTTTGCCGACTCCTGACAAGACGGCGGCGCGG 
GAAACTGATGCGGTAAATTTAACGGGGACTTTTTCAAGAGAGCGTGCACCTGTTGGCACG 
TGTTCTATTATTGAAGGTTCGATAATTCGACCTGAAAAACGCTGACCATCAACACGAAAA 
TCGGTAACTACAGATTTTTTATGATCAATATCCAATCTAACATCTGAATTTCCAATAGGA 
TACTTAAAACGTTCAGCATAAGAATTAACCGAAAACATCCCCAACATTAGGATTAAAATC 
AAACGTTTTAATTTCAATTCCACGACTATAATCATCCTGTAATTCTAAAATTTTTATATA 
CGCAACAGACTCATCAGAAAAATAAATTTTCCAAATATTATTAGAAATCCTTCTATTTAA 
AAAACATTGGATTTCTTCATGAATTATAAATTTATTAACTTTTGAATAATCCAAAAGCTC 
ACTAGCGAAAGTATATGCCATTGTTTTACCATAATACTTGCTTGACGGCTGATATTTATA 
AAGTGCCAACTGCGCCTGCGTGATAAACGGTTTGTTCATTGTTCTGCCTTTCAAAGGTTG 
TTTTGAAAGCCTGATTTTAAAACACGTCATTTAAATATCAAAGCGACAGACAAAGCCAAG 
AAGAAACCGAGAAGAAACCAAAAATCAATAACCATCAATCAATCCCAACCTTGCCCATGT 
.CTTTTAAAAAATTAATCAAAAGCCTGAAGCCGTAAATGACTACGAACAGAATTAAAACCG 
TCGAACCGACATAAGAACCCTGTTTGATCTGCTCAAAATTGGAACATTTCGGATAGGACA 
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ACATTACCGGCTTTCCGTTCAAGACCCATTTTTCGCCCACCCTTTCCGGCCTGATGATTT 
TTCCGTCCTGGGTAACAGTAGGAGGAAGGGACGACAATAAATAGTCGTCTGCATGCAATC 
TTGTATCAAAACAATTTATGCCGACACGATAGCCCATTTATACGCCCCTTTTTCTTCACT 
CTGTTTATTTGACAGATTTAATCATGCTCCAAGCCATTTTGAAGCCTTGGATTGCAAGAA 
TCACGGTAATGGCCGCCATACCCACGGCGGAAACCATTGACACGAAACCCATGATTACAT 
TCGCTACTTGCGTACCAATCGCGGATGGATCAAAGGTATCTGCCATAACAATGGCCGGTG 
TGAAGATACCGGCTGCCAAGGCTGCTTTTACAGCGTATTTTTTAACGATGTTCATCGTTT 
TTTTCCTTTTTTGATATTTAAAATAAGACGACTTCTTGACTTGCTTCATCCGGACGAAGT 
CTTTTCCGAATCTCGTTTTTAGCCGATAAAATAGAGGATTGCGAAAAGAAAAAGAAACAT 
ACAGACCACCCAGCCGATAATTAGTGTTGCAAGGTTCATTTTCATGATATTTTTCCTTTG 
TTGCGGGCTTTGTGAAAGGTTGACAGACCGCCCGCCGAGCCTGTTTTTCTTTTATTCCGA 
TTTTACGAAGAACTGAAATATCTGGAATCCTCCGCCTATTTCATTTATGCCTGAATTCAA 
CGCATCTTCGTAGCTTTCAAATTGACCTGCTGATTTAATATTTTGAGTAAACCCCACATC 
ACCGAAAGGATCGGGATAAATAAAGTCATGCGTTTCCAAGTCTTGAACTATGAAACGTTC 
TTCAAATTTCATAAATCAACCTTTCGGCTTTTCTGCCACCTGAAAATCAATTAATGAAGG 
AACCATGCCCTTACCTGTCGAAGTCATTTCAACCGTTACCATAACTTCGCACGGGTATTT 
GAGATTCTCTAATTTTGAGAAATTCTTACTGTCCCCGAACTTCATTTGTGCTGCCGTGAA 
TCCAACAGCATTTCCCGACTGTGCCGGCAAAGGTGTTGCAACCAATACGGAACAAGTGTC 
GATATTAGAGCCATCAATTTCGCCTTTGAATTTTTTAGCTCCTAAAAAAGTTGCGGGATA 
AGTTACAGTTTGAGTTTGATTAAACATATTAATTTTTCCTTTTTAGGTTAATTTTGATTT 
GCATGAAGATCATACATTCTGTCGAGATAAAGCTGATATTGCCTCTCACTTTCCACATCG 
TGATGTGGATCGAAAAGCCTTTTATCCGGATCGAATTTATCTGATTGCTTAAATTTGATA 
ATTCCGAGTTCTTCCAATTCAACCTCTAAATCTACATCCGGTTGTTCGTGGATAAAGCCG 
AATTTCAAAGATTCCTTCAATCCGGCCAACGAATATTTTTCAGGTTCTAGCCCTTTGGGA 
TACCCCAAATCTGCCTTCAGATATCTGACAATTTCATCACTATCAAAACCCATATCAAAC 
ATGAAATTAATCAGTTTGCCGACCGCGTTTTTTGCGTATCTCAATTTATGCTGAAAAGTT 
AAATTAGCCACTTTTTTACGGTAATCGAACCTTTCCGGATTCGGCATATTTTTAAATTTC 
TGACAAATCGGGAAAGCGCCTGAAAAGTAAGAACCTTGATTTATCAGAATATCCAAAGGT 
ATTTCCATATCTCCATGATTAAACTGAATTTCGAACCTTACCCACTTGCTTTCTTTATCG 
CCTAGCTGCCTGCCTTTCTCATAAACACGCACAAAACGAGAATTTTTCTTGCGACCTACA 
TAAAATGTCTTGCCGCTCCCGTCCTCTCTCCGCCAAGCCGTTCCAACCATTTCAGATTTC 
GGCCTCATGTTACTGTTATCGAAAAAACCGTTATCGTGATCCAAAAGTGCCTGTTCCGGC 
GTGTACTCCCCATCAAAAAAATCAAGTGCCAAATCTACCCGCGTTATCCTCGGCCTCAAT 
GAATCTTCCAAAAACTGCTTAAGCCTCAATTCCCAACCTGGATTTGCAATGTTGCAACCT 
ACACCTTTCAATTCGATTAAAACCGTATTTCGCTGACCTCCGTAATGGACTTCGCCGTAG 
TCAACTTCTTCCGATCCCAACCTAAACATCGAATCGTAAAATTTATTGCCCTTCGATTTG 
CATCTGCTCGTGATGCCAAACCCTAATATTTCCTCCAATTTTTTGCTTAAAACAAACATA 
TATTCGGCATCGGAAACTAAGGGGCATCCGGAAACTTTCAGCAAGGAATCTTCGTGCAGT 
GTGAATGACAACCAATCTATAAAAACGCCGTCCTGCCTGCCCCTACGTTGCGGAATTTCT 
AATAACTTCCCATTGCCGTTAGATATGAAATGGGAAAAATATTCTGCTTCACTCATTTTG 
TTCAGTACCTTTAGGGATTTGTTTTATTTCGCTCCCCCCCTGTTAGTCAGGGGGGGGCTT 
TCAGCCGTTTCCCGTCTGCCGCGCTAAAGCGCGTCCAACGGTCAACGACCGAAAGCCCAA 
TCCTGACAAACTGTTAAAGATCAAGAAGAAAGACCACAACCGTCTGTTGTGATAATTACC 
GGAAAATTCGAGCCAACCGAATCTATATAATCGAACGCCTGATAAAGCTTTGAAAAATTT 
TCTTGTTCAGCGAGTTTATGCGGTTCACCATGCCTGAACTGATAGAAACATAAAACGCAA 
TAATCTGATTTTTTAAATATTCTCCAATAGGAACAAGAAAATATTACATTTGCTACTGAC 
ATAAAAAAGCCCCTTTCACTTGGCTGTCAAAGGGGAATGTTAAGAAAAGTAATGCGCCCC 
TTTGATAGAGCGCATCATATAAGGCGGGAATCCAGTCCGTTCAGTTTCGGTCGTTTCCGA 
TAAATTCCTGCTGCTTTTCATTTCTAGATTCCCACTTTCGTGGGAATGACGGCGGAAGGG 
TTTTGGTTTTTTCCGATAAATTCTTGAGGCATTGAAATTCCAGATTCCCGCCTGCGCGGG 
AATGATGAATTCATCCGCACGGAAACCTGCACCACGTCATTCCCACGAACCTACATCCCG 
TCATTCCCACGAAAGTGGGAATCTAGAATCTCAAACTTTCAGATAATCTTTGAATATTGC 
TGTTGTTCTAAAGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCGCACGGAAA 
CCTGCACCACGTCATTCCTACGAACCTACATCCCGTCATTCCCACGAAAGCGGGAATCCA 
GTCCGTTCGGTTTCGGTCGTTTCCGATAAATTCCTGCTGCTTTTCATTTCTAGATTCCCA 
CTTTCGTGGGAATGACGGCGGAAGGGTTTTGGTTTTTTCCGATAAATTCTTGAGACATTG 
AAATTCTAGATTCCCGCCTGAGCGGGAATGACGATTCATAAGTTTCCCGAAATTCCAACA 
TAACCGAAACCTGACAGTAACCGTAGCAACTGAACCGTCATTCCCACGAAAGTGGGAATC 
TAGAATCTCAGACTTTCAGATAATCTTTGAATATTGCTGTTGTTCTAAGGTCTAGATTCC 
CGCCTGCGCGGGAATGACGGCTGCAGATGCCCGACGGTCTTTATAGCGGATTAACAAAAA 
TCAGGACAAGACGACGAAGCCGCAGGCAGTACAAATAGTACGGAACCGATTCACTTGGTG 
CTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTT 
TTGTTAATCCGCTATAACAGCAACCTTGTCGCCGTCATTCCCGCAAAAGCGGGAATCCAG 
TCCGTTCAGTTTCGGTCATTTCCGATAAATTCCTGTTGCTTTTCATTTCTAGATTCCCAC 
TTTCGTGGGAATGACGGCGGAAGGGTTTTGGTTTTTTCCGATAAATTCTTGAGGCATTGA 
AATTCTAGATTCCCGCCTGAGCGGGAATCCAGTCCGTTCAGTTCCGGTCATTTCCGATAA 
ATTCCTGCTGCTTTTCATTTCTAGATTCCCACTTTCGTGGGAATGACGGCGGAAGGGTTT 
TGGTTTTTTCCGATAAATTCTTGAGGCATTGAAATTCCAGATTCCCGCCTGCGCGGGAAT 
GACGGCTGCAGATGCCCGACGGTCCTTATAGTGGATTAACAAAAATCAGGACAAGGCGGC 
GAAGCCGCAGACAGTACAGATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGA 
GAATCGTTCTCTTTTTTGTTCATCCGCTATATTGTGTTGAAACATCGCCACAAACCTGAT 
ATAGTCCGCTCCTGCAACATCATTGAAAATCTTTCTTTTTAATCAGTTAAAACCGAATAC 
GGAGTCGAAAATGAATCCAGCCCCCAAAAAACCTTCTCTTCTCTTCTCTTCTCTTCTCTT 
GTCTTCTCTTCTCTTCTCTTCTCTTCTCTTCCGCAGCGCAGGCGGCAAGTGAAGACGGCA 
GCCGCAGCCCGTATTATGTGCAGGCGGATTTAGCTTATGCCGCCGAACGTATTACCCACG 
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ATTATCCGAAAGCAACCGGTACAGACAAAGACAAAATAAGCACAGTAAGCGATTATTTCA 
GAAACATCCGTGCGCATTCCATCCACCCCCGAGTGTCAGTCGGCTACGATTTCGGCGGCT 
GGAGGATAGCGGCAGATTATGCCAGTTACAGAAAATGGAGCAACAATAAATATTCCGTCA 
ACACAAAAGTGTTGAAAGAAAACCAGGGCAACAGGATAAAACTGAAGACGGAAAATCAGG 
GAAACGGTACGTTCCACGCCTCTTCTTCTCTCGGCTTATCCGCCATTTACGATTTCAAAC 
TCAACGATAAATTCGATAAATTCAAACCCTATATCGGTGCGCGCGTCGCCTACGGACACG 
TTAAACATCAGGTTCATTCGGTGGAAACCAAAACCACGATTTATACCACTGCACCAACGG 
GAGACGCTACAGTGGGAGGCACTATCCCAGAGAGACCGAGTAGCAAACCTGCCTATCACG 
AAAGCAACAGCATCAGCAGCTTGGGGCTTGGTGTCATCGCTGGTGTCGGTTTCGACATCA 
CGCCCAAGCTGACCTTGGACACCGGATACCGCTACCACAACTGGGGACGCTTGGAAAACA 
CCCGCTTCAAAACCCACGAAGTCTCATTGGGCATGCGCTACCACTTCTGATTCCCCGATA 
CCGATGCCGTCTGAACCTTCAGACGGCATGAGACCTTTGCCTGCGTACTTGGTACGCTGG 
TCGCCTCCGAACATGGCGCGACACCCGACATTTCCGCCGAACGCATCGGGCGTTTCATGA 
ATCCGGTTTAAAACGCATGGAAAAATGCCGTCTGAAAGCCTTTCAGACGGCATTGTGCTT 
GAGATTCCGTTTACCAATGGCTGACAAACGCTTCCAAATCGGTATTCTTGGGCTTATGCA 
CTTCCTCTGTCGGCGTGCCGACCATCATCAGCCCGATGATTTTATCCTTATCCGCACAAC 
CGAAAGCCTCCCGCAACAGGGGGCTATTGACCCACATCCCCGTAATCCAGACATTGTCGA 
ATCCCTGAGCCGTTGCCGCCAGTTGCAGCGCATACGCCGCACAACCCGCCGTCAGCATCT 
GCTCCCATTCCGGTTTCGGCTTAGGCACATCGCGGTTCGGCGCAAACGTTACCCCGATAA 
CCATCGGCGCCATATTGCCCACTTTTTCCGCCTTTTTCATCGCATCGTCGCCGAAATTCA 
ATTCGGCAACCGTTTGCTTCAACACATCGCGAAAACGTTGCAATCCTACCTCGCCTTGAA 
TCACGGTAAAACGGAAGGGGCGCATATTGCCGTGATCGGGAACTTGGGTTGCCGCCTGAA 
ATATTTGTTCCAACTCCGCCGCATCGGGGGCGGGGTGCTTCAGCTTTTTGGAAGATCGGC 
GGTTCGTCAATAATTTTAAAGCATCCATATCGTTATACTCCGGTCATCGGTCGGGTGTTC 
GGACACATATGCCGTCCGAAGGCTTCAGACGGCATATCCGGCATCAGCGCGGACGGCGGC 
AGGCTGCCAATATATCCATTTCCTTCCGATAGGTTTGGCTATTGGAAATGTCCATCAGCC 
CCAATACCGTGCTGAAATAGTGGTCGTGCGAATATTCGTTTTCCGCCGCTTTTTGTTTGA 
GGCATTGGAAATCTATGCCCCCGTGTTGGCGGAAGGCTTTGGAAAACCACATAACCATCG 
GGATATGCGTCTGCCCGGAAGGCGCGATGGCGTAAGGCGCGGCGTGCAGGTACATCCCGT 
TTTCGCCCAAACTTTCGCCGTGGTCGGAAACATAATGCACCACGCTTTCCAAATCGTCGC 
GGTTTTCAAGTTTGCGGATAACCTTGTCGATAAACTGGTCCACATACAAAACCGTATTGT 
CGTAAGTGTTGACCAGCGTGGCGCGGGTGCATTTGTTGATTTCGTTGGTGTCGCAGGTCG 
GCGTGAATTTGCGTTCGGCTTCGGTATAGCGTTCGTAATACGTCGGCCCGTGGCTGCCGA 
TGGTATGCAGGATTAAAACCGCGTCTTTATCGTTTTTGTTGAGGACTTCGTCGAACTTAG 
TCAGCAGGATATTGTCGAGGCACTCGCCGTTGCGGCAGTATTCGGGCAGGTTGAGCGAGG 
TAACGTCGGTATTCGGCACTTTGCCGCACACGCCCTTGCAGCCGGAATCGTTTTCCAACC 
AAGTAACTTCCACGCCGGCGCGCTGCACGATGTCCAGCAGGTTGTCTTGGTGTTCGGCTT 
TGATTTCGTCATAATCCGTGCGGTCGAAGGTTGAGAACATACACGGCAGGGAGTGCGCGG 
TCGATGTGCCGCAGCTTCTGACCTGCGGGAAATTGACAATTTCATCGCCGCGCGCGGCAA 
GCAGCGGCGTAGTTTGGCGGCTGTAACCGTTCAAACCCCAGTTGGCGGCACGCGTGGTCT 
CGCCCACGACCAGCACCACGAAACGGCGCAGGCTGCCGGCCGGGCGGTTTTGCACGACCG 
CCATATCCAATTGCGTATAAGGAATATTGGAACGCTTCCAATCTTTGTATTTCGACACGC 
CCGCGCCGATGAAATTAGACGGCACAATCAGATGGGTTACTGATTTATTGTTGCGGAAAA 
ACGAGGCGTAATCCTGATATTGCAACATTGCGATGCCCAACGCGCACAAAAAGGAAACGG 
CGGCAAGCACAAGGCGCGTCAAAAGCTCCTTATACCAAACGCGGTATTTAACCTTGACGG 
CGATATACGCCAGCGCGGGCAATACGCCCAAACATACAATCCACAGCACATAGCCCGGCG 
TAATCAGGCGCGCGCTTTCGGCAGCCGTAGTTTGCAAGACATTATTCAACATCGACTTGT 
TGAAATAGATATTGAAAAATATTTCTTGGTAAGACACCGCCGCACTGATAACCAATATCA 
ACGGAATCAATACCTTATGCACGAAAGGCAGGGCAATGACGTGAAAAACGAAATTACTTA 
AAAAAAACAGCACCACCGGCATCGTATAGAGGAAGATATCCGCCCCGGTGCCGTTAAAAG 
GATGAAGCTCGACAACTTTGGCAAAAAAGGCGTAATTCAATACCAGCGAGGAATACAGGG 
AAAGGAAGGCAATCAGCGCGGAAGAGCCGAGCTTCGGCCTCAGGTTCGGTTTTATCATTT 
GGAATGTGTCGGATAAGGGTTGGAAAAGGCATCCGGCATTTGGAATCCGGATTATTGAAA 
AAGATTCTTAATTATAAGGCAACGGAGCAAAGCAGGGCAAGAAAACGGCGGCTGTGCGGG 
GGGTTCCGCCCGCCATTCAAACGTCCGGCAGACATAAAAACATCGTAAGCAAGATTCGAA 
CCGGTCTGCAACCGCCCCTGCCAGAAAAACGGGCAAAGCATTTCATATTGGAAAAACCCA 
GCCGCGCCGCCGACGGGACAGTCCGGCACAAACAGCATCACGCTCGGATTGAAAAGGACG 
GATAGCCGCCGGCAGCACAATCTTACCACCTCCAAAACGCCGCCGGAGAACGCCGAAACA 
GCCGATGCCGTCTGAAGCCGCTTCAGACAACATCGGGACATCAACCGTAACGCCGTTGGA 
AATCGCGCATAAAATCTGCCAAAGCCCGCACGCCTTCAAGCGGCATCGCATTATAAATGC 
TGGCACGCATACCGCCGACGGTTTTATAGCCCTTAAGCAGGCACAAGCCCTGCAATTCGG 
CTTCCAGCACAAAACGGCGGTCAAGCTCCTCATCCCCCGTTTGGAACACGACATTCATTT 
TAGAACGCGCATTCGGACGGATACGGTTGATATAAAAACCATCGCTGCCGTCTATCGTCT 
CATACAAGGTTTGCGCCTTCAGCCGATTGACCGCTTCAATTTTTTTCACACCGCCCTGCG 
CCTGTAGCCAGCGGAACACCAGCCCCGACATATAAATCGCGTAAGTTGACGGCGTGTTGT 
ACATACCGTCGCGGTTGATGTGCGAACGGTAGTTGAACACATCGGGAATATCGTTCGGAC 
AACGCTCGAGCAAATCCTCACGCACAATCACCACCGTAACTCCTGCCGGCCCGATGTTTT 
TCTGTGCGCCTGCGTAAATCAGTCCGTAGTCGGCAACATCAAACTCGCGCGACAAAATCT 
CGCTGGACATATCGCACACCAGCGGCGGCATGCCTTCTGAAAGGCACGGCACTTCACGGT 
ATTGCAGCCCGTTGACCGTTTCATTGACGGCAAAATGGACAAACGCCGAATCGGGTGCAA 
CATCCCACGTTTCCACAGGCGGCAGGTCGAGATAGTCGAACTGCTCGCCGCCATGCGCCG 
CCAAACGGATTTCCGTATCGGTCAAACGGCTCATCTGTTCATAAGCGATACGGCTCCAGT 
TGCCCGTTACCACCGCGTCGGCAGTGCGGAAACCGTGTGCCAGATTCATGGCTGCCATAT 
TAAATTGGGTTGTTGCTCCGCGCTGGAGAAACAATATCTTATAGTTGTCAGGCACTTTCA 
AAAGCTGCCTCAAATCCTGTTCCGCATGATGCAGGATGCTCAAAAACATTTCCGAACGGT 
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GGCTCATTGCCATCACAGGAAAACCCGTACCGTTGTAGTCCAACATTTCCTGCCGCGCCG 
TTTCCAACACGGCTTCGGGCAATACGGCAGGGCCGGCGGAAAAATTGTAAATCGGATAAA 
GAGACATGATGCAGCCTTGATTCTGAACAATAACCCGCCCGATTTTAGGCTTGCAGCAGG 
CTTTGTGCAAGGATGGAAAATACCTGTCCTCCGCCCGATTCCATGCCGCCCGAACACGGA 
AAATAATATCAATATATTGATTTACAAACATAAAAATCATGCACGCGACAAATAGATACA 
TTTGTTTTGTCAACAATATTCACGATTTCCCATTACAAACCTCCCTTACACCCGCTTTTT 
TCCGTCCCAAAAACACAAAATAAATCAACACTTTCATTTCTCCGCAAAAGCGGTTATAAT 
CACGCCGATTTTTCAACTTTGACGAAAAATGGCCACGGGGCCATTTTTTTATTATGTACA 
TAGGGAGCAGCATGGATATCCAAACCATCCTCGAAAAAACCCTGCCCGGCCTGGGCTACG 
AACTGGTCGATTTCGAACTGACCGCGCAAGGAACATTGCGCGTGTTCATCGACAAAGAAA 
GCGGCATTACCGTCGAAGACTGCGCAACCGTCAGCAACCACTTGAGCCGCGTCTTCATGG 
TTGAAGACATCGACTACAAAAACCTGGAAATTTCCAGCCCCGGACTCGACCGCCCCTTGA 
AAAAAGCCGCCGACTTCGTGCGCTTTGCCGGTCAGAATGCCAAAATCAAAACCCGCCTGC 
CGATAGACGGTCAGAAAAACTTTATCGGTAAAATCGAAGGCTGCGAAAACGATACCGTTA 
CCGTATCCTTCGACGGCAAAACCGTACAAATCGAATTGGGCAACATCGACAAAGCCCGTC 
TGCGCCCCGAATTCAAATTCTAAAACACAACAATATTGGAGATGTTCAAAATGAGTCGTG 
AAATGTTACAGCTGGCAGAAGCACTGGCAAGCGAAAAAAACGTTGATGCGGAAGTCGTCT 
TCCAAGCACTGGAATTCGCCCTGTCTACCGCCGCCAAGAAAAAGGCAGACCGCGAACACA 
TGGACGTGCGCGTCCAAATCAACCGCGACACCGGCGAATACCAAACCTTCCGCCGCTGGC 
TGATTGTCGCCGATGAAGACTATACCTATCCCGATGTCGAAAAAACCATCGAGGAAATCC 
AAGAGGAAATTCCCGGCACTACCATCCAAATCGGCGAATACTACGAAGAGCAGCTGCCCA 
ACGAAGGCTTCGGCCGCCAAGCCGCGCAAACCGCCAAACAAATCATCCTGCAACGCATCC 
GCGATGCCGAGCGCGAGCAGAATCTGAACGAGTTTCTCGCCGTCAAAGAAGACATCGTGT 
CCGGCACGGTCAAACGCGTCGAACGCCACGGCATCATCGTCGAAGTCGTTGCCGGCAAAC 
TGGACGCGCTGATTCCGCGCGACCAAATGATTCCGCGCGAAAACTTCCGCAGCGGCGACC 
GCATCCGCGCCCTCTTCCTGCGCGTCGAAGAAATCGGCAACACCGGCCGCAAACAAGTCA 
TTCTGAGCCGTACTTCCGGCGATTTCCTCGTCAAACTGTACGCCAATGAAGTACCTGAAA 
TTGCAGACGGCATGCTTGAAATCCGCGCTGTCGCCCGCGACCCGGGACAACGTGCCAAAG 
TCGCCGTCAAAGCCAACGACCAGCGCATCGATCCGCAAGGCACCTGTATCGGCGTTCGCG 
GTTCGCGTGTCAATGCCGTCAGCAACGAATTGTCCGGCGAGCGCATCGATGTCGTCCTCT 
GGTCGCCCGAACCCGCGCAATTCGTGATGAGCGCGCTCTCACCCGCCGAAGTCAGCCGCA 
TCGTCATCGACGAAGACAAACACGCCGTCGATGTCATCGTTGCCGAAGACCAGCTCGCGC 
TCGCCATCGGGCGCGGCGGTCAAAACGTGCGCCTTGCTTCCGACCTGACCGGCTGGCAGC 
TCAACATCATGACTTCCGCCGAGGCAGACGAACGCAATGCGGCAGAAGATGCCGCCATCC 
GCCGCCTGTTTATGGATCACTTGAACGTGGACGAAGAAACCGCCGACGTACTGGTTCAGG 
AAGGTTTTGCAACCTTGGAAGAAGTCGCCTATGTTCCTGCCGCCGAACTGCTTGCCATTG 
AAGGATTTGACGAAGAAATCGTCGATATGCTCCGCAACCGCGCCCGCGATGCCATCCTGA 
CCATGGCGATTGCCGCCGAAGAAAAACTGGGCGAAGTGTCCGACGATATGCGCAACCTCG 
AAGGCATAGATGCCGATATGCTCCGCAGCCTTGCCGAAGCAGGCATTACCACCCGCGACG 
ACTTGGCAGAGCTTGCTGTGGACGAACTGATTGAAATCACCGGTGTAAACGAAGAAACCG 
CAAAAGCCGTCATCCTGACCGCACGCGAACACTGGTTTACCGAAGACAAATAAAGGGGGT 
ACAGATGAGTAACACAACCGTAGAACAATTTGCCGCCGAGCTGAAACGCCCCGTCGAAGA 
CCTGTTGAAACAGTTGAAAGAAGCCGGCGTCAGCAAAAACAGCGGCAGCGATTCCCTGAC 
GCTGGACGACAAACAGCTTCTGAACGCCTACCTGACCAAGAAAAACGGCAGCAACAGCAG 
CACCATCAGCATCCGCCGCACCAAAACCGAAGTCAGCACCGTTGACGGCGTAAAAGTCGA 
AACACGCAAACGCGGACGCACTGTCAAGATTCCTTCTGCCGAAGAATTGGCAGCACAGGT 
AAAAGCCGCCCAAACCCAAGCCGCACCTGTCCGGCCGGAGCAGACGGCAGAAGACGCGGC 
AAAAGCCCGAGCCGAAGCTGCCGCACGCGCAGAAGCCCGTGCCAAGGCAGAAGCGGAAGC 
GGCAAAACTGAAAGCGGCAAAAGCAGGCAACAAAGCCAAACCTGCCGCGCAGAAACCCAC 
CGAAGCAAAAGCCGAAACCGCACCCGTTGCGGCGGAAACCAAACCCGCCGAAGAAAGCAA 
AGCGGAAAAAGCCCAAGCCGACAAAATGCCGTCTGAAAAACCCGCCGAGCCCAAAGAAAA 
AGCCGCCAAGCCGAAACACGAGCGAAACGGCAAAGGCAAAGATGCCAAAAAACCGGCGAA 
ACCTGCCGCACCTGCCGTGCCGCAACCCGTGGTCAGCGCGGAAGAACAGGCGCAACGCGA 
CGAAGAAGCACGCCGTGCCGCCGCACTTCGCGCCCACCAGGAAGCCCTGTTGAAAGAGAA 
ACAGGAACGCCAGGCACGCCGCGAAGCCATGAAACAACAGGCAGAACAACAGGCAAAAGC 
CGCACAGGAAGCCAAAACCGGCAGACAGCGTCCCGCCAAACCTGCCGAAAAACCGCAGGC 
AGCCGCGCCAGCCGTCGAAAATAAACCTGTCAATCCGGCAAAAGCGAAAAAAGAAGACCG 
CCGCAACCGCGATGACGAAGGTCAAGGCCGAAACGCCAAAGGCAAAGGCGGAAAAGGCGG 
ACGCGACCGCAACAATGCACGCAATGGCGACGACGAGCGCGTACGCGGCGGCAAAAAAGG 
CAAAAAACTCAAACTCGAGCCGAACCAACACGCCTTCCAAGCACCGACCGAACCCGTCGT 
TCATGAAGTTTTGGTTCCCGAAACCATTACCGTTGCCGATTTGGCGCACAAAATGGCGGT 
CAAAGGCGTGGAAGTGGTCAAAGCCCTGATGAAGATGGGCATGATGGTTACCATCAACCA 
ATCCATCGACCAAGACACCGCCCTGATTGTGGTGGAAGAACTCGGCCACATCGGCAAACC 
TGCCGCAGCCGACGACCCTGAAGCATTCTTGGACGAGGGCGCGGAAGCAGTGGAAGCCGA 
AGCATTGCCGCGTCCGCCCGTCGTTACCGTGATGGGCCACGTCGACCACGGCAAAACCTC 
GCTGCTGGACTACATCCGCCGTACCAAAGTGGTACAGGGCGAAGCGGGCGGCATTACGCA 
GCACATCGGCGCGTACCACGTTGAAACCCCTCGCGGCGTGATTACCTTCTTGGACACCCC 
GGGCCACGAAGCCTTTACCGCTATGCGCGCACGCGGTGCGAAAGCAACCGACATCGTGAT 
TCTCGTGGTCGCCGCCGACGACGGCGTGATGCCGCAAACCATCGAAGCGATTGCCCACGC 
CAAAGCTGCGGGTGTACCGATGGTGGTTGCCGTCAACAAAATCGATAAAGAAGCCGCCAA 
CCCAGAGCGTATCCGCCAAGAGCTGACCGCACACGAAGTTGTGCCTGACGAATGGGGCGG 
CGATGTACAGTTTATCGACGTTTCCGCTAAAAAAGGCCTGAACATCGATGCATTGCTCGA 
AGCCGTCTTGCTCGAAGCTGAAGTTTTGGAACTGACCGCACCTGTCGATGCGCCCGCCAA 
AGGCATGATCGTGGAGGCGCGCTTGGACAAAGGCCGCGGCGCGGTTGCCACATTGCTGGT 
TCAAAGCGGCACGCTGAAAAAAGGCGATATGCTGCTGGCCGGTACGGCATTCGGCAAAAT 
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CCGCGCGATGGTCGATGAAAACGGCAAATCCATTACCGAAGCCGGTCCGTCCATCCCCGT 
CGAAATCCTCGGCTTGTCCGACGTACCGAATGCGGGTGAAGACGCGATGGTATTGGCGGA 
CGAGAAAAAAGCGCGCGAAATCGCCCTCTTCCGCCAAGGCAAATACCGCGACGTGCGCCT 
TGCCAAACAGCAGGCGGCGAAGCTGGAAAATATGTTCAACAATATGGGCGAAACCCAGGC 
CCAATCTTTGTCGGTCATCATCAAGGCAGACGTGCAGGGCTCTTACGAGGCTTTGGCGGG 
CAGCCTGAAAAAACTGTCCACAGACGAAGTGAAAGTGAACGTGTTGCACAGCGGCGTGGG 
CGGCATTACCGAATCGGATGTCAACCTTGCCATCGCTTCGGGCGCATTCATTATCGGCTT 
TAACGTGCGTGCAGATGCCTCTTCGCGCAAACTTGCCGAAAATGAAAACGTGGAAATCCG 
CTACTACAACATCATCTACGATGCCATCAACGACGTGAAGGCGGCGATGAGCGGTATGCT 
TTCCCCGGAAGAGAAAGAACAGGTTACCGGTACGGTCGAAATCCGTCAGGTCATCTCCGT 
TTCCAAAGTCGGCAACATTGCAGGCTGTATGGTTACCGACGGCGTGGTCAAACGCGATTC 
CCATGTCCGCCTCATCCGCAACAACGTGGTTATCCACACGGGCGAACTGGCTTCGTTGAA 
ACGCTATAAAGACGATGTAAAAGAAGTCCGCATGGGCTTCGAGTGCGGTCTGATGCTCAA 
AGGCTACAACGAAATCATGGAAGGCGACCAACTGGAATGCTTCGACATCGTCGAAGTTGC 
CCGCAGCCTGTAATTCCTTTGCAAATAAAATGCCGTCTGAAGCGTTCAGACGGCATACGA 
AACGGGTTCTGTATCATACAGAACCCGTTTTTTGTCGCAAATCGGCTTCAGACAGCCCTC 
TTGCCTTATCCCGATTTGAATCTGACTTGCCATACAAACAGGCTTCAGACGGCATTATTT 
GCCCGCTAAACGTATCCCAAGCTTCTCCGCATATTCCCTGCGTTCGGCGCGGCTGGTTTC 
CGGGCGGTGCGTATTGAGCGACGACCATTTCCAATGACTGCGGGCTTTGTTGAGTTCGGG 
CGGGAGTCTGGCGGCATCCCACGGGACTTTGCGGCTGTGCAGCTCGATATCCGACTGTGC 
CGCGTGTCCGCGCGTTTGCAGGACGTGGAGCAAATCGAGGGCGCGGGCGGCGAGCAGGGT 
CAGGGTTTCAGGGTCGGTGTGCAGGGTTTGGCGGCCAGCGAGTTTGTCGGAAATGGTGCG 
GGTATTGGGCAGGATGCCGCCCAAAAAGCCGCCGATTGCCGTACCCAATCCGAGCGAGCC 
GCCGAGTGTGGCGATGTCCAGCCCCAAGCCGATGAGCGCGCCGGTTGCCGCGCCCGTGCC 
GGTGCGGATGCCGTATTGTTTGAGCAATTCGCTGTCGAACGGGTCTTGGCGGAAGGCTTG 
CGGCATCCAGTCGCCGCCGTCGATTTCGCTGTGGTAGAAACGGTAGAGGGCAAACAGCCG 
CTGCTGCATCTGCCGTTCGAGTTGGCGTATTTCCGCCTGCATGGTTTGCAGCACGGTGGC 
GGTATCCTCGTTTTCGTCCACTTCCTGCCTGAAGGCGGCGGCATCAATTAAAAAGTCGGC 
GATTTCGCGGCGCGCTTCGCCGTCCAGCCGCTGCCATTCGCGCCGGCGCATGGCTGTCAG 
GCGGTCAAGTGTGCTGCGTTCGGGCAACATGGTGGCGAGGTTTTCCCACAGGCGCAGTTC 
GCCTTCAAAATCAAAGGCGACGGTGTCGAACCCTGCGAAAACGTGCAGGTTTCTCCTCGC 
CAGCATGGTTGTCCACGATTCGGGAAGCTGTCCGCCGGTAAAGTTGAACACGGGCATAAC 
CGGTTTGGCACACCATGAAAGGATGGTCAACTCGTCCCTGTATTTGTCGAGGACGGGTTC 
GCGCGCGTCGATGACGTACATTGCCATATCGCTTTGCAAGACTTGCCGTAAGACTTTGGC 
TTCCTGATTGAAATCATGGTGCGCACCGTGGCTGCCGAGAAACTGTTGCAGCCGTTCGAT 
GCCGTCTGAACGATTGTCCGTATGGTTTTCCAGCCATTCCAGCACGCCGCCCGCGTCTTC 
GAGTCCGGGCGTGTCGTACAGGAAAACCAGCGTGTCTGCGCCGTCGCTGATGGCGGCTTC 
TTCGACATGACGCGTGGTCGATGGGGCGTTTTTGACTTCGCCGAAACCGCTGTCGCGCAA 
AAGGGTACGCAGGAGCGAGGTTTTGCCGGTGTTGGTGTGTCCGACGACGGCGAGGGAAAG 
GGGTTGTTTGTTCATGATGTTTTTGAAGAATGGATTTTCAGACGGTCTTTTTTCAGAATG 
GCGGCTTAACAGAACATTTCAAGTGAGTTTATTGGTCTTTCAAACGCCCTTCCTGCGCCG 
CCCTGTCAGGCTCAAGCCACGCCGCGCCGCATTCGGCCAGCGCGTTACGCCAATGTTCCA 
GCTTTTCCGAAAGGTCGTCTGAAAGCCCCTGTTCCGCCAAAAGCTGCACCACCGCGCCGC 
CCTGCGCCGCTTCCGAGAGTCGGACAATCTGCCGCAACACGCCGCGGTCCGGCACAGTTT 
GGGCGCGCACGCCGATAAGCAGTTGCGCCGGTTTCTGCTTCAGCTCTGTCTCCAGCGCGG 
CAACCTGTTCCCGATTGGTGGCAACGCCCTTATCCAGCCATTCCTGCGCCAGCCTGCCCT 
CGAACCATTCGCCGTCCTGCCACTCGGTCTCCAGCATGACCGCCCATTTCGGCGCATCGT 
TCAAGATGATTTTCGGTGAAACGGCGGACACGGTTTCCCGACGCGTATCCGCATCGGTGA 
TTTTGTTCTGCCAGCGGCGGATGACCGCCTGATAATAGGGCTTTTCCAAATCCAATCCGT 
TTTCGCTTGTTTTCAAAAGGATTTTACACACTACCCAAGCCAGCAGGCGCGGCAGGATGC 
CGTAGCAGGCGATACTGCCGACCAGCAGCCCCGACCAAGCCCGCGCATCGGCAATATTGC 
CGTTCAGACGGCCTTCGATGACCGCCCGCGCATCGGGGACAGGGAAACCGAGTTTCGACG 
GCAGCCATGCCAACATTTCCACCGCGCGTACCGAAGCGGCATTGCTCAACAGCGTGCTTT 
CCCAGTTGAACGTATATTGCCGCACCAAAAGCAGCAACAATACCGACACCAGCATTCCGA 
GCAGCGTGCAGAGCCACAGGCTGTGCGACGTTGCGCCTATTTTCCAACGTACCGAAGGTT 
GCCGCCACTCGTCCGCATACAGCCGCAACACCGCCTGATTTACAGGGTCTTTGCCCCGAA 
ACCACGTCGCCGGACTGCTGAAAAAACGCCCCACTTTCACACGCAGGAACAACATTGCCA 
ACCATACTGCCAGCATCAGCGTATTCATGCCCAACACGCCCGCCAAAACCAAAAAGAAAT 
TCAGACCCTGATTGTCCATTAGAAGATAAGTGACTGAAAAACCGGTAAAAAATGCAAACG 
TCGCCGCCACCACCCACAACCAGAACGACCCCGCACGCACACGTTCCAACGTCTCCCGCA 
GCATACGGTTCCTGTCAATCATCTCCGCCCGACGGATGATTTTTTCCTCCGTACTGCCGT 
CCACGCGGCGCAAAGCCTCCGTCGCCTGTACGGGATCGCCGCTGAAAATAAAACCGCCTT 
CGTCCAAAATACGGACCAGCTCAACCAGTTTTCGGGATGGATTCAACATAAAATGCCGTC 
TGAAAATAAAAAACAGATTTTAACACACGCATTTTCAAGAATATTCACAGTGTAGGCAAA 
GAGTAAATCTCACACAGAAGCAAAAGTATCGGCGTAAACTGACTGCCTCTACTTTCCCGA 
AAGATTGTGCGATGTATACAGGCGAACGCTTCAATACTTACAGCCATTTGAGCGGTTTGA 
TTCTGGCGGCGGCAGGTTTGGCGCTGATGCTGCTGAAAACCATAGGACACGGGGACGGCT 
ACCGTATCTTCAGCGTATCGGTTTACGGCATCAGCCTTCTTCTGCTCTATTTGAGTTCCT 
CGCTGTACCACGGAATTGCAGCCGGAAAACTGAAAAGCATTTTGAAAAAAACCGACCACT 
GCATGATTTATGTGCTGATTGCCGGAAGCTACACACCGTTTGCACTGGTTTCTTTGAGAA 
ACGGGCCGGGCTGGACGGTATTTTCACTGTCCTGGCTGCTGGCGGCTGCAGGAATCGCAC 
AAGAACTCACCATCGGACGGAAAAGCGAAAAACGTCTGCTGTCTATTGTGATTTATGTCG 
TCATGGGTTGGATGGTCTTGGCGGTAATGAAATCCCTGACAGCCTCACTCCCGTCGGCAG 
-GACTGGCTTGGCTGGCGGCAGGCGGTATGCTGTACAGTGTCGGCATTTACTGGTTTGTAA 
ACGATGAAAAAATCCGACACGGGCACGGAATCTGGCATCTGTTCGTATTGGGCGGCAGCA 
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TCACCCAATTTGTCAGCGTGTACGGTTACGTAATCTGAATGCCGTCTGAAAAGCAAAACC 
TCCCGTTCCTGAAGATTGGGAGGTTTTCTGTTTGCCGGACATCAGCCCTTGTCGTGGAAC 
TCGTGGAATTCATACTGATAGGACAAATCCCGACCCGCTTTTTTCTGTGCCAAATAATCA 
TCATAAATGGCGCGGATTTCCTTACGCAACAAAAACAGGGCTATCAGGTTGGGGATAACC 
ATAAAACCGTTGAACATATCCGACAGACTCCAAACCAAATCGACTTTGCCGAGCGTACCC 
AAAACAATGGCAAGCAGAACCAATGCGCGATAGATGCCCAAGTGTCTTCCCCTGAAAAGA 
AAACGGATATTGGACTCGCCGAAATAATACCAACCGATGATGGTGGTGAAGGCAAAGAAG 
GTCAGACACACGGCAAGCAATTGCGAACCGAAGCCCGGAAATGCCTTGTTAAAGGCAAAT 
TGAGTAACCGCCGCGCCCTGTTCGCCCGAAAGGTTGGCATCGGTCAGCAGGATAATCAAT 
GCCGTAGCCGTACATACCAAAATCGTATCGATAAACACACCGACAAATGCCGCCATACCT 
TGCTGCACAGGGTGCTTCACATCCGCAGTCGCGTGGGCGTGCGGAGTCGAACCCATACCT 
GCTTCGTTGGAAAACAGACCGCGCGCCACGCCGAAACGTATCGCTTCGCGCATACCGATA 
CCCGCAGCACCGCCCAAAACGGCTTCGGGATTGAAGGCGGCGGTAAAGATGTGGTTGAAC 
ATCGGCACAATATGGTCGGAAAATTCAAACAGGATAACGACGGCGCACAAAATATAAACA 
ACCGCCATAAACGGCACGACAAATTGGGCGATATTGGCAATACGGTTCACGCCGCCAATC 
ACAACCATGCCCGCAAGGACGGCAAGCACAATACCGACTGCCAAAGAAGGCACATCAAAT 
GCAATGGTAACGGCAGAAGCAATGGAGTTTGCCTGTGTCGCATTACCGATAAAGCCCAAT 
GCGATAATCAACGCAATGGAAAAGAAACCGGACAAAAAACGCGCCGCGCCCCTGCCGATT 
TTCGGAGTCAGACCGTGGGTGATGTAGAACGCCGGCCCGCCGATGTATTTGCCGTGGCTG 
ACGACGCGGTATTTCTGCGCCAGCAGTGCCTCCGCAAAAATCGTGGACATCCCCAAAACG 
GCAGAAACCCACATCCAAAAAATCGCGCCCGGCCCGCCTGCGGTGATGGCGGTCGCCACG 
CCGGCAACGTTGCCCGTACCGATTTGCGCAGATATGGCAACCGCCAACGCCTGAAACTGC 
GATAAAGACTTGTCGTCTTTATCGCCTTTGGCAAACAAGCCGCCGAATACGGATTTGAAT 
CCCGCGCCCAGCTTGGTAATCTGCGGCGCACCAAGATACAGCGTAAAAAACAGGCCGATA 
CCCAAAAGCGCGTAAATCAGCAGGTAGTCCCAAAGGAACCGATTGACTGTACCCACCAGA 
ACAGACAATATATTTTCCATAAAATAAACCTTATCTTACAATTAAAATGACTGCCTTCCA 
AAAGACATTCCAATAAGGAAACACGGCGAGCAGACCGTATTTGCCGCAACAGATGCCTTA 
AATTGTCAACAATCGGGGAGAAGCTGCGCCATCATACCGTAAAATATCGTTAATTAAAAC 
ATTTCTTTATTTTTAAGCGGAAAGCGGAGGAAATCGCTTTCAGACAGCATAGACAACGGC 
ACGGCATAAAACAGGATATTTTGGGTACTTGCAACTTATGTTAAAATGCCGACCGTAAAA 
AATCTGACAAAAACAGATTAATTATTTGAAATAAGAAAGGAAATTTATGGCAGGCCATAG 
CAAGTGGGCAAATATCCAGCATAAAAAAGCCCGTCAGGATGCCAAACGCGGCAAAATCTT 
TACCCGTTTAATCAAAGAAATCACCGTTGCGGCGCGTATGGGCGGCGGCGACCCCGGTTC 
AAATCCGCGCCTGCGCCTGGCTTTGGAAAAAGCAGCCGAAAACAATATGCCCAAAGACAA 
TGTGCAACGCGCCATCGACAAAGGCACGGGCAACTTGGAAGGCGTGGAATACATCGAGTT 
GCGCTACGAAGGCTACGGCATCGGCGGCGCGGCTTTGATGGTGGACTGCCTGACCGACAA 
CAAAACCCGCACCGTTGCGGACGTACGCCACGCGTTTACCAAAAACGGCGGCAACTTGGG 
TACCGACGGCTGCGTGGCGTTCAACTTCGTGCATCAGGGCTATTTGGTATTCGAACCCGG 
CGTTGACGAAGACGCGCTGATGGAAGCGGCTTTGGAAGCCGGTGCGGAAGACGTGGTTAC 
CAACGACGACGGTTCCATCGAAGTCATTACCGCGCCAAACGATTGGGCGGGCGTAAAATC 
CGCTTTGGAGGCGGCAGGTTACAAATCCGTTGACGGCGACGTTACGATGCGCGCCCAAAA 
CGAAACCGAACTCTCCGGCGACGATGCCGTCAAAATGCAAAAACTGATTGACGCGCTGGA 
AGACTTGGACGACGTGCAAGACGTTTACACTTCCGCCGTATTGAATCTGGACTGATACGC 
AGCACAGCAGACATACAATAAAATGCCGTCTGAACCTTTCAGACGGCATTGATTTATTTA 
GCCCTTGCCCACGCCCACCAAACCGTCAGGACAACCGCCAGAAAATACGCCACGCTCCAA 
ACAGGCAAAGCAATTCCCAGCAGATAATCCGGTTCAGCACAATTTCCGAACCCGCGCACG 
ACAGGCTCGAACCAATCAAACAAAGGCCAGCCTTTCAAGCGGAACGTCCACGGCGCGCCG 
CACGAAGGAGCGGTTCCCGGCGGCAGCGACTGCAACCACAACTGATATGCCGCAACAGAA 
ATACCCGTAACGGCCGGAATGCTGATAAAGACAGCACCGAACAAACCGCCTGCCCTTCTT 
CTTGGTCTGCACATCAGGACAATTGCCGTACACAATGCGGTTGCCAAAACGCATAACCGC 
TGACTGATACACAAAACGCAAGGCTCCATACCCAAAACATACTGTGCCGCCAAAGAACCG 
GCAAATGCACAGACCGAAACGGCAAACAGCAGCCAAACGGCTTTTCTAAATAACGGGGTC 
ATTTTCTCAACACACCAATCAAAATACCGATATGCCGATTTTGCTGGATATATCCCGAGA 
TGGCAAGGGACAAAACGGCGATTTGCCCGCACAATGCCCACAAAAAAATACATCCGGAGG 
ATTTGAATTTCAGCAAATTTAGCGAATCAAAAGTTTATTTCAATGAAATCATATGATTTT 
TTTGAATAAGCGGATTGATGGGTTTTTGAAGGAATTTGTTACCGGATAGCCATCGGGCAA 
GTTTTTTGCAAAATTTGAATCGGTCGGGTAAATTTTCAAAAAATAATTGACAGCGGATAA 
GAAACGGCGGATAATTCCCGCCGTCGAGTTGCTTGATGCAGCTTGATTTTTCTCCTCTAT 
TTCTCCTTTGTAGACTTGGCACACATTCAACTGGATGTGTGCATTTTTTTATCTCCGCTT 
TTTTTGAAATTTAATTACTTTTATTGTTTGAAATTCCATTCTTTAAGAAATTTAACAAGA 
AAAACGCTTGCTTTTTGACCGGAAAAGCTGCATAATTCATTCCGTTAGCTGGTTCGAGTA 
GTCAGTTAATAGTTTCTCCTCTATTTCTCCTTTGTAGACTTGGCACACATTCAACTGGAT 
GTGTGCATTTTTTTATCTGAAGCAACAAGCCTCTGTGCGTGATGTTGTTATGTTTCATTT 
AGGTGTCAAACCGCATATCCGGTCTGAAATATTCAATCCAAATCCAAAACCGGATTTTCT 
TTGACCTCCTCCATCACAACATAACTCCTACTCTCCGAAGCGGCAGGCAGTTGCAATAGG 
ATATTGCCTAGCATATCCCGATAGGCAGACATATCGGGCAAACGTACTTTAATCAGATAG 
TCGTATTCGCCCGACACCAAGTGGCATTCCATAATTTGCGGAATTTTCAGCACTTCTTTT 
TTGAAATCTTCGAAAATATTGCCCGATTTGGATTGCAGCTTCAGCTCGACAAAAACCAAT 
AAAGGTTTGCCCAACAGATGGGGATTGAGATGGGCGTGATAACCGGAAATATAATGTTCC 
CGCTCCAAACGGCGCACCCTCTCTGTAACGGGCGTGGTGGACAAGCCTACCTTCTCGGCA 
AGCTCCGTCATCGGGATGCGGGCATTCTGTTGAAGGATCTTAAGGATGCGGAAATCGATT 
TTATCTAGTTCTTTCATTTAGATTGCCTTGTATTTATTATTGATTTTAACAAATAGAGTA 
TATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATTTGTACTG 
TCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATATTTGAGAAAGCGA 
TTATATCAGGAAAAGCAAACCGCCTTCCTACCTGAAAACTGCTGCTTCGGCTTGAAGACA 
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CAAGGTTCTTTAATATTTTAAAAGCCTTGCCGTTGGATTATAATCCCCCAACCGATTTCT 
TAATTTTGCTAATAAACACTTGCTTGGTAAGGAATGAATTTATGCGCCCTTTGAACGTGC 
AGATCAGGTTGGGCAACCTTAGGCACAATTATCGGATTTTGAAGGAAATGCACGGAGGCA 
AACTGTTGGCGGTAGTGAAGGCCGACGCATACGGACACGGTGCGGTCAGATGTGCTTTCG 
CGCTGGCAGACTTGGCAGACGGCTTTGCCGTGGCGACAATCGATGAAGGAATCAGGCTGC 
GGGAGAGCGGCATTACCCATCCGATTGTCCTTTTGGAAGGCGTATTTGAAGCATCGGAAT 
ACGAAGCGGTCGAACAATACTCGCTTTGGCCGGCAGTCGGAAACCAATGGCAGCTTGAGG 
CTTTGCTGATCCGCCATTGGAAAAAAACCGTCAAAGTCTGGTTGAAAATGGATTCGGGGA 
TGCACCGTACCGGTTTTTTCCCTCATGATTACGCTTCGGCATATGCGGCATTGAAGCAGT 
CGGAATATGTGGACAGTATTGTCAAATTCTCGCATTTCTCCTGTGCGGACGAACCCGAAA 
GCGGTATGACGGAAATACAGATGGAAGCATTCGATTTGGGTACGGAAGGGCTGGAAGGCG 
AAGAAAGCCTTGCCAACTCCGCCGCTATTTTGAATGTTCCCGAAGCACGCAGGGACTGGG 
GGCGCGCCGGTCTGGCGTTATACGGCATTTCCCCGTTCGGAGGAGGCGATGACAGGCTGA 
AGCCCGTGATGAGGCTTTCAACCCGTATTTTCGGCGAACGCGTTTTACAGCCGCACTCCC 
CTATCGGTTATGGCGCAACATTTTATACCAGCAAATCTACGCGCGTCGGCCTGATTGCCT 
GCGGTTATGCGGACGGTTATCCGCGCCGCGCCCCAAGCAATTCCCCCGTCGCTGTCGACG 
GCAAATTGACCCGGGTCATCGGCAGGGTCTCTATGGATATGATGACCATCGAGCTGGATG 
CTTCGCAAGAAGGTTTGGGACACGAGGTCGAACTGTGGGGCGATACGGTCAACATCAATA 
CCGTTGCCGAAGCGGCCGGAACCATCCCTTACGAATTGATGTGCAATATCAAACGTGCAA 
AATTCACTTATATCGAGTAATCAAGTCCAAACGAAAATGCCGTCTGAAGCCTTTCAGACG 
GCATTTCCCCATCAAAACCGCAATCAGTTTTTCATCGATTGAACCGGAGCCGGAATTCTG 
CCGCCTCGGTTGACGAATACTTCGCACGAACCTTCTTTGACCGGCATCACAGGCGCGTAG 
CCCAACAAGCCGCCGAACTCGACGCTGTCGCCGACGGTTTTACCGGTTACCGGAATAATG 
CGCACGGCAGTGGTTTTGCTGTTGATCATGCCGATGGCGGCTTCGTCGGCAATGATGCCG 
GAAATGGTGTGCGCGGGCGTGTCGCCGGGAACGGCAATCATATCCAAGCCGACCGAACAA 
ACGGCGGTCATGGCTTCGAGTTTGTCCAGCGTCAGCACGCCTGCTTCGGCGGCGGCAATC 
ATACCTTCGTCTTCGGAAACGGGGATAAACGCGCCACTCAAACCCCCGACCGCGCTGGAA 
GCCATCATGCCGCCTTTTTTCACGGCATCGTTCAGCAATGCCAAAGCTGCTGTTGTGCCG 
TGCGTACCGCAGACGCTCAAGCCCATTTCTTCAAGAATGCGTGCCACTGAGTCGCCGACG 
GCGGGGGTCGGCGCCAGCGACAAGTCGAGAATACCAAACGGGATATTCAGCATTTTTGAG 
GCTTCGCGGCCGATGAGTTCGCCCACGCGGGTAATTTTGAAAGCAGTTTTCTTCACTACT 
TCCGCAACTTCGGTCAATGTCGTTGCATCTGAATTTTCCAACGCGGCTTTTACGACACCT 
GGGCCGGATACGCCGACATTGATAACGGCATCCGCTTCGCCCGAACCATGAAACGCGCCC 
GCCATAAACGGGTTGTCTTCCACCGCGTTGCAGAACACGACAATTTTAGCGCAGCCGAAA 
CCTTCGGGCGTGATTTCCGCCGTGCGTTTGACGGTTTCGCCCGCCAGCTTGACCGCATCC 
ATATTGATACCGGCACGCGTACTGCCGATATTGATGGAGCTGCACACAATATCGGTAGTC 
TTCATCGCTTCGGGAATGGAGCGGATTAACACCTCATCCGAAGGCGACATCCCTTTTTGC 
ACCAACGCGGAAAAACCGCCGATAAAAGACACACCGATGGCTTTGGCAGCTTTATCCAAA 
GTTTGCGCCACGCTGACGTAAGAATCAGCATGGGTGGCCGCCGCGATTTGGGCAATCGGC 
GTAACGGAAATGCGCTGATTCACAATCGGTACGCCGTATTTGGCAGACAGATATTTTGCC 
GTAGTGACCAAGTCTTTGCCGACTGTGGTAATTTTATTGTAAATATTTTGGTTCAACACA 
TTGATATCGCTGCTGATGCAGTCGTGCAAATCAATGCCGATGGTAATGGTGCGGACATCA 
AAATTCTGGTCGGCAACCATTTTGACGGTTTCTAAAATTTCGCCGGATTGGATACTCATC 
ACATTCCTCCAACTCAAATGCGGTGCATCGCTTGGAAGATTTCTTCGTTTTGCATACGGA 
TATCAAGCGCGAGTTTTTTGCTCTCTTCCGCAAACAAATCCAAAACCTCTTGACGCGATT 
TGCTGCATTTTGAAGTGTCCACCAAGATAATCATAGTAAAAAAATCGTCCATCAGCTGTT 
GGCTGATGTTGAGAATATTGATTTGGTTTTCCGCCAAAATTTTGGAAACATCGTACACGA 
TGCCGACGCGGTCTTTACCGATGACGGTGATGACTGAATTGTTCACAGGCTTACTCCTTG 
CAGATATCCGTTAAAGTCCGAAATTATACCACCGTTGGATTTTGAAGAAATATTGTCAAC 
AATATATACATACAAAATGCCGTCTGAAACTATTTCAGACAGCATCAAGATTCAGGGTTC 
GATTAAATAACCATCCTTATCCCACTGGGTTTTCCTGACCAACTTGTCATCCTGATAAAC 
AGCTTCGCTCTTTTTAGAACCATCTTCATACCACTCCAAAACCACCCCGTTGCGTTGATG 
GTGGCGGATAGACAGTTCCGAGAGTAATCGGCCGCTTTCATCCCAAGTCAGAATTTTGGC 
AGGCTCATCGTTGACCATAACCATTTCCGTCTTGATACTGCCGTCGGCATACCATTGCTT 
CCATACGCCGTTTGCCTTATTTTGCTTAAACTGGATTTCGCTTTCCTTGCCGCCGTTACG 
GTAATAGCGGTATCCCGTACCCTCACTCAAGCCATTTTTATAAGGCATAACGGCAGATTT 
TTTACCGTTCGGATACCAGTTGACCCACTCCCCGTCCGGCTTACCCTTGCTGAAGCCCCC 
CGCCATTTTTTTCTGACCATTAAAATGCCACAAAATCAACATACCGTTTTGCAGGGTAGG 
CACAAAAGATTTGATTTGCGTTGAAGCAACGATATAAGGTTCAGAATATTTCTTCATCGA 
CGGATAATAAAAATCCTGCGCGTGCGCAATACCCGCCACCACACTATATTGCCTGATATA 
AGCGGCAGAAGACATCGTCGCCGTCAGCTTTCCGTTCTGATTAAAATAAACAGAATAGGT 
CTGCGCCGGCAAAGCGGCCGAAAAACCCAACAGGACAGTTGAAAATACAATCCGAGATAA 
TTTTTTCATTGCAATAGCGATATAAAAACAAGGCTGTGTTTTAGTAATCTGTTGATTTCA 
ATTATTTGCAAGGGAAAAGACAATTATTTTCCGGTTAGGAATAAACCTATTCTATTGAAT 
ATATTGAAGCCAAGTACGCCTATCAACACTATATTAAAACACTGCCAAAAACAATTAACT 
TATAAACAATATGGTAAGGATTTCTCTGCCAAGCATCAAACCCGAGACAACGTATCGTAA 
AAATGCCGTCTGAAAACAAATCGTCTTCAGACGGCATTTCCCCTTCAACTCACTCTTCAC 
CCAATAACTGCTCGCGCGTCAAGAGGAAAACAAAACCGTCGCCCCCGCTGGTTTCCAACC 
AAGTAAAAGGCAACTCCGGATACGCTGCTTCCAATACATCCCTGTTATGCCCGATTTCCA 
CCAGCAATACACCTTTGGGATTCAGAAACTTTGCCGCATTCAGAAGAATCTGCCTGGTGG 
CATCCAACCCGTCCGCCCCGCTGCCCAATGCCAATTCCGGTTCGTGCAAATACTCTTCAG 
GCAATAACTCAACCGATTCCGCATCCACATAAGGAGGATTGGAAACAATCAAATCATAAG 
TGCCTTCCAATCCTTCAAACAAATCCGTATGAATAAGCCGGATGCGTTCTTCCAAACCAT 
AATCT-TCGACATTAATCCCTGCCACTTCCAAAGCATCGAAGCTCACATCAACCGCATCAA 
TTTGGGCATCAGGATAATGATGCGCCATCTGAATGGCAAGGCAACCGCTTCCGGTGCAAA 
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GATCCAAAGCATTATGCACCAACTCATCGTATTCTATCCAAGGACGAAGTCCGTCACCCA 
ACAATTCATAAATAAAAGAACGAGGTATGATTACGCGCTCATCCACATAGAAATCAAACT 
CTCCCTGCCATGCCTGGTGTGTCAAATAAGCGGCTGGAATGTGTTCGACAGCACGACGCT 
CAATAACCGCCAGCACTTCCTCTTTTTCAGCTTCCAAGAGTTTTGCATCAAGATATGGGG 
CAAGCATATCCAAAGGCAAATTCAAAGTATGCAGAATCAAATAAGCTGCTTCATCATGCG 
CATTATCTGTTCCATGACCAAAAAAGAGCCCTGCCTCATTAAAACGGCTGACTGCAAAAC 
GTAAAATATCGCGGATAGTCGTCAATTCTTGTGCTGCCTGATTAAACATAATATGAACCA 
TTCTGCGTATAGATACTTTTAATTATAACAGAAACAACAAGCAAACCTTTTCATATCGCC 
AAATAACCACCCAATCTACCCATACAACTACATAAATGCCCGCGCGAAAACCATCGCCCG 
AACGGAAACGACAATGGCCGACGGTATGGGCAATCTGATTGGCTGGGAAAAAACGGGGCT 
TGTTGTCGGTAAGCAGTGGATAACCGCAAAAGACGACAAGGTGTCCGATGTCTGCAATGC 
CAACGGCGAGATGGGCGTAATCGGGCTTTACGAGCCTTTCTCACACGGCGCATTGACGAT 
ACCCGGTCATCCGAACTGCCGATGCGAGGTTGTTTCCGTATCGGGTGGCGAATTGGGGGA 
ATTTGCCGAAAAAAAGGAGCTTCGTAAAGCGGCTATGCAGTATGCGCGGGATAACTTTAT 
CGGCAAAAGCTATGTCAATAAAAACAGCGGGCATGAACTGAAGGTAACTTGGCAAGGTGT 
GAAACACGCTGCGTCAAAGGCAAATCAGGCGGAATTATCCATCATGACAAAACTTGATGA 
CTTATTGCGCTACGCAAAATATGAGGGTTCTTATTCGGATAGGAAAGGTCATCCTAATAT 
TATTGCAGCACATAAGTATCGTGCCGTTGCCAAGGTTGGGAATGAGTCTTTAAATATCGG 
TGTGATTGTAAGGGAATTTCCAGACGACCATAAACATTACGACCATTTCATCTTGAAGGA 
TGAATAAAGCCCTTTTGCAGTGTCGTTCTGGAGCGGATAGCGTTAAGGCAAGTACACTTC 
CAGCCTTGAAAAAGGGCTTTAAATTCAGCATGCCATTTATACAGGCAGGAGTAAACCCAT 
GACAAAGTTATACGCAGAAATCGCCAAGATGGAGACGCAGGACGACGACACGGTCAAGGT 
TTGGGGTTACGCTTCAAGCGAGGAAATCGATTCGGACGGCGAAGTCATCGCGGCGGCAGC 
TATGAAGGCGGCGATTCCCGATTATATGAAGTTTGGCGCGGGGCGCGAGATGCACGGCTC 
AAACGCTGCGGGAACGGCAATTGAAATCAACGTGGAAGATGACGGCAGAACCTTTTTCGT 
GGCGCATATCGTCGATCCCGTTGCCGTGACGAAGGTCAAAACAGGCGTTTACAAGGGCTT 
TTCCATCGGCGGCAGCGTTACCGCCCACGATGAGTTGAACAAGTCGCAAATCACGGGTTT 
GAAGCTGACGGAAATCAGCTTGGTTGACCGACCCGCCAATCCCGATGCGGTGTCTACCTG 
CTTTAAGGCGGACAAAGGTGCGGAAGCGGTAAACAACGATACAGAACATAATGCTACATA 
TTTTAGCCATTTCCCTTCCAAACAAAAAAGCACCGACGGCGGCCGATGCCCTTTCCTTTA 
CAGGTTCCCCTATTTTTTATCCGCGGGCAGCACCGGTTTGGCTGGGGCTTTTGGTGCGGG 
CGCGCCGACCGAAGCCTGGTCCTTCAGCTTCGCCAGCACCGCAGGGCCGATGCCCTTTAC 
CTTGGTCAAATCGTCTACAGACTTGAACGCACCGTTTTGCGCACGGTATTCCGCAATGGC 
CTTCGCCTTCGCCGGGCCTATGCCCGGCAGCGCCTCCAACTCCTGCTGCGAAGCCGCATT 
GATGTTTACCGCCGCAAGGGAGAAGGCGCAGGAGAACAGCATACAGAACAGCACGAACAT 
TTTCTTCATGGTTTTTCCTTTAAGGGTTGCAAACAATAAACCGCATCTTGCGACGATAAA 
ACGAGTCATTCTAAAATGAATATCCCAAAGTTTCAAGCCGTTCCTCCGCAAACCCGACCG 
GACACCGTACGGATGCCGTCCCGCCATCACCGACATTTTTTCCGGGCAAAGCAAACATTT 
TTTCCGGGCAAAGCAAAAACCCCCGAATAATCGGGGGTTTTCTGAATGGGTGTTTGGCAG 
TGACCTACTTTCGCATGGAAGAACCACACTATCATCGGCGCTGAGTCGTTTCACGGTCCT 
GTTCGGGATGGGAAGGCGTGGGACCAACTCGCTATGGCCGCCAAACTTAAACTGTTACAA 
ATCGGTAAAGCCTTAATCAATATATTCGGTAATGACTGAATCAGTCAGTAAGCTTTTATC 
TCTTGAAGTTCTTCAAATGATAGAGTCAAGCCTCACGAGCAATTAGTATGGGTTAGCTTC 
ACGCGTTACCGCGCTTCCACACCCCACCTATCAACGTCCTGGTCTCGAACGACTCTTTAG 
TGCGGTTAAACCGCAAGGGAAGTCTCATCTTCAGGCGAGTTTCGCGCTTAGATGCTTTCA 
GCGCTTATCTCTTCCGAACTTAGCTACCCGGCTATGCAACTGGCGTTACAACCGGTACAC 
CAGAGGTTCGTCCACTCCGGTCCTCTCGTACTAGGAGCAGCCCCCGTCAAACTTCCAACG 
CCCACTGCAGATAGGGACCAAACTGTCTCACGACGTTTTAAACCCAGCTCACGTACCACT 
TTAAATGGCGAACAGCCATACCCTTGGGACCGACTACAGCCCCAGGATGTGATGAGCCGA 
CATCGAGGTGCCAAACTCCGCCGTCGATATGAACTCTTGGGCGGAATCAGCCTGTTATCC 
CCGGAGTACCTTTTATCCGTTGAGCGATGGCCCTTCCATACAGAACCACCGGATCACTAT 
GTCCTGCTTTCGCACCTGCTCGACTTGTCGGTCTCGCAGTTAAGCTACCTTTTGCCATTG 
CACTATCAGTCCGATTTCCGACCGGACCTAGGTAACCTTCGAACTCCTCCGTTACGCTTT 
GGGAGGAGACCGCCCCAGTCAAACTGCCTACCATGCACGGTCCCCGACCCGGATGACGGG 
TCTGGGTTAGAACCTCAAAGACACCAGGGTGGTATTTCAAGGACGGCTCCACAGAGACTG 
GCGTCTCTGCTTCTAAGCCTCCCACCTATCCTACACAAGTGACTTCAAAGTCCAATGCAA 
AGCTACAGTAAAGGTTCACGGGGTCTTTCCGTCTAGCAGCGGGTAGATTGCATCTTCACA 
ACCACTTCAACTTCGCTGAGTCTCAGGAGGAGACAGTGTGGCCATCGTTACGCCATTCGT 
GCGGGTCGGAACTTACCCGACAAGGAATTTCGCTACCTTAGGACCGTTATAGTTACGGCC 
GCCGTTTACTGGGGCTTCGATCCGATGCTCTCACATCTTCAATTAACCTTCCAGCACCGG 
GCAGGCGTCACACCCTATACGTCCACTTTCGTGTTAGCAGAGTGCTGTGTTTTTAATAAA 
CAGTCGCAGCCACCTATTCTCTGCGACCCTCCGGGGCTTACGGAGCAAGTCCTTAACCTT 
AGAGGGCATACCTTCTCCCGAAGTTACGGTATCAATTTGCCGAGTTCCTTCTCCTGAGTT 
CTCTCAAGCGCCTTAGAATTCTCATCCTGCCCACCTGTGTCGGTTTGCGGTACGGTTCGA 
TTCAAACTGAAGCTTAGTGGCTTTTCCTGGAAGCGTGGTATCGGTTGCTTCGTGTCCGTA 
GACACTCGTCGTCACTTCTCGGTGTTAAGAAGACCCGGATTTGCCTAAGTCTTCCACCTA 
CCGGCTTAAACAAGCTATTCCAACAGCTTGCCAACCTAACCTTCTCCGTCCCCACATCGC 
ATTTGAATCAAGTACAGGAATATTAACCTGTTTCCCATCGACTACGCATTTCTGCCTCGC 
CTTAGGGGCCGACTCACCCTACGCCGATGAACGTTGCGCAGGAAACCTTGGGCTTTCGGC 
GAGCGGGCTTTTCACCCGCTTTATCGCTACTCATGTCAACATTCGCACTTCTGATACCTC 
CAGCACACTTTACAATGCACCTTCATCAGCCTACAGAACGCTCCCCTACCATGCCGGTAA 
ACCGGCATCCGCAGCTTCGGTTATAGATTTGAGCCCCGTTACATCTTCCGCGCAGGACGA 
CTCGACCAGTGAGCTATTACGCTTTCTTTAAATGATGGCTGCTTCTAAGCCAACATCCTG 
GCTGTCTGGGGCTTCCCACTTCGTTTACCACTTAATCTATCATTTGGGACCTTAGCTGGC 
GGTCTGGGTTGTTTCCCTCTTGACAACGGACGTTAGCACCCGCTGTCTGTCTCCCGAGGA 
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ACCACTTGATGGTATTCTTAGTTTGCCATGGGTTGGTAAGTTGCAATAACCCCCTAGCCA 
TAACAGTGCTTTACCCCCATCAGTGTCTTGCTCGAGGCACTACCTAAATAGTTTTCGGGG 
AGAACCAGCTATCTCCGAGTTTGTTTAGCCTTTCACCCCTATCCACAGCTCATCCCCGCA 
TTTTGCAACATGCGTGGGTTCGGTCCTCCAGTACCTGTTACGGCACCTTCAACCTGGCCA 
TGGATAGATCACTCGGTTTCGGGTCTACACCCAGCAACTCATCGCCCTATTAAGACTCGG 
TTTCCCTACGCCTCCCCTATTCGGTTAAGCTCGCTACTGAATGTAAGTCGTTGACCCATT 
ATACAAAAGGTACGCAGTCACACCACTAGGGCGCTCCCACTGTTTGTATGCATCAGGTTT 
CAGGTTCTGTTTCACTCCCCTCCCGGGGTTCTTTTCGCCTTTCCCTCACGGTACTGGTTC 
ACTATCGGTCGATGATGAGTATTTAGCCTTGGAGGATGGTCCCCCCATATTCAGACAGGA 
TTTCACGTGCCCCGCCCTACTTTTCGTACGCTTAGTACCGCTGTTGAGATTTCGAATACG 
GGACTGTCACCCACTATGGTCAAGCTTCCCAGCTTGTTCTTCTATCTCGACAGTTATTAC 
GTACAGGCTCCTCCGCGTTCGCTCGCCACTACTTGCGGAATCTCGGTTGATTTCTTTTCC 
TCCGGGTACTTAGATGGTTCAGTTCTCCGGGTTCGCTTCTCTAAGTCTATGTATTCAACT 
TAGGATACTGCACAGAATGCAGTGGGTTTCCCCATTCGGACATCGCGGGATCATTGCTTT 
ATTGCCAGCTCCCCCGCGCTTTTCGCAGGCTTACACGTCCTTCGTCGCCTATCATCGCCA 
AGGCATCCACCTGATGCACTTATTCACTTGACTCTATCATTTCAAGAACTTCTTTGACTT 
TGCCTAACATTCCGTTGACTAGAACATCAGACTTGAATTTCCTACTTTGATAAAGCTTAC 
TGCTTTGTTGTGTCTTAATCCTGCCTTTTGTGTTTCAGGATTAAGTCGATACAATCATCA 
CCCAAATACTGTGTTTGTTTTCTTTTCTCTTGCGAGAGATTTTTATCCTTTGCAAAGAAT 
AAAAAATCAAAACAAACGCTTTGTCTTTGTTTGTTGATTTCGGCTTTCCAATTTGTTAAA 
GATCGATGCGTTCGATATTGCTATCTACTGTGCAAATCAAAACGAGCTGATTATTATATC 
AGCATTTTGTTCTTGGTCAAGTGTGACGTCGCCCTGAATGGATTCTGTTCCATTCTTCCG 
TTTTGATTTGTACAGTATTGGTGGAGGCAAACGGGATCGAACCGATGACCCCCTGCTTGC 
AAAGCAGGTGCTCTACCAACTGAGCTATGCCCCCGTTCTTGGTGGGTCTGGGAGGACTTG 
AACCTCCGACCCCACGCTTATCAAGCGTGTGCTCTAACCAGCTGAGCTACAAACCCGGAT 
TCTCTTCTTAAGCGAATCTTGCCTTCACTCAAGCTTCTTCCGCATCTTTTTCAGTTTACC 
GATAAGTGTGAATGCCTAAAGCCTCTTCTTTCTCTAGAAAGGAGGTGATCCAGCCGCAGG 
TTCCCCTACGGCTACCTTGTTACGACTTCACCCCAGTCATGAAGCATACCGTGGTAAGCG 
GACTCCTTGTGGTTATCCTACCTACTTCTGGTATCCCCCACTCCCATGGTGTGACGGGCG 
GTGTGTACAAGACCCGGGAACGTATTCACCGCAGTATGCTGACCTGCGATTACTAGCGAT 
TCCGACTTCATGCACTCGAGTTGCAGAGTGCAATCCGGACTACGATCGGTTTTGTGAGAT 
TGGCTCCGCCTCGCGGCTTGGCTACCCTCTGTACCGACCATTGTATGACGTGTGAAGCCC 
TGGTCATAAGGGCCATGAGGACTTGACGTCATCCCCACCTTCCTCCGGCTTGTCACCGGC 
AGTCT.CATTAGAGTGCCCAACTGAATGATGGCAACTAATGACAAGGGTTGCGCTCGTTGC 
GGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAGCACCTGTGTTAC 
GGCTCCCGAAGGCACTCCTCCGTCTCCGGAGGATTCCGTACATGTCAAGACCAGGTAAGG 
TTCTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGGGTCCCCGTCAAT 
TCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCAATTTCACGCGTTAGCTA 
CGCTACCAAGCAATCAGGTTGCCCAACAGCTAATTGACATCGTTTAGGGCGTGGACTACC 
AGGGTATCTAATCCTGTTTGCTACCCACGCTTTCGGGCATGAACGTCAGTGTTGTCCCAG 
GAGGCTGCCTTCGCCATCGGTATTCCTCCACATCTCTACGCATTTCACTGCTACACGTGG 
AATTCTACCTCCCTCTGACACACTCGAGTCACCCAGTTCAGAACGCAGTTCCCGGGTTGA 
GCCCGGGGATTTCACATCCTGCTTAAGTAACCGTCTGCGCCCGCTTTACGCCCAGTAATT 
CCGATTAACGCTCGCACCCTACGTATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCT 
TATTCTTCAGGTACCGTCATCAGCCGCTGATATTAGCAACAGCCTTTTCTTCCCTGACAA 
AAGTCCTTTACAACCCGAAGGCCTTCTTCAGACACGCGGCATGGCTGGATCAGGCTTGCG 
CCCATTGTCCAAAATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGGCCGTGTCTCAGTCC 
CAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGTAGGCCTTTACC 
CCACCAACTAGCTAATCAGATATCGGCCGCTCGAATAGCGCAAGGCCCGAAGGTCCCCTG 
CTTTCTCTCTCAAGACGTATGCGGTATTAGCTGATCTTTCGATCAGTTATCCCCCACTAC 
TCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGCCACCCGAGAAGCAAGCTTC 
TCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCAATCTGAGCCAG 
GATCAAACTCTTATGTTCAATCTCTAACTTTTTAACTTCTGGTCTGCTTCAAAGAAACCA 
ACAGGACAATGTTCAAAACATTATCTTGTCTGTCTTTCAAACAGTGTGAGACTCAAGGCA 
CTCACACTTATCGGTAATCTGTTTTGTTAAAGAGCGTTGCGAATTATAAAGTATTCCTTC 
CGCCTGTCAAGATATCTCTCGATATCCCCAACATTCTGTGCTATACTTTTCAGTTCGTCC 
GCCACTTCTGCAGCAGCGAAGAACCGAACTATACGCCCACAGGGAAAAACGGTCAATGCT 
TTCAGCGGGATTTTTTTGGGGAAATTCGTCATGTCGCTGTCGGATAAGGTTTTTTATTTC 
TGCTAAATACTGCGCCGCCTCCAACAATCCTTTCCTCTCCCTCCTCCGGCTGGTGCGCCT 
TTGTGAATATGCTGTCTGAAACTCGGGGACTCAGACGGCATTTTGTATCCAAACGGTATC 
TAATGTATCCGTACTTTGTTATAGAATGGCTGCTGTTTTTTCTTCGTAATTAGAAATTGT 
CAAAATGGGCAAACATATTCTTTTAGGTGTAACGGGCAGTATTGCGGCGTATAAGTCTTG 
CGAGTTGGTGCGACTGCTGAAAAAACAGGGGCATTCGGTTACGGTGGTTATGAGCCGCTC 
GGCAACTGAATTTGTTTCTCCGCTGACTTTTCAGGCTTTAAGCGGCAATCCTGTCCTGAC 
CGACACGCACGGCGGCAACGGTTCAAACGGTATGGAACATATCAACCTGACCCGGAATGC 
GGATGTTTTTCTGATTGCGCCGGCAAGTATGAATACCGTGGCAAAAATCTGTAACGGCGT 
GGCAGATAACCTACTGACCAGTCTGGCAGCCGCACGGAAATGTCCGCTTGCCATCGCGCC 
CGCGATGAATGTGGAAATGTGGCTCAACCCTGCCAACCAACGGAATATCGCACAACTGGT 
TTCAGACGGCATTACTGTCTATATGCCGGGCTTGGGCGAACAGGCTTGCGGAGAAAATGG 
TATGGGAAGGATGCCGGAACCTGCCGAATTGCTGGATCTGCTTCCGGATTTATGGACACC 
GAAAATTTTAAAGGGCAAAAAAGTCTTGATTACCGCAGGTGCGACATTTGAAGCCATTGA 
CCCTGTCCGAGGCATCACAAATATCTCCAGCGGGAAAATGGGCGTGGCTTTGGCGCGGGC 
GTGCCGTGCCGCCGGTGCAGAAGTCAGCCTGATTCACGGACAGCTTCAAACCGCGCTGCC 
- TTTCGGCATATCCGATACGGTTCAAGCCGTCAGTGCCGAAAATATGCATCGCGCAGTGCA 
TCGTTTAATCGACAAACAAGATGCTTTTATTTCTGTTGCCGCCGTCTCAGACTATAGGGT 
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TAAGAATAGGAGTACTCAAAAATTCAAAAAAGATAAAAATGCCAAACCGTTATCCATCGA 
ATTGGATGAGAACCCCGATATTTTGGCTTCTATTGCCTCATTACCGAACCCGCCGTTCTG 
CATCGGTTTTGCCGCTGAAACGGAGAATGTAATGACATATGCGCGGGAAAAACGTATTAA 
GAAAAAGCTACCGATGATCGTTGCCAATGATGTTTCAATCGCAATGGGCAAACCGACCAA 
CCGGATTACCATTATCGGGGACGACGGGGAACTGTCTTTTCCCGAAACAAGTAAAGATGA 
AGCGGCAATGCGGATTGTTGAAAGGCTTGCCGTATATTTGAGCAAATAAGCAATTGAACG 
GATAAACCATAAAACGGGTTGCCTGTTAATCAAAAGGCAACCCGTTTTACCTGCTTCAAC 
TTCTGATGACTTTGCGGATATATGGAATACTATGCAGATTTTGAATAATCTGATTCAATT 
GATTCAGATTCTTGACTTTCAATAAGAATTTGAATTCGACAAAACCTTCCGTTCCCGACT 
GGGATTTAGACGGTGTTTCGACCGACTCAATGTCTGCACCGGAATCGGAAATCGCTTGCG 
CCATTAATGCCAACAGGCCGTGGCTGTCTTCCGATTGGACTTGAAGCCCGACACGGTAGT 
TCTGCCCGTTCATATTTTCCCAGTCTGCATCCAGCTGCTGTTCGGGATCGGACTTCAACA 
ACGTCGGGCAGGTATCCCTATGGATAATCATGCCTTTTCCCTTAACCAACAGCAAACGGA 
TGGAATCGCCGGGAACAGGGTGGCAGCACTCTGCAAAATGAATATGCCCGCTTTCCTGCC 
CATCGACTTTAATGGAACTGAGCCTGACCTCGCTGCCGAAATGCTCCCCTGCCAACTCGG 
CAATGTGCATGGCGACATAAACAGGCAGGGTATGCCCCATCCCTACGTTGTACAGCACTT 
CTTCAAACGATGTCTGCTTGTCGTTGAGATCGGCAAGATATTTTTCCTTGATGCCGTCTG 
AAAGCAGGACATCTTTGGGCAGCAAACTGGACAGGGCTTTTTGTAAGAGGCTCTCTCCCA 
AAACGACCGCATCGTGCCGGTTAAGGTTTTTAATATATTGGCGTATGGCGCTGCGCGCCC 
TGCCTGACACGGCGAAATTCAACCACGCGGGATTGGGTTTGGCGTGTTCGGATGTGATAA 
TTTCAACAGAATCACCGGTTTTGAGCTTCGTACGCAACGGCATCATGATATTGTTGATAC 
GTGCGGCAACGGTTTTGTGCCCGATATCGGTATGCACCGCATAAGCAAAATCGACAGGCG 
TTGCCCCTTTGGGCAAAGTTAGGATTTTTCCTTTTGGCGTAAGGATGTAGATTTCGTTCG 
GAAACAAATCGACTTTGACGTGTTCGAGAAACTCAATGGCATTGGCACTGCTTGCCTGCA 
AATCTAAGATATTTTTCAGCCACCGGTTTGTGTGAAGCACCGCCTGATCGACCGTCTTAG 
AATATGATTTATAGCTCCAATGTCCGGCGATTCCACCTTCGGCAACAGCATCCATTTCCT 
TGGTACGTATCTGAACTTCAATCGGCAAGCCGTAAGGGCCGACCAAAGTCGTATGCAGAC 
TTTGATACCCGTTGCTTTTCGGAATGGCGATATAGTCTTTGAACCGCCCGGGCTTGGGCT 
GATAGAGGGTGTGCAATGCGCCGAGTGCGGCATAACAGGCTGGAATGCTGTTGACAATGA 
CGCGGAAACCGTAAATATCCATAACCTCGGCAAAGCGCAGCTTTTTCGCCATCATTTTCT 
GATGGATGCCGTACAGGTTTTTTTCCCTGCCTTTGATTTTGGCCTCTATATTCGCGCCTA 
CCAGCCGCTGGCCGAATGCGCGCAAGACTTTGCCGACAACGTCCTGCCGGTTCTTCCGGC 
TCTTGTCCATCGCTTTTTTTAAAGTCTCGTAGCGGTTGGGATGCAGGTTTTGGAACGATA 
AATCCTGAAGCTCTTGATATGCGTTATTCAAACCTATACGGTTGGCAATCTGTGCATAGA 
TTTCAAGGGTTTCCCTTGCAATCCGGCGGCGTTTGTCCGGGCGCATCGAACCGAGCGTCC 
GCATATTGTGCAGGCGGTCGGCAAGTTTGACGACAATCACGCGCACATCTTTGGTCATTG 
CCAAAATCAGTTTGCGGAAACTCTCCGCCTGATGCTCCGCATGATCTTCAAATTTGAGTT 
TTTCAAGCTTGGACAGACCGTCCACCATCTCGGCAATCGTATTGCCGAACACCGCCGCCA 
TTTCCCCTTTTGTCACGCCCGTATCTTCCAATACGTCGTGCATCACGCCTGCACAAAGAC 
CCTGTATGTCCATATGCCAAAGGGCGAGCTGCGTCGCAACGGCAATCGGATGCGTGATGT 
AGGGCTCCCCGCTTTTGCGGGTTTGCCCGTCGTGGGCGCGAAACGCATAGGCGACAGCTT 
TTTCAAGCTCCGCCTGTTCCTCGGGCTTGAGGTAGGAGGCGGTATGGAAAAGCAGGGCAC 
GCGCTTCGGCGGTCAGGGGGTCGTAAGGGGCGGAAGGTTGGGGGGCGGGCATTTCAGACG 
GCTTTCGGTATGTATGTGTTTTTCATTTCAAACCGTCGGACTGCACGGCGGCAAAGTGTT 
CCGGCGTGCGTTTCCGGCAGAATTTATTTATTGCGCGTCAACAGTTCTGTACCGATATGT 
CCGGCGGCGATTTCCCTTAAGGCGGTAACGGTCGGTTTGTTATTGCGGACATCGTCCACA 
AGCGGCGTGTTGCCGTTCTCAAGCTGGCGGGCGCGGCGAGCCGCTACCAATGTCAGGTCA 
AAATGGTTGGAAATTTTTCCGGTACAGTCTTCGGTGGTAATACGTGCCATATTATTTGCT 
TTCTTTCAAAAATATTTAAATTGGGAAACCGGGTATTTTCGCCGTTTTCTAGGAATTTTC 
CAACAAATCTGCAATAAACCCCAGTTGCCGCGACCTTTTCAGACGGCAGGCATTCACAAT 
ATGGCGCAAATCCTCCTCCGCTCGCGCCAAGTCGTCATTGACCACGACAAAGTCAAACAA 
TACGGACTGCTCGATTTCATGCCTTGCCTTCGACAGCCTCCTTTGGATAACTTCCCGACT 
GTCCGTCCCGCGTCCGTTGAGGCGCGCGGCAAGTACGTCGAAAGAAGGCGGCAGGATAAA 
GATGCCGACGGCTTCGGGCAGCGCGTCGCGAACCTGCGCCGCGCCCTGAACGTCGATTTC 
CAAAATCACGTCATAGCCTGCCGCCGCCAACGCATTCACACCCTCCGCGCCTGTGCCGTA 
ATAGTTGCCAAATACGTCGGCGTATTCCAAAAAAGCTTCCTGCGCGATAAGCGACTCAAA 
CTCTTCTTTGGAAACAAAGTGATAATGTACGCCGTTTGCTTCGCCTTCACGCGGCGGGCG 
CGTCGTGTGCGACACGGAAACGCGCAAACCGTTATGGTTTGCCAACAGCCGCGACACCAG 
CGTGGTTTTGCCCGTGCCGGAAGCGGCCGAAATGATAAAGATGTTGCCTTTTCGATAAGC 
GGACATATTTTTTACCTGTATATTTTCCAGCCGATTGTATCACAATGGACACCCAGTTTC 
CTATTTGCCGATGCCCATATTTTGCCGCTATTGTTTTGATTGATTTGGCAAGCGACAGGC 
TGACGGCTACAATATGGCGTTAAAAACATCAAACTTGGAACACGCAATGCTGGTTCATCC 
CGAAGCTATGAGTGTCGGCGCGCTTGCCGACAAAATCCGCAAAATCGAAAACTGGCCGCA 
AAAAGGCATCTTATTCCACGACATCACGCCCGTCCTTCAAAGCGCGGAATACTTCCGCCT 
TTTGGTTGATTTATTGGTTTACCGCTATATGGATCAGAAAATCGACATCGTTGCCGGTTT 
GGACGCGCGCGGCTTCATTATCGGCGCGGCACTCGCCTACCAGCTCAACGTCGGTTTCGT 
CCCCATCCGCAAAAAAGGCAAGCTGCCTTTTGAAACCGTATCGCAAAGCTACGCGCTCGA 
ATACGGGGAAGCTGCGGTGGAAATCCACACCGATGCCGTCAAACTCGGTTCGCGCGTGCT 
GCTGGTCGATGATTTGATTGCCACGGGCGGCACGATGCTTGCCGGACTGGAACTGATCCG 
CAAACTCGGCGGAGAAATTGTCGAAGCCGCCGCCATTTTGGAATTTACCGACCTTCAAGG 
CGGCAAGAATATCCGTGCAAGCGGCGCGCCCTTATTTACCCTGCTTCAAAACGAAGGCTG 
TATGAAGGGCTGAAAACCGACCCTGCCGTCTGAAACCGGCAGGGTTGTTATGATGCGTTC 
AAATCACGCCCAAATCTTGCAAGCCCCTCAACACGCCGTCTTCATCAACGCTGGGGCAAA 
CATATTTCGCCGGTTCTTTCGCCGCCTGTTCCCCGTTGCCCATTGCCACGCCGAACCCGA 
CTTCTGACAGCATTTCCACATCGTTCAAACCGTCGCCGAACGCCATCACGTCTGCCATTT 
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CCCATCCCAATGCTTCAACCACGCTTCTGATGCCGTCCGTTTTCGACGCACCCGCAGGCA 
GCAGATCGACCGCTTCCTCGTGCCAGCGCACCGTTTTCAAGCCTTCCCGTTCCACAATAT 
CCGACCAAAGCGGCATTTCGTTTTCCTCCGCAAACACCAGCATCTGATACACCGGTTTGC 
TTGAAAAATAATCCTTATCGGCAAAAAAATCGCTGGCGATATGCTTCAAGGCGCGGCACA 
CGCATTCCGACAGCGCGGACACAGCGATCCCCTCTCCGCCGACAAACGCATAATCCATGC 
CCAAGCCATCCAAATGCGCGCAAACCCTGCCCATCAAACCGGCATCCATCGGTACTTCGC 
GCACGGTTTTTCCGTGCAGCAGCGCAAACTGTCCGTTTATCGTTACCACGGCATCCATTC 
CCGCTTCCGCCATCATATCCCTGACCTTTTCGGGAATCGTCGCCAAAGACCGCCCCGTTG 
CCAACGCCGTCAATATACCTTTGCCGCGCAAAGCCGCCACCGCCGTTTTCACGGAAGGGC 
GCAAAGTATCCGTATATTTTCGGTACAGCGTATCGTCAATGTCGAAAAACACGATTTTAG 
GATTCATCACATTCTCTCTCGCATTCAAACTACCGCATTATATCCCAAGCAGGCAAATAC 
TTGATAAATCCTTATAAATTTCCCGTCAAAATTGACCGAAAATACAAAAAGGCGGATAAT 
CCGCCCATCCTCAAACCCTTTTCAGACGGCATTTGCAGCAATGCCGTCTGAAACATTTTT 
ACAAAGCATACAAATCATGTTTCAACACACAGGACGACACATAAAGCGTCGCCCTATATG 
TTGCCCTGATTCGGAAGGGGTTACGCCCCTCCCAAATAAAGTCTGATTCTACTGCCCTAA 
AGGGCGGGGTTTCAACCGAAAAGGAAACACGATGAAAGCACCCGAACTCTTATTGCCCGC 
CGGCGGATTGGAAAGAATGCGCGCCGCCTACGACTACGGCGCAGACGCCGTTTACGCCGG 
CAGCCCGCGTTACTCACTGCGCGCCCGCAACAACGAATTTGCCAAACTTGATGTTTTAGA 
ACAAGGCATTAAAGAAGCGCACGAGCGCAACAAAAAATTCTTTTTAACCGTCAACACCCT 
GCCGCACAATTCCAAACTCAAAACCTTCGTTGCCGACATGGAGCCGCTGATTGCCATGAA 
ACCCGACGCGCTGATTATGGCGGATCCGGGTTTGATTATGACCGTGCGCGAAAAATGGCC 
GGAAATGCCGATCCATCTGTCCGTACAGGCGAACACCACCAACTATTGGGGCGTGAAATT 
CTGGCAAAACATCGGCGTCGAACGCATTATTCTGTCGCGCGAATTGAGTATGGAAGAAAT 
CGCCGAAATCCGCCAAGAATGCCCCGACATCGAACTCGAAGTCTTCATCCACGGCGCATT 
GTGCATCGCTTATTCAGGCCGTTGCCTATTGTCGGGCTATTTCAACCACCGCGACCCCAA 
CCAAGGCACCTGCACCAACTCCTGCCGTTGGGATTACAAGGTTCACAATGCCACGGAAAG 
CGATGCAGGCGATGCCCAGCTTCTGCAAGGTTTCAACTTTGAAAAAGCCCAAGAAGAAGC 
CAACCAAAACTTTGAAGGCATCAACGGTCAAAAACGCCATCCCTACGCCGACAAAGTTTT 
CCTGATTGAAGAATCCAACCGCCCGGGCGAAATGATGCCGATTATGGAAGACGAACACGG 
CACCTACATCATGAATTCCAAAGACCTTCGCGGTATCGAAGTCGTCGAAAAACTCGCCAA 
AATCGGCGTGGACAGCCTCAAAGTCGAAGGCCGTACCAAATCGCTCTATTATGTTGCACG 
CGTCGCCCAGTCCTACCGCAAAGCGATTGATGATGCCGTCGCAGGCCGTCCGTTTGATTA 
CAGCCTGTTGAGCGAACTCGAAGGCCTCGCCAACCGCGGCTACACCAGCGGCTTCCTCGA 
ACGCCACCAAACTCAGGATTATCAAAACTACCTGACCGGCCATTCCACCGCCAAACAAAG 
CCAATACGTCGGACACGTTACCGAAATCGATGAAAACGGCTGGGCAACAGTGGAAGTCAA 
AAACCGCTTTGCCGTCAGCGATTCACTCGAAATCATCCACCCGAGCGGCAACCAAACCAT 
CAAATTGGAACAAATGACCCGCAAAGGCCAGCCTGTCGATGTTGCCCCGGGCAACGGCAT 
TCAGGTCAAAATCCCCAATATGCAGGGTAAAGAAAAAGCCCTCATCGCACGCGTGTTGAA 
CCCCTAAGCCATTATGCCGTCTGAAACATTTTTCAGACGGCATTTTTAATCCCCTTGCCT 
TATTGTGCGGCAGATTCAGATCGGGACACACCTATAGTCCACGACAGAAGTCTGGCTTTT 
AAGCGAAGACAATAACCGAAAAGACCGCCTCGGCGGTCTTTCTTGTGTACACAGTTTTTG 
TATTTGTCAGCTTGATGCGTTGACAACTCTAATTCCATATTGCGGAATATATTCATCGAC 
AGTCATCAGTTCAAAGCCTTCCGCTTGGGTTTGTGCAATCAACATCCTATCGAAAGGGTC 
TTTGTGTATCTCCGGAAGGCTTCCAGCCTGTTTTGCATGAAACAGACCTATAGGCAACAT 
TTCAAAATCCTCTTCTTGAAGCACATCAAAAAACTCTTCCGGTAATTTCAACAACCCCTT 
GTTCTGCTTGATGGAAATTTCCCAAATACTTGCTGCACTGACAAAGATCGCATTTCTCGG 
ATTTTCTATCAGTTTGCGTGCAGATATCCCCAGTTTCTTGTCATCCAACAACCACCACAG 
CAACGCATGGGTATCAAGCAGAATCTTTCTCACAGAGCCGACTCCTCAAAAAATAAAGCT 
GCCGTTTCATTGTCATCCTCAAGAATACGTGAAATATCCGTATTTTCCATATGACTGAAT 
TTTTTCAACCTTCCTGCATTTCGTGCCGGTTTTTCAATACCGATTAGTTGGACGCAAGGC 
TTACCTGCCTTCGCAATAATAACGATTTCCCCTGCTTCTGCTCTTTGAATCAATTGACTC 
AAATTGGTTTTTGCCTGATGAATATTTGCTTGAAACATAACACTTCTCATGATTAGCTAA 
CTTGACTAATATACATCATTACCAAGATTTTGGGAATCTCATTACATATATTTGATTATA 
TCCGCCGTTTTATTCACACCTTGCTATTTATAGTGGATTAACAAAAACCAGTACGGCGTT 
GCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGT 
TCCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACT 
ATAAAACGGCTTTGCGGTATCCCAGTTTGACACCGGTTACTTCCTGATTGGTAAGCATCA 
TTATTTTCCCATAAATCAAACGTCTGACACGGCATTATAAACACAATGCGGCATCTGCCG 
CCACCCTTGCGGACGCGGCGTTACCGGCTTCCACAGCTACTTCGACAAGCAGCCGCTGCA 
AGGCGGACAATACGACTGTCAGGCAGGCTCGTTCCACGTCCGCGTGGTCATGCGCGCCAA 
CGTCGTCCGTTAACATATCGGCAACCAAAAAATGCCGTCTGAAACATTTTTCAGACGGCA 
TTTTTAATCCTGCAACATTACCCCCTGCCTGAGTTCGGATACTGTATCAATATAAAACCC 
CATCACACAGATTTACGGTAAAAAGCCGTCCGAATGAATTCTTGAACACAATTCGGACGG 
CTTTAATTTTCAACAAGGCGATTAATTCAATAATACCAGATTAAAACTTCCATTCCAGCG 
ATACGGCGTAATTGCGGCCTGGGGCGCGGTAGCGGTCTAAGCCTTTGCCATCGCGGTCGA 
CCGCATTGGTGGTGCTGTAGCTATATAAACCGCGCAGGGAATCCCAAGTGGTGTATTTGC 
GGTTGAACAGGTTGTACACGCCTGCACGCAAAGTCAGGTTTTTAGCCGGTTTGTAGAAGC 
CGTACATATCAAACACATAAGCCGACTTGTTCAGCCACGGGTAATCTTTTACCTTTTTCT 
GCAAAGGCGTACCCCAGCCCTTGTTTTCATAAACGGTGTATTGCGCGTCTTTGACCTTTT 
TCGCGCCTAGATAGGTCAGGCGGGAGAATACGCCCCATTTTTCGCTCGGACTTTCATAGT 
CGATACCGGCAATCACTTTCAGCGGCTGTGTGGACAGCAGGCTGTTGTCGCCCGACAGTT 
TGCTTTTCGCATAACCCAGCGAGCCGAACAGTTTCCAACCCTCAGGAACAAAAGACGCTA 
CTTTGTCCACATTCAGACGGCCTGTCAGCTCGATACCGCGGATTCTGGCCTTGTCGATAT 
T-TTTCATCTGCCAATCCAGTTTTTCTTTGTAGGGGTCGCTGCATATACCGTAGTAAGCAT 
TTTCCTCAGTACAGCCGGGAGTGCCGCTGGTGGTCAGCTTCTGCTCTTCAGACAGGAAAT 
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TGCGGTAATTGCTTTGATACAGGTTGGCATCCAGCATGCCTTTTTCGCTGCGGCCTTGCA 
GAGACAGGGTGTGGGTGGTGCTGCGCTCGGCTTTCAGGTTGGGATTGGGCAGCCAATTAC 
CCGAACCGTGGTTGTAAGTGAAATACACTTCGGACGCATTGGGGACACGGTAGCCGGAAG 
TAATGTCGTAACCGACACGCCAAGCCTGATTCAGTTGCGCCGCCAAGCCGACAAAACCGC 
TCCAGCCTTTATAAGTGTTGGCTGCAGGTGGTGTTTTGTCACAAGCATGACACTCGGCAT 
TCAATTCCTGAGGCGTCATTTTGGTGTGGTCGTAACGGATACCTGCGCGGCTACTGAACA 
CGTCGTTCCATTGAATTTGGTCAGACAGTGAGAAACCGTAGTTGGTGGTTTTCACCGGAT 
GCTGGATACTGCTGGTGGTTCGAACAACACGGCCGCTGAAGTAATAATCGTCGCGGTTTA 
GGTTTTCAAAATCACGGCGGCTGACGAAAGTTTTAAACGACAGGCGGTGTCGCCCCCCCC 
CGAGTTGCAACGGATGGCTGTCCAAACGCAAAGTAAAACGTTTGAATCGGGTGTCCATGC 
TGCGGTTGTATATTTCGTCCAAATCCTTCTGATTATAGTTGCGCGTCCAGGTGGAATAAT 
CCATCGGGAACGAGCCTTTGTTGTTAACCGCCGCCACTTTGGTTTTCTGATAATCGAAGT 
CCGCCTTCAAAGACGACAACCAATTTGAATCAGGCATCCATTCGTAAAAGAGGTTGGCAT 
TGCGCCGTCTGTTTACGTCATCGGCTTCGCGCCAGGAAGAAGCGGTCAGGTTATAAGACT 
CTTCAACCGTGTAATTATGTCCCTGCTGGCCGTTAAGCGATGCGCCGATGCGGTGGTTAT 
CGTTAATTTGGTAAGCAATCTTACCCAAAAAGCTGTGGTATTTGTGTTTGGACGAATCAG 
GGATACCGCGTGCCGAACCACGGATATTCGCGCCACTGCCTTCCCCTTCCACAGCATAGC 
CTCGGTTTCCCGCACTTTCGGTTTCATGACCGCGACGTTGCGAATACAGCAAAGCAGCAT 
CCACGCGGTCGTTACTCACACCGAAACCGAGAGTATTTGTCCATTCACGGTTACGCGTGC 
TGTAACCGTTTTTCATCATCACGCCGAATTGCCTGTCGTCCAACAGCAAATCACGGCCTT 
GCAGCGTTTGGTAATTCACACCGCCGCCCAATGCACCACTGCCGGTATTGAAAGAGTCTG 
CGCCCTTCACGATTTCGATGTTGCGCACGAGTTCGGGGTCGATAGACAAACGCGAGCTGT 
TGAAGTTGCCATAACGGGCGTACAGCGAGTTTTCTTCAGAATCAGGCAGGTTTACACCGT 
CTATGCTCACGCCGACACGGTTGCCTTCCACGCCGCGAACAGCAAAGCCTTTTTGATGGC 
GGCCGCTGTCGCTCAAGCCGACATCGGTGGAATAGCGCACCAAGTCTTTATTGTCGCGTA 
TCATTTCTTGTTTGATACGGTTAAGGTTGACGCGTTCCACAGCCGCAGGCGCATTGCGCT 
GACCTTTAACGCGCACTGCTTTTATCTCTGCCTTAACGGGTGTGGTTTCAGTTGCAGCTT 
CATCTGCTGCCAAGACCGGATTGCCGAAAATACTGCCGACCAGCGCGGCGATAGGGAGCA 
TTTGTAATGGTTTCATATTATCAACTCAAGATGTATGGATTGTTCATCCATCGGTTAGCG 
AATAATAGATTTTATGATAATCATTAATATTTAATAAGACAGTAATCCATGTAAACAAAG 
CCGCGCCGTGTAATTAAAGGTCCCTGCAAACAGCTATGCCGAGACCTTGTTTATTTGGTT 
CGATTCTTGTTTATTTGGTTCGATTATTTTTTAGTGCCTGTGCGGCATCATTCCTTCCGG 
TGCTTCGGCATCGGCTGCCAAGCCGAAGGTTTCGCGCAACACGACTTTGTAGAATGCAAA 
GGCTTCGCGCGCGCCTTGGATGGCTTCCGCTTCGGCTTCGGGAGTCAGGTTCAAAGCGTT 
CAGATGCTCGACGAAAGCGCGCCAGTGTTTGCCGCGCCCGTCGGGATGGGGTGCGAGGTG 
GCGCGCGCCGTGTTCGCCGTTGTAATCGAGTTTTTGGGCGTGTTTGAACAAAAATGCCGC 
GCCCAAATTGGATCCTTCGGCGCAATAAAGCCAGCCGATTGCTTTGTTGCCGGTTTCATG 
CGGCAGCGGTTTGCCGTATTCGTAAGGTTTGTCACCCAAATCTGCAAGGTCTTGCGTTAC 
GGCATCGTATCGCGCCATGTATTCCAGCTCGGGAATGGCTTTGTTTAATTCGGCATCTTT 
ATAGATGTGGTCGACAGCCTTGTGGAAAACGGATTGGAGTTTCAAAAATTTGATGTAGTT 
TTCTTTGCTGACAAACGGTTGGACAGACATAACGAGGTTATCCACGCTGTCGTGAACCGC 
CGTGGTATCCGCCTTCAAGCGTTTGGCAAATGTCAATGCTTGATTTTCGGTTTCACTCAT 
ATTTTTTCCTTTGTCGGTAAGGGATAAGGATGCGGTGCGGGCAAAATCCGCACTTGCCCG 
CATATATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAAC 
GATTCTCTAAGGTGCTGAAGCACCAAGTGAGTCGGTTCCGTACTATTTGTACTGTCTGCG 
GCTTCGCCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAAATAATAAAGAATCATAAA 
CGAAATTTATTATCACATATTTTTGGAAAAAATATCATTTGCGTGATGTTTTTAAGCAGG 
TATTTTACTATTCTTTACAGAATCGGGATTTTATCAAATGGGTTCGGCAGTCGGCGGACA 
ACCGCTCAAAAAATATTTTTGCCGGACACCAAGGGTTTGTTCATACTGCCGAACCTGCCG 
GTTTTGCATCCTGATTGGGTGTATCGCCTTTTTTCCTTTATAATGCCGCCACTTATATTT 
GCCACTTTCCCGATGAAGCCGTTTGCCGAAAATATCCCCCACAGCCTTCGCGGCAACTGC 
TGCGACGAAGCCCTGCCGCCGCATACGGTAGATTGTCCGGAATGCGGCTGCCGCGCGGAT 
GTACCCCGGTTGGACAGTGGAGAAGCGGCGTTCTGTCCCCGTTGCGGACACAAACTCTTC 
AGGGTGGGCAGGCATCCTTTTTCCGCCCCGCCCGCCTATGCGGCGGCTTCGCTGATTTTA 
ATGGCGTTTGCTTACGGTATGACGTATATCGAGGTCGGGATACCGGGTGCGGCATCCGTC 
CTTTCGCTGCCCGAGATGATGCGCCTGATGGTGTTTCAGGATTATGGTTTTTTGGCCGAA 
GTGATGTTTGTGCTGACTTTCGGCGCGCCGGTTCTGTTTCTGCTGCTGTGCCTGTATGTC 
TATGCCGCGCTGATACGGAAACAGGCGTATCCTGCGCTGCGTTTGGCAACGCGTGTGATG 
GTGCGCTTGAGACAGGCGATGATGGTGGATGTGTTTTTTGTTTCCACTTTGGTGGCGTAT 
ATCAAGCTCTCGTCTGTGGCAGAGGTTCGCTTCGGGCCGGCGTTTTATCTGATGTTCGCG 
CTGTCAGTTATGCTGATTCGGACTTCGGTATCGGTTCCCCAGCATTGGGTGTATTTTCAA 
ATCGGGCGGCTGACGGGGGATAATGCGGTTCAGACGGCATCGGAAGGTAAAACCTGTTGC 
AGCCGCTGCCTGTATTTCCGCGACAGTGCCGAATCCCCCTGCGGCGTGTGCGGTGCGGAA 
CTGTACCGCCGACGGCCGAAAAGTCTGAGTATTTCGTCGGCGTTTCTGACGGCGGCGGTT 
ATTTTGTATTTCCCTGCCAATATCCTGCCGATTATGATTTCGTCCAATCCTGCCGCCACG 
GAGGTCAATACCATCCTTAACGGCATCGCTTATATGTGGGACGAGGGCGACAGGCTGATT 
GCGGCGGTTATTTTCAGCGCGAGTATTTTGGTGCCGGTACTGAAGATTGCGGCAATGTCG 
GTTTTGATTGCGTCCGCCCGCTTCGCTTTGCCAACGGGTGCAAAGAAATTGTCGCACCTC 
TACCGCATCACCGAAGCGGTCGGCCGCTGGTCGATGATTGATATTTTTGTGATTATTATT 
TTGATGTGTTCGTTCCACACTTATGCCGCGCGCGTCATTCCGGGCAGTGCGGCAGTCTAT 
TTCTGCCTGGTCGTGATTCTGACGATGCTGTCCGCCTATTATTTCGACCCGCGCCTGCTT 
TGGGACAAACGCGCTTCAGACGGCATTGCTTTCAATGAAACGGAAAAACATGACTGACAA 
CAGCCCTCCTCCAAACGGACACGCCCAAGCACGCGTCCGCAAAAACAACACCTTCCTCTC 
TGCCGTCTGGCTGGTTCCGCTGATCGCGCTGATTGCCGGCGGCTGGCTTTGGGTTAAGGA 
AATCCGCAACAGGGGGCCTGTGGTTACGCTCTTGATGGACAGCGCGGAAGGCATTGAGGT 
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CAACAATACGGTCATCAAAGTATTGAGCATCGATGTCGGACGCGTTACCCGAATCAAACT 
GCGCGACGACCAAAAAGGCGTGGAAGTAACCGCCCAACTCAATGCGGACGTATCCGGCCT 
CATCCGCAGCGATACCCAGTTTTGGGTGGTCAAGCCGCGTATCGACCAAAGCGGCGTAAC 
CGGTTTGGGTACGCTGCTTTCGGGTTCGTACATCGCCTTTACACCCGGCAAAAGCGACGA 
GGCAAAAGACGTGTTCCAAGTGCAGGACATTCCGCCCGTTACCGCCATCGGGCAAAGCGG 
GCTGCGCTTGAATTTGATTGGTAAAAACGACCGCATCCTCAACGTCAACAGCCCTGTTTT 
GTATGAAAATTTTATGGTCGGGCAAGTCGAAAGCGCGCATTTCGACCCGTCCGACCAAAG 
CGTGCATTACACCATCTTCATCCAAAGCCCCAACGACAAACTGATTCATTCCGCCAGCCG 
TTTTTGGCTGGAAAGCGGCATCAATATCGAAACCACAGGCAGCGGCATCAAACTCAATTC 
CGCCCCTCTGCCTGCCCTGCTGTCGGGCGCGATTTCATTTGATTCGCCGAAAACCAAAAA 
CAGTAAAAACGTCAAAAGCGAAGACAGCTTCACGCTTTACGACAGCCGCAGCGAAGTCGC 
CAACCTGCCTGACGACCGCTCGCTGTACTACACCGCGTTTTTCAAACAATCCGTGCGCGG 
CCTGACCGTCGGTTCGCCCGTCGAGTACAAAGGGCTGAATGTCGGCGTGGTTTCCGACGT 
TCCTTATTTCGACCGCAACGACAGCCTGCACCTGTTTGAAAACGGCTGGATACCCGTACG 
CATCCGCATTGAACCTTCCCGTTTGGAAATCAATGCCGACGAACAAAGCAAAGAACATTG 
GAAACAACAATTTCAGACGGCCTTAAACAAAGGCCTGACCGCCACCATCTCCAGCAACAA 
CCTGCTGACCGGAAGCAAAATGATTGAGTTGAACGATCAGCCTTCCGCATCACCTAAGCT 
GCGACCGCATACCGTTTATGCAGGCGATACCGTTATCGCGACCCAGGGCGGCGGTTTGGA 
CGATTTGCAGGTCAAATTGGCGGATTTGCTGGACAAGTTCGACAAACTGCCTTTAGATAA 
GACGGTTGCCGAATTGAACGGTTCGCTTGCCGAGCTCAAATCCACACTCAAATCTGCCAA 
TGCCGCCCTAAGCTCCATCGACAAACTGGTCGGCAAACCGCAGACACAAAACATTCCGAA 
CGAACTGAACCAAACCCTGAAAGAGTTGCGCACAACCCTGCAAGGCGTATCGCCGCAATC 
GCCTATCTACGGCGACGTACAAAATACGCTGCAAAGTTTGGACAAAACTTTAAAAGACGT 
TCAACCCGTGATTAATACTTTGAAAGAAAAACCCAACGCGCTGATTTTCAACAGCAGCAG 
CAAAGACCCTATCCCGAAAGGAAGCCGATAATGCGCCTTTTCCCGATTGCCGCCGCCCTG 
TCGCTTGCCGCCTGCGGTACTGTGCAAAGCACACAATATTTCGTGTTGCCCGACAGCCGC 
TACATCCGTCCTGCAACGCAAGGCGGCGAAACTGCCGTCGAAGTCCGTCTTGCCGAACCG 
CTCAAACGCGGCGGACTGGTCTATCAAACCGACCCCTACCGCCTCAACACCGCACAAAAC 
CACGTCTGGGCAGACACCTTGGACGATATGCTCGAAGCGGCGTTGAGCAATGCATTCAAC 
CGTTTGGACAGCACACGCATCTTTGTTCCTGCCTCACGCAGCGGCAGTACCGAAAAATGG 
ACGGTCTATATCGACGCATTCCAAGGCAGCTACACGGGCAAAACCCTCATCAGCGGCTAC 
GCCGTCCTACCCGACGGTACGAACAGACCCTTCCATATCGAAACCGAACAGCAGGGTGAC 
GGCTACGCCGCGATGACCGCCGCACTCGAACAGGGACTGAAACAGGCGGCGCAACAGATG 
GTCGAGTAAACCGTGAACTATTGCGAATTTGCCGCCTCACTTCCCGAAAACACCGATAAC 
CCGAACAAACATTACCACGACACGCAATACGGTTTTCCGATTGAGGACGACAATGAATTG 
TTTGAGCGGCTGGTGTTGGAAATCAATCAGGCAGGATTAAACTGGACGCTGATGCTGAAG 
AAGCGGCAGGCGTTTCAGACGGCATTTGAAGGTTTCGACATCGATACGGTTGCCGCCTTC 
GACGACACCGACCGCGAACGCCTGCTTGCCGACGCGGGCATTGTCCGCAACCGCCTGAAA 
ATCGATGCCGCCATTTTCAATGCACGGCAAATCCAAGCGTTGCAACAAGAATACGGCTCG 
TTCAAGAACTGGCTCGACACGCACCATCCGCGAAGCAAAGACGAATGGGTTAAACTCTTT 
AAAAAACATTTCAAATTCGTCGGCGGCGAAATCGTCGGCGAATTTCTGATGAGTACCGGC 
TACCTCAAAGGCGCGCACGCCGAAAGCTGTCCGGTTTACCGTGAAACCCTGAAATACCAC 
CCGAAATGGCTCGATGCCATCTGAAAAACCAATGAACAGAAGAACCTTCCTCCTCGGCGC 
AGGCGCGTTGCTGCTTACCGCCTGCGGCAGAAAATCCGCCCGAACCCACGCCAAAATTCC 
CGAAGGAAGCACCGTACTTGCCTTGGGCGATTCGCTTACCTTCGGCTACGGCGCAAACCC 
TGGCGAATCCTACCCCGCGCAACTGCAAAAACTGACGGGTTGGAATATTGTCAACGGCGG 
CGTATCGGGCGATACATCTGCCCAAGCCCTGTCGCGCCTGCCCGCGCTGTTGGCACGCAA 
ACCCAAGCTTGTGATTGTCGGCATAGGCGGCAACGACTTTCTGCGCAAAGTTCCCAAGGA 
GCAGACCCGCGCCAATATCGCGAAAATCATCGAAACCGTGCAGAAGGAAAACATCCCCGC 
CGTCCTCGTCGGCGTGCCGCACATCACACTGGGTGCGTTGTTCGGGCATTTGAGCGATCA 
TCCGCTGTATGAGGATTTGTCCGAGGAATACGGCATTCCGCTGTTCGGCGGCGCGTGGGC 
GGAAATTTTGGGCGATAATAATCTGAAATCCGACCAAATCCACGCCAACGGCAAAGGCTA 
TCGGAAATTTGCCGAAGATTTGAATCAATTTTTGAGAAAACAGGGGTTTAGATAAACAAA 
GGTTTATCCGCACCCAAGTTGTTTATATAATCATGAACCGACTGGGACACCAAACTGCTT 
CGGGACGCATATGCCGTCTGAAGTGCAAAGCCTACGCCATACAGCCGCATGAAGTTGCAG 
CGGTATGGCGTTTTTTGAAAAAGACGGCCTGCCGGTTCAGACGGCATGACCGACCGTCCG 
AGCCTGCTGTGGATAAAGCCCGGACAGGCTGAAATCATGGAATATTGCGAACCTGAAGAA 
GCATCCGACCCGTACGCAACATACAGGCGTGCCAACCTGATGGCGGGTCTGCCGCTGTTT 
GTCGTGATTTTGGTTCTGCTCAATATTGTTTTTCCGCTTCCGGCGCATCCCTTAGCTTGG 
CTGGTGCCTGCAGGTTTCATGGTTTTGGGCGGCGGCTTTCCCTTATCGCTGCCGCTTGTG 
GCGCTGCTTGTCCTGACCTGCTGCATTCTGGCGCATTGTCCGCCATTATCCCGTCTTTTG 
TGCTACCCTTGCCCGAATCATCCGATGTCTAAAAATTCTGCCTGATGGCAGCCCTACAAA 
CCCGAAGGAGTAGAAATGAAACTGTCCGAACTGTTCAACCCCGACGAATTTGCCGCGCGG 
CATTTGAGTTTTGGCGACGAAGCGGCGTTGCTTGCCGCTGTCGGCGAGAAAAGTATGGAC 
GATTTTGTCGGCAACACCGTGCCGCAAAGCATCCGTATGCCGTCTGAACTCGATTTGCCC 
GATGCCCTGACCGAAGCGGACGCGTTGGCAAAATTGAAAGGCATTGCGTCGAAAAACATG 
ATCAACAAATCCTATATCGGTTTAGGCTATTACCCGACCCGCGTGCCGAACGTGATTTTG 
CGTAACGTATTGGAAAATCCGGGTTGGTACACCGCCTACACGCCGTATCAGGCGGAAATC 
GCGCAGGTCGTTTGGAAGCTTTGTTGAACTTCCAACAAGTGTGTATCGATTTGACCGGTT 
TCCCTGTGGCGGGCGCGTCTTTGCTGGACGAAGCGACCGCCGCCGCCGAAGCGATGGCGA 
TGGCGCACCGCGTGGGCAAGGTAAAATCCGAGCGTTTCTTTGTGGACGAGCGCGTGTATC 
CGCAAACTTTGGACGTGATGAAAACCCGTGCCAAGTATTTCGGCTTCGAGCTGGTGGTCG 
GCGATTTTGCCCAAGCCGACGAAGGCGAATACTTCGGCGCGCTGTTCCAATACGTCGGCA 
AAGAGGGCGAGGTGCAAGACTTGCAGGAGGTTATCGGCCGTCTGAAAGCGAAAGGCACGA 
TTGTCGCCGTTTCCGCCGACATCATGAGCTTGGTTTTGCTGAAACCGCCTGCCGAATTGG 
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GTGCGGATATTGCGTTGGGCAACACACAACGCTTCGGCGTGCCGATGGGCTTCGGCGGGC 
CGCACGCCGCTTATTTCGCGTTTAAAGACGAGTTCAAACGTTCCGCCCCGGGCCGCATCA 
TCGGCGTATCCAAAGACGCATCGGGCAAACCTGCCTTGCGCATGGCTTTGTCCACCCGTG 
AGCAACACATCCGCCGCGAAAAAGCTACATCCAATATTTGTACCGCGCAGGCATTGCTGG 
CGAATTTGGCGGGTATGTATGCCGTTTACCACGGCCCTGAAGGCGTGAAACGCATTGCCA 
ACCGCATTCACGCGCTGGCTTCTGCCTTTGCCGATGCGCTGGTTTCAGACGGCCTGAATG 
TGGTTCACAAAGTCTTTTTCGATACTGTTACCATCGATTTTGGCAGTAAAGAGAAAGCAG 
ACCAAGTGTTTGCCGCTGCTTTGGCGTCGGGTTACAACCTGCGCCGCGTCAACGATACTC 
AAGTTGCGGCTGCATTCCATGAAACATCGGCATACGAAGATTTGGTCGATTTGTACCGCG 
CGTTTACCGGCAAGGATACGTTTACATTTGCCGATGATGTCAAAGGCCGTCTGAACGCCG 
AATTGCTGCGTCAGGACGACATTCTGCAACATCCTGTGTTCAACAGTTACCACACCGAAC 
ACGAAATGTTGCGTTATCTGAAAAAACTCGAAGACCGCGACTTGGCGATGAACCGCAGTA 
TGATTTCATTGGGCAGCTGTACTATGAAACTCAACGCGACTGCGGAAATGTTGCCGATTA 
CTTGGGCCGAGTTCACCGACATCCATCCTTACGCTCCCGAAGCGCAAACCGCCGGCTACC 
GCGAATTGCTCGCCGATATGGAAAACAGCCTGAAAGCCATCACCGGCTTTGACGCGATTT 
CCCTGCAACCAAATTCCGGCGCACAAGGCGAATACACCGGTATGCTCGCCATCCGCCGCT 
ATCAGGAATCCCAAGGCGAAGCGCACCGCAACATCTGTCTGATTCCAAAATCAGCCCACG 
GTACCAACCCCGCCACCGCCGCCATGCTCGGTTTGAAAGTCGTCGTCGTCGACACCGACG 
AACACGGCAACGTCAACATTGACGATTTGAAAGCCAAAGCCGAGCAACACCGCGACGCTT 
TGTCTGCCATCATGATTACCTATCCGTCCACCCACGGCGTGTACGAAGAAGGCATCCGCG 
ACATCTGCCGCATTATTCACGAAAACGGCGGACAGGTTTACATGGACGGTGCGAACCTCA 
ACGCCCAAATCGGCATCATGCAGCCTGCCGAAGTCGGTGCGGATGTGTTGCACATGAACC 
TGCACAAAACCTTCTGTATCCCTCACGGCGGCGGCGGCCCGGGCATGGGTCCGATTGGCT 
TGAAAGCCCATTTGGCTCCGTTTGCCCCGGGCCATACCTTGACCGACACCCACAACGCGG 
CTGCCGATCAAACCGCCGTGGCTGCCGCAGCATATGGTTCTGCATCCATCCTGCCGATTA 
CTTGGATGTACCTGACCATGATGGGCAAACAAGGCATGGAACAGGCAACGCGCTGGGCAT 
TGCTCAACGCCAACTACGTCGCCAAAGCCTTGGGCGAGGATTATCCGATTCTCTACACCG 
GCAAAAACGGCCGCGTCGCGCACGAATGTATCGTCGACTTGCGTCCGCTCAAAGCCGAAA 
GCGGCATTACCGAAACCGACATCGCCAAACGCCTGATGGACTACGGCTTCCACGCCCCGA 
CCGTCTCCTTCCCCGTTGCCGGCACGCTGATGATCGAACCGACCGAAAGCGAGAGCAAAG 
CCGAACTCGACCGCTTCATCGCCGCCCTGAAACAAATCAAACAGGAAGTGCTGAAAGTCG 
GGCGCGGCGAATGGCCGAAAGACGACAACCCACTGGTCAACGCGCCGCACACCGCCGCAG 
ATATAACCGGCAACTGGGCGCATCCGTATTCCCGCGAAGAAGCCGTCTTCCCGTTGCCGT 
TCGTCCGCGAACACAAGTTTTGGCCCTTCGTCAACCGCGTGGACGACGTGTACGGCGACC 
GCAATCTCGTGTGCAGCTGCCCACCGATGGAAAATTATGAAGACTGACTGTTGATATCTT 
AAAAAATGCCGTCTGAAACATTTTCAGACGGCATTTTCATCAACGGCAAACCAGTTGCAC 
CAATACACGTATCTCGACTATAACTTTAAAACAAATGAGTTAAACCAGTATCCATACATC 
AGCTTTTTTATCATCCTACTTTTTATTCATCCGATCGTGCAAACAGATTTCAAAGATGAA 
AAGCCTATTCACACCCTTTGATGTCATTTCCACACGGACAAACAAATATAGTGGATTAAC 
AAAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTCA 
AGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTACGGCTTCGTCGCCTTGTCCT 
GATTTTTGTTAATTCACTATAAATTCCCATAAAAAAACGGAGCAGATACCTGCCCCGTTT 
TTATTTAATCCGAAATTTTAATCTAAATTTAGAATTTTGCACCGGATTGGTTTGCCATAT 
AGTCAACAGCCGCTTTGACTTCGTCATCGCTCAAACCTGCATTGCCGCCTTTGGCAGGCA 
TCGCGTTAAAGCCTTCAAGGGCGTGTTTGTGCAAGGTTTCTTTGCCTTTTTTGATACGCG 
GTGCCCAATCGTCTTTTTTGCCTATGCCGGGAATACCGGGAATCGAACCGCCGTGGCACA 
CCTGACAGGTTGCTTCGAAGACTTTTTTACCGTCAACGCCGACCGCAGGGGCTGCCGCAC 
CCTTGTCTTCTGCCTTCGCTTCTGCCGGAGCTGCACTATCGGCAGGAGCAGAAGCTGTTC 
CTGAAGCGGCATTGTCGGCAGGCGCAGCCTCATCAGGATTCGGGAAAGAACCGCCGCTTT 
TGTTCGCCATGTAAGTAATCGCCCGTTTAAGTTCCTGATCGGTCAGGTCTGCCGCACCGC 
CTTTTGCAGGCATGGCGTTAAAGCCGTTCAGCGCGTGTTGGAACAAGGTATCGAAGCCTT 
GCGCGATACGCGGTGCCCAATCGCCGTTGTGTTCCAGTTTCGGAGCGTTCGGCACATTGC 
TGTCCGCCGCGTGGCATTGGATACAGATTTTGCCGAAAATCTGTTCGCCTTGGCGTTCGC 
CGACGGGGATGCCGTCGCCCATCGTCAATTGTCCGACAGGCTGGATACGGGTCTGCGTTG 
CTGCTTCCGTAGTGGCATCGACATCGCCGAACGAGCCGCTGCCCGCCAGCTTAATCAGGA 
AATAAAGGACTGCAATAACAATAACGATACCGCTCACAAGGGTAAACAGTGCAGAGCCTT 
GGGCTTTGTTGTCGCGGAGTTGTTTCATTTGGTAGGCCTCGCCGTCAGGTTAGGTTGTGC 
TGTAAATTATAGTTTGGTGTGTTAAACGCAGTTAACAATATTTTGCTGGATTATACTGAA 
TTCACAGGGTCTTTCCAATCGCTATCATTGAAAATATGAAAAAATTTGCCAACGGTATCT 
GTATAAAACAAATAATCCTTTGAAAATAATTGTTTATCCTCAAGAAAACTCTCCTTATGC 
CGCCATACGCCGCCTGCCGGCGCAAGATAACCTTTGCCAATTTGCAGAATTTACGTTAAC 
CTTGCGTTTTCCGCACCCATAGCTCAGTTGGAAGAGTGTCAGTTTCCGAAGCTGGAGGTC 
ACAGGTTCGATCCCTGTTGGGTGCGCCAATTATAAAGAGACCGTCTGAAAGATAAATATT 
TTTCAGACGGTCTTTTGACTTACTTCAAACTCTTATTTCAAGACTTCCGCAAATGCGCGG 
GCAACATAGTCGGTATTCGACGTATTCAGTCCGGCGACGCACATCCTGCCGGAATCCAGC 
AGGTAAACGGCAAATTCGTCGCGCAGCCTGCGGACTTGTTCCACGCTCAATCCTGTGTAG 
CCGAACATGCCGCGCTGTTTGATGAAATAAGTGAAATCGCGATTGGGGATTTGCGCAGTT 
AAGACATCATAAAGTTTCTGCCGCATCGCACGGATGCGGTCGCGCATCATATAAACCTCG 
TTTTGCCACAAGGCGTAAAGTTCGGGGCTGTTCATCACGTCGGCGGCGATATACGCGCCG 
TGCGCGGGCGGGCTGGAGTAGATGCGGCGGACGGTGAATTTGAGCTGTCCGAACACCAAA 
TCCGCTTCTTCCTTATTCGGGCAAACCACGCTTAAGCCGCCGACGCGCTCGCCGTAGAGC 
GACAGGTTTTTTGAGAAGGAATTGCTGACGAACAAGGGCAATTCCATTTCCACCGCTTTG 
CGGACGGCGTAGGCATCGCTGTCCAAATCGCCGCCGAATCCTTGGTAGGCAATGTCCATA 
AAGGGAATGAGTTTGCGOGT-TTTGATGATGTGCAACACTTCGTCCCATTGCCGTTCCGAC 
ATATCCACGCCGGTCGGGTTGTGGCAGCAGGGATGGAGGATCAGGACGCTGTTTTCGGGC 
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AGGGTGTTGAAAAACGCGGTCATTTCGTCGAATTTCACGCCGACAGTGGCAGGGTCGTAA 
TATGGGTAAGTGCCGACCTCGAAACCTGCGCCTTCAAAAATGCCGCGATGGTTGTCCCAA 
GTCGGGTCGCTGACGTAGGCGCGCGCTTCGGGAAACCAGCGGTGCAGGAAGTCCGCCCCG 
ACTTTGAGCGCGCCCGAGCCGCCCAAGGTTTGTACGGTAACGATGCGCCCTTGCGCAAGC 
GCGGGATTGTCTTTGCCGAACAATAAATGCTGCACCGCGCTGCGGTAAGTGTCCAAGCCT 
TCCATCGGCAGGTAGGGCGACGGCGCAGGCGCGGCGGCACGGGCGGTTTCGGCTCGGCTC 
ACGGATTCCAACACGGGCATTTTGCCTTCGTCGTCGAAATAAATGCCTATGCTCAAATTG 
ACTTTTTCGGGGCGCGGGTCGTTTTTGAAGGTTTCGACCAAACTCAAAATCGGGTCGCCA 
GGATAGTATTCGATGTGTCGGTACATAGTCCTTACCTCTTGCTTTTTCAAAGGATTTTCT 
TTTTCAACAATACACCACTTTCGATATGGTGCGTAAACGGGAATTGGTCGAACAGGGCGG 
CACGTTCGACCGCATGGGTTTCCGCCAAGGTGTCCAAATTGGCGCGCAACGTTTCGGGAT 
TGCAGGAAATGTAGATGATGTTGTCAAACTGCGACACCAGCTTCAAAGTTTCCTCATCGA 
TACCGGCACGCGGCGGATCGACGAAAATAGTGGAAAATGCGTAATCCGTCAAAGCAATAC 
CGCCATCCTTAAGGCGTTTAAACTCACGTTTTCCGGTATAGGCTTCGGTAAATTCTTCAG 
CAGACAGACGGGCGATTTTGATGTTGCCGATGCGGTTGGCTTCGATATTCCATTGCGCCG 
CGCTGACGGAGGTTTTGGAGATTTCGGTTGCCAAAACCTGTCGGAAATATCGGGACAGCG 
GCAGGGTGAAATTGCCGTTTCCGCAATACAGTTCGAGCAGGTCGCTGCCCAAGCCTTCCG 
CCGTGCGGCACGCCCATTCAAGCATTTTCTGACACACGGCGGCATTCGGTTGGGTAAAAC 
TGCCTTCAATTTGCCGATAACGGAAATCCCGGTTGCCGACCTTCAAAGTTTCCGTTACAT 
AGTCCTGTTTTAAGACTATTTTCTGTCCCCTGCTCCGCCCAATAACGGAAATATCCAACT 
GTTGCTGTAACGCTTGCGCCGCCTGCATCCACTCAGCATCAAGCCTTTTGTGGTAAATCA 
TGGTAACCAGCATTTCCCCGCTGAGCGTGGACAGAAATTCGACGGCATACCAGCGTTTTT 
TGAGTTCGGGGGATTGCGCGGCGGCGGCGATCAGCTCGGGCATGAGGCGGTTGACAGCCT 
CGGAAGCTGCTTCAAAACGGTCGCAGCGTATCATGCTTGCGCCGCTGGCTTTCTGCCCTT 
TTTCAAACATGGCATAAAACATTTCCCCGCCTTCGTGCCAAATACGGAACTCGGCACGCA 
TACGGTAATGTTTGTCCGGAGATTCGTACACTTCCCACTCAGGAACATCCAAACCTGCAA 
AAAGGGTTTTAAGGTAGTCTTTTTTACCTTGAAGCTGCTGCGTGTAGTCATTCATATCGC 
TATCCTGAAAAATCAGACCGGATTATAAGCCGATTTGCCTCGCCGCACGCAAACTCTTTG 
ACTGCCGCCCCTTCAATGACGGACGGGCTTTTGTGCTAAAATCCGCCATCTTTCCACACT 
ATACCGATAAAGGGAAAAATCATGGCAGGCAACACTTTCGGACAACTCTTCACCGTTACC 
ACCTTCGGCGAAAGCCACGGCGCGGGTTTGGGCTGTATCATCGACGGCTGCCCGCCCGGC 
TTGGAATTAAGCGAAGCGGATATCCAATTTGACCTCGACCGACGCAAACCCGGCACCAGC 
CGCCACGTTACCCAACGCCGCGAAGCCGACCAAGTCGAAATCCTCTCCGGCGTATTCGAA 
GGCAAAACCACCGGCACGCCCATCGCCCTCTTAATCCGCAATACCGACCAGCGCAGCAAA 
GACTACGGCAACATCGCCACCAGCTTCCGCCCCGGCCACGCCGACTATACCTATTGGCAC 
AAATACGGCACGCGCGACTACCGCGGCGGCGGCAGGAGCTCCGCCCGTGAAACCGCCGCC 
CGCGTTGCTGCCGGAGCCGTTGCCAAAAAATGGTTGAAAGAAAAATTCGGCACGGAAATC 
ACCGCCTACGTTACCCAAGTCGGCGAAAAAGAAATCCGGTTTGAAGGCTGCGAACACATT 
TCCCAAAATCCTTTTTTTGCCGCCAACCATAGCCAAATTGCCGAGCTGGAAAACTATATG 
GACAGCGTGCGCAAATCCTTGGATTCCGTCGGCGCGAAGCTGCATATCGAAGCAGCCAAT 
GTCCCTGTCGGCTTGGGCGAACCTGTTTTTGACCGCCTCGATGCCGAAATCGCCTACGCG 
ATGATGGGCATCAACGCCGTCAAAGGCGTGGAAATCGGCGCAGGTTTTGACAGCGTAACG 
CAACGCGGCAGCGAACACGGCGACGAACTGACCCCGCAAGGCTTCCTGTCCAACCACTCA 
GGCGGCATCCTCGGCGGCATCAGCACCGGGCAAGACATCCGCGTCAATATCGCCATCAAA 
CCCACCAGCTCCATCGCCACCCCGCGCCGCAGTATCGACATCAACGGCAACCCCATCGAA 
CTCGCCACGCACGGCAGGCACGACCCCTGCGTCGGACTGCGCTCCGCGCCGATCGCCGAA 
GCCATGCTCGCGTTAGTCCTCATCGACCACGCCCTGCGCCATCGCGCGCAAAATGCCGAC 
GTTCAGGTTAATACGCCCGACATTACCCTTTCAAACAAATAAAAATTTAGCCAAAACACA 
GACTTTATAATAGAATATCGAGCATTGCCGTGCAGCCTTGACGCACGGGTTTGTTTAGAG 
GAATACAACCGAAATGACACAAGAAACCGCTTTGGGCGCGGCACTAAAATCCGCCGTCCA 
AACTATGAGCAAAAAGAAACAGACCGAAATGATCGCCGACCACATCTACGGCAAATACGA 
TGTATTCAAACGCTTCAAACCGTTGGCGCTCGGCATCGATCAGGATTTGATTGCCGCTTT 
GCCGCAATACGATGCCGCACTGATTGCACGCGTCCTCGCCAACCACTGCCGCCGTCCGCG 
CTATCTGAAAGCCTTGGCGCGCGGAGGCAAACGTTTCGATTTGAACAACCGTTTCAAAGG 
CGAAGTTACCCCCGAAGAACAGGCGATCGCGCAAAACCATCCTTTTGTGCAGCAGGCTTT 
GCAACAGCAGTCCGCCCAAGCTGCCGCCGAAACGCTGTCTGTTGAAGCCGAAGCAGCCGA 
ATCTTCCGCAGCAGAATAAATCCCCAAACGAAATGCCGTCTGAAAACCGATTTGGTTTCA 
GACGGCATTTTTTCGTATGCGGCAATCACGGTTCAAATATCCAATTCCGCCGTATCGCCT 
TCGCGTTCCATCCAAGCGCGGCGGGCGGCGGCTTCGCCTTTGCCCATCAGTTTGACGAAG 
ATGTCGCGCGTCTCGTCATCTGCACCTTCTGGGATTTGTACCTGCAACAGGCGGCGGGTG 
TCGGGGTGCATGGTAGTATCTTTGAGCTGGTCGGGGTTCATCTCGCCCAAGCCTTTGAAA 
CGGCTGATGGAATAGGCGGTTTCTTTAACGCCTTCTTTTTGCAGCCGCTCCAAAATGCTG 
TCGAGTTCGTTTTGGTCGAGGGCGTAGAATTTGCGGGCAGGTTTGCTCTTACCTTGTGCG 
TTGACATCGACGCGGAACAGTGGCGGCTGGGCGACGTAGATGTGTCCGTCGGCAACCAGT 
TTCGGGAAGTGGCGGTAGAACAGGGTCAGCAGCAAAACTTGAATATGCGAGCCGTCCACG 
TCGGCATCGGACAGGATGGCGATTTTGCCGTAGCGCAGGCCGCTTAAATCGGGATGGTCG 
TTAATACCGTGCGGATCGACGCCGATGGCGACGGAAATGTCGTGGATTTCGGCGTTGCCG 
AAGAGTTGGTCGGGGTGGACTTCAAAGCTGTTGAGCACTTTGCCGCGCAGGGGCAGGATG 
GCTTGGGTGGCTTTGTCGCGGGCGAGTTTGGCTGAGCCGCCGGCGGAATCGCCTTCGACG 
AGGAAGAGTTCGTTTTCGCGGATGTCTTCGCTTTCGCAGTCGGTCAGCTTACCGGGCAGG 
ACGGCGACGCCGCTGCCTTTTTTCTTTTCAATCTTTTTAACCGAACGCATCCGCGCCTGT 
GCTTGGCGGATGGCGAGTTCGGCGATTTTTTTGCCGAAGTCCACGTTTTGGTTCAGCCAC 
AATTCCAAAGGGTCGCCCGATACGGTGGCGACGAGTTTCAGCGCGTCGCGGTTGGTCAGC 
TTGTCTTTGGTTTGACCTTGGAACTGCGGGTCGAGGACGCGGGCAGAGAGAACGAAGGCG 
GTTTTTCCGAACACGTCGTCGCTTTGCACTTTAACGCCGCGCGGCAAGAGGTTGTGCAGA 
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TTGATGAAGTTGTTGACTGCGTTGAACACGGCTTGTTTCAAGCCTGCTTCGTGCGTGCCG 
CCCAGCGGGGTGGGGATGAGGTTGACGTAGCTTTCGTTGGCGCACGAGCCTTCTTCCAGC 
CAAGTCAGGGCAAACGCCGCTCCTTCGCCGATGCTGAAATCGCCGTTGTGTTCGTCTGAA 
ATGTAGTTTTCGCAAGAGAACAGCGGTACGGCTTCCTGCGCGTCGGCAATCAGGTCGGTC 
AGATAGCTTTTCAGGCCGTCGGGGTAATGCCAGGTTTGGGTGTGCGCTTCGTCTTCGCCT 
TTGACCGGACGGGTCAGGGAAACGCGCACACCCGGCAGCAGCACGGCTTTGGCACGCAGC 
AGGCGTTCGAGTTCGGGAATGCTGTAATTCGGGCTTTCAAAATATTTGCCGTCCGGCCAG 
ACGCGCACTTCTGTACCGCTGTCTTTGACGGCGCATTTGCCCACTTGTGCCAACGGTTCG 
ACCACGTCGCCGCCGGCAAACACGATGCGGTGGATTTTGCCTTCGCGTTTGACCGTTACT 
TCAAGGCGGGTGGAAAGGGCGTTGGTGACGGATACGCCCACGCCGTGCAGGCCGCCTGAA 
AAGGCATACGCGCTGCCTCCGTCTTTTTTGTTGAACTTGCCGCCTGCGTGCAGACGGGTG 
AATACGAGTTCGACTACGGATACGCCTTCTTCGGGATGCAGGCCGACGGGAATGCCGCGC 
CCATTGTCGTGCACGGAAAGCGAACCGTCTTCATGAATTTGCACGTCGATTGCAGTCGCG 
AAACCGCCCAACGCTTCATCCGACGCGTTGTCGATGACTTCTTGGCAGATATGGGTCGGG 
CTGTCGGTGCGGGTGTACATACCGGGACGTTCTTTGACCGGCTCCAAGCCTTTGAGGACG 
GTGATGCTGGATTCGCTGTATTGGTTGTTTTTAGCCATGGGAATAATCTGAAAGTAAGAA 
AAACAACGCTTTCAGACGGCCTGAAAGCGTTGCGTTCCGTTGTTTTAGCGGTTGTCGGAA 
GATTGGCGGGCGGCAAAGTCTTCATAACTTTCCATACCGCGCAGGAAGCGGGAAGAGAGT 
TCTTTCAACGCCCCCAAATAAACGTCGCGTTTGAAATCAATCACTTCGTCAACGGGTGCC 
CAATATTGATGCCAACGCCAGCCGTCAAATTCGGGGTGGCGGGTGGCGCGCAGGTTGACA 
TCGCAATCTCGGCCGGTCAGGCGCAGGAGATACCAAATCTGCTTCTGTCCGCGATAAGAG 
CCGCGCCATTCGCGGCGTACCCAGTTGTTCGGCACGTCATAACGCAGCCAGTCGCGCGTG 
CGGCCGATAATTTTGACGTGTTGCGGCAAAAGCCCGACTTCTTCGTACAACTCGCGGTAC 
ATGGCGGTTTCGGGGCTTTCGCCCGGCTTGATGCCGCCTTGCGGAAACTGCCAAGAATGT 
TCGCGCACGCGCTTACCCCAAAAGACTTCGTTGCGGTTGTTGATTAAGATGATACCGACA 
TTGGGGCGATAGCCTTCCCTGTCCAACACGGTGTCGCCCTCCGTTAAATTCAATCTTGGG 
ATTTTCCCACAAATCAGGCGGTTTTGACAAATCAGACGGCATGGCGGTACGCGTGCCGAA 
ACACGGGGGGATTTGGGAAAATATCTTAAATTTGGTTTACAATAATGTATTTCAAATTAT 
TCGGGAATCAGACCATGTTAGATATCCAATTGCTCCGCAGCAACACCGCCGCCGTTGCCG 
AACGGCTTGCACGGCGCGGTTATGACTTTGATACCGCACGTTTTGACACACTGGAAGAAC 
GACGCAAGTCCGTTCAGGTGAAAACCGAAGAATTACAGGCCTCGCGCAACAGCATTTCCA 
AACAAATCGGCGCACTGAAAGGTCAGGGCAAACACGAAGAAGCGCAGGCGGCCATGAATC 
AGGTTGCCCAAATCAAAACCGATTTGGAACAGGCTGCCGCCGATTTGGATGCCGTTCAAA 
AAGAATTGGACGCATGGTTGTTGAGCATACCTAACCTGCCGCACGAAAGCGTACCTGCCG 
GTAAAGACGAAACCGAAAACGTCGAAGTCCGCAAAGTCGGCACCCCGCGCGAATTTGACT 
TTGAAATCAAAGACCATGTCGATTTGGGCGAACCTTTGGGTTTGGATTTTGAAGGCGGTG 
CAAAACTCTCCGGCGCACGATTTACCGTGATGCGCGGACAAATCGCCCGTCTGCACCGCG 
CCTTGGCACAGTTCATGCTGGATACGCACACGCTGCAACACGGCTACACCGAGCATTACA 
CGCCTTATATCGTTGACGATACGACGCTGCAAGGTACGGGCCAACTACCAAAATTTGCGG 
AAGATCTGTTCCACGTTACCCGTGGCGGCGACGAAACCAAAACCACCCAATACCTGATTC 
CGACAGCCGAAGTTACCCTGACCAATACCGTTGCCGACAGCATTATCCCGTCCGAACAAC 
TGCCGCTGAAGCTGACCGCGCATTCGCCCTGTTTCCGCAGCGAGGCGGGTTCGTACGGCA 
AAGACACGCGCGGTCTGATTCGCCAGCACCAGTTCGACAAAGTGGAAATGGTTCAAATCG 
TTCATCCCGAAAAATCATACGAAACGCTGGAAGAAATGGTCGGCCATGCCGAAAACATCC 
TGAAGGCTTTGGAACTGCCCTACCGCGTGATTACCCTGTGTACCGGCGACATGGGCTTCG 
GCGCGGCAAAAACGTATGACTTGGAAGTTTGGGTGCCGGCGCAAAATACCTACCGCGAAA 
TCTCAAGCTGCTCCAACTGCGAAGATTTCCAAGCCCGCCGCCTGAAGGCGCGTTTCAAAG 
ACGAAAACGGCAAAAACCGCTTGGTACATACTTTGAACGGCTCCGGCTTGGCTGTCGGCA 
GAACGCTGGTCGCCGTATTGGAAAACCATCAAAACGCCGACGGCAGCATCAACATCCCTG 
CCGCACTGCAACCGTATATGGGCGGTGTTGCCAAGTTGGAAGTCAAATAAGTTTGCAGGC 
TGCCTGAACGTCAAATGCCGTCTGAAACCTGTTTCAGACGGCATTTCCTTTAAACTTTTA 
AAACACGTCAGCCGTCGGCACGAACCGCATTGCCGCAATCGCCGGTCTGTCCGACCTCGC 
GGATATTGGACAGCGTAACTTCCGAAATATTACCCAACGCCTCTTCCGTCAAAAATGCCT 
GATGGCCGGTAAACAGCACATTATGACAAGACGACAGGCGGCGGAACACGTCGTCGGTAA 
TCACATCGTTGGATTTGTCTTCAAAAAACAGCTCGCGCTCGTTCTCGTACACATCCATGC 
CCAATGCGCCGATTTTCCGGCGTTTCAACGCCTCAATCGCGGCGGCACTGTCAATCAGCC 
CGCCCCGGCTGGTGTTGATAATCATCACGCCGTCTTTCATTTTGTCGAACGCCGCTTCGT 
TCAGCATATAGTGGTTTTCCGGCGTGGCGGGGCAATGCAGCGTGATGATGTCCGACCGGG 
CATACAGCTCGTCTAAATCCACATATTTGCCGCCGATTTTTTCCGCTTCGGGGTTGCAAA 
ACGGATCGTAAGCCAGCAGGTTCATGCCGAAACCCTTTAAAATCCGCATGGTTGCAATAC 
CGATTTTCCCCGTGCCGATAACGCCCGCCGTTTTGCCGTACATATTGAAACCGGTCAGAC 
CTTCCAGCGAAAAATTCGCATCGCGGGTACGCTGATAGGCTTTGTGGATACGGCGGTTCA 
ACGTCAGCATCAGACCGACCGTATGTTCCGCAACCGATTCGGGCGAATAGGCAGGCACGC 
GCACGACTTTCAAGCCCAACTCTTCAGCCGCCTTTAAATCCACATTATTGAAGCCGGCAC 
AACGCAACGCCACAGTTTTCACGCCAATTTGCGCCAATTTTTCCAACACGGGCCGGCTGC 
CGTCGTCGTTTACAAAAATACAGACCGCTTCCGCGCCTTCCGCCATTTTCGCCGTTTTCG 
CATCCAGCATAAAATCAAAAAACTCCAGCTCGAAGCCGAAATGCCGGTTGGCGCGGGTAA 
AATGTTCGCGGTCATAGCTTTTCGTACCGTAAATCGCAATCTTCATCAATATGTCCAGTT 
GTCGTCTATGGTTGAGAAACGGCATAATACACTGAATTCAAACAAATCAGTAGAATATGG 
TGGATTAAAATTGATTGCATGCACGGCATTTCCATTTCAAAACACAAAACTCAATCGCCC 
ATTGCCGCCAGAAGCTCGGCCTGATGCTCGGCAATCAGGGCATTGGTGATTTCTTCCAAG 
TCGCCGTCCATCACAAAATCCAGCTTGTGCAGGGTAAGGTTGATGCGGTGGTCGGTTACG 
CGGCCTTGGGGATAGTTGTAGGTGCGGATGCGTTCGCTGCGGTCGCCGCTGCCGATGAGG 
GATTTGCGCTCGGCGGCTTCTTTGGCTTGGGCTTCGCGTTTTTGCGCGTCGTTCAGGCGG 
GCGGCGAGGACTTTCATTGCCTGCGCTTTGTTGGCATGTTGGCTGCGGCCGTCTTGGCAT 
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TCGACCACCATGCCGGTGGGCAGGTGGGTGATGCGGACGGCGGAGTCGGTTTTGTTGATG 
TGCTGACCGCCCGCGCCGGATGCGCGGAAGGTGTCGATGCGCAGGTCGGCTGGGTTCAGT 
TCGATGTCTTCCAGTTCGTCCGCTTCGGGCATGACGGCAACGGTGCAGGCGGAGGTGTGG 
ATGCGGCCTTGGCTTTCGGTGGCGGGGACGCGCTGCACGCGGTGTCCGCCCGATTCAAAT 
TTCAAACGGCTGTACGCCCCGAGTCCGACAATACGGGCGATGACTTCTTTATAGCCGCCC 
AATTCGCTTTCGTTGGCGGACACGATTTCAACCTGCCAACGGTTGCGCTCGGCGTAGCGG 
CTGTACATACGCAGCAAATCGCCGGCAAACAGCGCGGCTTCGTCGCCGCCCGTTCCGGCG 
CGTATTTCGATGAAGATGTTTTTGTCGTCGTCGGCATCTTTGGGCAGCAGCAGTTTTTGC 
AGTTCGGTATCGAGTTCGCCGATTTTGGCTTTGGCCGCTTCGATTTCTTCGGCGGCAAAG 
TCTTTCATTTCGGGGTCGGACAACATTTCTTCGGCATCCGCCAAGTCGCTTTGGGCAAGC 
CGATAGTTTTGGAACACTTCGACGACGGGGGTCAGTTCGGCGTGTTCGCGCGTGAGCTTG 
CGGTAGTTGTCCATGTCGGACGTGGCTTCGGGCTGTCCGAGAAGGTGGGTAACTTCTTCC 
AGTCGGTCGCTGAGTTGTTGTAGTTTTTCTAAGATAGACGGCTTCATAATTCTTCCATAA 
CAAACGCCGCCTGAATGTTCAGACGGCATCAACACTGGATTATTATAATAGGTTTTCCGG 
ATATTCAAAAAGATAATCTTAGATGGATAACCTACCGTCCCAACAGGGCATCGGCATTGC 
GCTCCGTTACCTTTGCAATCTCTTCTACACAGGTTCCGCGGATTTCCGCAGCAATCTTTG 
CAATACCCGGAATATTGGCAGGCGTATTAATCTCTTTTTTCAGCATAAACGGGCTATCCG 
TTTCCAATACGAAATCCCCGTCGTTCAAGGCTTTAAGCGTATCGCGCACTTTACGCGCGT 
TCGGATTGAGCAGCAGCGAACCGATGCCGATTTTGAAACCCAGTTTCGTCAACACACGCG 
CTTCTTCCGCGCTGCCGGAGAAGGCGTGAACGATGCCGCCTTGGGCAAAGCCTGTCTGTT 
TGACGGCGGCGGCGATGTCGGCGGTGGCTTTGAGATTATGGATAATCACGCGGCGGCGCA 
GGGTTTGCGCAATTTCAAGCTGGCGGACGAAAACTTGAATTTGCCGTTCGCGCTGCTGCG 
ACGTTTGGGTTTTATCGTAAAAATCCAAGCCGATTTCGCCGACCCATGCCTGCGGATAAT 
GTGCCAACATCGTTTCCAGGCGGACGAAATCCCGCTCGGCAATGCCGTCTGAAAACCAAG 
GATGAATGCCCAGTGCAATACGGATTTGACCGTGTTCGGACGGCATTTCCGCCAAATCCG 
CCACGTCCTGCCAATCCTGCGGGCGCGTCGCGGGAACGATAAACCGCTTCACCCCAACTT 
TCCGCGCTGCGGTCAGGATGTGCGGCAGGTTTTCGCGCAGGGCGGGATCAGCGAGATGGC 
AGTGGGTGTCGGTGAAGTTCATTTCGATTTCACACTAACTTTAGTCTTACCAATTCTTTG 
TAAACATCTTCCTTACCCCAGCCTTGCGATACGGCGAGGGTCATCAGCGCGGTGGCGGTT 
TCGAGGTTGCATTTGCCGCCGTTGATGATGCCCGAGTTGCGGAACGCGTTGCCTTGCGCG 
TAAACGGCGGCGGTTTTGCCTTGTCGGACTTGGCTGATGTTGAGCAGCAGTTTGCCCTGC 
CGCGCGAAGTCTCGGACGGCGCGGATAAAACCTTCGTCTGCGGGCGTGTTGCCGTGTCCG 
TAGCTTTGCAGGATAAGAGCTTGGGCGGGAAGCTGTCCGAGTCCGTCCGCAAGTTCTTGG 
ACGGCAAAGCCGGGGATAAGCGTGCGGACAGCGATTTTTGCCTGCGGGTCGGGATAACGG 
ATTTTGAGGCCGTCTGAAACGGCTGCTGCGTCTTGGGACGGGAGGCGAAGATTGTGCCAA 
CCCCGGGTTTCGTCCCATTCGGCAAGCGTGCCGAAATGCGGATTGTCGAAGCCTGCAGCA 
GTTTCGGTGCTGACTTTGCTGCTGCCGACGGCGGGATACAGTTTGCCGTCAAACGCGATG 
ACGGTTTGTTTGAGCTTGAGGCTGAAGGCGGCAACGGCGGTGGAGAGGTTGCGCGGGGCA 
TCGCTGTTTTCGGCGGCGTAAGGCCATTGGGAACCAGTCAGGACAATCGGTTTGCCCAAA 
CCTTGCAGAGCGAGCGCGAGGAGATTGGCGGTGTACGCCATGCTGTCCGTGCCGTGCAGT 
ATCAGGATGCCGTCGCATGAAGGGAGTTTGTCGGCAATGATGTCCAGCCAATCGCGCCAG 
TGTTGCAGCGTAACGGAGGAGGAATCAATCAAGGGATTGCAGACGTGCCACTCGAAATCG 
AGGCCGTCTGAAAAGGGGGAAAGGGCTTGGCTAACCAGTGCGGTATCGGGGCGCAGGCCT 
TCGCTGCTTTGGGTCATGCCTATGGTGCCGCCTGTGTAGAGGACGAAGATTTTTTGTTTC 
ATGGACATCATCGGGTCGTCTGAAAATAATAATACGGCTTATTTAACTATATTTCGGACA 
GACTGGCAATTTGGCGGCGCGGACGGTTTTCAGACGGCCTTCAAATGAAAAAGCACCCGA 
GGGCTGTCGATATTTGATTTTCCAAGTAGATTTTTATTCACGAAATAGGAGAGCCGCAAC 
AAGCTTAAATCCCTTGTGAGGTTCCCAACACGGAAGATACCGCTTTGTGGATTAAAAAAT 
ACGGAAACTATTGAATATCGACAACCTATTTAGGTGCTTGATTTTATTGTTTGCTTTGCG 
CGGCTTTTTTGGCTGCCTTGGCGGCTTTGCGTTGCGCCCGCTTTTCTTTCAATTTGCTGC 
GGTAAAACTGGATACGTTGGCGTTTTTTCCACCAAATCCAAGCGACAACGGTCGCACCTA 
TACCCAAGATAACAAAAATACCCGATTGCAGGCTGTGCATTTTCGCCATCAGCCAATCGA 
TGTTGTGCGCACCGTATTCGCCCAGATAAATCCAAATAGGGACGGAAATCAGTGCGGCCA 
GTCCATCCATAATGATAAAACGCAAGTATGAAACCTTGCGGCTGATACCGGCTGTAACAA 
ATACGGCCGTTCTCAAACCGGGCAGGAAACGGGCGACAAATAAGACCCAGTTACCGTATT 
TGTCGAATTTTTCCTGAACCTGCTCATAACGTTTCGGCGTCATGATGCGCGCAATAGGTT 
TGAACCTTAGGATTTTCTGCCCCCAAATTCGTCCGGCGGCGAACATGATGCCGTCCCCGA 
CCAATACGCCGAGCATACCGACTGCAAACATAATATGCGGATTGGTATAACCCATACCCG 
AAATCACGCCGCCTGTTACCAAGGTCAAATCCTCGGGAATCGGCACGCCGAAACCGCAGA 
TGACCAATACAAAAAAAACAGCCGCATAACCGTATTCGACAAAAAAGGCTTCTAAAAAAG 
CAAACATGGCGGATATTCCATTGTCGGAGATAAAAAGTCAGAACAAACCGAAACATTTTC 
TACATGAAGCAGGCATTCTATCAAAGATTATGCCGTCTGAAAGCGGAAAAAAGGCAGATT 
CGCGCATCCTCCGCATGTTCAGACGGCATTTAAACAGAAAACCGGCCGGTTCTAAAAACG 
GTTTTGCCTGATTTTGCCTAAATGCCGCCGATGGCGGCGGCAATGCGTTCCGCCCCTTCG 
CGCGCCCAATCCGCCTGCCGCGCCTCCACCATCACGCGCACGACGGGTTCGGTTCCCGAA 
GCGCGCAACACGACACGCCCTTTGCCTTCGAGTTCTTTTTCCACTTCCGCCAACACGTCT 
TTCGAAGCTTCCTGCCATTGCTGACCTTTTTGGATGCGCACGTTAATCATCGTTTGCGGA 
TACGGCTGCCAATCGGCGCAAACGGTGGCGAGGTCTTGGTTCAGCGTTTGCAGTGCCGCC 
AAAACTTGCAGCGCGGAAATAATGCCGTCGCCGGTGTTGTGTTTGTCCATACACAAAATA 
TGGCCGCTGGCTTCGCCGCCGATGAGCCAGCCGCGTTGGTTCAGCTGTTCCAACACATAG 
CGGTCGCCGACTTTGGCGCGGCAGAAATCCACGCCCTGCTCTTTCAGGGCGATTTCCATC 
GCCATATTGGTCATGACCGTGCCGACCACGCCGCCGATGTTGATACCTTCTCGGGCGCGG 
GCTTTGGCAATGACGTAAATCAGGCTGTCGCCGTCGTAAACCTGCCCGTTTTTATCGACC 
ATCATCAGGCGGTCGGCGTCGCCGTCTAAGGCGATGCCGTAGTCGGCTTCATGCTGTAAA 
ACGGCGGCCTGGAGTGTCTTGGTATAAGTCGCACCGCATTTTTCGTTGATGTTGTAGCCG 
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TTGGGTTCGTTGCCGATGCTGACGACCTGTGCGCCCAGTTCGTGAAACACCTTGGGGGCG 
ACACCGTACCCCGCGCCGTTGGCGGTATCGACAACCAACTTCAAACCCCGAAGGTCGGAA 
TGGCTGGGAAAGGTGGATTTGCAAAATTCGATATAGCGGTCGTCCGCACCGCTGATGCGG 
CGTGCGCGACCGAGACGGGCGGACGGTTGGGTTTTCATTTCGCCGTCGATTTTGGCTTCG 
ATTTCCAACTCGACTTCATCGGAAAGTTTCACGCCGCCTTCGGCGAAGAATTTGATGCCG 
TTGTCGGAATAGGCGTTGTGCGACGCGGAAATCATCACGCCGGCGGACAGGCGCAACGCG 
CGGGTCAGATAAGCCACGCCGGGCGTGGGCAGCGGTCCGGTCTGTACCACATTCACACCC 
GCCGCCGTAAAACCGGCCACCAAAGCGGCTTCCAGCATATAGCCGGAAATGCGCGTGTCT 
TTGCCGATGAGGACGGTCGGTTTCTGGTCGGTGTCGTGCTGCACCAAAACCTGCCCCGCC 
GCATAGCCGAGTTTCAATACGAAATCGGGCGTAATCGGAAATTGCCCCACTTCGCCGCGC 
ACGCCGTCCGTGCCGAAATATTTTTTTGCCATGTGTTGCTCCGAGAATGTGAACCGTTGT 
CCGAGATTATACAGTCAGTTTGTGCCTTGCTGTCTGCACCGTTGATGCCGTCTGAAACCG 
CCCCGTCCTTTTCAGACGGCATGAAGTATGTGAACCGCTGTTTACAGATTGATGCCCAAC 
GCTTCCCACACCTTCAACGCATCCGCTGTCGCCTTCACATCATGCACCCGCACGATTTGC 
GCGCCGCGCGCTACGGAAGCCAACGCTGCCGCCACGCTGCCGTGTACGCGTTCCGCCGCA 
TTTGCCTCGCCGGTCAGCTCGCCTATCGTGCTTTTGCGCGATACGCCGATGAGCAGCGGA 
AAACCTGTTTCCGCCATCAATTCGGGCAAATGCCGCATCAGCGCGATATTGTGTTGCAAG 
GGTTTGCCGAAGCCGGAGCCGAAGCCGGGGTCGAGTATGATGCGTTGCGGTGCGATGCCT 
GCCGCGATACATTCCGCTGAGCGCGCTTTCAAATACCGCGCTACTTCACCGACAACATCT 
TGATATTTCGGATTAATCTGCATGGTTTTGGGCAAACCCTGCATGTGCATCAGGCAAATG 
CCCGTGTCCGCCTGACGCGCCAGCAATTCGACCGCGCCCTCGTCATTCAACGCCGCCACA 
TCATTAATAATATCGATGCCGCCGAGTGCCAACGCTTTTTCCATAATCACCGTGCGGCGC 
GTGTCCAAACTGATGGGAACGCCCCACCCCGCCACTTCCGCCAAAACAGGCTCAACCCGC 
GCCCATTCTTCTTCAGGCGAAACATAATCCGCACCCGACCGCGTCGATTCGCCGCCGATG 
TCGAGAATGTCTGCGCCTTCTTTTAGAAGCTGTTCGGCATGTGCCAAGGCTGTTTGGGCG 
TTTTGCGAATACACGCCGCCGTCGGAAAAAGAATCGGGTGTGAGATTCACGATGCCCATG 
ATTTTCGGTTTGTCCAAACCGATTTCAAACCGTCCTGCCTGCCAAACGTGTCGTGCCATC 
TGAACTCCTCCCAAAATAAAAAACAGATTATATGCCGTCTGAAACCGTCTTGTGCGCTTC 
AGACGGCACCGCTATTCGGGCGGCAGACGGCATGTTGTCCGAATGTCTGCTCCGCCTTTG 
AATCTGCCGGTATGCCTGCTATCCGCCCGACTTTTCAAAACAGGTTCCGACGATTCCGCA 
CGCGCCTGCCGCCTTTGCCAAGCCGTACAGGATTTCCTGCGGCATATCGCGGTTCCATAA 
TCCCGTAATATTCGCAATCACGGGCAGATGGCTGATTTGGCGGACTTTCACGATGGATTC 
GACATCCAAACGGTAGGGATGGCCTTTGGTATGGTTCAATACGCCCGACTCGCCCAGAAT 
CAGGTGGCGGTTGCCGCGCGAGACGACATATTCTGCGGCATTCAACCAATCTTCGGCAGA 
ATGGTGCTTGTCTTTACACAGCACCAAGGGAATGTTCAGGTTTCCGGCTTCATTCAATAC 
GGCAAGATCGGACATCAGCCCGCCGCCCAAATACAGGATGTCCGCCCCCGCATTCAAAGC 
CGCTTCGACATGGCGGACGTTGCGGACGCGCACCAATACGGGTTTCCCTGCATCATGCGC 
CGATGCGGTCTGTTCCGCCAACCGTCTGCACCGTCCCCGCCCTTCATCCGCACTTGAAGT 
GTCGTATAAGTTTGCCGAAGTGAAAAACGGATCCAGAAACACTGCATCCGCATTGCGCCA 
TACTGACGGTTCTGCGGCGATACGGACGGTTTCCCCGCCGCCGAAAGCCACGCCTTTGGC 
GGCAACGCGGCTGTCTTCCGCCCGATTTTCCCGACTGACGGTTTTCCATGTATCCAAAAT 
GCGGACGGCTTTCTCGACCTCCGGCAGCGTCTGCACCTCCCTGACGCTCAAAACCCTATC 
GTCGCCGATTGCGCCGATGACAGTACGCTCGTCGCCGTGAGAAATGTGTTCTCGCAGACC 
TCTGCTGCGGATAAAGGCGACAACGCCGGCAATGTCCGCTTCGGCGGCACGCCTGCTCAT 
GACAATAATCATATTTCCTCCTGACACAAGAAACGGCCTACCCAAAATAGGATTTTTGCA 
AGCCGTGTTATACTGTGGCGTGTTTTACAGATTGTTCGGGCTATGGATTTATTATCGGTT 
TTCCACAAATACCGTCTGAAATATGCGGTGGCCGTGCTGACGATACTGCTTTTGGCGGCA 
GTCGGGCTGCACGCTTCCGTATATCGCACCTTCACGCCTGAAAACATCCGCAGCCGCCTA 
CAACAAAGCATTGCACACACACACCGGAAAATCTCGTTTGATGCGGACATTCAGCGCAGG 
CTCCTGCCCCGGCCGACCGTCATCCTGAAAAACCTGACCATTACCGAACCCGGCGGCGAC 
CAGACTGCCGTTTCCGTCCAAGAAACCAAAATCGGATTGAGCTGGAAAAACCTGTGGTCG 
GATCAGATACAGATTGAAAAATGGGTGGTTTCGAGTGCGGAACTTGCCCTGACGCGCGAC 
GGGAAAGGTGTTTGGAACATCCAAGACCTGATCGACAGCCAAAAACGCCAAGCCTCAGTC 
AACCGCATTATCGTCGAAAACAGCACCGTCCGCCTCAATTTCCTGCAGGAACAGCTTATC 
CTGAAGGAAATCAACCTCAACCTGCAATCCCCCGATTCGTCGGGGCAGCCGTTTGAAAGT 
TCGGGCATACTGGTTTGGGGAAAGCTGTCCGTCCCGTGGAAAAGCAGGGGGCTGTTCCTT 
TCAAACGGCATCGGCCCGCCCGAAATCTCACCGTTCCATTTTGAAGCTTCCACTTCGCTG 
GACGGACACGGCATTACCATTTCCACCACCGGCAGCCCTTCTGTCCGCTTCAACGCCGGC 
GGAGCGGATGCCGCCGGCCTCGGCCTGCGTGCAGACACTTCCTTCCGCAACCTCCACCTG 
ACCGCCCAAATCCCCGCGCTGGCACTCAGGAACAACAGCATTAAAATTGAAACCGTCAAC 
GGCGCATTTACCGCCGGCGGCGAATATGCCCGATGGGACGGTTCGTTCAAACTCGACAAA 
GCCAACCTGCACTCCGGCATCGCCAACATCGGCAACGCCGAAATCTCCGGCAGCTTCAAA 
ACACCGCGCCACCAGACCAACTTCTCCCTCAATTCGCCGCTCGTATGGACGGAAAACAAA 
GGGCTGGACGCGCCGCGCCTGTATGTATCGACCCTTCAGGATACCGTCAACCGCCTGCCG 
CAACCCCGTTTCATCAGCCGGCTCGACGGTTCGCTGTCCGTACCGAATCTGCAAAATTGG 
AATGCCGAATTAAACGGCACATTCGACCGCCAAACCGTTGCCGCGAAATTCAGATACACA 
CATGAAGACGCACCGCATCTGGAAGCCGCCGTCGCACTGCAAAAATTGAACCTGACCCCC 
TATCTTGACGACGTGCGGCAACAAAACGGCAAAATATTTCCCGACACCCTCGCCAAGCTG 
TCCGGCGACATCGAGGCGCACCTGAAAATCGGAAAAGTCCAACTTCCCGGCCTGCAACTG 
GACGATATGGAAACCTACCTCCACGCCGACAAAGGCCATATCGCGCTCAGCCGTTTCAAG 
TCAGGGCTTTACGGCGGCCATACCGAAGGCGGCATCAGCATCGCCAACACCCGTCCCGCC 
ACTTACCGCCTGCAACAGAATGCAAGCAACATCCAAATCCAACCGCTGCTGCAAGACCTG 
TTCGGCTTCCACAGCTTCAGCGGCAACGGCGACGCGGTCATCGACCTGACCGCGGGCGGC 
GAAACCCGAAAAGAGCTTATCCGCTCGCTTCAGGGCAGCCTGTCGCTAAATATTTCCAAC 
GGTGCATGGCACGGTATCGACATGGACAATATCCTGAAAAACGGCATTTCGGGCAAAACT 
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GCCGACAATGCCGCACCCAGCACACCCTTCCACCGATTCACGCTCAACAGCGAAATTTCA 
GACGGCATCAGCCGCCACATCGATACCGAACTCTTCTCCGACAGCCTCTATGTTACCAGC 
AACGGCTATACCAATCTGGATACGCAGGAATTGTCTGAAGATGTCCTTATCCGCAACGCC 
GTCCATCCGAAAAACAAACCGATTCCCCTGAAAATCACCGGCACGGTGGACAAACCGTCC 
ATTACCGTCGATTACGGCAGGCTGACCGGCGGCATCAATTCGCGCAAAGAGAAACAGAAA 
ATCCTCGAAGACACCCTGCTGGAACAATGGCAGTGGCTCAAACCTAAAGAACCGTAAACA 
TCCTGCGTACAAAAATGCCGTCTGAAACACCCCCGCGCTTCAGACGGCAGACCGTAAAAC 
CTACAACCCCAATTCCTCCCAAATCCCATCAATCTTAGCCGTAACCGCAGGGTCTTTTTT 
GATGACGCGTCCCCATTCGCGGTCGGTTTCTCCCGGCCATTTGTTGGTCGCATCCAAACC 
CATTTTGCCGCCGAGTCCGCTGACGGGGCTGGCGAAGTCGAGATAATCGATGGGCGTGTT 
TTCTACCAAAACAGTGTCGCGCACGGGGTCCATGCGCGTGGTGACCGCCCAGATGACTTC 
TTTCCAGTCGCGCACGTTCACATCGTCATCCACCACGATGATGAATTTGGTATACATAAA 
CTGGCGCAGGAACGACCAGCAGCCCATCATCACGCGCTTGGCGTGTCCGGCGTACTGTTT 
TTTCATGCTCACCACCGCCATGCGGTAGGAGCAGCCTTCGGGCGGCAGGTAGAAATCGGT 
GATTTCGGGGAACTGCTTTTGCAAAAGCGGTACGAACACTTCGTTCAACGCCACGCCCAA 
AACGGCGGGTTCATCGGGCGGTTTGCCCGTGTAGGTCGAATGGTAAATCGGGTTTTCGCG 
CATGGTGATGCGTTCGACCGTAAACACAGGGAAATAATCCTGCTCGTTGTAATAGCCGGT 
GTGGTCGCCGTACGGGCCTTCCAACGCGGTTTCGTTCGGATGGATGACGCCTTCCAACAC 
GATTTCTGCGCGGGCAGGCACTTGCAAATCGTTGCCGATACATTTCACCAGCTCCGTCCG 
CGAACCGCGCAGCAGTCCGGCAAACTGGTATTCGCTCAAGGTATCGGGAACAGGCGTTAC 
CGCGCCCAAAATGGTGGCGGGGTCGCAGCCGAGTACGACGGCGACGGGATACGGCGTATC 
GGGATTGAGTTTGCGGAACTCCTGATAATCCAACGCGCCGCCGCGATGCGACAGCCAACG 
CATAATCAGCTTGTTTTTGCCGATGAGTTGTTGGCGGTAAATGCCGAGATTTTGGCGTTT 
TTTGTGCGGCCCGCGCGTGACGGTCAAGCCCCACGTTACCAGCGGCGCAACGTCTTCCGG 
CCAGCAATGCTGAATCGGAAGTTGATACAAATCAACGTCTTCGCCTTCCCACACGATTTC 
CTGACACGGCGCGTTTTTCACCACGTTCGGCGCCATGCTCCAAATGTCTTTCAGCAGCGG 
CAGTTTGGAAAACGCATCTTTGATGCCTTTGGGCGGTTCGGGTTCTTTCAAATACGCCAG 
CGTCTGCCCAATTTCACGCAGCTTGGACACGCTGTCCGCGCCCATGCCCATCGCCACACG 
TTCGGGCGTGCCGAACAGGTTTGCCAACACGGGATAACCGTAGCGCGTACCGTCGGGCTT 
AATCGGGTTTTCAAACAGCAACGCCGGCCCTTCGGCACGCAGCACGCGGTCGGCGATTTC 
GGTCATTTCCAAATACGGGGAAATGGGGTGTGCGACGCGCTTGAGTTTGCCCTGCTGCTC 
GAGCATGGCGATGAAGTCGCGCAGGTCTTTGTATTTCATATTCATCCTTTTTGTCCTTTT 
ATCCTGAACAATCCGATTCGGATACCGCCCCTATCCTTGCCTGTGCCTCGGCATATTCTA 
TGCCGTGATAAAAGTCGCGTACCAGCGGATGTTCGCCGCCTTGATGGAGTTGCAACAAAG 
GACGTTGACCATCGGGTTGGGTAACGACATTGCAGTGCAGACCGAAGGTGTCGGTTTCAT 
AAGGGGGCAGCTGGTTGCAGATCATGCCGAAATAAACAGCGTTTTCAAGGTTGTCGTAAA 
AGCGGCTTTGATAGTCGTTAAAACTCTTTTCGCTGACGGATACCCACACGCCATATTCCA 
GCGTTTCCTCATGCCCGATAATCGGAATCGGCAGCACCGCGCGGATAAAGCGGTCGGTTT 
GGTCGGGATAGCGGATGATGCAGAAATCAGAATCGCATTCTGCTTGATAAGCAATGCGTT 
CTTCTTCACTGAGTTGATTATAGGGATCGGGTGCGGTAAAGCCGATTGCGGGCATTTCTT 
CGTGGTTTTCGCCGCAGGAAGTGCAAGTGTACATAAGGTTTCAGACTTTCAAAACGAGTT 
TGCGGTAAAGCCATTCGCCGGCAAACAGCATCCCCATCAATACATAGGCAATCACGCCGG 
TATAAACCGCCCACCAATCATATCGCCCCAACCGTGCCAACAAAGCGGCAAGCGTCCCGT 
TGATTATAAAAAATACGCACCAAACCTGCGTTACCCGGCGGGTATAGCGCACGGCTTTTT 
CAGGCAGGTCGGGCTGTTGCAGCCGCGCAAGTTTTTCAATCACCGTCTGCCCGGCAAACA 
GGCTGCCGCCGAACACCGCCAACATCATCAGATTGACGAGGACGGGATACCAATACATCG 
AATCATGCCGCCCGAACACCAATACTGCGGCAAAAAACAGTGTAATAAACAAAGCCGCAT 
AACGCTGTTGGGGCAGTTTGGCAGTCAGGGCGCGCAGCAGCCACAACCCGCACATCGCCG 
CCGCCAGCCAAACAAACCAGCCCGCCTCCCTGCCGTATATAGTGGATTAACAAAAACCAG 
TACAGCGTTGCCTCGCCTTGCCGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTG 
TTAATCCACTATACCACAAAGCGGGATAGGCAATGCTTAATACGGTCAGAAAAATATGTC 
CGAAAAAACCGGGTTTCATTTTGAATCCGCACAAATGTTTTCAGACGGCATCCGATAAAA 
ACATGCCGTCTGAAAAATAATTAGAAATACCCGATTAGCCCGCCTGAATCTTCAATACCG 
CCTGTACCACGTCGTTGACGGTGCGGACATTGCGGAAATCTTCGGCCTGCAGCTTGCGGC 
CGGTTTCGCGCTTGATGCGGTCAATCAGGTCGATGGCATCGATGCTGTCGATTTCCAAAT 
CTTCGTAAAGATTGGTATCAGGCGTAATCCGTTCCGGTTCGATTTCAAACAACTCGGTCA 
GGGTATCGCGCAACAACCGGTAGATTTCTTGTTCGGTCATATGTTTCATCCTTATGCTTG 
GCGGCTTTTGACAAAGGCGGCGAGTGTTTTGACATTGGCAAAATGTTCGCGCAAGTTCTC 
CTGCTCGCCGTCCAATCGGAAACCGAAATGTTTTTGCACCGCCAAGCCCAATTCCAGCGC 
ATCGACGGAATCCAGTCCCAGCCCTCCGTCGCCGAACAGCGCGTCTTCGCTGCCGATGTC 
GGCGGCGGTTATATCCTCCAAAGCCAAACTGTCGATAATCAGTTGTTTGATTTGGTTTTC 
CAAGTCGTTCATATGGTTTTCCTTGTAAAATAGTCCTGCAGATATTCATTCAGCCGCCGC 
GCCGCAATCGGCAACGGTTTCTCGGCGAGCCAGTCTTGGGGGAGGATGTCGTCTCCGACG 
GTAATTTCATACCGTATCCTTTTCGGGGGGATGCGGTACCACGGCTGCCCCTTTTTAAAA 
TTGGGCGGATTCATTTTGATACATACGGGCGTAATCACTTCGGCATACCGCAGTCCCAAA 
GAAACCGCGCCCCGGTGCATTTTTACCCGTCCGTCCCACCCCGTCCTCGTTCCTTCGGGG 
AACACCAGCAGGCTCTGCCCGCTGTCAAAAACCGCCTTTACCGTTTCCAGCATTGCTTCC 
GACTCTTCGTTCGGAATATAGCCCGCACCTTTAATCTGGCTGCTCATTGCCGGATTGTGC 
TGCAAATCTTTTTTCACGATACAGTTCATTTCGGGCACATGGCCGACAAGCAGCACCACA 
TCCAGCAAAGACGGATGGTTTGCCAAAATCAACTGTCCCGGGCGGTTGAGTTTTTCAACA 
CCCTTGAACGATACCTCCAACACGCCCGACCATTTCAGATAAGCAACGAACAAACGCCAA 
GATGTTCCGATAATCCGGCGCGCCGCCAATTGGCGGGCGACAGACCCTGAAGTGCCGTTC 
AAAGTATAAGGCAACAAAACCAATTTCATCATAATGCCGCCGACACCGAAAATCACAAAT 
CCTAACCAAGTCGCAAAAAAACGGCGGGAATAATGCAATTTATCCATTCCGCTGCCACAG 
CCATTCACGATTGCGATATACCCGGCGGCATTCTCGACTGCCGTTCAGCAGAAAGCGCAC 
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CCATTCCAAACCGCTCCAATATGCCTCGGGCAGCATACCGGCTTCAGACGGCATATCGTC 
CGAAGCAGACAAAGTCAGGCTGTAACGCGTCCCTTTGGTCAGAACCATCGCCAAAGCATA 
AGCAAACGGCGCGCGAGTCGCCGATACGGCATATCCTTCCGGCAGCGGATCGTCCGCCGC 
CAAAACCAAAACCGACCCGCATCCCTCTTCCAACAGTGATGCCGCTTCCGCCAATGCCGT 
TTCCACACCGTCGGCACACACGGCCAATGCCGTCTGCTCGCTCATATCCTGACGCAATAT 
CGACCATTGCCCCGCCGTTGCATTGTGCACCGACAAACCGAACGAAGTCGGCGACACGGT 
ATGCGATTTCAACAGTTCCAACCACAAATCGAAACTGCGTGCCATTTCCCCGTCGTGCGA 
GGCATAAACTACCGGACTGCCGGGATGGGCGGAGGCAATGTCCCAAGCCGCGTCGCATAC 
CAAACGCGCCGCCTTACTCAAACGGCGGCGCTGCATAGCGGGCAGGAACGGCAATTCCGG 
CCTGACATCGGGCAAACCGTCGGCAAAATCCGGACATTCCGCCCATTTTGCCCACTGGGC 
CATATCGCGCATTTTGCTGCCCGAAACCCGCCAGGCGGCGATGTCGAAGTGGAACCGGCA 
AATAATCGACGGCATAGTTTCTTTCAAAAATTTACACTGTGCCGCATTCTAACCAAAGCC 
TATCCCCCTGACAATGCCGAAATTCAAACGCATTTCTGCCCCCTTTCTCCGACAACGCCG 
CCCCTCGGAAAACCGCCAGAATTAGCCTGAATTTACATTTATCATTATAATGCCCGTATT 
TGCCAGCCTGCCGCCGCAATATATGGACACACTGCCAGAATGCCCGATTACCAACACCGC 
CTCCCTGCTGCCGCACAGCGGGCGTATGGTTCTGATAGACCGCATTACCCGATACGGCGA 
TGATTTTGTCGAAGCAGGGGCACAGGTAAGCCCCAATCACATCCTTTTACTTGACGACAA 
ACTGCCCTACACGGCATTTATCGAACTGATGGCACAGGCTGTCGGCGCGTATGCCGGTAT 
CCAAGCCCGAAAAAACGCACGGTCGGTCCGGCTCGGCTTCCTGCTCGGCACGCGCAAACT 
TGAAATCTTCGCCCAATCCGTCCCAATCGGCACGCATCTGCTGGCAACGGCGCATATGTC 
TATTCAGGATGCCGGGGGTATGGGCGTGTTTGACTGCGAACTGCGTTGGACAGACGCGCC 
GGAAACTTCGTCCGAAACACTCCCTTCAGACGGCATTTTGGCGCGCGCCTCACTCAACGT 
GTACAGCCCCGAACACCCTGCCGGAACAACCGATGCCGTCTGAACAGGCACACACATACG 
GAGAACAACGATGACCGAAACTGTCCTGATTACCGGCTCCAACAGGGGCATAGGCAAAGC 
CGTCGCATTCGGTTTGGCGGAAGACGGCTTTGATATCGCTGTCCACTGCCGCAGTCGCCG 
CGACGAAGCCGAAGCCGTGGCGGAAGAAATCCGCGCTTTGGGCAGAAATGCGCGCGTGTT 
GCAGTTTGACGTGTCCGACCGCGAAGCCTGCCGCGAGATTCTGACCGCCGACATCGAAGC 
AAACGGCGCGTATTACGGCGTGGTGTTGAACGCCGGACTGACGCGCGACAATACCTTCCC 
CGCGTTTTCAGATGACGATTGGGATGTGGTGCTGCGGACTAATTTGGACGGTTTTTACAA 
TGTATTGCATCCGCTGGTTATGCCGATGATACGCCGCCGCAAAGCCGGACGGATTGTGTG 
TATGGCATCAGTGTCCGGCCTGACGGGCAACCGCGGGCAGGTCAATTACAGCGCGTCAAA 
AGCAGGCATTATCGGCGCGGCAAAAGCCTTGGCGGTCGAACTGGCGAAACGCAAAATCAC 
CGTCAACTGTGTCGCGCCGGGTCTCATCGATACCGATATTATCGATGAGAACGTACCTGT 
CGAAGAAATCTTAAAGGCTGTCCCCGCAGCGCTTATGGGGCTGCCGGAAGAAGTGGCGCA 
CGCGGTGCGTTTCCTGATGGATGAAAAAGCGGCGTACATCACGCGCCAGGTGATTGCGGT 
GAACGGAGGTTTGTGTTGAATACCAGAAGGGTCGCAGTAACAGGCATAGGCGGCATTACC 
GCCTTCGGCCGGGATTGGCAAAGCATACAGGCAGCATTCAAAGCCGAAAAAAACGCCGTC 
AAATATATGGATTGGCACGAACGTTTCCCCGAATTGGAAGCGCAACTGGGTGCGCCGATT 
GAAAATTACGCGCCGCCGAAACATTGGACGCGCAAGCAGCTCAGAAGTATGGGGCGCGTG 
TCGTACCTGTGCGTCGATGCGGCGGAGCAGGCGCTGGCGGATGCCGGTTTGCTCGGGGAC 
GAAAGCATTACCGACGGACGGATGGGCGTTGCCTGCGGCTCTTCCAGCGGCAGCACCAAA 
GACATCGGCGATGTGGGCGAATTGTTGCTGACCGGCACGTCGCGCAACTTCAGCGCCAAC 
ACCTATGTGCGTATGATGCCGCACACCACCGCCGCCAATATCGGCATCTTTTTCGGGCTG 
AAAGGGCGCATCATCCCGACATCGAGCGCGTGTTCGTCCGGCAGCCAAGGCATAGGTTAT 
GCCTACGAAGCCATCAAATACGGTCTGACCGATATGATGCTGGCGGGCGGAGGCGAAGAA 
TTTTTCCCGTCCGAAGTGTATGTTTTCGACTCGCTTTATGCCGCCAGCCGCCGCAACGGC 
GAACCGGAAAAAACCCCGCGCCCATACGACGCGAACCGCGACGGGCTGGTCATCGGCGAA 
GGCGCGGGGATTTTCGTGCTGGAAGAATTGGAACACGCCAAACGGCGCGGTGCGATAATT 
TACGCCGAACTCGTCGGCTACGGAGCCAACAGCGATGCCTACCATATTTCCACGCCCCGC 
CCCGACGCGCAAGGCGCAATCCTTGCCTTTCAGACGGCATTGCAACACGCAAACCTTGCA 
CCCGAAGACATCGGCTGGATTAATCTGCACGGCACCGGGACGCACCACAACGACAATATG 
GAAAGCCGCGCCGTTGCAGCGGTTTTCGGCAACAATACGCCCTGCACGTCCACCAAGCCG 
CAAACCGGACACACGCTGGGCGCGGCGGACGCAATCGAAGCCGCGTTCGCGTGGGGCATT 
GCCGACCGGCAAAGCAATCCCGAAGGAAAACTTCCGCCCCGGCTTTGGGACGGGCAGAAC 
GACCCCAACCTGCCCGCCATCAACCTGACCGGCAGCGGCAGCCGCTGGGAAACCGAAAAA 
CGCATTACCGCCAGCTCGTCGTTTGCCTTCGGAGGAAGCAACTGCGTCTTAATCATCGGA 
TGAAATAAGTTTGTCAATCCCACCGCTATGCTATACAATACGCGCCTACTCTTGACGGGT 
CTGTAGCTCAGGGGTTAGAGCAGGGGACTCATAATCCCTTGGTCGTGGGTTCGAACCCCA 
CCGGACCCACCAATTCCCAAGCCCGGACGTATGTTTGGGCTTTTTTGCCGCCCTGTGAAA 
CCAAAATGCTTTGAGAAACCTTGATAATGAAAAAAGTCAGCGTATTGATTGTTGCCAAAA 
ACGAAGCAAACCACATTCAGGAATGTATTGAAAGTTGCCGTTTCGATAAAGAAGTTATCG 
TTATCGACGACTACAGCACCGACAATACTGCCGAAATTGCCGAGGGTTTGGGCGCAAAAG 
TCTTCAGACGGCATTTGAATGGGGATTTCGGAGCGCAAAAAACATTTGCCATCGAACAGG 
CAGGCGGAGAATGGGTTTTCCTGATTGATGCAGACGAACGCTGCACGCCGGAACTATCTG 
ATGAAATCTCAAAAATTGTCCAAACCGGCGATTATGCCGCCTATTTTGTCGAACGCCGCA 
ACCTTTTCCCCAACCATCCCGCCACACACGGCGCGATGCGTCCCGACAGCGTATGCCGTC 
TGATGCCGAAAAAAGACAGTTCGGTGCAAGGCAAAGTACACGAAACCGTACAAACCCCCT 
ACCCCAAACGCCGTCTGAAGCATTTTATGTACCATTACACGTACGACAACTGGGAACAAT 
ATTTCAACAAGTTCAACAAATATACTTCCATTTCAGCCGAAAAATACCGAGAGCAGGGAA 
AGCCCGTGCGTTTCGTTAGGGACATTATCCTCCGCCCGATTTGGGGGTTTTTCAAAATTT 
ATATCCTGAACAAAGGGTTTCTTGATGGAAAAATGGGTTGGATTATGTCCGTCAACCACA 
GCTATTACACGATGATTAAATATGTCAAACTATATTATCTGTACAAATCCGGCGGAAAAT 
TTTAAATGGAAAAAGAATTCAGGATATTAAATATCGTATCGGCCAAGATTTGGGGTGGAG 
GCGAACAATATGTCTATGATGTTTCAAAAGCATTGGGGCTTCGGGGCTGCACAATGTTTA 
CCGCCGTCAATAAAAATAATGAATTGATGCACAGGCGATTTTCCGAAGTTTCTTCCGTTT 
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TCACAACGCGCCTTCACACGCTCAACGGGCTGTTTTCGCTCTACGCACTTACCCGCTTTA 
TCCGGAAAAACCGCATTTCCCACCTGATGATACACACCGGCAAAATTGCCGCCTTATCCA 
TACTTTTGAAAAAACTGACCGGGGTGCGCCTGATATTTGTCAAACATAATGTCGTCGCCA 
ACAAAACCGATTTTTACCACCGCCTGATACAGAAAAACACAGACCGCTTTATTTGCGTTT 
CCCGTCTGGTTTACGATGTGCAAACCGCCGACAATCCCTTTAAAGAAAAATACCGGATTG 
TTCATAACGGTATCGATACCGGCCGTTTCCCTCCCTCTCAAGAAAAACCCGACAGCCGTT 
TTTTTACCGTCGCCTACGCCGGCAGGATCAGTCCAGAAAAAGGATTGGAAAACCTGATTG 
AAGCCTGTGTGATACTGCATGGGAAATATCCTCAAATCAGGCTCAAATTGGCAGGGGACG 
GACATCCGGATTATATGTGCCGCCTGAAGCGGGACGTATCTGCTTCAGGAGCAGAACCAT 
TTGTTTCTTTTGAAGGGTTTACCGAAAAACTTGCTTCGTTTTACCGCCAAAGCGATGTCG 
TGGTTTTGCCCAGCCTCGTCCCGGAGGCATTCGGTTTGTCATTATGCGAGGCGATGTACT 
GCCGAACGGCGGTGATTTCCAATACTTTGGGGGCGCAAAAGGAAATTGTCGAACATCATC 
AATCGGGGATTCTGCTGGACAGGCTGACACCTGAATCTTTGGCGGACGAAATCGAACGCC 
TCGTCTTGAACCCTGAAACGAAAAACGCACTGGCAACGGCAGCTCATCAATGCGTCGCCG 
CCCGTTTTACCATCAACCATACCGCCGACAAATTATTGGATGCAATATAAACTGCTTTCA 
GACGGCATATGCCGTCTGAAAGCCTTTGATGCAACAAACCACTAAATTATATTCGTTCAT 
TGGAAAGAAACACCCCGAATTCATCCTTCAAAATAAGAAAATCCCAATATCCCCCGATAT 
TACGCAGCCTATTGGCAAAGTTTTGCAGCGTCTTCCCCGGCTTGTGCTGCCGCGTCAAGT 
GCTTTGTTACAATGTATAGTAGACTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCT 
CAAAGAGAACGATTCTCTAAGGTGCTCAAGCACCAAGTGAATCGGTTCCGTACTATCTGT 
ACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATACTACCTTCACA 
TTTCTTAATAAATTTTATGAGTAACCATACTTCTTGGTCGTCCAAAATCGGTTTCGTCCT 
TGCTGCGGCAGGTTCGGCCATCGGTTTGGGCGCGATTTGGAAATTTCCTTATACGGCAGG 
CACCAACGGCGGCGCGGTGTTTTTCCTGCTGTTTTTGATATTTACTATCTTGGTCGCCCT 
ACCCGTTCAGCTTGCCGAATTTTATATCGGGCGCACGGGCGGTAAAAATGCCGTCGATTC 
CTTCAGGGTTCTGCGTCCGGGCACGCAATGGCTTTGGGTCGGGCGTATGGGCGTTGCCGC 
CTGCTTTATTTTGCTGTCGTTTTACAGCGTGGTCGGCGGATGGGTATTAAATTATGTCGT 
CCACAGTTTTACGGGGGCGGTTCATACCGGCGCGGACTTTGAAGCCTTGTTCGGCGCGAC 
GATTTCCAATCCGGCAGGTTCGCTGTCCTATCAGGCACTGTTTATGCTGATTACGGTTTG 
GGTGGTCAAAGGCGGCATTTCAGACGGCATTGAAAAGGCAAACCGTTATCTGATGCCGGG 
GCTGTTTATCCTCTTTATTGCGCTGGCAATCCGTTCGCTGACGCTGCCGGGTGCAATGGA 
GGGCGTGTCTTTCCTGCTCAAACCGAATTGGTCGTACTTTAAAGCCGATACGATGATTAC 
GGCTTTAGGCCAGGCGTTTTTTGCCCTGAGCATCGGCGTTTCCGCCATGATTACCTACGC 
TTCATATTTGGGAAAAGATCAGGATATGTTCCGTTCCGGCCATACGATTATGTGGATGAA 
CCTCTTGGTTTCGCTGCTTGCCGGCCTGGTGATTTTTCCGGCGGTGTTCGCCTTCGGTTT 
TGAACCGAGCCAGGGGCCGGGATTGATTTTTATCGTATTGCCCGCAGTGTTTATGAAGAT 
GCCGTTCGGTACGGTTTTGTTTGCGGTATTTATGCTGCTGGTCGTTTTCGCCACGCTGAC 
TTCGGCATTTTCGATGTTGGAAACGGTCATTGCCTCAACCATCCGCCAAGACGAGCGCAA 
ACGCAAAAAACACACTTGGCTTATCGGCACGGCCATTTTCATTATCGGCATCCCGTCCGC 
GCTGTCTTTCGGCGTATGGGGCGAGTTTAAGGTTTTCGGCAAAACCATTTTTGATTTGTG 
GGACTATGTTATTTCCGCCGTCATTATGCCGATTGGTGCTTTGAGTGTTTCCATCTTTAC 
CGCCTGGATTCAGGACAAGCAGTCTGTGTTAAAAGATGCCGGCGCGGGCAGCACCGTACC 
ACGGGCAGTGCTGCTGCTGTGGCTGAATACCTTGCGCTACCTTGCCCCGATTGCCATTAT 
TATTGTTTTCATCAATTCTTTGGACATCCTTTAAAAGCCATCCAAACAGCAAAAATGCCG 
TCTGAAAGCCTTTCAGACGGCATTTTTGCTTCGGGTTCAGCCTATTTCGTTCAAAGTATA 
GTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAA 
CCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCA 
ACGCCGTACTGGTTTTTGTTAATCCACTATAGCCTTGCGCGATGCCGTTCAAGGACAAAC 
CCATACCCTTTTCGGCAAAACGGATTTCACGGTCGTCAAACGAGACTTTGCCGAAGCCGA 
CCCGTTTCAGGGCTTCGTCCACGCTGTTTTGAGGAGGCGGCGTTTCCGCATCGGGACGGG 
CGGCAAAATAATCGGCATACAGTTTCCACAACGCCTGCACTGTCGGATCGAACGCGCCGT 
CCGTCAGCGCGTGAATATCGCGGCACAGGCTCAACAGTTCCAAAAAATCCGCCGACGGCG 
AAGTCAGATAACCGTCCCTGTTCAGGCGGCTGATCAGGCTGTCTTCACGGTAAAGGCTGA 
ACAATTTTTTCCAAACGCGCCACTTCCGCCAAAACCTTGTTGACCAAATCCGCCGCACGC 
CTGTCGTCCACACCGAACAGACGGAGCTCCGCACCGGAACCCAGTGCGACACCTTTCCAG 
AAAAACACATTTTCATTGCGTTTTTCATCCCCGTTGCGTTTTTCATCATCGGCGGCAAAA 
GGATTCGGCAGGAAAGAAACCGCCGCGCCCGCCGCCGCAACGGCGGCAACCGTCAGAAAA 
CGCCTGCGCCCGAAATGCCTGCCCATACCGCCTCTAAACCGACACTGCCGCCTTGATATG 
CGGATGAGGGTCGTAACCTTCCAACTCGAAATCTTCAAACTTGAAGGAAAACAAATCTTT 
GACTTCAGGATTGATTTTCATCACTGGCAAGGCGCGCGGTTCGCGTTCCAACTGCAATGC 
GGCCTGCTCGAAATGGTTGCGGTACAAATGCGCGTCGCCAAACGTATGGACAAACTCGCC 
CGCCTCCAATCCGCACACTTGCGCCATCATCATGGTCAACAATGCGTAGCTGGCAATATT 
AAACGGCACACCAAGGAAAATATCTGCACTACGCTGGTAAAGCTGGCAGGACAGTTTGCC 
GTCGGCAACGTAAAACTGAAACAGCGCGTGGCAGGGCGGCAAGGCCATTTCATCGACCAA 
AGCCGGATTCCACGCCGATACAATCAGGCGGCGCGAGTCGGGATTCTTCTTGATTTGTTC 
CAGCACATTGGCGATTTGGTCGATATGCCTGCCGTCGGGCGCGGGCCAGTTACGCCACTG 
GTAGCCGTAAACCGGGCCTAAGTCGCCGTTTTCGTCCGCCCACTCGTCCCAAATGGAAAC 
ATTGTTGTCCTTTAGGTATTTGATATTGGTATCGCCTTTGAGAAACCAAAGCAGCTCGTG 
GATAATCGAACGCAGATGCAGCTTTTTGGTCGTCAGCAGCGGAAAACCTTTGCCCAAGTC 
AAAACGCATCTGATAACCGAATACGGAGCGCGTACCCGTACCGGTGCGGTCTGATTTGTC 
CGTACCGTTGTCGAGGACGTGGCGCATCAAGTCCAAATAGGCTTTCATAGCAGTCTTTCA 
TCAAATTAAACGGCGCATATTGTAACATTTCCGGATAATGCCCAAAACACGGATACAGGC 
AGGCAGGATTGTTGGCAATTTCAGTCCTTTTCCACAGTAAAACCCGGTGGGAAAACAAAA 
TTACGTTGATTGGAATCAAAAAATCTAGTTTAATTACTTAGAATAAAATTTCAATAATAT 
TTTTATTTACGAAATTAATTTATGATTATTGATTAATTATCGGCAACAAACATCAAACAT 



WO 00/66791 PCT/US00/05928 
Appendix A -398- 



CGAAAATATGGAAAAAATAATGTCAACAATTTTTGCCAAATCGGGCTTGGCATCAGAAAA 
AAATAGGTTTATATTCCCACCTACAAATTTGTTTTCCCATTAGTACACTATCAACCAAAA 
GGAGTATCCGAATGACTGACCTGAACACCCTGTTTGCCAACCTCAAACAACGCAATCCCA 
ATCAGGAGCCGTTCCATCAGGCGGTTGAAGAAGTCTTCATGAGTCTCGATCCGTTTTTGG 
CAAAAAATCCGAAATACACCCAGCAAAGCCTGCTGGAACGCATCGTCGAACCCGAACGCG 
TCGTGATGTTCCGCGTAACCTGGCAGGACGATAAAGGGCAAGTCCAAGTCAACCGGGGCT 
ACCGCGTGCAAATGAGTTCCGCCATCGGTCCTTACAAAGGCGGCCTGCGCTTCCATCCGA 
CCGTCGATTTGGGCGTATTGAAATTCCTCGCTTTTGAACAAGTGTTCAAAAACGCCTTGA 
CCACCCTGCCTATGGGCGGCGGCAAAGGCGGTTCCGACTTCGACCCCAAAGGCAAATCCG 
ATGCCGAAGTAATGCGCTTCTGCCAAGCCTTTATGACCGAACTCTACCGCCACATCGGCG 
CGGACACCGATGTTCCGGCCGGCGACATCGGCGTAGGCGGGCGCGAAATCGGCTACCTGT 
TCGGACAATACAAAAAAATCCGCAACGAGTTTTCTTCCGTCCTGACCGGCAAAGGTTTGG 
AATGGGGCGGCAGCCTCATCCGTCCCGAAGCGACCGGCTACGGCTGCGTCTATTTCGCCC 
AAGCGATGCTGCAAACCCGCAACGATAGTTTTGAAGGCAAACGCGTCCTGATTTCCGGCT 
CCGGCAATGTGGCGCAATACGCCGCCGAAAAAGCCATCCAACTGGGTGCGAAAGTACTGA 
CCGTTTCCGACTCCAACGGCTTCGTCCTCTTCCCCGACAGCGGTATGACCGAAGCGCAAC 
TCGCCGCCTTGATCGAATTGAAAGAAGTCCGCCGCGAACGCGTTGCCACCTACGCCAAAG 
AGCAAGGTCTGCAATACTTTGAAAAACAAAAACCGTGGGGCGTCGCCGCCGAAATCGCCC 
TGCCCTGCGCGACCCAGAACGAATTGGACGAAGAAGCCGCCAAAACCCTGTTGGCAAACG 
GCTGCTACGTCGTTGCCGAAGGTGCGAATATGCCGTCGACTTTGGGCGCGGTCGAGCAAT 
TTATCAAAGCCGGCATCCTCTACGCCCCGGGAAAAGCCTCCAATGCCGGCGGCGTGGCAA 
CTTCAGGTTTGGAAATGAGCCAAAACGCCATCCGCCTGTCTTGGACTCGTGAAGAAGTCG 
ACCAACGCCTGTTCGGCATCATGCAAAGCATCCACGAATCCTGTCTGAAATACGGCAAAG 
TCGGCGACACAGTAAACTACGTCAATGGTGCGAACATTGCCGGTTTCGTCAAAGTTGCCG 
ATGCGATGCTGGCGCAAGGCTTCTAAGCAAACGCCGCCGCTCCGCAAACAAAATGCCGTC 
CGAACCGCAAATGCTGTTCAGACGGCATTTCCTTATCCGCCCGTTCAAATCGGGTGAGAC 
TACCGATACATCTGAATATGCTATGCCGTCTGAACGGCATTCACACCGCCCAATCCTGCA 
CGCGCTTCAAATCATTTTGCGCCAAAGTATCTGCGTGGCGGTTACGGCTCTGATATTCCC 
TGTCTTTCAAGATGCTGCTCGCCACATAATTCAAATGTGCCTTTGCCGCCTCCGAAGCCT 
CGCCCGGCCGGCGGTTTGATATTGCCTCATACAATACACGGTGCTGCGCCATCAGCTTCG 
GACGCGGATCTTCTTCCTGATTCAGATAAATAAGGCTGCTGCGCGTCTGCCGGTACAGCA 
TTTTCAACAAACCGCCCGACAAATGGCTGAACAACAAATTGTGCGCCGCATCGGCAATCG 
TCTGATGAAAGCTGACATCAGCTTCGCTCTGATGTTCCAAATTGCCGCTTTCGCACGCCT 
CCTCAAACTTTTCAAGCCAAAACCCAATCCGCTTCAAATCGGCATCCGTGCGGCGTTCTG 
CCGCCAATGCCGCCATACAGCCCTCGATGTGGCAACTGAAATCAAAAACATCCTGTTCCC 
AATTGGAATGCTTGCCCAAAAGCTCCTGCCAACTTTGCAAAAAATCCTGCTGCGGCTTGA 
CCGAAACATAATAACCGTCTCCCTGCCTCGCTTCCAAAACCTGACGGGCGACCAAAACAT 
TCAATGCCGACCTGACCGACGGGCGCGAAACGCCGAACTCTTCCGCCAAAACGCGTTCGG 
GCGGAATCTTGCCCCCTTCCGCGTAAACCCCTTCCGCAATGCGCTCCTCCAATACCGACA 
ATACCTGATCGCTGATTTTCTGAGGCCTTACCAGTTTCATCACTCCTCCTTTATAAAGAT 
TCCCTGCAGAACCCTTCCGAAATATAGTGGATTAACAAAAATCAGGACAAGGTGACGAAG 
CCGCAGACAGTACAAATAGTACAGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAAT 
CGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTCATCCACTATACAT 
CAAACATCAAATTGGACTGACCAATCAGGGCGGATTCTAATGACACGCCGTTCCCGCCGT 
CAACGGCATTTACCTCGCACCGCCCCCGAAACACAAGAAAAAACTACACCAAACTACAAT 
TTTTGTTCATGCAAATATTTGTTTTGACAGGATTTAAACAAAAGCTCCGATTCAAATCTG 
CCGAACCGCCCAAAAATATATTGACCTAAATATTAAAGTTTCGTAAAGTAATGCAACGTT 
GCTTTAATTGGTTTGACCACTATTGCCGACGATTAGAAAAATATTTTCGGAGATGTTCAA 
TTATGGAAACTTGGGTTCAAAACTACACGGCAATCGGCGGCAGCCTGTATCTGACTGCCG 
CCGCCGCACTCTTACCCATCGTCTTTTTCTTTGCCGCGCTGACCGTCCTGAAGCTGAAAG 
GCTATCAGGCGGGGCTTTATACGCTGCTGATTGCGCTTGCCGTTGCCGTATTCGGCTTCG 
GGATGCCGACGGGTATGGCGGTTTCTTCCCTGCCGCCGCAGCCGCATTGACCCAACGCCC 
CTACGCCACACTGTATTTGACCGCGCATTACAAAATCGGCAAATCCACCCGCATCGGTTT 
GGACTTTGAAAACGTGTTCAACAAACGCTACCGCCCTATGCCCGACATTCACGTTTACGG 
CACGCCGCGCAGCCTGACCGCAACCGTCAAACATATAGTGGATTAACAAAAATCAGGACA 
AGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCA 
CCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGCCAACGCTGTACTGGTTTTTGTTAAT 
CCACTATAAAGAAAGAAATGCCGTCTGAAACCTTATCGTTTCAGACGGCCTTGGATTCGG 
ATTTCAAGTGCAACACTAGTGTATTAGTGGTTGGAACAGATTCAAGAATAAAACACTTGG 
CGTTTCGTAGCCAAGTGTTTTTCTTGGTCGGTGGTTCAACTCATCTTGAACCCTGCGTAT 
CTCCCGATCACTGATGTTACGGAAATCGGTTTGTTTGGGGAAGTATTGCCGGATGAGTCC 
GTTGGTGTTCTCATTCAGCCCTTTCTCCCAAGAATGGTAAGGGCGACAAAAATAAGTCTC 
CGCTTTCAATGCTTTGGTTATTTTGGTGTGTTGGTAGAACTCTTTGCCGTTATCCATGGT 
GATGGTGTGCACCCTGTCTTTATGTGCCTTTAATGCCCTAACAGCTGCCCGGGCAGTGTC 
TTCGGCTTTGAGGCTATCCAATTTGCAGATGATGGTGTAGCGGGTAACGCGTTCGACCAA 
GGTCAATAATGCGCTTTTCTGTCCTTTGCCGACAATGGTGTCGGCTTCCCAATCGCCGAT 
ACGGGATTTCTGGTCGACGATAGCGGGTCGGTTTTCTATGCCGACACGGTTGGGTACTTT 
GCCTCTGGTCCATGTGCTGCCGTAGCGTTTGCGGTAGGGTTTGCTGCATATTCTGAGATG 
TTGCCACAACGTGCTGCCGTTGCTTTTGTCTTGGCGAAGGTAGCGGTAAATGGTGCTGTG 
GTGGAGCGTGATCCGGTGGTGTTTGCACAGGTAGGCGCATACTTGTTCGGGACTGAGTTT 
GCGGCGGATAAGGGTGTCGATGTGCTGAATCAGCTGCGAATCGAGCTTATAGGGTTGTCG 
CTTACGCTGTTTGATAGTCCGGCTTTGCCGCTGGGCTTTTTCGGCGCTGTATTGCTGCCC 
TTGGGTGCGGTGCCGTCTGATTTCGCGGCTGATGGTGCTTTTGTGGCGGTTCAGCTGTTT 
GGCGATTTCGGTGACGGTGCAGTGGCGGGACAGGTATTGGATGTGGTATCGTTCGCCTTG 
GGTCAGTTGCGTGTAGCTCATGGCAATCTTTCTTGCAGGAAAGGCCGTATGCTACCGCAT 
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ACTGGCCTTTTTCTGTTAGGGAAAGTTGCACTTCAAATGCGAATCCGCCGGCATTTTATT 
GCCCGACCGGTTATTTGTCGGTTTGGGTATCCCGTTTCAATCCGCCGCCGAGTGCCTTGT 
ACAAATCGGCAAGGTTTTCGGCGCGGGTCAGTTGTGCCGACAAAGCCGCACCCTCCGCCG 
CATAGCTGCTGCGTTCCGCATCGAGCAAGTCGAGCGCGCCGGATACGCCGTGCTTGTAAC 
GCAGGCCGACCAAGCGCAACGCTTCTTTAGAGGCGCGGCTTTGTTTGCTTAAAGCGTCAT 
AGGCTTTATCCAGCTGCTCGCGCGCCGCCAATGCGTTTGCCACGTCTTGAAATGCGGATT 
GGACGGCGGATTCATAGGCAACGATTTGTACCTGTTGGCGCAGCTTGGCTACATCAAGGT 
TCGCCTTGTTCGTACCCCAGGTAAAAATCGGCAGGGTAATAGACGGCGCGAACGACCAAA 
CGCCCGTGCCGCTTTTGAACAACCCACCCAATTCGGCAGAACCCGTACCGACGGTTCCGG 
TCAGGCGGATGGATGGGAAAAAGGCGGCGCGTGCCGCACCGATATTGGCGTTTGCCTGTT 
TGAGCGCGTGTTCGGCAGCACGGATATCGGGACGGTCGAGCAATACTTCGGAACTCAAAC 
CGGCCGGCAGTTTTTCAACAAAAAACTGCTTGTCCAGCGGCAAACCGGCAGGCAGGTCTT 
CGGGTATCGGTTGGTTAATCAAGGTTGCCAAGGCATTGCGCGCCTGTTCGCGGCTGCGCG 
CGGCATGGGCATAATCGGCTTTGGCAGATTCGATCAGGGCTTCCTGCTGACGTAGGGCGA 
CGGCGGAAATCACGCCTGCCTTGTAACGTAATTCGGACAGCTTGTAGGTTTCCTCGCGCG 
TTTTCAAAACACGTTGCGCCAAAGACATCGCTTCTTCGGCGTAACGTTCGTTGAAATAGG 
CTTTGGCAACGGTGGCAATCAGGCTCAAATGTGCCGCATCGCGGTTGGCGGTGCTGGCGA 
AATAGCCTTGCAGTGCCGCCTCGCTGCTGCTGCGTACACGCCCGAACAGATCGAGTTCGT 
AAGATGCCGCACCCAGTCCGACTTTGTAGCTGCTGCTTACATTGCCGCCGCTCAAGCTGC 
CTTGGCGCGAGTCGTTCGCATTGGCGGCAAGCGTGGGCAGGAGGTTGTTGCGCTCAATCA 
TGTATTGTTTGCGGTAGATTTCGCTGTTCAATACGGCGGTACGCAAACTGGTATTGCGCT 
CGAGTGCGATGTCGATCAGCTTTTGCAGGCGCGGGTCGGCAAAATAGTCATGCCAACCTA 
AATCGACGGCGCGGATGCCGCTGTCGGCGGTATCGTTTTTGAACGTTTCGGCAACTTCGA 
CTTTGGGCTGCTCGTATTGGGGAATCATGGTGCAGGCAGACAATGCAAAGGCTGCTGCAA 
CAGAAGTCAAGGTGGTTTTCAATGTAGTATCCATAAAAAAGTCCTGATGCCGTCTGAAAA 
CCCGTGGGCGTTCAGACGGCATGGTTGCTTAATGTTGGCTGTCGTCCGAACCGGTGATGC 
CCGCTTCGGCGGCGTGTTTTACTGCCATTTCGTGTTCGTGCGCGGTTTCTTTGAAGAATT 
TGCGCACCACCACATAGAAAAGCGGAACAAGGAACACGGACAAGAGCGTGCCGATGAGCA 
TCCCCCAGAATACGGTTGTACCGATGGCGCGCTGGCTGGCAGAACTTGCACCGCCGGCAA 
TATACAGGGGAACCACGCCCAAAATAAAGGCGAACGAGGTCATGATAATCGGACGGAAAC 
GCAGGCGGGCGGCTTCCAAAGCGGCTTCAACCGCGCTTTTCCCTTGCGCTTGAAGGTCTT 
TGGCAAATTCGATAATCAAAATCGCATTTTTCGCACTCAAACCCATCACGGTAACGAAAC 
CGACTTGAAAGTAGATGTCGTTGGCGAACGAGGGAACGCTGCCCAACAGTCCTTCAAACA 
GGTTGCGCCCGGTTACGCCCGCAGCCGCACCGATCAAACCCAACGGAATCACAAGGATGA 
CCGCCAGCGGAATCGACCAGCTTTCATAAAGCGCGGCAAGTACCAAAAATACGGCTGCAA 
CCGCCAAACCGTACAAAATCAGGGTTTGCGAGCCGCCTTTTGCCTCTTCGCGCGACTGTC 
CGCCCCACTCCAGGCTGTAACCGCCGCCCAATTCGTCAACCATTTTTTGAACCGCCGCCA 
TAGCCTGCCCGGTGGAAACGCCGGTTGCAGGCGAAGCGGACAGCTTCATCGAAGGATAAC 
CGTTGAAGCGTACGCTCTGTTCCGTACCGTTTTCCCAAGAAACAGTAGCAATGGTGGAAA 
GCGGTACGGCGACGCCGGATTTGTTCGGCACGGTCAGGTTCAAAATATCGGCAGGCTGCA 
TACGGGCATCCTCGTCGGCCTGCACCATCACGCGTTGCAGACGGCCTTGGTTCGGGAAGT 
CGCTGACATAAGACGAACTCAGCGCGCTTGCCAATGCGGTGCGGATGTCGGCAAACGAAA 
TGCCTTGCGCCGCCGCCGCGGCACGGTTGATGTCGATTTTCAACTGCGGCGAGTCTTCCA 
AACCGCCAGCACGGACGGTGCTGGGGTCAAACAAACCGCTGGCACGCATTTTCTGAATCA 
ACTCGTTGCGCTTCGCCAGCAATGCGGTATGGCCGGTATTGTTGCGGTCTTGCAGGTTGA 
TGCTCAGACCCGAACCGTTGCCCAACTCCAGAATCGGAGGCGGGACGACGGCGATGCCAA 
AACCGTCTTTAAGCGTCCCCATCATCATACCCGTCAGCTTGCCGGCAATCGCAACGGCAT 
CGCTGCCGGGCGCGGTACGCTCGTTCCAATCTTTCAATATGGCAAAACCCATCGCCATAT 
TCTGACCGCTGCCCGAAAAGCTGAAGCCGGAAACGGTAATGATGTTTTCTATTTCAGGAA 
TGCTTTTCGCCAGTTGGGTAACTTGCGCCAAAGTCGCATTGGTGCGCTCTTGGGTCGCTC 
CTGCAGGCAGTTGCACGCTGACCATGACGAAGCCTTGGTCTTCGGTCGGCAGGAATGAAG 
TCGGCAGGCGCATAAACAGGAACACGCCCACAACCGCCAAGCCGATATAGACAACCATCA 
TGCGGAAAGTCTTACGCAGCACTTTGGCAACCCGGCCTTCGTAACCGTGCGTCCAACTGT 
TGAATTTCTTGTTAAACCAGCCGAAGAAACCTTTTTTCTCTTCGTGATGCCCTTTCGGGA 
TTGTCTTCAACATTGTGGCACACAAAGCAGGGGTAAGGGTCAGCGCAAGGAAGGCGGAGA 
ATGCGATTGATGACGCCATCGTCAGGGCAAACTGTTTGTAAATATTGCCCGTCGCCCCGC 
TGAACATCGCCAACGGTACGAACACGGAAATCAGAACGGCGGTAATACCGATGACCGCGC 
CCGAAATCTGACCCATCGCTTTTTTGGTCGCTTCTTTGGGCGGCAAGCCTTCACCCGCCA 
TAATGCGCTCGACGTTTTCAACCACCACAATCGCGTCATCGACCACGATGCCGATGACCA 
AAACCATCGCAAACATGGTCAGTACGTTAATCGACATGCCCATATAAGAGATGAAGGCGA 
AACCGCCCAACAGCGAAATCGGTACGACGATGGTCGGAATCAGCGTATAACGGATGTTTT 
GCAGGAAGAGATACATTACGACAAACACCAGCACCATCGCTTCGATTAAAGTGTGAATCA 
CTTTTTCAATCGAAATTTCGACGAATTTGGAAGTATCGTAAGGGGTTTTCCAGCTCATAC 
CCTGAGGAAAGTATTTTTCCAACGTCGCCATGCGTTCTTTAACCGCCTTTGCCGTCGCCA 
TCGCATTGCCGCTGTTGGACAGCATCACCGCCATACCGGTGGTATTTACACCGTTCAGAC 
GGGTTGAGGAAGAATAGTCTTCCATACCCAGTCCGACCCTTGCCACATCCTTCAGGTAAA 
CATTAGAACCGTCGGTATTGGCGCGGAGGATGACGTTGCCGAATTCTTCTGCCGTACCCA 
ACTGCCCTTGCGCCGTTACGGTAGCCGTAACCGTCTGTCCGCGAACGGCGGGAAGCGAAC 
CGATAGAACCCGCTGAAATCTGGACGTTCTGGGCGGACAGCGCGCTGCCAACATCGGCAA 
ACGACAAATTGTAGTTTTGCAGTTTCTTAGGATCAACCCAAATCCGCATCGCGCGTTGCG 
CGCCGAACAGGCGTACCTGCCCCACGCCTTCGATACGCTGCAACTCGGGAACGATATTAC 
GCTGCGCGTAGTCGTTCATCTCTTCGGTTGACTGCACATCCGACGAAAGCATCACAATCA 
TCAGGAAATTGGAACGCGCCTTGGATACGGTTACGCCGTATTGCTGGACAGTTGCCGGCA 
-GCGTGCTCAATACTTCGGAAAGCTTGTTCTGCACTTCCACCTGCGCCAGATTCTCGTCGG 
TATCGGGCGTAAAGGTCAGGCTCACGCTGCCGCTGCCGCTCGAATCGGCGGAAGTGGACA 
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TATAATCCAAACCTTCCACGCCGTTCATATTCCGCTCGATCACGGAAAGCACGCTGTCTT 
CCATTACCTGCGCGGACGCGCCCGGATAAGTGGCCCTCAGGGTGATGGTCGGGGCGGCGA 
CGGACGGATATTGCGAAACCGGCAGGCTTTTGATGCCGAAAATACCCGCCGCAATAATGA 
AAATCGAAATAACCCACGCAAAAATGGGGCGGTCGATAAAAAATTTAGCCATCGATGCCT 
TCCTTATTTCGCTTCAGAAGCAGGTTTGGCTTCAGATGCCGTCTGAACGCCGGATTGAGG 
CGCGGCGGCTTGGTTTTCAGACGACGCCCATTCTTTGGGCGTTACCTTTTTCGCACCCGT 
TATACCGGCGATACTGATGCCTTCCACAACCACCTTGTCCCCGTCCTTCAGACCCGACGT 
AACAATCCAATTCGTACCCTGCTGTTGCGCAACCGTTACCTCGCGGGGTTCCATACCGCC 
TTGGGCATTCACAATCATCACGGTATCTTTCGCACCGCGCGTTACCGCCTGCTGCGGCAC 
AACAAATGCGTTATCCACCGCCACTTGGTCCATCAGCACGCGCACATACAGACCGGGCAT 
CAAGATATTCTGATCGTTCGGTACGGCGGCGCGCAGGGTAATCTGACCGGTCGATTCGTT 
GACGGCCGGATCGGCAAACAGCAGGCGGCCTTTTTCAGGGTAAACTGTGCCGTCGTCAAA 
TTTGATGCCGACCGCAATCACACCATCCGCCGCCAGCAGTTTGCCTTCGGCTATCTGACG 
GCGCAATTTCATCACTTCGGATGCAGACTGGGTAACGTTCACATACATCGGATTGGTTTG 
GCGGATGGTCGCCAGTACGGTCGCATCGCCAGCGTTCAGCAACGTACCTTCGGAAACTTT 
GGACTGACCGATAAAGCCGGAAATCGGCGCGGTAATGCGCGAACGGTTCAGGCTGATGCC 
GGCGGATTTGATTGCCGCCTGCGCCGCTTTAACGCCTGCCTCGGCAGAACGTTTCGCCGT 
TACCGCAGCATCGTATTCCTGCCGGCTGACGGCTTCGGCGGCAACCAAAGGCTTGTATCG 
CGCCAAATCCGCATCCGCTTTGGCAAGCGTTGCCTGAGCCGTTGCCAGTTGCGCGCGCGC 
GCTTTCCAGACCTGCTTCATAAGTGGAACTGTCGATCTGATACAGCGGCTGTCCGGCACG 
GACATAACTGCCTTCTTGGAACAGGCGTTTTTGGATGATGCCGCCGACTTGGGCGCGGAC 
ATCGGCGGTACGCAGCGATTCCAAACGCCCCGGCAACTCGACGGTCAATGCGACGGTTTG 
CGGATGGACGGTTACGACACCGACGACGGGCGCAGGGGCTTCCCGACCAGCAGGCTGCCC 
GCCCTGCGCCGCGTCTCCGCCTTTACCGCAAGACGACAGTACCAATGCAACGGCGGCAGC 
CAACGCGGCCGCACGCATCGCCTTAAAAGCATAAAAAGCCATTATTTATCCTATCTGTCT 
GGTTTGATGTAAAGGGTTTTGCCAATCAACAGGCATTCTTATAGTGGATTAACAAAAACC 
AGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCA 
AGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTCGCCGCCTTGTCCTGATTTTTG 
TTAATCCACTATATTTCAGGATATAAAAACCGCCTGCTTCGCCAACCCGATGTTCAAACG 
GGTTGCGAAGCAGGTTTCATGGGTTTTCAAAGTTGAGATGTAGTCTCAATTTCATGGGTT 
TCATTATACATACACGATTGCATGGTTACAAAGTCTTTTTTATAATCCGCCCTCATCAAA 
CCGACCCGAAACGAAACCGCCATTATGAGAAAAACCAAAACCGAAGCCTTAAAAACCAAA 
GAACACCTGATGCTTGCCGCCTTGGAAACCTTTTACCGCAAAGGGATTGCGCGCACCTCG 
CTCAACGAAATCGCCCAAGCCGCCGGCGTAACGCGCGGCGCGCTCTATTGGCATTTCAAA 
AATAAGGAAGACTTGTTCGACGCGCTGTTCCAACGTATCTGCGACGACATCGAAAACTGC 
ATCGCGCAAGATGCCGAAGATGCCGAAGGAGGGTCTTGGGCGGTATTCCGCCACACGCTG 
CTGCACTTTTTCGAGCGGCTGCAAAGCAACGACATCTACTACAAATTCCACAACATCCTG 
TTTTTAAAATGCGAACACACGGAGCAAAACGCCGCCGTTATCGCCATTGCCCGCAAGCAT 
CAGGCAATCTGGCGCGAGAAAATTACCGCCGTTTTGACCGAAGCGGTGGAAAATCAGGAT 
TTGGCTGACGATTTGGACAAGGAAACGGCAGTTATCTTCATCAAATCAACCTTGGACGGG 
CTGATTTGGCGGTGGTTCTCTTCCTGCGAACGTTTCGATTTGGGCAAAACCGCCCCGCGC 
ATCATCGGGATAATGATGGACAACTTGGAAAACCATCCCGACCTGCGCCGGAAATAATCA 
AGCCTTGGTAGCAATGCCGTCTGAAACGAACAAACCCTTTCAGACGGCATCAAAATGACA 
CAAAGCCTTCTTCTAAAAATACATATTGAGACCTTTGCAATAACATAGGTTACTAAAATT 
TTATGCTCAATCTTATTTTCAAAATGCAAAACTTTTCTGATTTTTCCTACTTTTTGCTCA 
ATATTAGGAAGGTTTTAGGCAATTGAAAATTTTTTGGCGCATTTTTATGCGTCAAATTTC 
GTTAACAGACTATTTTTGCAAAGGTCTCATATTCACTAAATTGCATTTTTAATTTCTTCT 
ATCATTGCATGGACATTCTCTTGGTCAAAATGTCCGTTTTCTTCTGAATAAACTTCTAAC 
AAATAATGTTCAATGAACGTTTTATCTGTCGTCAGCGATACATCTCTGGCAATGTCTTCA 
TACGACTCAAAATCATCTTCATGCCAGGGATTATATTTGTCCATATTTTTTTGAATTTCA 
TTTTTCATATCATTTACCTTCCAATATTTATTTACAATTAATAACAATACCATTCAAAAT 
GTAAACTGCATTTTTCTCCAGCATTTTTGCAAATAAAAACTGAAAATCCCGCCATTTCCG 
CGAAAACGGGAAACCGTTTTTTGAGTTCCAGTCATTCCTGATAAGGCTTTAACGTCAAGT 
TTTCGGATTACCGCCTTTATGAGAATAACGATGTGGGCATTTTCTGTTTTAATCTATTGC 
GGTTATATACATATGCGATTATTTTAGTTTGCTTACAAAACACTTCATGTTACATTCAAA 
AATTTAATGCACTCAATATATTTTTTTAAGGAGAAGCAGATGAGTCAAACCGATACGCAA 
CGGGACGGACGATTTTTACGCACAGTCGAATGGCTGGGCAATATGTTGCCGCATCCGGTT 
ACGCTTTTTATTATTTTCATTGTGTTATTGCTGATTGCCTCTGCCGTCGGTGCGTATTTC 
GGACTATCCGTCCCCGATCCGCGCCCTGTTGGTGCGAAAGGACGTGCCGATGACGGTTTG 
ATTTACATTGTCAGCCTGCTCAATGCCGACGGTTTTATCAAAATCCTGACGCATACCGTT 
AAAAATTTCACCGGTTTCGCGCCGTTGGGAACGGTGTTGGTTTCTTTATTGGGCGTGGGG 
ATTGCGGAAAAATCGGGCTTGATTTCCGCATTAATGCGCTTATTGCTCACAAAATCGCCA 
CGCAAACTCACTACTTTTATGGTTGTTTTTACAGGGATTTTATCTAATACCGCTTCTGAA 
TTGGGCTATGTCGTCCTAATCCCTTTGTCCGCCATCATCTTTCATTCCCTCGGCCGCCAT 
CCGCTTGCCGGTCTGGCTGCGGCTTTCGCCGGCGTTTCGGGCGGTTATTCGGCCAATCTG 
TTCTTAGGCACAATCGATCCGCTCTTGGCAGGCATCACCCAACAGGCGGCGCAAATCATC 
CATCCCGACTACGTCGTAGGCCCTGAAGCCAACTGGTTTTTTATGGTAGCCAGTACGTTT 
GTGATTGCTTTGATTGGTTATTTTGTTACTGAAAAAATCGTCGAACCGCAATTGGGCCCT 
TATCAATCAGATTTGTCACAAGAAGAAAAAGACATTCGGCATTCCAATGAAATCACGCCT 
TTGGAATATAAAGGATTAATTTGGGCTGGCGTGGTGTTTGTTGCCTTATCCGCCCTATTG 
GCTTGGAGCATCGTCCCTGCCGACGGTATTTTGCGTCATCCTGAAACAGGATTGGTTTCC 
GGTTCGCCGTTTTTAAAATCGATTGTTGTTTTTATTTTCTTGTTGTTTGCACTGCCGGGC 
ATTGTTTATGGCCGGGTAACCCGAAGTTTGCGCGGCGAACAGGAAGTCGTTAATGCGATG 
GCCGAATCGATGAGTACTCTGGGGGTTTATT-TGGTCATCATCTTTTTTGCCGCACAGTTT 
GTCGCATTTTTTAATTGGACGAATATTGGGCAATATATTGCCGTTAAAGGGGCGACGTTC 
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TTAAAAGAAGTCGGCTTGGGCGGCAGCGTGTTGTTTATCGGTTTTATTTTAATTTGTGCT 
TTTATCAATCTGATGATAGGCTCCGCCTCCGCGCAATGGGCGGTAACTGCGCCGATTTTC 
GTCCCTATGCTGATGTTGGCCGGCTACGCGCCCGAAGTCATTCAAGCCGCTTACCGCATC 
GGTGATTCCGTTACCAATATTATTACGCCGATGATGAGTTATTTCGGGCTGATTATGGCG 
ACGGTGATCAAATACAAAAAAGATGCGGGCGTGGGTACGCTGATTTCTATGATGTTGCCG 
TATTCCGCTTTCTTCTTGATTGCGTGGATTGCCTTATTCTGCATTTGGGTATTTGTTTTG 
GGCCTGCCCGTCGGTCCCGGCGCGCCCACATTCTATCCCGCACCTTAAACACGATAAACA 
AAATGCCGTCTGAAATGCTTAAACGCTTTCAGACGGCATTTGCCTTTCTATCCCGTCAGG 
CTTCTCCGGCCTCTTCCTTTTTTTCCGCTGCGGCAAGCGTGTCGGCAAGCAGACGGACGA 
GGTTTTCAAACAGGGGCTGTTCGAGCGGGTTTTGGCTTGCGTTGCCGAACACGAGGGCGA 
CTTCGGTATAGTCTTTCTGCCCTTTGCTGACTTTGCTGCCGTGGTAGGCGGTTTGGGCTT 
TTTTCAGGGCGGCTTCCCAATCTTGTTTTTGGGCAAACGCTTCGGCGGTGGCAAGCGAGG 
TTTTGGCAAAAAACGGCAGCGGGCGGTTTTGCCCGATATTGAAAAACGCCATCCATTCCG 
ACAATAGCTGCAATGCCCTGTCTTGCGCGATTTCCGCCAATATTTCGGTTTCTCCGGATT 
GGACGATAAAGGTTTGCCGCATTTCGGCTTCAGACGGCATAACGGCGCAAAATATCAGGT 
GTTCCAGCAGAAAAGCGATACGTTGCGGCGCGTTGGGTTTGCCGTAGGCGTAAAACACTT 
GTCCGCAGCGGTACAGATTGCCCAAGCTGCCTTTCAGGATTTGCCCGTCCGACGGTATGG 
CATATGAAAGCGGTGGCAGTTTGGGGCTGTTTAAAACCGCCGTGTCGATTTGTTTGGCAG 
CAGTTTGGAAGTCCTGCTGCCAAAGTCTGCCCAACTCTCCCGACGGCAGGAGGCTTTCCG 
CCCCGATGCGGGCGGCGGTTTGGGCAAAATCCCGTCCTTCGCACCGTGCTTCGATGTAGA 
TTTCGGCGATTTGATCGGCGTGTTGCGGCTCGAAGGGTTCGGCAGGCTCCCAGGCTTCGC 
CGATATGGGGTTCGCTCCACGCAAGCTGCTGCTGAAGCCATACTTTGACAGGGTTGCGCC 
AGAAACGGATAAATTCGTCCTGTCCGATTTCGGCAACAGGTTCGGCGTTTTCTACGGGTT 
GATCGAAAAAGGGTTGCGGCGGTTCGGGCGTTTGTCCGAGCGCGGCGGCGTAGTCGGTAC 
GCGTGCCGAATATGCCGTCTGAACGTCCGCCTTCTTGAAAATATCGGCGCGAGAAGGCTT 
GCAGCGGATGCTGTTCTATCAGGTTTTGTGCAAGTTGGCGGCTACCGATGCCCGCCATAG 
CGGCAACGGTATCGATGAGTTCGCCCAACAGGGAAGACGGGGCAAGCTCTTCGTCTTTGC 
GGATGTCGCGCCCGATGTAGGACAGGTAGAGGATTTCACGCGCGCTGATGAGGGCTTCGA 
GGAACAGGTAGCGGTCGTCATCGCGGCGGGCGCGGTCTCCTTTGGCGGGATGTTTGGCAA 
TCAGGTCGAATACGGCGGCTTTGGTATTACGGGGAAAATCTCCGTCGTTCAAACCCAACA 
GGCAGATGACTTTGAACGGCAGGCTCCGCATCGGCACCATACTGCAAAAGGTGATGCCGC 
CGCGTAAAAAGCCTGCCTCGCTTTCGCTGTCGAGAAAGCGTCGGATATGGCGGATGACGG 
TGTGCGGCGGCAACTGTCCGGAAAATTGCGCCAATTCGGTTTCCGCCTGCCATTTGACCC 
ATTCGTTTTCAAGGTTTTGGACTGACTTTTGGTCATCGGCTTCAGCTTGGAACAATGTTT 
CAAGCAAATCCCGGCAACGCGCCACCCATTCGCCGACCGTTGCGGGCTGCCGCCATATCC 
GTACAATATCCGTCAGGGTTTCGAGGAAGGCGGCAAAACGTCCGAACATGGCGGTTTGAT 
TCACGTCGGCATACCACGCGCTGACATCCTGCCACATCGGATTGCCGCCTTTGGGCAGCA 
TCCAGCCCAATATCATGCGTTCTACCGCCTGCTTCCAGGTGAACAGCTGATCCGTGCCGC 
CGCGCATTTCTCCGTCCAAACCCCAGTGGACGTTCAAATCGGCAACCATGTCGTGCAAAA 
GCGGTAAATCGTCCTCAGTCAGTCCGAAACGGCGCAACACGGGCGCGGTTTCTAAAAGCA 
CAAGCACTTTATCGACTTCAAATCGGCTTTCCAACAAGTCGAACAGGCATGACAAAGCAT 
GAAACAGCGGTTGGCGGCGGCTGATTTTCACGTCTGACACGGAATACGGCAATGCCTGCG 
CACCGGGCTGCGCCTGTCCGAACACGGCTTCGATAAAAGGCGTATAGGATTCGATATTCG 
GGGTTAATACGGCGATATCGTGCGGCTGCCAATCGGGATGTTCATGCAGAATTTTCAACA 
GCTTGTCTTTGAGTATCTGCAATTCGCGCAAAGGGCTGTGTGCGGAGACGATGCGTATCG 
AGCCGTCGCCCGTGTTGACGCTTCCCGCCATTTCAGACGGCATTTTCAGGTTTTGAATAT 
CGGTTTGCAGGGCGTGTAAAAGCGTATCGCGCCCGCCTTCCTCAAATACCGGCGTTTCGC 
CTTCTATTTCCATTTCGTTCAAAAAGTCGAAAAAGTCCCGCCCCTGCTTGCCCAATGAGG 
CGAGCAGCGGATGCCCTGCCTGAGTTAAATCGGGATCGCCGCCACCTTTGAGGATTTGCG 
CCGCTTCGATGACGTTGCCCCAGTACATCCCGCTCGGATTGAGTGCGAACACGAACACGT 
CGCAATGTTCGGACAGCTTGTGCAAAAGTTGCAAATACATCGGCGCCATCGTGGAAATGC 
CGAACACGAAATAACGCTCGGGCAGCTTATCACTGCTCAAAGATTCCAACAGCTTTTCCC 
ACAACGCGACACGGTGCGGCGCGCTCTGCCTGCCGTCGTCGAGGTAACGCCACAGTTTGG 
ACTGCCAGATTTCGTCGTCGCCCAAACCGAGCCGCCTGCCCTGCTGCCAAGCGTCTATCC 
ACTGAGGACGGTACACGAGGTATTGGTCGAATATGTCCGCAAGCTGTCCCGCAAGCTGGT 
AATCTGCCGATTCGCCGCTGCCCAGATAGTCTTGCAGCACATTCCTCACATCTTCAAATT 
CTGCCGTATTCCGAAATGCCTCGCTGCGGAACAAATCCAGCAGCCGCCAGCGCATGACTT 
CGGGCGCAAACGGGCTGAGTTCCGGAATACCGGGAATCAGTTTTTTCATCAGCTTCCACG 
TCAGGCCGGCGGGCAGGCTGAACGACAAATTCGCCGCCACGCCCAAATCGCGGGCGAGGC 
AGGTATTGAGGTAGCGGCGCATCCCCTGACTCTGCACAATAATCTGTTCGGGCTGTAAAG 
CCGATTTCAGCGGTTTGACTTTTTGAATGCGGGCAAACAATGCCGCCAGCGTTTCAAGAC 
GGTTGGATTGATACAGATAAAACATGATTTCAAACAGAAGCTGTGGTCAAGTATTCGGGA 
TTATATAGCCTTTCCCCCGTCCGCCTTCAAACAAAATGCCGTCTGAACCTTTCAGACGGC 
ATTTGGTCATTTAAACCATCTCCTCAAAACAGGAATCCGCGACAACAGCAGCGTATCCAA 
CAGCCAAATCACGGCAATGGCAAGCAGTGAGGTCGGGAAGAGCAGTGCGATTGCCAATAG 
CGGCAATGCCATCATCCACCAAACCGGCAGCTTGACTTTCTGCGCCGGCGGAACGATGCC 
CACCGCTCCGGTCGGACGGCGTTTCCACCACATCACGCAGCCGCTGATACCGATAAAAAT 
GACGGCAAGGCAGAACAAGACGTTCGCCAACACGCTCCACCAGCCCAGAGTCCCCATATG 
CAGCGCAATGCTTGCCGCCATAAATTTGCCGAACGGGTTGTAATCGTCAAAACGGATGTC 
GGCAAGGATTTTGCCGCTGTACTGGTCGATATGTACCGTGCGGTCGGCAAACGGGCTGAT 
CATGTCGTAACTCATAGAATCCTGCGACAAAGTCCATACGCCGTCCTCGCCTTTGGGCAA 
ATTCAACTGATAACGCCCTTTGAAACCGATTTCCCGCGCAAAGCGGTCGACGGTTTCCAA 
TGTCATCGGCTCGTCAGGGTTAATGCCGTCTTTGCCCACAGTCGTCCCTGAAACAGGCAT 
•- AGGCGTAAGCTCCAAAACCCACGGCACTTCCTTAACCTTGCCGTCATTCAATACCTCGCC 
GTGGGTCGGCACGACTGAAACGGGGTTCGGTTCGACACCCCATTTACCGGCAGGGAACTG 
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ACTCCAAGCCTGTACGAACTTGCCGCCCCAAATACCCGCCCAAGCAATACCCGACAGGCA 
GAACAACAGCAAAATCAACGACACCCAAGTTCCAAACGTGCCGTGCAGATTCCGCCACCA 
AGAACGCGCCCTGCCTTTTGACGGCAGCAGCATCGCCTTGATGCCGCGCCGTTTCACCCA 
CCAAAGGTACAAGCCGCTGACAACCATAATAATGGTCAGTGAAGCTGCCGTTTCCAAAAG 
ATAATCGCCTGCCGCACCGAGCATCATATCGCTGTGGATTTCATCCATCGTGTAATACCA 
ACCCTGATTGCGCGGCATGGTACTGACCACTTTTGCCGTATAAGGATCGACCGCGACCAT 
CGTTGCTTTGCCCTCATTGTTGACACGGAACACGGCAACCATATCATCGGCACGCGGCGC 
AATATACTGAACGACGGACGAAGTTTCCGGATTAACGGCACTGCGTGCCGCTTCCGCCTG 
AACAGACAGAGGTTGTACCGTTGCCTGCGGCACAACATGAATCCGCTCGCCCTCCTTACC 
GGTAATATTGGCAAACAGCAGCATACCCAAACCCGTAACGGCAAGCAGGGTAAGAAAAGG 
CATAACCAGCAGACCGGCATAAAAATGCCACC GCC AAACGGTCAGATAACGCCGGTTGCT 
CTGATTGTCGGCTTCAGTTTTGATTTGTGTATCCATTAATCGTCCTTTTGAAAATAGGGC 
TATCGTGATGATGCGCGATTATAAACAATAAAGACTAATTCTTTATGACTAAAGTCAAAA 
TTCATTACAACAAATAGGCAGTCTGCGTTTAAAACCGGATGCCCGTTAAAACAAAAAATC 
CAGATTCAATACTGAATCTGGATTTTCATAACCGATAATATCGGAAACTCAGTCAAGTTA 
GAATTTGCCGCCTGACTGGTTGACCATATAGTCAACCGCAGCTTTAACCTCATCATCGCT 
CAAATCGCCGCGACCGCCTTTTGCGGGCATCGTATTGAAACCTTCGATCGCGTGTTTGTG 
CAACGTGTCCTTGCCTTTTTTGATGCGGTCGGCCCAATCGGCTTTGATGCCTACATGGGG 
AATACCCGGAATCGCATTGCCATGGCAGGCGGCACAAACGGTTTCATAAACCTATTTGCC 
GTCCGCTTTGGCAGCAGGTGCAGCTTTTTCCTCGGCTTTAGGTTCTGCTGCGGCAGGTTT 
GGCTTCGGACACGGCTTGTGCTGCTTCTGCAGGAGCAGAGGCTGCGGGTTCTGCCGCCGG 
TGCGGGAGTCGGTGCAGGCTCGGCTTTTTTCACCGGAGCTTTACCGTCTTTATCGGAAAG 
ACCCCATACATAAGCAGTCATAATATGCAGTTTGTCTTTATCCAAGAAATGTCCCCAAGC 
GGGCATTTGGCTGCTGCGACCGTTGGTAATGGTTTCGATAATGGATTTTTGCGTACCGCC 
CCACAACCACACGTCATCAGTCAGGTTCGGACCCAAACCTTGGATACCTTGTCCCTTATC 
GCCGTGGCAAGTGAAACAGTTGGCAGGCGGACCGCTGAACAAGGCTTGTCCGCGCGCGGC 
ACGTTCCTCATCATACTGACCTTCGGGTTTTGAAAGGGACATCACATAATGGGCAACGTC 
TTTCACGCCTTCTTCGCCCAAAGCAGGACCCCAGGCAGGCATAGTCGCAACACGGCCTTT 
TTCGATGGTCTCGTGGATTTTATCGGGATCACCGCCCCACAACCAATCGCTATCGGTCAG 
ATTCGGAAAACCTTTAGAGCCTTTAGCATCAGAGCCGTGGCACTGGATACAATAAGTGTT 
AAACAGGTTTTGGGCGATTTGCTTGGCTTGAGGGTCTTTTGCCACTTTTTCAATCGGCAT 
ATCCGCAAACTTGGCATACAGTTTGCCGTATTGCTCATCGGCTTTTTTGACCTCTTTTTC 
ATATTGGTTATGGCTGGTCCATTTCAGCAGACCTTTGTAGTCGCCGACACCCGGATACAT 
AACCAAATAACCGATACCGAACAGCCACGTCAAAACACACAGCCAAAACCACCAGCGGGG 
CAGCGGATTGTCGTATTCGGCAATGCCGTCCCACTCATGACCCGTAGTTTGTACTTCTTC 
GCCCTTCTTCGGACGTTTGACAACATTTTGAGACAGCAGCAGCCAAGCCAAAGCGATAAA 
GCTCAGTAAGACAATAACTGCAATATATATATTCCAGAAATTACTGGTAAATTGGGATGT 
TGTGTTCATTGTTTTGCTCCGTTATCACAATATTAACGGTTTTCGCTTTTCTTATCTTGC 
GCATCTTGGTTTTCATCAAAAATGCTGTTTGCGGCATTATCGTAGTTTTTCTTATTCCGC 
CTGTTGAAGACGATATAGAGTACCAACAGGAAACAGATAAAGATCCATACCGTGAAGAGA 
GCACGAATACCGTTAATATCCATGATGTTACCTTACGTTTTTCAAAGCCAGACCCAATCC 
TTGCAGATAGGCGACTACAGCATCCAGCTCGGATTTGTTTGCCAAAGCCTCAGGTGCTTT 
CGCAATTTCCTCATCACTGTAAGGAGTACCTACTTTACGCAAAGCCTTCATGTTGGCAAC 
GGTTGCATCGACATCGACTTTATTGCGTGCAAGCCACGGGAATGCCGGCATATTGGACTC 
AGGCACGACATCACGGGGATTCAGCAGGTGGATACGGTGCCATTCGTCGGAATAGCGACC 
GCCCACACGTGCCAAATCAGGACCGGTACGTTTGGAACCCCATTGGAACGGATGGTCGTA 
AACCGACTCTCCGGCAACAGAGTAATGACCGTAACGCTCGGTTTCCGCACGGAACGGACG 
AATCATTTGCGAGTGGCAGTTGTAACAGCCCTCACGGATGTAAATATCGCGTCCGGCAAC 
CTGCAGGGCATTGTAAGGCTTCACGCCCGGCGCCGGCTGTGTTGCCGCCTTGGTAAAGGC 
CAAGGGCACAACTTCAATCAACAGACCGACACTGACTACAAGCAGCGTGAACACAATCAG 
AACGCCGATTTTTTCTTCAGCCAATTGTTGTAATTTCATTTTGGTAGCCTATCTTTCTTA 
GTATTTTAGTGGTGCTGTGTTTGGGAAACCGCAGGGATTTCGGCATCGACTGCTTTACCA 
CCGATGGCTGTGCGGTACACGTTGTACGCCATAATGCACATACCACTCAGATACAATAAA 
CCACCTGCAAAACGGATCACGTAGTAAGGCATGGTGCGTTTTACGGATTCGACAAACGAG 
TAGGTCAGCGTACCGTCATCGTTCAAAGAACTCCACATCAAACCCTGCATCACACCGGCA 
ATCCACATGGCAGCGATATACAGAACCACGCCGATGGTCGCAATCCAAAAATGTGCTTCT 
ACCAGCTTGGTGCTGTGCATCTGTTCTTTGCCGAACAGACGGGGAATCATGTAATAGACG 
GAACCGATGGTTACAAAGCCTACCCAGCCCAACGCACCCGCATGAACGTGCGCGACGGTC 
CAGTCCGTATAGTGGCTCAATGCATTGACCGTTTTAATCGACATCATCGGGCCTTCAAAG 
GTAGACATACCGTAGAAGGACAAGGATACAATCAGGAATTTAAGAATCGGGTCTGTACGC 
AGTTTGTCCCACGCGCCGGACAAGGTCATGATGCCGTTAATCATACCGCCCCAAGAGGGT 
GCGAACAGAATCAAAGACAGAACCATACCCAAAGATTGCGTCCAGTCAGGCAGCGCAGTG 
TAGTGAAGATGGTGCGGACCCGCCCACATATAGGTAAAAATCAACGCCCAGAAGTGAACG 
ACGGACAGGCGGTAGGAGTAAACGGGGCGGGCTGCTTGTTTGGGTACGAAATAGTACATC 
ATACCCAAGAAGCCGGCAGTCAGGAAGAAGCCCACGGCATTATGCCCGTACCACCATTGA 
ACCATAGCATCAATCGCACCGGAATAGACGGGGTATGACTTCATCAAACCGGCCGGGATG 
CTGATATTGTTGACGATGTGTAAAAGTGCGACCGCCAAAATAAAGCCGCCGTAGAACCAG 
TTGGCAACGTAAATATGTTTAATCTTACGTTTGGCAATCGTACCGAAGAATACGATGGCG 
TAAGCCACCCAAACCAAAGTAATCAGAATATCGATCGGCCATTCCAGTTCGGCATATTCC 
TTACCTTGGGTCCAACCCATAGGGAAGCTGACGACGGCGGCAACGATTACCGCCTGCCAG 
CCCCAAAAGGTAAATGCCGGCAGCCAACCGCCGAAAAGACGGGTATTACAAGTACGTTGG 
ACAACGTAGTATGATGTGCCGATCAGGCCGCAACCGCCAAATGCGAAAATAACCGCATTG 
GTGTGCAGCGGACGCAGGCGGCCGAAGTGGAACCAAGGTCCGATATTAGACAAGTCGAGG 
GCAGGAGCAAAAAGCTGGGCGGCGACGATAACGCCGACCAACATACCCACAATCCCCCAA 
ACTACAGTCATGATGGCGAACTGGCGCACCACTTTGTAGTTGTAAGTTTGTGTGTCCATG 
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AGAGTCTCCATGAATTTATGGGAATAAAGATTTTTATCCTGCCGCTTCCGCAGCCTGTTT 
AAGGTGCAATCCGGGCAAGCGTAATTTTTTCTAAATTTAACATATCTGCCTTATTACGCC 
AAGCGGAATTACATTCGCACCGCCGACGAGCCCTTTGCTTAATCTGTTTTTTATTACATA 
TAAATCATATTGTTATAATAAATTACAACCCGACCGCCATTGCTTTTGTTTCCAATTTTC 
CCTTTTTGTGGCACTTTATTGATGTAGGTTAAGCTGCATTTTAAAGGTATTTAATCCATC 
CCGTTTAACGATATATTTGATAGTTATGATTCATTATAAAATAACCCCGTCCCCTCTCGA 
CCACGAGTGGCACATCCTGCTGACATTCACACAAGATGATGATCTTCCTATAGAAATAAG 
CCTGCCAAACTGGGTTCCGGGCAGCTATCTGATTCGGGATTTTTCCCGCCACATCACTTC 
TATCCATGCATCCTGTAACGGCACGTCCATGCCGCTCGAACAAATTGCCAAAAACCGCTG 
GCATGCCGCCGCCGTACGCGGCGAGTGGCAAATCCGCTACACCGTATATGCATTCGATTT 
GTCGGTTCGAGGTTCTTTCCTGACGACAGAACGCGGTTTTTTTGACGGATCGTGCCTGTT 
TTTGAAAGTCGAAGGAACGGAAACGCTGCCGCACCGCTTGGAATTGACGGGTATTCCGTC 
CGAATGGCGTATTGCCACAACGCTGCCGGAAACAGGGAGGTTTGTCTTTCAGGCGGCATC 
TTATGCCGAATTGATTGACCGACCTGTCGAGATGGGCTTGATTGAATTTTTAGATTTTGA 
GGCGGCAGGCATTCCGCACACAATTGCCTTAAGCGGCATATATCCCGATTTCGACCGCAA 
CAGGCTGGTTTCGGATATCAAAAAAATCTGCGAAACAGAACTGGCGGTGTTTTCCTCCCC 
TGCCCCGTTTCAAAAATATTTGTTCCTGCTCCACGTCGGCGACCATATTTACGGCGGTTT 
GGAACACACCGACAGCACCGCCCTGCTCGCCGACCGCCACAGCCTTCCGCCGTACGGTAT 
GACCGATGCCGACGATACCTACACCACATTGCTCGGACTTTTCTCCCACGAATATTTTCA 
CGCGTGGAACGTCAAATCCATCAAACCTGCCGCGTTCGTCCCTTATGACCTCGACAAAGA 
AAACTATACCGAACAACTATGGGCATTCGAAGGTATTACATCCTATTACGACGATTTGTT 
TTTGGCACGCAGCCGCACCATCTCGCCCGAATCTTATTTAAACCTGCTGGCACAAGGCAT 
TACGCGCGTACAACAAACCCGCGGCCGTTTGAGGCAGACCTTGGCGGAATCGAGTTTTAC 
CGCGTGGAACAAATTTTACAAACCGGATGAAAACAGCCCCAACGCCATCGTCAGCTACTA 
CCAGAAAGGCGCGCTTGCCGCATTGTGCCTTGATCTGATAATACGCAACCGAAGCAACGG 
CAGACATTCTCTCGATACGTTAATGGACAAACTCTATCGGGAGTGGAGGGACACACACTC 
GGGTATTCCGGAAAAACACTGGCAAATCCGCTGTCAGGAAATTACCGGCTTGGATTTGGA 
AGATTTTTTCCAAAAAGCGTTATACAGTACCGAAGATTTGCCGCTTGCCGAATGCCTGGC 
AACCGCAGGCGTGGGACTGACCTTCCTGCCGCTTCCCCGACAACACGGCGGCGGATACGC 
AGAACACATCTGCCCCGTCCCGTCGGCAGGCGATTTTGGCGCACGTTTCAAACAAAACAC 
CGACCACATCGTCCTGACCCATGTCTTCAACGGCGGCAGCGCGGAATCTGCGGCACTGTG 
CCCGCAAGACAAAATCATTGCTTTAGACGGTTATGCCTGCACCGACTTTACCGCACAATG 
GGCCCGATACCACGTCAATGCAAAAATCAATATCCACTTCTTCCGTGCCGGCATATTGCG 
TCAAACCGTCTTGACGGTTCAGGCAGCGGCAGCGGATACTGCCATCCTACATATCACAGA 
CCGGAACCTGTTGGACAACTGGTTGTTCGGTTAAACTTTCAGACGGCATTGCACACAAAA 
TGCCGTCTGAAAAACAACCGCAAAGTAAAGGAAACAAAATGGCCATTCTGAAACTTGACG 
AACACCTCTATATTTCTCCGCAACTGACCAAAGCCGATGCGGAACAAATCGCGCAACTGG 
GCATCAAAACCGTCATCTGCAACCGCCCCGACCGCGAAGAAGAATCGCAACCCGACTTCG 
CCCAAATCAAACAGTGGCTGGAACAAGCAGGCGTTACTGGATTCCATCACCAACCCGTTA 
CCGCACGCGACATCCAAAAACACGATGTCGAAACCTTCCGCCAACTCATCGGACAAGCCG 
AATATCCCGTCCTTGCCTATTGCCGGACCGGTACGCGCTGCTCCCTCCTGTGGGGCTTCC 
GCCGGGCGGCAGAAGGTATGCCGGTTGACGAAATCATCCGCCGCGCCCAAGCGGCAGGCG 
TAAATTTGGAAAACTTCAGAGAGCGGCTGGACAACGCCCGCGTCTGATTACAAGCCGAAA 
CGTTTAAACCACACCTTCAAGCGGCATTCCACCGCAACTTGAAAAAGAGGACGGCAAACC 
TTACTGCCGTCCTCTGTCCTTCTCCGTTTTTACAGTGGGAGACCTTTGCAAAAATAGTCT 
GTTAACGAAATTTGACGCATAAAAATGCGCCAAAAAATTTTCAATTGCCTAAAACCTTCC 
TAATATTGAGCAAAAAGTAGGAAAAATCAGAAAAGTTTTGCATTTTGAAAATGAGATTGA 
GCATAAAATTTTAGTAACCTATGTTATTGCAAAGGTCTCAGTGGGTATAGCGGATTAACA 
AAAACCAGTACGGCGTTGCCTCGCCTTAACTCAAAGAGAACGATTCTCTAAGGTGCTGAA 
GCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTACGGCTTCGTTGCCTTGTCCTG 
ATTTTTGTTAATCCACTATAAAAATTAGAAATGCACATTTTCATTATTCTCGCGCAGGCA 
GGACTCCAGACTTACCCATTTCAGTAATGTTTGAAAATAAAAGAAAAATCAGATGTTTGT 
ATTCCCGCCTGCGCAGAAATGGAGACGGTGCTCTGTCGTCTCATTTTTGTTTTAATCAAC 
TATATATAGCTGATTAAACATAAGAAATGCCGTCTGAAAGACTTTCAGACGGCATTCGTT 
CAAGCGTCGAACTTTATTGCGCCTTGGTTTCGGTTACAAAACCGATTTTGGTGATTCCTG 
CCTGACGGGCGGCTTCTAAAGCTTTGTTTACATAATCGTATTCCACCGCCTTGTCTGCCG 
CAATCGCCACAATCACGTTTTCATTCTGCTCCTTGGCGGCTTTCAGACGGCTTTCCACTT 
CCCCGATTTCCACTTTGCTTGCAGAATCCCCGCCGACATAATAGCCGCCGTTCGCATCAA 
TCGTCAGGCGCAGGGGGTCTTTAGGCTGTTTGTCCTGCTTGTTTGTCTGCTCGGACGCGG 
TCGGCAGTTCCAAAGGGATGGAATGCGTCAGCACCGGCATAGTAATCATAAACACAATCA 
GCAACACCAGCATCACGTCCACCAACGGCGTAACGTTGATGTCGGACATCGGAGAATCGT 
CGCCGGAATTCATCGAACCAAATGCCATAATCAGCTATCCTTTTGATTAAGCAGGCGGAC 
GTGCAAATCGTGCGCCATCGCATCCAAATCCTGGGTCAGTATTTTTGTGCCGCGATTGAG 
GAAGTTGTATGCCAACACCGCCGGAATCGCCACGAACAAACCCGCCGCCGTCGCCACCAG 
TGCCTCGCCAATCGGGCCGGCAACCGCCGCAATACTCATCTGCCCGCTTTGCCCGATATT 
GATCAGGGCGTGGTAAATCCCCCAAACCGTGCCGAACAGCCCGATAAACGGCGCGGTCGC 
GCCGATGGAGGCAAGCGCGGTCATCCCGTAATCAAACCGGCGCATAATCTGCGCCATACT 
GTTGCGGATTTGAATGACCAAATACTCGTTCAACGGCAAAGCCTGCGCCAGTTCGGACGC 
TTCGTTTCGGCGGTAGTTGCGGTAAGACTGCAATGCCTCTTGCGCCAGTTTGGACAAAGG 
CGCATCGACGGCGCGCACTTTTTCGACCGCGTCGTTCAGCGACAAAGTATCGCGCATATG 
CCGTTTGACGGCGGCATTCCCTTTGCGCGCCCGATACAGCTTGATGCAGCGCAAGACAAC 
CAAACACCACGTTACGATACTCATCAACAGCATCAACACAAACACACCAATCAGGACGGG 
ATCGCCCGATTCAAACACTAATTTCAAATTCATAATGATTCCAACACTGAAAAAACCAAT 
CAAACATCCAAGCTGCCGCAAACCGCTGCGGCAACCGCCTAATTCAATTCAAACTTGACG 
GGGACTTTAAACTCCGTCCAGGCATTGGCTTGAAAATGCCCGTTTTGCGCCGCCTTGCGT 
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GCCGCATTGTCCAACCGGGAAAAACCACTGCTTTTCACGATTTTAACGGACTCAACATGA 
CCGCCCGGAGAAACCAAAACGCTCAAAACAACCGTACCCTGCTCGTCATTCTCCATAGAA 
AGCGTGGGATAAGCCGGGCGCGGAATGCTGCCGTTGGCGCGTAAAGGATTGCCTTTGCTG 
CTGCCGGCTCCTTCCCCGTGTTCGCCTTTGACACCGCCGCTACCTTTACCGCTGCCTTCT 
CCGCGCCCCGTTCCGTCTCCTTTGGTACCAGTTCCCTTATCTTCCCCATTGCCCTGCTCG 
CTGTCTGCTTTGGCAGAAGCATTGCCGGGATGTTCGGCAGGTTTTTCAGACGGCTTCTCG 
ACCGGTTTTTCCGCCGGTTTCGGGACAGGCTTCGCTTCCGGCTTAGGCTCTGGTTTCGGT 
TTTTCTTCGGGTTTCGGCTTTTCTTCAGGTTTCGGCTCTTCCTTAGGCTGCTGAATATCC 
GCATCCGCCTTTTTCGTAACCACCGGCTTCAAAACCGGCTTGGGCGGCTCGACAGGTTTG 
GGCGGCTCGGGCACGGGTTGCGGTTCGGGCGCAGCAGGCGCGCCTGCACCTTCGGGGGCG 
CCGTCCCCTCCGCCAAAATCGCCCAAATCGACAAATTCAATAACATTGCCTGACTCTATC 
ACGGGCAGCTTGTGCGCCTGCCAGAGCAATGCCACCATTGCCAAATGCAGCAGTGCGACG 
GAAAACACGACTGCGGGGGTTAAAATTCGTTCTTTATCCATAATTCGGGCATAATAATAG 
CAACAATTCCTATTTGCAACCTATTTTTACAATTTTTGGTCATATGAATGTCTGTTCCGT 
TCACAGGCAAACCGTGTTTAAACGCTGTATTACAGCAAATCATCAGATAACGGGCCGGCA 
GAAAAAATGATTCCGTCTGATTTCTTATTCCAATAAAATCAGGTTAGATGATATATTGCC 
GCTTCTGTCTGTCAGCCGTTTCGGGCTGCACACCACATCTGTTCAAAGGAAAACCATGTT 
TCAAAATTTTGATTTGGGCGTGTTTCTGCTTGCCGTCCTGCCCGTGCTGCTCTCCATTAC 
CGTCAGGGAGGTGGCGCGCGGCTATACGGCGCGCTACTGGGGAGACAACACTGCCGAACA 
ATACGGCAGGCTGACACTGAACCCCCTGCCCCATATCGATTTGGTCGGCACAATCATCGT 
ACCGCTGCTTACTTTGATGTTCACGCCCTTCCTGTTCGGCTGGGCGCGTCCGATTCCTAT 
CGATTCGCGCAACTTCCGCAACCCGCGCCTTGCCTGGCGTTGCGTTGCCGCGTCCGGCCC 
GCTGTCGAATCTAGCGATGGCTGTTCTGTGGGGCGTGGTTTTGGTGCTGACTCCGTATGT 
CGGCGGGGCGTATCAGATGCCGTTGGCTCAAATGGCAAACTACGGTATTCTGATCAATGC 
GATTCTGTTCGCGCTCAACATCATCCCCATCCTGCCTTGGGACGGCGGCATTTTCATCGA 
CACCTTCCTGTCGGCGAAATATTCGCAAGCGTTCCGCAAAATCGAACCTTATGGGACGTG 
GATTATCCTACTGCTGATGCTGACCGGGGTTTTGGGTGCGTTTATTGCACCGATTGTGCG 
GCTGGTGATTGCGTTTGTGCAGATGTTCGTCTGACTGGCTTTCAGACGGCATAAACGCTC 
CAGAAAACGCGGCAGGACATATTGCCCTGCCGCGTTTTCCTGTAGTGTAATCTTATTTTT 
TTCATCATTATTAGAACCAGGTTGCATGATAATACCTTTCATTAACTGAAACACTGATTA 
AGAAACTCCAGTCTGTCTAATGATGAGGTTTTCACATCGCCAAAACTTGCCAATCAAATG 
CTGGATTTATTGCCGTCTGAGATTTGGTCAAATCCAAAGGCGACATTCTTAGACCCTGTG 
TGTAAATCAGGGGTATTTTTGCGTGAAATCGTCAAACGCTTGGATGAAGGCTTGACCAAT 
CAAATACCAGATAAACAAACTCGCATTAACCACATTTTAAAAAATCAAGTTTTTGGAAGT 
ACTGCCACGTATGTAGGTAGCTTTGACCGATATTTGCATAAAAACTCCTTTGCTGGTGAA 
AGGAATTATTTTGCCAATTTTAAAATATTTCTGGCACCAAATAGTACAATGACAAAGACA 
ATCATGCCAATGATTAAATCAGGATAGCTAGAATGAGTCAATAACGTCAATGCTCCCGCC 
GCTATCACACCGATATTGATGATAATGTCATTGGATGTAAAAATCATGCTGGCTTTGATA 
TGGATTTCTTTATTTTGATTTTTGCTCAGTAGATATAAGCACAGCCAGTTTGCAATCAAT 
GCCAAAAATGCCGTGCCAATCATCAGTTGATAATTGGGCAGCTGCTCAGCACCGATAAAA 
CGCCTAATCACTTCTATCACCCCAAATAACGCCAATATTATCTGCGTTATCCCCGCCAAA 
AATGCCACACGTTTTTTATACGCCAGCGTCATACCAATGGCTGATAGCGCCAATATATAG 
ACAAAGCTGTCCGCCAGCATATCTAGACTATCAGCAATCAGCCCCATAGAATTAGCAAAA 
ATACCAACCGAACACTCTATGATAAAAAACACAAAGTTAATCATGAGCACTTGATATAAT 
AATCTTTTTTCTAAGTGCTCATCAGGCTTGTTAAACACTATCTTATCAACAATCACTTCG 
GTGGAAATGATATGACTATCAAAATTAAGCGGTTCAAGTACTTGTAAAATCGTTGTATCT 
TGATTATCGTGATAGACGGTTAAGCACCGCCCAGCAATATCAAACTGTAATTCATAAATA 
TCAGACACATCTTTTAAACGCATGCGAATGAGCTGTTCTTCGGACGGGCAGTCCATTTTG 
GTAATGTTAAAAATGGTCTTTTTCATCTATTTAGTTCCTTGTTTTGATCAGGTTGGCTCA 
AATAAATCTGTGTTTATATTGCTGCTTGGTAATTTTTGGATGGTTTGAGTAAATTGATTA 
GGTTAAAATTTACCTTTGGAAGTACCGCCACGCATAATAGTTTAGATATGTTTATAATCT 
CTGGATAAAAAAACGTAATAAGTGCTTACTGGATAACAAAGTCCAAACCAATAGCAGGCA 
AAATAAGGCATCCACCCCCCTTCTTCATTAAGGATATATATTGAGAAACAAATCGCAACT 
AAACAGAAAAAACTTGGGAGATAAAGCCATTTCATTCCCCTATTCAAGAATCTAGCCAAG 
ATAGGTATTTTGTATTCTACAAAAAAGAAAGGCATTTCCAAGGGAAACATGTCAGATAAA 
AACTTTTGTTTATTTTTTACTATAGATAGAACCTTGCTTCTCAAGAGAAAGCCATTAATA 
ATACCGATGACAGCTATTAATATATAGAGAATAGTATAAGTATGAATAATCTTCATTAGA 
CAAAAAGAAGAAATGGCAGATAAATTACATACGATATATTGGAATATAAAATATTTACGG 
TCTAAACCTTGTTCAGTTGCAATTTTTTTAAAATTGCCTTGCATAAAAAAATCAAAGGCG 
TCCATTAAACTATCTTTCACATTAGAAATTTAAAAGCTAAATAATACGACAAACAATGTG 
AAGTACTATTCATGGTTTATTTAAAAAATAATACTATTCTGAACATTATTTAGATACAGA 
AATTAACAAATTAGAACTAAACAAGCTTTTAAATACTTTAATTTTATTGGAAAGCTATAA 
AAGGAACTATAACTTTACACACTAGTCACTTCTTTTTAAGAGGCAAAAGGGATTGGGAAG 
GTCGTCTTGGAGATAAGCACTGGTATTTCGGCCAATGGTAAATAGAGTTTACCTCAAATA 
GGGTAGAACCTCCTTCATCTGTCAGTTAATAACAGCCACTTTTACAATGCCCTGTCAAAA 
TAAAGCGGCACGCCCGATTTTTCACTCATCGTCATCAAATAACCCATCACCTTTTGGGGC 
CATTCGATGCCGCGCACCACGGTCAGATTCCTCAAAACGGGGAAAACCAAAATATCCTCC 
ATACCGATTCCGCCGTTGATGCCGTCTGAAGCACCGTCCATCAAATTTTCCAACTCTTGC 
AAATCTGCGTTTATCCGTTCGAGGTATTGGGCGGTTTTATTCAAATTGGCGGAAAAGCTG 
CCGATGCTTTTCTCTTTTTTGTCTGTAAAATATTTCACCGCTTCCGGCGTTGCAAATTCA 
GGCAGCCCGATTTTGATCACGCGCGGCTGCACCAGTTTGTCGTTGTATCCGCCCACCTTG 
TCCAGCCACGCCCGTATCTCGGGGCGGACTTCGTCTTTCAGACGGTCTTCGCGGTCGAAA 
TGCCGCACAATGTCCAAACTCTCGCCCATAAACGAACCGTCTTCTTTTTGCAGGACGGGC 
— AGT-TGTTTCGCACCGATCATACCGATCGGCGTTGCCTCGTCGTCGTTTGCCAGCACGGCT 
TCTTCAACGTCCGCGCCAAACAGCCCGGCAGCCATCCGCGCACGCACGCAAAACGGGCAA 
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TGGTCGTAAATATACAGTTTCATCAAAATATTCCTCGTCAACCTGTCGGTACCGACTACC 
TTAACACCCCGCGCCGCCCGAAACAAGTTTATCTTCCCGCCTATGCACCGTAAATAAATA 
AGCTGTTACAATAAACTCGTTTTTATCGGAACGGAAGACCCCATCATGACCGCCATCAGC 
CCGATTCAAGACACGCAAAGCGCGACTCTGCAAGAATTGCGCGAATGGTTCGACAGCTAC 
TGCGCCGCTCTGCCGGACAACGATAAAAACCTCATCGGTACCGCATGGTTGCTGGCGCAG 
GAACATTACCCCGCCGATGCCGCCACGCCGTATGGCGAGCCGCTGCCCGACCACTTCCTC 
GGCGCGGCGCAAATGGTTCATGAACTCGACCTGCTCCCCGATGCCGTCGCCGCCACCCTG 
CTTGCCGACATCGGACGCTACGTCCCCGACTGGAACCTATTGGTTTCCGAACGCTGCAAC 
AGTACCGTCGCCGAGCTGGTCAAAGGTGTGGACGAAGTGCAGAAACTCACCCACTTCGCC 
CGGGTGGACAGCCTCGCCACGCCGGAAGAACGCGCCCAGCAGGCAGAAACTATGCGGAAA 
ATGCTGCTGGCGATGGTTACCGACATCCGCGTCGTGTTAATCAAACTGGCGATGCGTACG 
CGCACCCTGCAATTTTTAAGCAACGCCCCCGACAGCCCCGAAAAACGCGCCGTCGCCAAA 
GAAACCCTCGACATCTTCGCCCCGCTCGCCAACCGTTTGGGCGTGTGGCAGCTCAAATGG 
CAGCTCGAAGATTTGGGCTTCCGCCATCAAAAGCCCGAAAAATACCGCGAAATCGCGCTG 
CTTTTGGACGAAAAACGCACCGAACGCCTCGAATACATCGAAAACTTCCTCAACATCCTG 
CGCGGTGAACTCAAGAAATACAATGTCCATTTCGAAGTCGCCGGCCGCCCGAAACACATC 
TACTCCATTTACAAAAAAATGGTGAAGAAAAAACTCAGCTTCGACGGCCTCTTTGACATC 
CGCGCCGTGCGAATTCTGGTTGATACCGTCCCCGAGTGTTACACCACGCTGGGTATCGTC 
CACAGCCTCTGGCAGCCCATTCCCGGCGAGTTCGACGACTACATCGCCAATCCCAAAGGC 
AACGGCTATAAAAGTTTGCACACCGTCATCGTCGGCCCGGAAGACAAAGGCGTGGAAGTA 
CAAATCCGCACCTTCGATATGCACCAATTCAACGAATTCGGTGTCGCCGCCCACTGGCGT 
TACAAAGAGGGCGGCAAGGGCGATTCCGCCTACGAACAGAAAATCGCCTGGTTGCGCCAA 
CTCTTGGACTGGCGCGAAAACATGGCGGAAAGCGGCAAGGAAGACCTCGCCGCCGCCTTC 
AAAACCGAGCTTTTCAACGACACGATTTATGTTTTGACCCCGCACGGCAAAGTCCTCTCC 
CTGCCCACGGGCGCGACCCCCATCGACTTCGCCTACGCCCTGCACAGCAGCATCGGCGAC 
CGTTGCCGCGGTGCGAAAGTCGAAGGGCAGATTGTGCCGCTGTCCACCCCGCTCGAAAAC 
GGACAGCGCGTCGAAATCATTACCGCCAAAGAAGGGCATCCTTCCGTCAACTGGCTTTAC 
GAAGGCTGGGTCAAATCCAACAAGGCAATCGGCAAAATCCGCGCCTACATCCGCCAGCAA 
AACGCCGACACCGTGCGCGAAGAAGGCCGCGTCCAACTCGACAAACAGCTTGCCAAACTC 
ACGCCCAAACCCAACCTGCAAGAGCTTGCCGAAAATCTCGGCTACAAAAAGCCAGAAGAC 
CTCTACACCGCCGTCGGACAAGGCGAAATTTCCAACCGCGCCATCCAAAAAGCCTGCGGC 
ACGCTGAACGAACCGCCGCCCGTACCCGTCAGCGAAACCACCATCGTCAAACAGTCCAAA 
ATCAAAAAAGGCGGCAAAAACGGCGTGCTCATCGACGGCGAAGACGGTCTGATGACCACG 
CTTGCCAAATGCTGCAAACCCGCGCCGCCCGACGATATTATCGGCTTCGTTACCCGCGAG 
CGCGGCATTTCAGTGCACCGCAAAACCTGCCCGTCTTTCCAACACCTCGCCGAACACGCG 
CCCGAAAAAGTGCTGGACGCAAGCTGGGCGGCATTGCAGGAAGGACAAGTATTCGCCGTC 
GATATCGAAATCCGCGCCCAAGACCGCTCCGGGCTTTTGCGCGACGTATCCGACGCGCTC 
GCCCGCCACAAACTCAACGTTACCGCCGTGCAAACCCAGTCCCGCGACTTGGAAGCCAGC 
ATGAGGTTCACGCTCGAAGTCAAACAAGTCAACGACCTCCCGCGCGTCCTCGCCAGCCTC 
GGCGACGTCAAAGGCGTATTGAGCGTTACCCGGCTTTAAATACAAAAATGCCGTCTGAAA 
GCCGAATAACGCTTCAGACGGCATTTTGATTGCCGGGGTTTGCTATTTTTTGTTGCATAG 
TCAATTAAAAACAAAATAGTACAATACTCAACTTTGAAGGTCTAACCATGGCATACTCTG 
CGGACTTAAGAAACAAAGCTTTAAACTATAGTGGATTAACAAAAATCAGGACAAGGCGAC 
GAAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGGCAACACCGTACTGGTTTAAATT 
TAATCCACTATATTACGAACAATGCAAAAACATCAGCCAAACCGCAGCAACGTTTAACTT 
GTCAAGAAACACACTTTACCTGTGGATTCGCCTTAAAAAACAAACAGGCAGCCTAAAACA 
TCAAGTTACCGGTCTAAATGCCGTCAAATCGGATAGGCAAAAACCGGCTCAATATGTTGG 
GCAACACCAGGATGCCTATCTGCATGAAATCGCCAAACATTTTGATTGTACGGCAGCCAC 
CGTTTGCTATGCACTCAAACAGATGGGGATAACGCGCAAAAAAAGACCACCACTTACAAA 
GAACAAGACCCGGCCAAAGTAACGCATTATTTGACACAGCCGGCCGAATTTTCTGACTAC 
CAACGCGTTTATTTGGATGAAACAGGATTTGACCGCCACCTGTTCCGTCCCTATGCCCGC 
AGCCTGAAAGGGCAAATAGTGAAAGCGCAGATAAGTGGAAAAAGATACCGACGCTTATCT 
CTGGTGTCCGCACAAGTCGGCAACCGGCTGATTGCTCCGATGGTTTATCAAAATACGATG 
ACCGGAGTCTTTTTTGAAGCGTGGTTTCAGCAATGCCTACTGCCCGCATTGACTCAAAAA 
TCGGTGATTATTTTAGATAATGCACGATTTCACCGTATGGGTGTCTTACGGGAAATGGCG 
GAAAAATTGGGACATAAGGTATTGCCTCTTGCACCTTATTCACCTGAGCTCAACCCGATT 
GAGAAGGTTTGGGCGAATATTAAGCGGTATCTGCGAACCGTATTGTCTGATTACGCCCGA 
TTTAACGATGCACTACTGTCCTATTTTGATTTTAATTGAATATACATTTGAATTAATTCG 
CACTTAATTTAAATGTGTTTTTAACTGTGCTTTATTTAAAGGCAATGAGAATGTGAAAAT 
ATCGGATCAATCCCAAAGCAGCCTGCACTTTCGAAACGGGGTGCAGGCTGCTTTGGGAAT 
TTCATAACCGTTTCAGCCTGCTTTATTCCGCAAATACCGTTTCCAACCCTAACCCGCTCT 
CTTTCACCAAGCGCAAATAAGCCAGCATGAATTTATACCGTGCTTGAGCCAGTTTCTGTT 
CTGCTTGGGCGACTTCCTGCCGCGCCCGTATTACTTCCAGCCGGTTGCGGATGCCGTATT 
GTTGGCCGGTTTCGGTCGATTTCAGTTTCAAACGGCTGCTTTCCAAAACCCGTTCTTGCG 
CCATGATTTGGTAACGCGCCGCACCGCTTTCGGTATAAGCCTGGCGTACGGCGAGTTTGA 
TGTGCCGCTCGGTTGCGGTCAGCTGTGCTTCGGCGGCCCCGTATTGCGCTTCGGCTTCAT 
GGATTTTGCCCGACAATTCTCCGCCGGTATAAAGCGGCAAATTCAACTGTACGCCGACGC 
TCATCCCTTTGCCCCGATAGTGGTAGTCATTATTCTGCGCAGATGAAGTGTAGAGGTTAT 
TCTGATAGCCGACATGGGCAGAAACGGTGGGATAGCGGCTGTTCTGTGCTGCCCGAAGCG 
CCTGTCCGCTGCTTTGCAGGGCAAGCTGCTGCATCCGGTATTCATGATTGTTGGATAAGG 
CAATGCGCTGCCATTCATCCAGACTGTAACGTTCCAGCTTGGGCAGATAGCGTGCCAACA 
GGTTGGCGGTATCTATGGCCTCGATTTGTTTGCTATCCAGGTCGGTGTAGTCGTTCAACT 
GGTTTTCATAGGTTTGTTTCTCAGCCAATACGGCGATTTCTTGGGCCAGGGCATTGTCGT 
AACCGGCTTTGGCTTCGTGAATATCCAGCGCGGTGGCAGCACCTTTATTGAATAAAGCCT 
GCGCCTGCCTTACCTGCTGGGCATAAGCCTCTTTTTCCGCCGCATGGGCGGCAACGGTGT 
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CTCGGCTGAGTAAAACGTTGAAATAACTTTCGGCAACTTTCAACAGCAATTCTTCGCGTG 
CCGCATCGAAACGCTGTTCTGCAGCCTGCGTATCGAACCTGCTTTGGCGGTATTGTGCAA 
ATTTGGCAGCGTCAAATAAGGTTTGTCCCACCTGCACGCTCCATCCCTGTGTTTCGCGGG 
TGGAAGAAATCGATGGCGGCTGGCGCTGGTAGCTGGCATTGGCGGATACATGGGGAAGGA 
ATGCGGCCTTGGCTTGTTGTTGCCGTGCGCGCACTGCATCACGCTGGTAATGGGACGCTT 
GAAAATCAGCCGAATGTTGCTGCGCCGCCCGCCATGCTTCAGGCAGCGTAAAAGCCGAAA 
CGGATGGGGAAAGGGATAGTGGCAAGGTAAAAAGTGAAACGGGTAGGATATATTTGGAAA 
AATAGGATTTCATAGCCGAAAATAGTTCATGTTGCAAATAGGGCGTCAGTGTCAGGCAAA 
CGGAAATACCGTAATCTTGCATTATCATTAGATTGAGCAATGTCATCCGGGCAATGGTTT 
CAGGCAGTCTGCATGTCCGAACCGGCGGATAACAAATGCCCAGTACGGATCCGCCTATCG 
CTCCCTAAAGCTTTCGTCCAATTTGGTTTGCAGCGGGCTTAACAGATAATCCAGCACCCG 
CCGTTTACCCGTTTTAATCTCCGCCGTGACATTCATGCCCGCCGTCAGATTCACTGCTTT 
GCCGTCAATATTCAAGGTATGTTTGTCCAGCGACACCACCGCCGTATAAACCAAGCCCAA 
CTGTTCGTGGCTTACCGCATCATGGCTGACACTTTTCACCTTGCCCGTCAGATAACCGTA 
GCGCGTATAGGGAAAGCTCTCAATCTTCACCACCGCATCCTGTCCCTGTTCCACAAAACC 
GATGTCTTTGTTCAATACCAAAACTTCCACGTCCATTTTGTCGTCATCGGGCGCAATCAC 
CATCATTTTTTGGGCAGCCTGCACCACACCGCCCACCGTATAGGTAGCCAATTCCTGCAC 
CGTGCCGTCCGCAGGCGACTGTATTGTCATCAGCTGCTGCCGCTGCTTTGCCTTATCCGT 
TTGGCCGCGGTATTGGTCAATCTGTTCGTTTGCCTGGCGCAGCGCATCCAGCGTATCGCG 
TTTCAGGTTCTGCGTATTCAGCACCCGATTCTGCTCCGCCTGTGCAATGGCCGCCTGAAT 
CTGCCTCATCTGACCGCGCGTACTTTCCAAATCGTTCCAATTGCTGACCGATTTGCTCTG 
CTGCTCCAAAAACGCATGTTCCGAAATAAAATTGTCGGCCCGCAAACGGCGGTAGTCTGC 
TGTTTTCTGCTGCTCGATCGCCCCCACCGAAACCAGCTTCTGCTCCTGCGCCTTGGCCGA 
CTGCAATTCCGCCTGATGGCCGCGCAAAGCCGACTGCAATTGCGCATCCTGCGCCGCCCA 
TGCCTGATACTGGTGCTGCGCCAACACCTGCGCCGATTGCACATCGGCATCGGAGAGACC 
TAAAGACCGTGCTTGCGCCATATCGATATGCGGCACGGTACGGCTTTCCAATGCCGCCAA 
TACCGCTTCATAACGCAGTTTGGACAATTGGGCAGCCTGCAAAGCCTGCTCCGACTGCAC 
CACATCGCTGTCTGTTCCCACAGCCTCCAGTTCCGCCAGCGTTTCTCCCTGTTTCACATG 
CTGCCCGTCGCGCACATGTACCGCCTTAACCACCGCCGTTTCCAGCGGCTGGATGGTTTT 
GCTGCGCCCGCCCGACACCGTTTTGCCCGAAGCCGCCGCCACAATATCGATTTTGCCGAA 
CCAGGACCACAACAAAGCCAAAAGCGCAAACGCCATAATAAAACGCGCCGCCCATTTCGG 
AGCGGCAGAGACCGGCGTATCGGTCAGTTCCAAATGCGCGGGCAAAAACGCCTGTTCTTC 
CGCCGTGCGTTTGGGCGGTTTCAACTGGTCGCGCACCGCCCAAACATTGCGCCATACAGT 
AATGTATCGAGAAAGAAAGGATTTCAGGGCGGAGAAAAACATAACGGGTATAACCTTGGC 
AAT AT AGAAAC AGGAAAC AAT AT AAAT ATGT AAAGG AAT T T T AACGGAAAGC GC GGCAGC 
TGTTAAGGGAAAGGCGGGAATATTGACAAAAAATACCCAAGTCGTTACAAATATTCATTA 
TTTTACTGCGTAACGCAACGCTGAAGCGCAGGCTGCTTTTGAGATGCGGCAAGGTTCGGC 
AAAAAGCAGCCTGCACATTTAACCACAGGAACAACCCATGTTTACCACAAACGATTTACG 
CCATTTCCTAGAAGGTTTGGCCATCCTATTCTCAATCGGCTATTGGGGCACCATGCTGCT 
GTTGCTTTGGTTTCTCGTCCGCTTTGCCTATAAAAAGCCCAAACGGAACCCCGGCAAAAT 
CCTTTCAGGCAGCCTGACCGCCGCCGCTATCCTGATGCTGTTTGTTTGGATTATTCCCAA 
ACAATTCGGCCCGATCAAAGAAGAAATACAGGCACAAGAAGAGTGGGACAGAAAATACAA 
AGAAGCCGAAGCCGTGTTTAACGAACAATGCAAAACGGCGGGGGAAAGATTTACCAGACG 
GCGGACAATGTGGAAGGGATTATGCTGTTGAAGGTAGTACCTGAGCGTACCGTTTCGGCA 
GATGCAAAAACCAGAGACCCGATGTGGGACAATGCGGCTTTACAGACCAGCGAAGGCGTA 
AATTTTATTGCTCGTTTCCTAGGATTTTTTAGCGATGGGGAATACCGCTATGTGGATGTC 
CTGCAACCCAACCATTCCGATATTATTCGGTATTCAGGTAAAGATTTTTCCGCTAAATCA 
AATATTTAATCATATACACCCCGCCCGTTATGCGGTAACGTTCGAAAACAATGTCGATTC 
CAAGCTGCGCAGGCACTGGGTGGCAGGTGCGACCATACGGATTATCGACCGCCAAACTGA 
CGAAGTGATTGCCAAGAAAACCATCTATGTCTTTGAAAAAGGCTTGGACGGCACGGGTGG 
GGCGAGAATGCCGTGGAAGTTTGCTATCTTGTGCAATAAAGAAAGACTTACTTCTTCAGA 
GCCGTTATCGGATTTTGTTCTTAGCGTTTTAAAACCTTATATATTGCGTCCCTTATATAT 
TGCGTCCCTAAGAAGGGACGATTAACAAAAATTAACGTCCTTTACTTTCTACAAGTAACA 
GGGCTTTTTTTTGCCCGTTTTTGAGGATTCGCACCATGGAAGATAAGCAAGGGATGACAA 
AGGCGGTTGCCGGCGTGATGACGGACGCGCTAGCGGACGGCAGGAAGCCGACAACCGCTT 
CAAATCTTCCCCCCTTATCTAACAGGGGGGGACAGAAACCGAAACGGCAGGCAGGGTTCA 
GGAAGTCTTCGAATGTTACGAAACGTACATAACGGACGGTAAAGGAAACCTGTTAGGCGT 
TCCTCTTCGGCGCGGTGTATCAGATTCGGCTTTCATTGATCAAATTAGCTTTTCATTTCA 
TGAAAAAACCTTTTTCGATAAATACGGCGTTCGTGTAAGTCTTTTGGAAGACGAAGATTT 
TATTCGCGCCGCGTCCATGCTCGCCGAAGAAGTTTTCGGTTTCGGTATCTACAAAGAATC 
CAAAGGTTCGGGCGGTCGTTTCTATGAGCGCTGTTGGTTGATGGGTTCGGAAGACGCCCT 
ATACGGTCGCGTCCATTTTGGCGGCCAACAAAATACCATTCTTTTCGAACTGACCGGCAC 
CGGTTGCGGCGTCGCAAAAGAAGGCTGGGAATCACGACTTTTCGCATTCCTGACTAATGC 
AATCCGCCCAAAAATCACACGCGTTGACATCGCAAAAGACTTTTTCAACGGCGAATACAG 
CCCGAACCAAGCCCGTGAAGACCGAAATAAAGGTATGTTTACCTGTCATCACGTCAAACC 
AAAAGGCGAATGTTTGGGGTCAGATTGGGAAGAAGACGATGAAGCCAAAATGACCAAAGG 
CAAGACCTATGGTATCGGCTCCCGTGAATCGTCCAAATATGTCCGCGTCTATGAAAAAGG 
CAAGCAGTTGGGCGATAAAACAAGCACATGGACGCGATTTGAAATTGAATTCAAAGCAAA 
AGACATCGTTATCCCTTTCGAAGTTTTGCAGAATCCGGGCGAATATTTCGGCGGCGCATA 
TCCGATTTGCGAACGATTCGCCCAAAAGGCAACGCGCATACACGCGGTTAAGGAAGATAA 
GGTCATTTCAGCCGACCGCTACCTTGAATGGGTAAAAAAACAGTTCGGACGTGCGGCAAA 
CGGTCTGAAATTCATTTTTCCCGAATTGGACAAAGCCAAACTGTTTGAACTGATTGAGCC 
GAGTCATCACAAGCTGCCCAAGTCTTTGGCTCCCGAAGCCTACGACTGCGCCTTTTTGAA 
AGCTCAAGCCATTCATGAAGAGCCCGOATTCAAACCGTACAAAGACCCTTACTATATGTA 
CGAATATTACGAGAATCTTGAAAAACAGCTTGAACAGCAAAAACACGTCAACAATGAAGA 
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AAGCTATAACAACTTCATTTACGACAAATTCGCAAGACTACCGATTTCATGGGCTTAAAG 
TGT CTGCC CGAAAGAC GT T T AATC AC AC AAGGAAACC AAAAAAT GAACATCCAAC T T C AA 
GGCCACATCGTCGGCGTTAAAAAAATCAACGGACAAATCGAAGGCAAGAGCTTCGACTAT 
TGCTGCCTGATTGTCGCCACACCCTTAGACAGCTCCCAAGGCAACGCATTGGGCAGCTCT 
ACTACTGAATACGATTTCGGCGGCTCTGCCAATTTCGAGCAGTTCCGAAACGCCCAATTT 
CCGATCGAAGCAAACCTGAACGTAGAAATCGTCACTACGGGCAAAACCCAAAAACTGAAA 
GTCATCGGTTTTCAACTCGTGAAGAAAGGCTGATTGAATGCAGAAAGTCTATGTTGTCCA 
GTCCGTATCAACAGGGGACTTTCTGTATCTCTCTCCTGAAACGGGCGACATCGGACATAC 
CAAATTAATCACCAATGCCGATTATTTCTACGACTTCGAAGAAGCGATTAACGCAGGTTT 
GGAAGAAATCGGCAACCAATACGAATTTGTCGTATTCGGATTTTTGAAAGACTGATTTTC 
GGATGTTCGGCGGTCGTCTGAAAAACGCTCCATCCATTACCGCCAAACACTTTTTGAAGG 
AAAATATCATGAAATTTATTAACACCTGCCGTAAATACGGCGCAAAACTGGCTGTTGTAA 
CAGCTGCTCCCCTGGCTTTGGCCGCACATGCAAATGCAACGTTGCCCGATACGGCAAAAA 
ACGCTTTGGAAGCCGCAAAAGCGGACGGTATGGAAGCCGGTTGGATTGTAGTGGGCATTT 
TCGCCGCGCTTTTTGTATTTTCCATCGTTAAGAGAGTGATGAAGTAAGACGGCATGTACT 
ACCAAGTCGGAAATAAATGTCTTGAGAAGCACCAGGCTGAAAACCTTTATTTCAGCTTGG 
TAGTACCAAGAATCAAAGAAAACGGACAGATTGTCAGGCCGGAATATAACGGCAGCCTGT 
GGAAGATGTCGGACGGTCAGCCGCTAAGGCTTTTATTGGCGGAATGCAGTCCGAAAGACA 
ACCTGCAAAGCGGTCTTGAAACAGGCTGGATAGTATTCGGCATCCTCGCGTCCGTTTACT 
TTGTTTCCCTGCTGAAAAAGGTTTTGAAATGATGGATTTTTATTTTTATCTCGGCGTTTC 
CGTACCCGTATTAATCGGGGCGGTTCTGTTTAAGAATTGAGCGCATGAAGTTATGGTGTC 
AAAATCAGGCTTTTAATTAGACATTTGAGGCTTGAAACCATGAATAAAAATGAACGTGAC 
TTTTTCTATATATCAAATTCTGATTTAGATAAATTGTCAGAATCTTATCCTGATAGGCCT 
CTTTCTTATGTGTTTTATTGTTATTTGAAAGAAACTGGTCTATTGAAAAATTTCTCAATG 
GATAAATGTCATAATTTTTTTAATAGAATTAATTTTAATGAATCTTGCTTTGAAATTAAA 
TTCAAGGATGATTCATTTTTCATTATTGGCAATGGAAAAATTGATGTTTCGGATTCTAAT 
AATTTCTTTTCTGTTTCTTTTGAGTGCTAAATCTTTTTCAGCAGATTTAGAAATTAAAAA 
TGGGAAATTGATGTATGCACTTTCGGAAAAATATAACGATAATGGATTTAAGGCATACAA 
AGTTTTAGGTGAGGGAGGAGGAATTCATACAGAATATAATTACAAATTTGATAAAAGTTT 
GAATTTGAATGTATTAGAAAGTTCAACAGGCGCACGCTCTCTTGAAAAAGTCCCCGTTAA 
AGTAACTGCATCAGTTTCCCGCGCCGCCGTCTTGTCAGGAGTCGGCAAACTTGCCCGCTT 
AGGCGCGAAATTAAGCACAAGGGCAGTTCCTTATGTCGGAACAGCCCTTTTAGCCCATGA 
CGTATACGAAACTTTCAAAGAAGACATACAGGCACAAGGCTACCAATACGACCCCGAAAC 
CGACAAATTTGTAAAAGGCTACGAATATAGTAATTGCCTTTGGTACGAAGACAAAAGACG 
TATTAATAGAACCTATGGCTGCTACGGCGTTGACAGTTCGATTATGCGCCTTATGTCCGA 
TGACAGCAGATTCCCCGAAGTCAAAGAATTGATGGAAAGCCAAATGTATAGGCTGGCACG 
TCCGTTTTGGAATTGGCATAAAGAAGAACTGAATAAATTAAGTTCTTTGGATTGGAATAA 
TTTTGTTTTAAATCGTTGCACATTTAATTGGAATGGCGGAGATTGTTTGGTCAATAAAGG 
TGATGATTTCAGAAATGGGGCTGATTTTTCCCTTATTCGCAATTCAAAATACAAAGAAGA 
AATGGATGCCAAAAAGCTGGAAGAGATTTTATCGTTGAAAGTCGATGCCAATCCCGACAA 
ATACATAAAGGCAACCGGTTATCCCGGTTATTCCGAAAAAGTAGAAGTCGCACCCGGAAC 
AAAAGTGAATATGGGTCCCGTCACGGACAGGAACGGGAATCCCGTTCAGGTTGTCGCAAC 
ATTCGGCAGGGATTCGCAAGGCAACACCACGGTGGATGTTCAAGTAATCCCGCGTCCCGA 
CTTGACCCCCGGAAGCGCGGAAGCACCGAACGCACAGCCGCTGCCCGAAGTATCGCCCGC 
CGAAAACCCCGCAAACAACCCGAACCCCAATGAGAACCCCGGCACGAGCCCCAATCCCGA 
ACCCGACCCCGATTTGAATCCCGATGCAAATCCCGATACGGACGGACAGCCCGGCACAAG 
ACCCGATTCCCCCGCCGTTCCGGACCGCCCAAACGGTAGGCATCGCAAAGAAAGGAAAGA 
AGGCGAAGACGGCGGGCTTTTGTGCGATTATTTTCCGGAAATCCTAGCCTGTCAGGAGAT 
GGGCAAACCTTCAGACGGCATGTTTCACGATATAAGCATACCGCAGGTTATAGACGATAA 
AACATGGTCTTCACATAACTTTTTACCGTCTAACGGCGTATGTCCGCAGCCGAAAACCTT 
TCATGTTTTCGGTAGGCAATATCAGGCAAGCTATGAGCCGTTATGCGTGTTTGCCGAAAA 
AATCCGTTTTGCCGTACTGCTCGCCTTTATCATTATGTCGGCTTTTGTCGTTTTCGGTTC 
GTTGAAGGGGAAATAAATGCCATTACTTGCCGGTCTGATTCCACTTTTAGGCATACTTCT 
GAAAATGCTGATTGTCAGAATAATCCTTGCAACAGGTCTGACATTTGTAACCTATGCCGG 
GTATCTCATCGCGCTGGAAAAGTTCAAAGACTACACGTCAAATGCGATCAATTCCATGCC 
TTCCGACATACTGAACCTTCTTTTAATTTCGGGATTCGGTCAGGGGTTGGGCTACCTGTT 
CGGCGCATTCTCGTTCTTCATTGGTATGCACGCATTCAAAAAACTGACGTTTGTCTTTCC 
AGGATGAGGTAGAAGCATGATTTATCTGTTTACAGGAAACATGGGGACAGGCAAAACCTC 
CCGCGTCGTCTCTATGATTTTGAACAACGAAGACGGATTGTTCAAAATGAAATTGGAAGA 
CGGCACAGAGGTAGACAGACCGCTTTATTTCTGCCATATCGACGGATTGGATAAACGGCA 
GTTTAAAGCCCACGAACTGACGGAAGAGCAAATCATGTCCGCCCCGCTTCGTGATGTCAT 
ACCGGAAGGCGCAGTGCTGATTGTTGACGAAGCGCACTACACTTATCCGGTACGCGCGGC 
AGGCCGTCCCGTTCCGCCTTATATTCAGGAACTGACAGAACTCCGCCATCACGGGCATAC 
CGTTATTTTGATGACGCAGCACCCGAGCCAACTTGATATATTCGTCCGCAACCTTGTTTC 
AAAGCATGTACACCTTGAACGCAAGGCAATCGGAATGAAACAGTATTATTGGTATAAATG 
CGTAACCTCGTTGGACAATCCCGCAGGCGTAAGCGGCGTAGAAGTCGCAAGTTGGAAACC 
GCCGAAAGAAGCCT T T AAAT ACT AT AAATC AGC AAGC C AGC AC CAAAAGTT CAAGAAAAA 
AGTACCTTGGGCGGTTTGGGCGTTGATTGCGATTGTAGGGTTTGTAGGCTGGAAAAGTTA 
CGGCATTTTTAAAGTTTACAGCAAAGCCACAGACAGCCGGATTGAGCAGGAAGCGCAAAA 
AGAAAGCGTTGTGCAGACGATGACGGAGCAGCCTGCATCATCAGAGGAAATGCCTTTAAA 
AAATTCAGACAATTTGAAACCTGAAGACTTTGTGCCGACTTTACCCGAAAAGCCCGAAAG 
CAAGCCTATTTATAACACAGTCCGACAAGTAAAAACCTTTGAGCAAATCGCCGGATGTAT 
AGACGGCGG AAAAT C AG AT T GC AC ATGCT AT TC AAATC AAGGAAC ACCC T T GAAAGAAAT 
-AACAAAGATAATGTGTAAAGAATATGTGAAAAACGGGTTGCGTTTCAATCCTTATAAGGA 
CGAACAGCAAAGGACGGAACAGGTGGAACAGTCCGCGAAAGCGGACAAGCCGCAAGTTCT 
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CGTAATGGGCGGAAAGCCGTAGCAAAATCTCATGTACGACAACTGAAGAGCGCGGAAAAC 
CGTTTGAAGGAATTGGCGGCGGAGTCGTAAAGCAGAAAGTTCAATCCCTACCCCTCAGGA 
TGGCTTGAGCTGAGTGAAGGGGGTTAATTGCTAGAATGGCTGTTTTTTTTAAAGTGTCTC 
AGTCTGGAATCGCTTCGTTCGGGGGTTGTAGGTGCAGGAAAATAGGGCAGAAAAAAGGAA 
AAGGGGGAAGCTTTGTAAAGATTGGGCGCGCTTTTTACCCAATCTTTATGAATACCCCCT 
TTTCCTTTTTTATGAACTGTTTTTCAATACCGGAAACCCCCGAACGGAGTGATTCCAGAC 
TGAGATACGCCCAAAAAAAATCAGACATTCGGGTCGCAACAGAAACCTTTACCAAAACCT 
GCGACCCCAATAAAATCAGATACGGCAAAGGCGATAAGCTTCAAGCCCTGAATGAGTAAA 
TCAGCCCATTGAGGGCTTGGCGTTTGACGAAACACCAAGTAAAGCCCACGACTTCGAAAG 
TACGGCCAAAGCGTACAGCTTGTAAGAAAGATAGAAGCGTGGGCTTTCGTACATCTTAAG 
TTTGAACACTATCTAGGGCAAAAAGCCCGAATTAATAAGGTTAAACCATGTACTTAGGAA 
TAGACGTTTCAAAGCTCACAATAGATTGCTGTTTGATTGTAGACGGTCAAAATTATCAAA 
AGAAGTTTCAGAACAACAAAGGAGGATTTGAACAATTAATAAATTGGCTACAAAGTCATA 
AAGTAAACGATAAGCTCCATTGCGTGTGCGAAGCAACAGGCACATATTACGAAGCATTAG 
CCGAATATCTTTATTCAAGATATACAATTACCGTAGAGAATCCACGAAAGATAAAAGGAT 
ATGCGATAGCAGAACTACAACGATCAAAAACAGATACACAAGACGCAAAGTTGATAGCCC 
AATATTGCCAAGACCGAAAGCACAAATTAAAAGCATGGAAACCGCCGACAAAAGAACAGA 
AGCAATTACAGGAAATCGCCCGATATTTAGACTATCTGAAACAGCAACGCGCAACAGAAA 
AAGCTAAACAACACGAAGCACCCGACTATATCAAATCCCATATTCAAACAACTATTTCAA 
ACCTGACAGCACAAATACAGATAGTCAAAAAGCAATTACTCCAGTTCTACAAAGACAATC 
CAAGTTATAACAATCTACGCAAAAGGCTGAAAACAATAACAGGCATAGGCGAGCAAGCGA 
CAGCAGTATTGCTATCAACCTATAAAAGACATGAATTTAAAAATGCAAGACAGTTCACGG 
CTTATCTAGGCCTAGACCCTAGAAAATTTCAATCAGGAACAAGCGTGAACGGAAAAAGCA 
GAATATCAAAAATAGGAAGTTCGGAAATAAGGAAAAGCCTTTATATGCCTGCACTTGTTG 
CATATCGTTGTAATGCCTTCCCTGAATTTGTAGGGCGTCTGAAAAATAAAGGGAAGCATA 
TAAAATTGATATTAATTGCCATCATGCGGAAACTGGCGGTAATAGCGTTTACGATTTTGC 
AAAACGGCCAAGATTTCCAAGTGGAAAGATATAAATAAAAAATTAAACTGGGCTTTCGCC 
GGTGATTTTCAATTTATTGAAAATAAAGTATAAATTAAAACATCAAATCCATTCAAAACG 
AAACAAACATCCCGAAAAAGTCGGGGTGCGCATTCTTGCAACTTCAAGAAATGTAAAGTT 
ATTTGACCGTGAAATACACTATCTTTTTTTCAACAAGCCACCACAGCAATCAGACAAAAG 
CAACCCACCGCCACACCCATGTCGGCAGTACGGCCGGACAAACCACCATCCGAAGCGGCG 
GGGATACCACCCTCAAAGGTGCTCAGCTTATCGGCATAGGCATACAGGCAGACCCCCAAC 
TACAACCCTGACGACTATTGGTGGAACCGATATTAACTGACCCCCAAAAGTTGGACAGTT 
TAATCAAGCGGCTTTCAGGGACTGAATTCTGTACTGAACAGGGCTCAGTCCTTTTAATTT 
CAACTTGATTCTATCGTTGTTGTAGTAACGGATATATTCGTGCAGTACAGCTTCCAATTC 
GGTAACGGAATCATATTTGCACGTATGGAAACATTCCGATTTCAACGTTCCGAAGAAACT 
TTCCATTGCCGCATTGTCCAAGCAGTTTCCCTTGCGGGACATACTCTGAACCAGACCGTT 
GTCTTTCAACTGCTTTTGATAAATATCATGGATATGCCGTTTCAAATCGGCATATTTGTC 
TTCTGCCGATTGGACAACCAATTGGTAATAGAAGGTGCCGCGTGGCAGTCCGACAATCAC 
CAACAGCAGTTCAACGGATGGCATTGCCTTAACCCTGCGACGAGTTGCGTTCTTTCTACC 
GCACTTCTTTCCCATAGATTAAGGCATCGAGCTTTTTTAGGGCAGCCATTTCCGCTTTAA 
GGCAAGCCAATTCCGCAAGCAGTTCTTCCTTGGTTTTCAGATAGTCGGCTTTTTCGTTTC 
CGGCGGATGCTGTTTTTTCACGGGCTTTCTTCCTTTGGGTTTAGGGTTTGGGCTTTAAAC 
CGTTAATACCATTCAAATGGTAGAGGCGCAACCATTGCAGCAAGATGGAGCAGTCGGGCA 
AATTCAGTTGGTCTGCGGCAGCTTTTTGGGACATTCCCTACCCCGCCACCAGGCGGATTG 
CCTCAAGTTTGTATTCGACCGAATATTTTGTCGTATGCTTTCTACGTTTGATGCCACTCT 
CTCCGTGTAATCTGTATTTTGTCACCCATCTGCGTACCAATGAATCGGAAATAGAAAGAT 
GGTCTGCTGTTCCCTGCCAAATAGTATTGAACGACGGCAAGTCGGAATTCATCTGAATAT 
TTTGCCATAAAAAACTGCACCCCCTAAAGTCGGTAAGGTGTCCAACTTTTGGGATGCAGT 
TCAGAAGCGGTCTTTTTTTGCCTGCCGGTTTTGAATCATCCTCCGTGTATATTCCCTTGA 
CGAAAAAAATGATGATATTACGGATACCAAAACTAAGGTCGTATCCGCCCCCCTACTCTC 
CCTAAGCAAAGAGATGAAACAGCGTATCGGCTCCCTGCCGGTTGAATTTTCCGAAAAAAC 
GCGACGTAACCAGCATCAACATATATAAGAACAGCACAAATAGCATCAATACATCAGGCA 
ACGAAAATGCAGAATAATGCACTTAATGGTGTTTGGATATCTGTTGTTTTGTGCTGTTAG 
TAATTCTTCTTTCTGTGTTTACAGTTTAGCAGTTGTACAGTTTTACAGTAATGTTTAAAC 
AATGACTGATTTATTTTAAATGCAGATATTGTAGAGGATAAAAATGGCCAAAGTCCTTTC 
AGTAACATTTTTGATTTTTTAGCGAGCCTTCTCATTTCCCCGGCGAGATCGGCAATGGCA 
GCGGTACTTTGGCCGCCGATATGCTTAAGTTCAGTAACCTTACGCCACCAAAACCCTTGC 
TAGCTAAGGGTTAAACAGCTCACTTGAAATCTACTTAAGTCTAATCTAAACTATCCAATA 
TGGATAGATTTTTAAACATAGGGCAAGCAGCAAAATTATTGTAGCTGAAAGCACAATCAC 
TCGCTGGTGGTCTCAAACACGTGCCGACTACCTCGCCGAAAACACTATCAGCCGCGATAA 
ACCGTGGGAAAAGCTCGTTATCAGCCGCCGCACTTGGTACTATCGCGGGAAACCGATGCT 
GTCTGAAACGCAACAGGAGAAAAATAATGAGCCGTTACCTGATTACCTTTGATATGGATA 
CCAACTGCCTGAAAGACAATTACCACGGAAATAACTATACCAATGCCTACTCCGATATTA 
AAACCATCTTGGCTAGACATGGATTTGAGAACATTCAGGGCAGTGTTTATCTAGGCCGTG 
AAGGCATCAGTGAAGCACACGGAACAATAGCCATTCAGGAACTGACCGCTCGGTTTGATT 
GGTTTTACTCCTGTATTTCAAACATTAAGTTTTACCGCCTTGAAAGTGATTTGAACGCAC 
AATTTATCGCTGATGGTGTGTATCAAGCCAAACAGGCTTTCCTTCAACGTGTTGAACAAC 
TTCGTATATCCCTAACAGAAGCTGGATTGTCTGATGAGCAAATCAATCAGGTTCTGGAAA 
AACAGAAATTTGAATTGGAAAGTCCTAACCTGAAATTAAATTAACCTCCTTTACTCACCA 
ACATCCGCCGCAGCTCTGTCAGTTTTTGGCGCGCTGCGGCGATTTCTGTGCGTTTTAGAG 
CTTCGGGTAGGGTGTGAAACAACTCACTCGAAATTTACTTAAGTCTAATCTAAACTATCC 
AAGCAGTAATTAGTACAAAAAAGGCAAACTTATTTTAGGAGTTTAAAATTGCAGCTGCGA 
TAAACCGTGGGAGAGTCTCGGCATTTCCCGCGCCACTTGGTACAAACGTGGCAAACCGAT 
GCCGTCTGAAACCGTACAACAGGAGACAAAATAATGCTTGCTCAAATCGAACTCACACCC 
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TGCCAGCTAATGGTTTACGTAACTTAAGGTTACTGGATTTACGCACTAAGGTTACTGAAC 
TTAAGCATATCGGCGGCCAAAGTACCGCTGCCATTGCCGATCTCGCTGGGGAAATGAGAA 
GGCTCGCTAAAAAATCAAAAATGTTACTGAAAGGACTTTGGCCATTTTTATCCTCTACAA 
TATCTGCATTTAAAATAAATCAGTCATTGTTTAAACATTACTATAAAACTGTACAACTGC 
TAAACTGTAAACACAGAAAGAAGAATTACTAACAGCACAAAACAACAGATATCCAAACAC 
CATTAAGTGCATTATTCTGCATTTTCGTTGCCTGATGTATTGATGCTATTTGTGCTGTTC 
TTATATATGTTGATGCTGGTTACGTCGCGTTTTTTCGGAAAATTCAACCGGCAGGGAGTC 
GATACGCTGTTTCATCTCTTTGCTTAGGGAGAGTAGGGGGGGGCGGATACGACCTTAGTT 
TTGGTATCCGTAATATCATCATTTTTTTCGTCAAGGGAGTATATCGACTCTAGAAGATAG 
GTATTAGATACTGCCTTTTCTTACAAGAGTGATGGTAGGATGGTTCTCTTCAAGTCAATC 
AAACAGGAAAGTATTTCTTTTCTGTCTGAAGATTTGAAAAAGGACTGGATGTTTCACAAG 
GTTAAAACTGGGGAAAAAGATGGATATGGTTCAGATGAAATGCTGAGCGTACCCCGTGTC 
TATTTGGAAATGATGTCGCGGAAAACGGGAGTCCCCTACTCCAGTATTCTTTAAATTCTA 
AGCAGAAGACTTCTTCGTCGGTCTTTTTTTGTTGTTTGGTTTGCATGGAGTAAAACTGTA 
CAACTGTTGAAGCATAAAACCAGCAAGAAGGTAAAAAAGAAAGAAGCAGTTCTTTGGATT 
TTAGATATTACCGCAATTAGTTTCCTTTCCTAAAATTTGTTTAAATTATTTGCAATATTA 
ATATAAACGAGATATTAATGATGAGAAATCAAAAAGGCATAATGAATATATTTTGTACAA 
AATATTTGCAGTATTTAAAAATGTTGGTTCGTATATGAAAAGTTAAAAATGCCAAAATGT 
ACAGTTGCTAAACTGTAAAACTGCTAAAGCAACAAAACATAAAAAGGAATGCAAGGATGC 
GATCACTACATCTTTTTATTCCGAAGCGTTTATGATTTTACGGTCAACTGCTACTCTATG 
TGCCTAGCTTTTCAGCTCCCTATTTTCGAATATTGGAGGAGGCATTTTCATCAGTGTCGT 
AATGCCGACCAAAACTCTCACAAACCATATTGGTTCTTGTGGCAGCAACACCTATCCGTT 
TGTTCAAGCGACCACAAGAGTAACATGATTGGCTGGTAGCATTGGCTTTAATCTCTTCGA 
TATGAACTCCATTTTTAGCTGCACCTTCTTTCAGCATATGCAGCAGTAGGGATGAGGCAA 
CTATCTTCTGGTGGAGTTTGTTGACTTTAATCTGTATGCACTGTAGGTTGAGCAGATTCA 
ATTTTTTGATACAGATTATCCGGCTTTGTTCGGCAATTCTGTTTGCGAACGTATAGTAGA 
GCTGTCGTCTTGCAGCTTTCAATTTGCGGTAGGTATTTTACCATTCAATGCGTAGCCGCT 
CGGTACGTTTGAGCCAAATGTTATCTTCGCCATTTGTACCAATTTGTTTTTACATTAGGC 
TGTGTTTTAGTAATCTATTGATTTCAATTATTTGCAAGGGAAAAGACAATTATTTTCCGG 
TTAGGAATAAACCTATCCTGTTGAATACCTTAAAGCCAAATACGCCTATCAACACCATAT 
TAAAACACAGCCTTTTTTAATATAGTAGACACAATCTTTCCCTATTTATGAAGGTGATCG 
TTTCTTTCAGATTCGTATTTTAATGCTTTCTATTTCTATAAAAATTGACTAGAATAGCTC 
AATTATAAAAAATTGCGCGATTTTGGTATTTATCATGAAAATTTCCAGACCTCCGGAATT 
TACCCTGTTGCAACAGGAATATATGCAGCATCTCACTGAAAGAATGACGCAAATTGCCAA 
GCTGCTGAATTCTTCCGCAAACAATCCTGATATAGACATTCCCGATTTTCTTACTGAAAT 
CAAAGATTATTCAGAATTTTCCGTGACAGATGAAAATGGAACCTACCTGCATTGGGACAA 
ATTCCGCCGGATTCACACGGAAGATACGCGGATGAAATGGCGCGCCGTTAAGGAAAGCCG 
CAAAAAAATCCAAAAACCAATTGATTTCCCGTTTGAACATCAGTTTTGGTTCTGCATTCC 
CGACTCTTTGCAGGCACGGCTTCATTTGATTGACAAAAGCTGCGGCAGTTCTATCGGCAC 
GTCTAGCTTGGGTGGCTTCGGCAGAAGCGAGCAAAACAGATTCTTGCTCAAGTCTCTGAT 
TATGGAAGAAGCGATTACATCCGCCCAACTGGAAGGTGCGGCTACCACGCGTAAAGTGGC 
CAAGGATATGCTCAAATCGCAGCGTAAACCCAAAACAAAAGACGAAATCATGATAGTGAA 
CAACTATCACTTGATGAAAAAAGCGGTAGAATTGAAAAATACGCCGTTAAGTGTTGAAAT 
GATTTTGGATTTGCACCGCATTGCTACCAGTAACGCTATTGAAAACAAGGCCGAGCCCGG 
ACAATTCAGGCAGGATGACGAAATCTTTATCGCCGATATCAATGGTAACAGCCTGTATCA 
ACCACCGCCGCACGGACAGGTTCATACGCTGATGGAAGAGGTGTGTGCGTTTGCCAATAA 
TACCTATGACGGCGTGGAAAATCCGTTTATCCATCCGGTTGTCCAAGCTATTATCTTGCA 
TTTCCTCATCGGCTACATCCACCCATTTGGTGATGGCAACGGGCGGACAGCGCGGGCTTT 
GTTCTATTGGTTTATGCTCAAAAACGGCTACTGGCTATTTGAATACATATCCATCAGCCG 
TCTTCTGAAAAACGCTCCTGCCCAATACGCCAAATCCTATTTGTATGCGGAAACTGACGA 
TTTAGATTTAACCTATTTCATCTATTACCAATGCGATATTATCAAGCGGGCGGTTGCCGA 
TTTGGAGCACTACATTTCCGACAAACAAAAACACCAACAGGAATTCAAAGCAGCGATTGC 
CCAATATACTGAAAAGATAGGAAAGTTGAACCAACGGCAAATTGGTATCCTGCAAAAAGC 
AGTGGAAGAAAGCGGAAAAATCTTTACTGCACAAGAAATTGCCAACCAATACGGCATCTC 
CCTGAATACTGCCCGTAGCGATTTGAGTAAACTGGGAGAATATAGATTCCTAGTGCCGTT 
CAAATCAGGAAATGCTTTAGAGTATGTTGCTCCTCAGGATTTATTGGAAAGGTTAGAAAA 
AAAATAGTTTGCTAGCCCAGAATGCAGCTTTAACCGAGTCAAAATCAATACAGTCCGCAC 
CTTCAAAAAGAAGCTGCGGACTGCTTGCTTTTTGCTCTACAAATGATCTTTGTAGCTGAT 
TTAACCAAGATTGTAGCAATTTTGCTTTCCAAGCAAGCAGGGTTAGAAAATTCGATACTT 
TTAATTATTGGCTGTGTTTTAATATGATGTTGATAGGCGTGTTTGGCTTTAAGGTATTCA 
ACAGGATAGGTTTATTCCTAACCGGAAAATAATTGTCTTTTCCCTTGCAAGTAATTGAAA 
TCAACAGATTACTAAAACACAGCCTTACATTATTGGGGTGACTATCCTGTAAAATATGTC 
CTAAAACGTGGAAACCACTTTTGCTCTGCTAAATTTTAAGGAATCTTTATGTTACATATA 
CCCCCCAACGGAACCTGTTCGATATGTTAGCAGTATTGTAGCCTTAAACGTGCATAGTCC 
TAACGGTACAGGCGACTGGCATAGTGCAAAGGCATTGAGTGATCGGGCTTACCCTGAAAA 
ATTTTATATTTACGGTGAAAATCAAGAGCGAAATACCAATCATTTATTTGGTGATAATGG 
CATTATTGATGGGACGGATCGACTGAACAAAATGGGTTATTTCCCTGAAAACATCCCAGT 
TTGGCTCGCAGATCACCCCCGTGCTTGCGTGGATTATCTTTACACAGCAGTGTTACAAAC 
TGGCTCAATCGGTCGGGTGATTTTAGATGATTGGTTTCCAAGCGATGAAGACAAGCAATC 
AGTTTATGACTTACTTAACCAAATCGAACCGCACTTGAATACTCAAGAATGGGAGAATTT 
ACAGCTATGGAAACGCAAAAACCCAATAATGTAATGCTAACCGAACGAGATAAAAGGCAC 
GAGAAGCGGTATTACTGAATTTCATCCGCAATACGCCATGTACAATTAAATCAGCAGATG 
TGTCTAAACGTACCGCTGTTCCCGTTTGAAAGAATTTTTCATGATGAAGTCTATCCTCAC 
CGTATGCGGAAATGGTATGCGTAAACGCAGAATCACCTATTTGGATGTTTGGGCAAACGA 
TGAAAGAATCGGTACTTTGGAAAAGGGGGCCATGTATCGGTTCGCATACGACAATCCCAA 
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TTCTTCGTTGCTGGGCCTGCATTATCAAGACAGAAGCAAGGTATATATCAGCAACAATAT 
GCCGCATATCTTTGCACAGTATTTTCCGGAAGGCTTTTTGGATGCACACATCACAAGCAA 
ATATGCTTTTCATGATGCGCCTTTTGAAGACAATGAGATGCTGCGCTTGGCAATTCTGTG 
CAGAGAGACTTTGGGTCGGATACATGTGCGCTGTAATGACCCGCTTTTTAATGAATGGAT 
TGACGGGTTGGAGATGAAAAATCCAAGAATATTGACTGAACGGGATTTGCTGGGCATAAA 
TGCCCGACAGGTTTTTCAGCAATATATGGCAGAAATCTTCCATCACGGCCGTTTCGTCAG 
TGTATCCGGGATACAGCAGAAGATGTCCTTAGATGCCATCCGCAGAAATACCAAGCAAAC 
TGCCTCATATATTGCCAAAGGTTTTGATGCATCCGAATATCCTTGCTTGGCTGCCAATGA 
ATTTTTATGCATGCAGACCATCAAACAAGCCGGCATTGCCGTTGCACAGACCAGCCTGTC 
GGAAGATTCATCAGTCTTATTGGTACGTCGGTTTGATGTCAGTGAACAGGGTTATTTTTT 
AGGGATGGAAGACTTTACCAGTCTGCGCCAGTATTCGGTAGAAGATAAATATAAAGGCAG 
TTATGCGGCTATTGCACAGATTATCCGACAGATATCCGGCAGACCAGATGAAGATTTAAT 
CCATTTCTTTAATCAGCTTGCTGCCAGTTGCATATTGAAAAACGGCGATGCACACCTCAA 
AAATTTTTCAGTACTCTATCATGACGAATACGATGTTCGTCTTGCACCTGTCTATGATGT 
ATTGGATACATCAATATACAGGGTTGGAACACAAGGAATTTTTGATGCTTATGACGATAC 
GCTGGCATTAAACCTGACTAACCACGGTAAGAAAACATATCCTTCCAAGAATACATTGTT 
GGATTTTGCTGAGAAATATTGCGATTTGGGAAGAGAAGATGCATCCTTTATGATAGATAC 
AATCGTTCAAGCTAAAGAACAGGTTCTTGTTAAATACTCGGATGTATTGCGTGAGAATGA 
ATGGTTGGCGCAGAAGTGGCATTTTATCCCGGATGAAAATGAAGAAGGTCTACCGTTTAC 
ATTCCGGTAGCTGCCGCTGTCAGAGATGGCCGGTCTACTTTCACCCTGAAAATCACTTCA 
TCTTATGGTGTTTGAAACCGAGAAATTAGAAGAATCGTATTCGGTAGGAGATATACTGGG 
AAGATTGGAAAACTGGTAAATCACTCTATTGATTGAGTTGGCGGCCTATATGTTTAATGT 
AGGCAAACGAGAAGGAATCATGTATTTCATGATTCCTTCTTAAATTCCTGTGTCAATCTA 
ATATCAAAACACAGCCATCTCTTACCATAATCATGATAGGTGTTTTATTATGAAAAGCTA 
TATCTATAGTTACCGTTGATTTGACTATGCCGTTTTAAAACGTATAGCCTACCTGAAAAC 
CGCTTGCCCATTTCCTTGATTGGAAAAATTCGGGCTTTTTCAATGCGCGGCCGGTAAATA 
TATCGTAATGCAGGTTGCCGCCAAGCTTTATCTGCCCGCGTATCCCAATTGCTGTGCCGA 
CTAGAGTTTGGCCCGATAACCATTTGGCGGATTGTCCTGAAACATGTCCTACATCAGCCC 
CAAGATAAAGCTGATGGCCTGGTTTAAATTGCCAGCTCAAATCGTTGCGCCAATACCATC 
CCCGCTCGGCAGACAAACTCATTTCACCGTCGAAGCCACGTACGGTGTGGTGTCCGCCGA 
TAGCCAGTTTGTCTTGCGATGTTAGCGGGGTTTTGTTCCATTGTGCATGAACGGATGTGT 
CATAGGCAAATAGCTGTTTACCGATTTGAAAAGGAGTATTTACATCAGCCGATGCCGTCC 
AAATTTTCATACGTGACGTGCCTTCGCCAAAGGCTTCTTCAGGCGCGCGCAGAGCATCTT 
TCATGCCGGTGCCGCGTTTATATTTCAACTTAAAATCTGCCGTACTGCGACCGATATATT 
CTTTGTGGGAAAGTTCTGCCAACCAACCCGCAGTTTTACGCCGTTGTACAGTCAGTTCGG 
CATCATCAATGTAACTTTTTGTTTCCCTCATCCACAGTTTTACACCGAGATAGGTTTTGC 
GTTTGGCATCACGATACAACAGGCGGTTGAAGCCGAAATCAGTATTGTAACTTTTTCCAT 
TATAGTCATAGACTTCCGATAATCCGGAAACTGCCTGATGGTAACGGTAGCCATTGTGAT 
TGAATGCCCATGTCCATTTACCGAAAGGGGCTGAATAATGTACGGCGTAATTGTTTGATC 
CGCCTTCTTTGCGATGGCCGTCAAAACTTTCCTCATCGGGCGTACCGCCAATCGAACGTC 
CATAAT T T AC ATAGAAC AT AT C ACTC AGT CC C AAAGG AT TGT C GGC AGAGAAAGT GAT AT 
TTCCTTGGTATTTTCCTGTCGCCTCACTACCCGAATTATCCATCCCCACACTCACACGGT 
AGGGCAGCAGACGTTGCCGCCATTGCACCACGACATCACTTTGGTTTGGTTCTCCCTCTA 
CGGGAACGATTTGGAGATCGGCTTCCGCAGTCGGGAGACGTTTGAGATTTTCCAGTCCTT 
GTTCCAAATCACGCAGATTCAACAGATCGTTCGAGCGGGTGGGAAATTTGTTCTGGAATG 
CTGCAATACGTCCTGCATGGGTTTGATCATCGTTAGACCGATCGATTCGTATGGAGCGCA 
GATAGCTCGGTATCAGGGTTAATTGAAGCTTGCCACTATTCAAATCCTGTGGCGCAGCCA 
AGATACGGGTCGTGGTATATCCCCTGCCGATCAAAGCATTTTGTGCTAAGGACATGATTT 
GATTAATGTTGCCCGCATGCAGACACTTGCCAGCCTGAAAACCCGTTTCGCGCAAGGCAC 
GTTTTAGGGCAAACTGAAACCGAGCATGGTGTTCGCCTTCCAACACCACTTCGTTAATGG 
CAAAACACGGTTGGCTGCTGTCATCGCCCATCAACTGATTAACCGTTTCCCCCGTGTTTT 
TTTGATGCAAACGCACATCGCTTTCAGGCTGCATGGTTTGGCGCAACTGCTCTTCGCGTT 
GGCGTTGCTGAATATCTTGCTGCATACGGATTTCGGCAGGGTTGGGGGAGGCCAACAAAG 
TAGCAGGAGCAATGATACCTGCCAATAAGCAGCACCAAGACAAAAAGCGAATATTAGGCA 
AATAGGATAAAGGAAGTTTCATGGCATGGTCGCAAAATCAATAAAATCATCAATGGGCAT 
TCAATACACGATTGCATCAAGTTTTAAAAGTTAAAATTCTCAAACCCTTATCGCTCCCTT 
TATGATACAAGGCGCGTACTGTCGTACTAGGAAATAACTGGCGCACAGCTGAGCGCATTT 
GATGACTGTGTCCCAATGGCGCAAACCATTGAATCAGCCAAATATTGTCGCCACAGTTCC 
AATCGCTGTTGTCACGCAAATGGCGGTCAGATTCTAAATAATGCGCCTGCGCCACTTCAT 
CAAAATAAGCCCATGAGATATAACCGATTGGTTGGGTACCCTTGCAAAACAAAGCGAACT 
GCCCGTTTTTTAACACAGGCAATATATACGTCATCATCTCCACAATAGGTACTTGGCGAT 
GCGTAGGCGACTGATACCATAGCCAAGTGATGGCACCGAGTGCTTCGCTTTCGTTCCATT 
GTTCATTGGGGTAGAGTTTAGGAGAGATGATGTTTAAGGGTGGAGTGATGGGCATATTTT 
AAGTTAGGGTTCGTGTTGGTTAAAACAAAAAATGGTTTCAGCCTGAAATGAAATATTTCA 
CGTTAAAACATAGTTTTAGCACATGAGACTGAACTGCGTGGGCAACGAGTTGCCCACCCT 
ACCATGTAACAGTTCGCATTAATTGCACAGGCTACGCTGGTTATTGCACAAACAAATGAC 
CATACTGCTTATCTTTACGAATATTGTATCCACCGCCATGGTGAATACACTGATAAGAAA 
TATGTTGCCCAATTTCACTAAATGAGACTTCGGTAATAGATTTATATCCTAATTGATTGC 
CTAATTCATGCAAAACAAAGGTGAGATTTTCAGTTTCACATGTGTCAACGGCTTTCTCCC 
AGCGTGGATTAAGTTTGGAGCAATTCCAGTCTGCACAACTACCCCAAAAAGGGCAAGCTG 
TTAGCATTGTTGAGCAGAATGATATTAGCACTAAATTAGAAAGGGTTTTCTTCATATCTC 
TCTCCTTTATAAGTTATTGTGTGTTACAACATAATTAGGATTTTTAATGCACTGATAGTA 
AATATCCATTACTGTTTTGTTTTTGTACTTTTCTTCATCATTCTCAAAATAGATATTCAG 
-TTTTACTAATGCCTTATCAAGGCAATTCATAATTTCTTGGTGTTCCTTATCAGTAGTTGT 
CCAGTTACTACTAGTACCGTACAAGGCTGTACCGACTACGACAGTACCTAATAAGGTAGT 
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AGCGCAAGCTGTTAGACAAAAAACAGATGAAAGAAACAGAGAATATTTAGAAAGCTTCTT 
TTTCATATTTTTCATTATCTTTTGTTTTGTTTGGTTCTACCAGTATGGGTTTAGATTTGT 
TAATTGGCTTACCTTGAGCGTCATATTCAACTTCACCCCATATTTTTACATAGTCATCAA 
ATTCTTTTGTACCTGCTTTTGGCACCTCCGCAAAATAACTGCTATGCGAATAGCACAACC 
CCTTACATGTACCTTGTGTGGTGTCATTGGTTCCTAGCAAGAAAGGTATCCATTTGTTCC 
CCACAAAATCTTTATCATGCACGATTGAGTAGGATCCGCTGTTATAAGTTTTGCCGTCTG 
CACCCGTATAGGTATAGCCGTTTTTCTGTAAAACATCGGCGTAATCATTCTGCACATTTG 
TGGCTGTACCATAGAAACGTGCTTTTCTGATTGGGGCAATGCCATTTTGTTTTTGATTGT 
TTACCCAATCTTTTAAGGAAACGCTTGCTGTAATTCCCCCACGACTGTGATTACTGGTAT 
CAACCGACCAGCCGTTACCCATTTTTTGAACCTCTCGATAAATATCTTGATTCAGTTTTT 
CTGAATTGGTTTTGGGTAAATAGCCTTGGAACACTTTATTATTTAATTGGTCGTAACCGA 
CATACATCAGTTCAGAAACAAGACTTGAACCGAGCCATAAAAAATCTTTTATTTTGTTAT 
TAGAATCAGATTTATATTTCCCTGTTGGAGGATTCATGACTGCAATAACACCACTACCGT 
TTGTACTATTACGATTTTGTTTTGCTGCGTTGCTTAATGAATCTTCTCGATTATTGAAAA 
TACCAGGATTAGACACAGTAATAACTTTGCCATTTGTGTCTTGAATGCTTGCCAGTTCTT 
CCTTGCTTAAATCATTCAATGACCAAATTTGTCTGGTATCAAAGGATACTTTACCTGTTT 
TTTCATCTATTATCTTCTTATGGAACCACATTTCTTTAGGTGCAGTTGCAGACCTTACCG 
CTCTATCGGCTTGGGTTGTGGCAAACATACTCCAAGCCATATCAGAACTCCCTGCTCCCC 
AAACGAGTCCTAATCCTGAATCCTAGGCGGTAATGACGAAGGATAGTTTTACAAAAGTTT 
CGGCCTACAATTTATAGGTTTATAATAATAAAAATATCCATCAAAAAAATGTGATTTTTC 
TTTTTTTAAAAGTTGCATCTTGCCATTCTTGTAATCACATTCGTAATATTCAACATTTTT 
CAAATCTGAATCAAATAGATATTGAGGTAAAACATTCCCTTCCTTATCTAGTTCTATTAA 
TTCCTCAAAAACTATCTTACTTTTATGATAAAAAACAATTTTTTGGAAATCTGAATTGAT 
TATATACAGTTTTACATAATCCCAATTAAAATTCGTTATATCACTAATTAAGAATTCTTT 
TTTATTATAATTAAAACTTATTTTTCTTATTACATTCTTTTCAAATATAAAGAAAATAAC 
AATAGTGATTAATAAAGAAAATATATAAAGTATATTTTTATTCATCTTTTATCTTCTCCA 
TTGTCTGGCTGAAATTTGTGCTCTGATTTGTTTTCTCCTCTGCTGAATTTTAAATCCGGC 
ACCAGTATTATCTAAGTGAATCAATATATTGCTTGTATTCTGGTAATCTTTTTCAGATAA 
TCTTTTTCTTACAACATCATAATTTCCATTACTGTTTCTTTCTGCTTGATAAAAACCATT 
ATTTTTATAAGTTTCCAGAATTAATCCAACTAACTCTTTTGTGTTTAACCTATTGGTATT 
TAATGCTATTTCTCTTCCTATTTCGTTATTTAGTTGATCAATCATTTCATCTGCTTTATC 
TAATGAAAGATTACGTCTTATAGAATAATTAATTTTTTCCCCACTTTCATGACTATTTCC 
TACTTTAACAGCAATATCTTTGCCAAATTCTCGTGTGATGGTTGCTTGCCATAAAACGTG 
CCTGAATGCATTGCCAACTCCACCTTCACCACCAAATTCACTATTAGGAAATAAATTTAA 
TTGAAAAGTTGAAGCAATTGTTGAAATATTAGGCTCTAATGTAGAGCCAGGATCTTTATG 
TACAGATCCAATTGCAATAGCAATTCTAGGGTGCCTAAGAGCAAATTTCACTTGCTCTAC 
AGTATCATTATTCTCCACCGCACTTTGCGCATTCAGGCTGCCTTGCGCTGCATCTGTTGC 
GCTGTTGCCGACTGCCGCACCCGTAGCCGTACCCAATACATTTGTAATCGCTGTTACAGT 
CTCTTTCTCTTCCGCCGTTAAGTCGCTTCCTTTTTCTTTGCCGTATAACCATTTGCTGAT 
GTAAGGCGCAGCCGCTTCCGACCCGCCCGCACTCAATGCTCCTGCTAGAGCATTGTTGTC 
TCCTACTGCGGCAACCGCTGCTCCTAATACCGCGTGGGCAAGAACGTGTGCGGTTTCTTG 
ACTGGCGGTTAGTTTACCATTCGCGTTTTGACCGGCTAAATCTTTAAAGTGCTGTCCAAT 
CGCATACGATACGGCTGGCGATGCGGTAGCCGCAGCGATGCCCGCTCCGCTTTGGGTCGG 
CGCAGCTAAACCTGAGGCTAACATGTTGAGAATGACTTTGCCTTGTTGCCAATTATCTGC 
TTTTGCTGCCGCATCTTGAGCTTCATGGGCTTTGCGTTTGGCAGTTTCCATATCGCCATT 
GGCTAATGCCTCGGCTGCTGCTGTTTCGGCTGCTTCTTTGTCTGCTTTGAGTTTGTCTAA 
ATGTTGGTTAATCTCGGTATTGGCTTGTTGAACATTTTTACTAAAATCTTGGCTGACGGT 
TCTTTGTAAATCCAGTTCACTTTGCACCGCTTCTTTGTTGAAGGTGTTCTTCAAGCTGCC 
CGAATGTCGTTCGGCGGTGTCTGTGGTTACGTTTGTATCAATATCGGCTTTGGTTTGTGC 
CGCTGTTTTGCCTGTCAGCCGGATTTGTGCGGCTTCGTCGGTGATTTGAATGTTGCGGGT 
GTTGATGCCGCTTTTTGTGATGCTGCTTTGACTGTCGCTGTCGCTGCCATAACCCACTGA 
TGAACTTGCGCTGTTTTTATCGGCTACGCTTGTCAGGTGTTTGTTTTGAGGTTTATTTTG 
TGCGCCCTGTCCCAGTGTTTTGCCGCTTATGGACGCACTTGCGCCCAATCCAAAACTTTC 
GCCTTTGTATTGGCTGTGGTTTTTGATGTCGCTATGGGTGAGGGTGGCCGTCTGAAAGCG 
GTTTTTACCCTTGTCTTCTGCGCTTTGGGTACTGGTGATGATGCCGCCTTTGAGGTCTGT 
ATGGTTTCCGACCTTGATTTGATAGCCGTCTTCTCCGGCATAAATACCGCTTTGCTCGGT 
TACTGAAACATGGTCGGCTCGGATTTTGCTTTGGCTGTAATCGCCACCGGCACTGAAGCC 
ATAACCTACGGTAACTTGTGCACTGGCGTTTTGTTGTTTGCTTTGATAGGTTTCTCTATC 
TTGTACGCTTTGAATACTTAGGTTTTTGGCATTGACTTGTACGCCTTTGCCGCGTACTTG 
CGCGCCTTTGATGGTAGTGTCGCCACCGCTTTGGATAAGGGTTTGGCTGCCTTTGTCGCC 
GATATGGCTATGGCGGTGGGTGATGCTGTCGCCATTGCCGTAGCCTTTGCCGACATTGCC 
GCCTGCGGTAACGCCTAATGACCAGCCTCCTTGTCCGAATGATACGGCAGCACCTGCGTT 
CCAGCCTGCCGATTTGTTTTGGCCGCGTTCGGTATTGCTTTGCTCGGCTGATTGGAGTGT 
GATGTCGTTATCGGCAATCAGGATTGTGCCTGCTTTGCCGGCAACATCTGAGCCTGCGAT 
GTTGATATTGGATTGTTCTGCTGCGCCTGTGGCGATTAATGTGGTTTTACCACCTGCTTG 
AATTTGACTCGCTTGGGCTTGATTGGCTTGAACTTGGGTGGTTTGTCGGTTTTGCTGTTC 
GCCGTAGGTTATGGAGATGCTGACTTGTTTGGCATTGGTTGTACCATTGGCTAAGTTTTG 
TGCACTCTTACCTGTTT.GATAGGCTTGCCAGCCTGCATTGGCAGCCGCCATGGCATTAAC 
GCGGTCGTTTTTGCTTTGTCCGACTTGTTTGCTGCTTTGTGCTACGGCAATCGCTTGTTG 
TGCCAAATCGGTAACGGGCGAACTGAATGCCACCGTTAGGCCTTTTTGTTCATAGGTTTG 
GGTGGTATTACTGTTTAATTTGTTGTGTGCCGCTTGAATGTCTATGCTTTGGGCATAGAT 
GGTATTGTTGCCTTCCGGGCTGGAAACGGTACTGCCGATTTGTTCGTAGTGTTTGCCTGC 
AACAATGGTGGTATCGCCTTTCAAGCTGCCTACGGTACTGCCTGTATGTTCGTTGCTTTG 
-GGATTGGTTTTCTTGTGTGTTTGTCTTGCTGCCAATAGTGAAGCCGATACCTGCACTCAT 
CAATCCTGATTTCTGGGTTTGATGATAGGTTTCGCTTTGGCTTTGAGTTTGGGTTGTACC 
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AATGCGAACATGATTGCCTGCTTGAATCTGGGTGCCATTATCGGAAATAACATTGCTGCC 
AAGGATGTTGGCATCGTTTCCTGCCTGCAATACAACTTGCTTGCCTTCAAAGGTGCTGCT 
TTGGGCGGTTTCGTGATGACTTTGGGCTTTATCGGTAATGACTAATTTATTGCCACCACC 
GCTTCTGCCTGTGTGTTTGGACGCATCATCAACATGGGTCGTGTTGATGCCTGCGCTGAT 
GTTGATGTCATTTTTGGCAGACACAGCGAGTGTACCGTTTGCGCTGCTGACTTCGGCAGC 
TTTGGCATTGAGGTTATTCCCTGACAATAGGGTAACATCGCCTTTTGTTTGAATGCTGCT 
GCCGACTTCGTTCGTTGAACCGCGAATAACATGGTTATCGGCATCAAAATGGGTTGCTTG 
ATGTTTGCTGGTTTGTACCGTATCTAGGTTAATGTCGCGCCCTGCTTGCAGCCGGGTTTG 
CCCTTGCTCTGATTGATTGCTGATTTGACCGGCAATGATGTTGATGTCTTTTCCTGCCTG 
CGCTGCTAAAACACCTTTTTCTTTGCCTGTGATATAAATACCTGCCATTCGGTCTAGGTA 
GGTGCTGCTGCCTTGTGTATTTTGACTGCTGGCGGTGGTGCTTTGGCTGTTGATGTTGTT 
GCCTGCGTTGAGCAATAATGTCTGTTCGGCAGAAAGCATGCCGCCAATATTATTGATGTC 
TTGTGTGGCCGTAACCGCTGATTTTTGCGCATGAATACGCCCACCGATATTGTCTAGCGT 
ATCGGTATTGATAATAAGCGCATTGCGCCCTGCAATCGTGCCTGAGTTTTTCAGGCTGCC 
TGAAACATTGATTTGTGTATTGCTGCCTGACAACAATGCACCTTTACCGTCTATGTCGCC 
ATTTTTAACGCGTACATAAACCTGTGGCACCAATACGGTTTGTGTGCCGCCATCAGGAAG 
CTTAACTTCTTTTTGTACCAACCAAACAATATCGCTGGTCAGTTGCGCTACTTGCTCGGC 
ACTTAATGCAATGCCAACGCTGAGATTCATCGAACGTGCCGCAGTCGCGCCATTATCCAT 
TAAGGCTTTAAATTGTTCTTCGTCGTTTTGATAACCGTCTAAACGACGATGCCCTGTCAG 
CTCTGCGATTTGTTCATTGATTAAACGTTGCTCGTAATAACCATCACCCAAACGTTTATG 
TAAATTGTTTGGGTCTAGTTTGAGGCTGTCCAGCATATAGTCACTACCCAACCATTGACG 
GTAGTTGGCAAAGCGTGGATCGGTTTCAACAAGATAGCCTTTATTGACAGGATTGATAAT 
GTATAAGCTGCTGCTGGGTAATGGGGTAAAAGAATTGGACGTATAGGGTAGCGAAATACC 
GTTGCTTTGCGGCAACTCAGTGCCTTGGCTGGGCGCATGATGGCTTAATGCTTTGCGATG 
CGATTCATAGGCAAATGAACCCAGTGAAATGTTGCGTGTGATTTCCTCCGGCAAAGTGTA 
ATTTTGTTCGCTATGTCCCGTTGAGTCTCGTCCTTTATGTTTCTCACGCCAATAGCTGTG 
TAATTTGCCATTTTCACTGAATACTTTCTTTTCGCCAAAGGTTTGCTCGTTATGCAAACC 
GTCTTTTTCTGTTTGTACAATGAGATTGCCACCAGCAATGATTTGGCTATCGGTATTAAA 
TACTTCTTTACCATCAATGGTTAAATCATTACCTGAAATGATTTTGGCTGGCGCAGTTTG 
GGTAACTTGGGTTTTTTGGGTGACTTTTTCATAATCGTATTTATGCCAATTTTCATGCGC 
CGCTCCATCAGGGGTGCGTAAGTGGTCTGATTCATCGTTATAGACAGACCAGCCTAATTC 
ATGTTGCGTGCCTTCTCGCAATAATTCGTGTCGTCCAAATGCTTCGTAATCAACAATATG 
CTCGCGCCCTGTTTCTACCAACTGCGTTTTCAAATGCTCATTGGTATTGTGCAGCTTTTC 
TACACCTAAACGCATTTTGCCTGCAGCTTCAATGGTTGCGCCGGCATTGTGTATCCTTTG 
GGCTTTGCCTGTGGCTTGGCCATTGGTATCTAATGCGCCGCCAACCGCCATATCGTTACC 
GCTGTAAATCAGACTGTTTTCACGGTTGTTTAATTGTCCGATGCCTAAATTCAGGTTTTC 
ACGTGCCGCAATGGCGGCACCTGTACCGTTTTCATCTTGATTGTCTAAGCGGGTAGCCGC 
AATAGCGATATTGTCGCCATAAATCCGACCTGTACCGATATTATTCATTTGCCCGGCTTG 
GATTTTGGTTTGTTGTCCGTCAATCAAGCCTCTATTGGTTAAATTGTGCTGCGTGCCAAT 
GTCTGTCGTACCGCCGGATTGAATGTTGCCTTGTGCTGCATTATCAAGGTTATTTGCTTT 
AATCCGAATGCGTTTTCCTGCTTGCAAAGTATGTGAATTTTTCAGGCTGCCTCGTGTACT 
GAGCGACAATTCATTGCCCGCCACGATATTGCGTTCTACATAAAAATCATCTTGTAACGC 
AATATCCAGTTTATTATCAGCGGCAAGTGTGCCGTTGTTGGATAACGATTTTGCCTGAAT 
AGCAACATCACGGCCTGATTGTATCGTGCCATTCGTATTATCAATGACAGCGGTAGATTG 
CTGACCATCGTGAATAATCAGTTGTTGATTGGTCGCTATTTCGCCATTTTGATTGTTCAG 
GCTGCCTGAAACGGCTAAATCCGCTATTTCTGCTGATAATAACTTGCCATGAGCGTTATC 
CAGTTGATCGGTTTCAATCTCTAACTGTTGGCGTGTTGTGATGTTGCCATTTTGATTATT 
CAGGCTGCCGGCTTGAATGTGGACCGCATCACTGATAATTGTTCCATTGTGATTGTCAAA 
CGCCGAACCTTTTGCATTTAACTGATGAATGTCTATTTGTCCTGCATTATTTAAACCTTG 
TTGCGCACTAACATCTGTTTGACCATTGGCAATAATACTGCCTGAATTATCCAGTGCACC 
ATGAGTGCGAATTGTCCCATCAGCAAAGGTAGGCGCAGTTATGTTTGATATAGAAACGGT 
TGCAGTACCCGTACCTGTTGCCGTTGTTGGTGTGGTAGTGGATGAATGGAAAGATGCATT 
GTAACTATTGCCGGTTTGATTGCTTGAACCATTTGACGCGGTTGGTGCGGTATCTTGTAA 
ACCCATGCGGCCACGGTTATCCATTTTGCCTTGTGCATCAATATGGAGTTTTTGTGAACC 
TGTTTGAGAGAGTTTGCCTTGATTATTAAGTGTGTCGGTATCAATAGCCAAACGAGCGGC 
TTCAATGGTGCCTGATGTTTCATTTTTCAGGCTGCCCGAATTGTGAATCAATATTTCGCC 
TGAGGACAATAATGTGCCAGTGTTTTGAATCGACTGACTGTGAATTTGAGTGCCTTGTTG 
CGATACCGCCGTACCGCTGTTTTCAACGCCCTGACTGCGGATATTGACTTTGTGTTCCGC 
TGTATTATCCGTATCTTTCGCATTGGCGGCAGCCATCGTGCCACTATTGACTAAACGGCC 
ATTTGCATCAATCGCCACATTACCGGAAGAAGCAAACAACTGCCCTTGATTACGAATGCC 
TGCTTGCTCGGCCGTACTGATCAAGGTGATTTTGTTGGCATACATACCTCCTAATTTGCC 
TGTATCAATCGCAAATAAAGGGATATGTGTGCCGTTGTTGGCTGTATTGTTTGACGTATT 
GGCAGCAGCATTATTGAGAATAGGCGAATGTGCATTACCTGTTGCGACCACATCGTTTTG 
TCCCGCGACGACACGAACATCTTGTCCCCATACGGGTGCATCAATTTTGGAATGATAACT 
GAGAATACGTGTGAAATCGGTATCACGGGCATCCAAACCGTGTCCGGCGATTACAACATT 
GCCTTGCCTTATCTTAAAGCCGCTAAGGTCTCCTGCTTGATATTGCGGTTGGCCTGTCGT 
CAAAGTGGCACGGGAAGCATTGATAAAACCACCACCATTGACTGCAATCCCTGCCGGATT 
GGCAATAACGACTTCTGCACGTCGTCCGCCCACTTCAATATAGCCATTCATTTGTGAAGA 
ATGGCTGCTGTTGATTTGGTTTACAACCACACGTGCTTCGCCCCTTGCCAACCAAGGATT 
ACCTTGAATCCAACCGCCTAGCTGTGTTTGGGTGTTGCTGCGGCTGTTGTTTAAAATCGC 
CCCGCGATTACCCACATCAAACTGGGCGTATTGATTAACAGAAACCCCTGCCGAAGTAGG 
GGTTTGAATATTGACTTGCGGTATGCCGTTACCTGTTTGCAGAATCGTGGCTTGTTGAGT 
TTTAGGAGCAGCTTTATCAGCAATAATGCCATCAGCAAAAGCAATATTGGCCGTACCTAC 
-AGCCAAACATAAAGAAAAGCCCAATAAAGAAAAAGAAAAGATATTTGAACGACAAACAGG 
TGCATGAGTAGTACCAAAAGGAACAGATTTCACATGAGCGCTGCCTGAATCACTATCGGC 
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ACAGCTTTTACCTTCGCGCTTGGTAGTTTCAGCAACGGCTACCACAGCCCCACGTTTGCG 
GTTGAAAATTACACGATAGAGAGTTTTATTCATGATTTCAGTTATTTGATTTTTATAGAG 
TTATTAGAAAAAATTGGATAGTCTGACCATTCTAGATCAAGGATTTTGGCGAGTCAATTA 
CCGCCATTTTACTGCCATTTGTTTATTAAATTAGGGACTTTACTAGATAACGGTTAAAAA 
TCCCATTCGAACGAAATGGCAAGGTTTATACCGTCGTTGTCCCTAATGCGCAATCAGCAA 
CATTATTGCCGATTATCCGAGAGAAAGTTAAGTCTGATGGCATTGTGTATACGGATACCT 
TTCGTAGTTATGATGTACTTGATGTCAGTGAATTTAGCCATTTACGCAAGTTTTCCAGTA 
TTTGACTGGCAATTTAAAACAGTCGGATTTTGTCCCATTTGTTGGCCAAGTCTTTACTTG 
CTTGGCCGTTTGAATTTAAAAAGCAGTCTTTCTACTTTCCGACCTTTTTTTCTGTTGTAA 
GGTCTATAATCCAATAGCATTCCCAAAGAGCATTTTGGACGGTGGCGGATTCGCATTTGA 
AGTGCAACTTTCCCTAACAGAAAAAGGCCAGTATGCGGTAGCATACGGCCTTTCCTGCAA 
GAAAGATTGCCATGAGCTACACGCAACTGACCCAAGGCGAACGATACCACATCCAATACC 
TGTCCCGCCACTGCACCGTCACCGAAATCGCCAAACAGCTGAACCGCCACAAAAGCACCA 
TCAGCCGCGAAATCAGACGGCACCGCACCCAAGGGCAGCAATACAGCGCCGAAAAAGCCC 
AGCGGCAAAGCCGGACTATCAAACAGCGTAAGCGACAACCCTATAAGCTCGATTCGCAGC 
TGATTCAGCACATCGACACCCTTATCCGCCGCAAACTCAGTCCCGAACAAGTATGCGCCT 
ACCTGTGCAAACACCACCGGATCACGCTCCACCACAGCACCATTTACCGCTACCTTCGCC 
AAGACAAAAGCAACGGCAGCACGTTGTGGCAACATCTCAGAATATGCAGCAAACCCTACC 
GCAAACGCTACGGCAGCACATGGACCAGAGGCAAAGTACCCAACCGTGTCGGCATAGAAA 
ACCGACCCGCTATCGTCGACCAGAAATCCCGTATCGGCGATTGGGAAGCCGACACCATTG 
TCGGCAAAGGACAGAAAAGCGCATTATTGACCTTGGTCGAACGCGTTACCCGCTACACCA 
TCATCTGCAAATTGGATAGCCTCAAAGCCGAAGACACTGCCCGGGCAGCTGTTAGGGCAT 
TAAAGGCACATAAAGACAGGGTGCACACCATTACCATGGATAACGGCAAAGAGTTCTACC 
AACACACCAAAATAACCAAAGCATTGAAAGCGGAGACTTATTTTTGTCGCCCTTACCATT 
CTTGGGAGAAAGGGCTGAATGAGAACACCAACGGACTCATCCGGCAATACTTCCCCAAAC 
AAACCGATTTCCGTAACATCAGTGATCGGGAGATACGCAGGGTTCAAGATGAGTTGAACC 
ACCGACCAAGAAAAACACTTGGCTACGAAACGCCAAGTGTTTTATTCTTGAATCTGTTCC 
AACCACTAATACACTAGTGTTGCACTTGAAATCCGAATCTAAGGTCATCTGAAATTAAAT 
TTAGTTTTCAGACAATCTTTTTCTTCAATTGGAACGTGGAGTTACATTTTCACCTAAACT 
ATGCACGCTAGATTTATAGATAAACCATTCAGACAGTCCAATAAACATTATGGTTGGGAT 
TACCAAATACCAAAAACTACCGACTCTTTCAGATGAATTAAATAAAGAAAAGTACCCATA 
TGTATAAAAAACAATGAAGGTTAATATGACAGATACAGCAAGTTGATTTTGAAATACCCA 
TCTGAATAAAGTTGATAATATCACTGGAATTAGAAACCATAACATAACTATAAACCCACC 
CCCTACCATCCCAAATATAAAATCTATTACCCCTAAAAAAGATAGTTTAAAATCATTACC 
CCATAAACCTGAAAAAATTAAAAGGCCAAAAAATACTCCACCTATTAAGAAAATAGATTT 
AATATTTTGAATAAGATAAAATAAATAATTTTTATTCATGGCTTGCATCCCTGTTTCTCA 
GAATATCCCATAAGCTTACAACCATATTTAATTCTAGATTTGTAATCTAACATATTAATT 
CCATCCTCTATTTTTTTCCTCTCATCTAAAGGATTTGGAATTATTGAAAATATCTTATTT 
GATGTTACCCCTTTAATCAATGACAAATAATCCTTCTCATTACTCAAATATTTTTGGTGA 
ATAGGCTGTAATAACTTTTGCTCGCTTTTCAACTGTTGAATATCCCACTCCCTAGGATTA 
GTTTTTTTATTGAACAAGTCTCTAAAATTATAAAATCCATTTACTATCAGTGCATTGCCT 
GACGCAGCCCTCCATTCATAAATTGGAGGATTACCAACAACTTTACCTGCCGCAAAAGTT 
ATATAAGAAGCTTCTCCGTCTGCCCCTAACCCAGTTATAGCAGCACGCGATACAAAATCA 
GCTCCACCAAACCATCGTGCTTTTGAACCCAAATTTTGCTCATAAAGATTGCTGGCAGCA 
AAGAAATCTGCACGATTGTCAATGGTGTTGAAATACTTGTCAAATCTTGTAGATGCCCCT 
TGTGAGTTATATAAATAGCCAAAAACTTCTTTGGCAACCCGTGATACATCCGTAGGCATA 
TACTTCCACGCAGCAGGCATGGCAATATATTTAATAGACATATTAATGCCGTTTCTGCAA 
CCATCGCCCAATGGGTTCCTAGAACAGACTTTTTGAATTTCCGTATCAATTACTTTGCTA 
AATTGTTCATCCTTTTTGATGGCATTTACTTTTTCCATCGTAGTAGAACAAGTTTTACCG 
GAAAGGCATTTTGTCAATTTATCCATTCTTTCCTTGCTAAGCGCATTACTCTCTACCGCC 
ACAGCAGCCGCATTCGCCGCAGCATTCACATCCCCCTTACTCAACGCCGCAACCGTCCCT 
GCTGCCAGCTTCGCCTTAGCAATGATTTTTGCCCGGTCTTTCACATTCAGGCTGCCCGGG 
TCTCTGCCGTCCAGCAGGGCTTCGCCGAGGATTTCACCGACCGCCGCTCCTATCGCGCCA 
TCCTGACACTTGCCCTTATTCGCCGCCGCAGCCGCACAGCCCGCTATGGCATGGGCAATC 
TTGTGGGTAATGTAGTGCTGATCCAACTGTTTGATTTTACTGGCTGCTTCTCCATGCGCA 
GTATTCACCAAAGCCGCAAGGATATTCGCTTCCAGATTGTCTTTCAGGCTGCCGCCGTTG 
ACAGCGGTATTAATCAGTGCGGCACTGCCCGCATTGGCCAGGTTGACGGTCAGGTTGTTG 
ATCCACTGCTTATCGCTGACATTGTTCAGTGCCGAAGCACCGATTTTGTCGGCTACGCCT 
GCGGTAGCGACGGCAACCATCAGATTTTTCACCGTGCTGCTTCTGCCCAGCTCTTTCAGG 
GTGTTACCGATATTGCCTTTGTTGTTGATGAGCGATACGGAAGCCTGGCTGGCCAGCGAG 
GCGAATGCGGCATCGGTTGCCGCTGCGGCCGCGCCGTTTAAGCCCAGTGCGGCTCCGGCT 
CCCGCGCCCGCAGTAACCACGGTAACAGCCAGCGCAATAATCGCTGCTCCGGCTCCGGTT 
AAGCCTTCCTGTTTATAGTCCCATTTGTCGTACGCCAGTTGTACCTGGTTCCAGTTGACG 
TCTTTGGTGACTTGGAGCTGTTTCAAATAGCAAGCGTAGGGGGTGTCTTCAGCACGCACG 
CATCTGGGCAGTATATAGGGAATCTGAATATTTACTTGCATAACAAATGCCGTCTGAAAA 
ATTGTGAGCTTTTCAGACGGCATTGAGCCGTAAATCATGGAACGCGTGCGTGCTGAAGCA 
CACACCTTACGCATGGATTTTAGGTTTCATGCAGGCTACAGCTTGCTGCTATTCATCAAA 
TTGCGGCCATTGAAAGTCTGTTGTTTTACTTTCACCTCTCAACAGTCTAATCATATCGCT 
TTTGAGAAACTCAAAAAAATTTTTAATATTACCAACATAGAGCATAGCTTCACATAGTGA 
ACTACATGCAGATTTAATGTCTTCATTGTCAATAGCATATTGATATTCCTTCATATGCTG 
AAAAAAAGAATC AAAGTCT TCTTCT AAT T C ATC ATTC C AATC AGATGAAT AGTT AGAAAG 
CCATTGTAAGTCAAGAGGATCTTCACTATTCAATTTTTCAGTTGTGGCTTTCTCATAAAG 
ATCAAATCCTTGTTTAATTCCTAACTCTCTTAAACTTTCTTTTACTACATTAAAATTTTT 
CATCTGAATCACCTTATTTAAGATTCAATTTTCGCCGTTGCCCTGCTAATGTCTTAGCTT 
AATTTTGAGCGAGTTTTAGGTTTCATGCAGACTACAGCTTACTCAGCACACACGAGTCTA 
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AACAGTATACAGGGAATCTAAATATTTACTTTCATAACAAATGCCGTCTGAAAAAATTGA 
GCTTTTCAGACGGCATATGGCCGTAAATCATGGAACGCGTATACTGAAGCCCACACCTTA 
TGCATGGGTTTTAGATTTCATGCAGGCTACAACTTGCTTTCTATTCATCAAGAGATGGCC 
ATGAAAAACTATTCTTTTTATACTCAGCACTCAATAATGTTGATATATCAGTTTTTATTG 
AATCAAATATAAGAGATAGATTACCTGCGTAAATCATAGCCATAAATAAAGAATTACTGG 
CAATTTTGAAATTTTTATCGTTTAGGGCTAATTGGCATACTTCCATATAATCTAAAAAGT 
TTTTTAAATCCTCCTTAAATTCATTATCCCAATTCCCGTCTGAAGTATAATCTTTAATCC 
ATTTCATATTAGCTGTTTCATGATTAACTTCTTCTGATACTTTTGGATCTGTCAAATCAA 
ACCCTTGATAAAGCCCCACATTAATCAAGATTTTTTTTATATCATTCAATGTTTCCATAA 
AATTTCCTATTTTAAGTTTAATTTACGACCTTTTGCTGCCCCAGTTTTCATTTGGTTAAG 
CGAACCATCCATATTTAGAACAAACTTAAAGTTCCCATTTTTATCAAAAACCTCTAAATG 
ATTTTTATGTTGGCCATCTAAATAAAACCTATCACCGGTTTTTAATAACCCTTGGTTTCT 
TTTTACCAAGAAGACAGACTGCCCTTGCTGCGTCGGAAGCGTTGTCTTTTCTGAAATTTG 
AGCCAGCTGTTTTCCAAAAGGATTATTTTTCATGTATGTACTCATATTCGGTACAGCACC 
TTTATTAGGGATATAAGGACGATTTTTTTCTAAAACTTCCTTGACCTTTTGTGCCGCTTC 
CCCTTTATTAGCGCGATTCAGCTCTGTTCCGACGACAATATCAATAACGGCTTTGGCATC 
GTTCCAATCCAATGTTTCGTCGAATAAGGTGGTCAGGTTGTCGGCTAAATTATAACCTTC 
GTCTTTCAACGTCTGTTTTAAATCTCTAACGTTGATTTTCCCGTTTTTTAATCCTTTTCT 
GGCTACCTTATAAACCACTTTTGCAGCAGTTACAACAGCTTTAACCGCATTATTTTCTAC 
CGCGTTTTGTGCGGTTTGTGCAGCAGTATTGACATCTCCTCCCGTTACGCCTGCAACTGT 
ACCTGCCGCAAGTTTGGCATAGGCGGTAATTTTCTTAACTTCCAGATCTAATTGTTCCGG 
GGTCATATCGCTAAAATCGGTATTTTTAACCAAAGCCTCCCCGACAATCTCACCCACAGC 
CGCACCGATCGCGCCGTCCTGACATTTGCCCTTATTCGCCGCTGCAGCCGCACAGCCCGC 
TACGGCATGAGCGATTTTGTGGGCGACATAGTGCTGATCCAGTCCTTTGATCTTACTCGC 
CGCCTCCCCATGCGCGGTATTCACCAATGCCGCCAGGATATTTGCCTCCAGATTGTCTTT 
CAGGCTGCCGCCGTTAACAGCGGTGTTGATCAGCGCGGCACTGCCCGCATTGGCCAGGTT 
AACGTTGAGGTTGTTTACCCAAGGGGTTTCGCTCCAAGTGGCAAGGGAAGAGGCACCGAG 
TTTGTTGGATACGCCTGCCGTTGCCGCCGCTACAACCAGATTTTTTACCGTGCGGCTTCT 
GCCCAGTTCCTTCAGGGTTTTGCCGACATCGCCTTTATTGTTGATGAGCGATACGGAAGC 
CTGAGAAGCGAGTGAGGCAAAGGCGGCATCGGCCGCTGCTGCGGCTGCGCCGTTTAAGCC 
TAGTGCGGCTCCGACTCCCGCGCCCGCAGTAACCACGGTAACAGCCAGCGCGATAATCGC 
TGCACCGGCTCTGGTTAAGCCTTCCTGCTTATAGTCCCATTTATCGTAAGCCAGTTGCAC 
CTGGTTCCAGTTGACGTTTTTCGCTACTTGGAGCTGTTTCAGATAGGCATACTCGGGCTG 
TTTGGCCAGCTTTTCGATTTCGGTTTTCAGATTGCCTTTGGGGATGTCGACAATGTAGCC 
GCCGGGAGCAGAGAGTACGGGCGCAACGGAGCCTGTGAAACTTGGCAGTTGCAAGGTTTC 
GATATTGCTGCCGCGTCCGGCCTGTTTCTGCCAGAGGGCAGATTTGCTACTGCTTACTGT 
TTCAGTGCGCACACTACTTTTGATGCCTTCAAGAATAATCTTGGCATCTGCTCGTGCCTG 
ATCGCCTACACCTGCACGGATGGCTGCGCCGCCCAGCGTGGTTTCAAACTGGGTGCCTTG 
CAGTTTGGCGTCCCAGCCTGATTGCAGGTTGGCCGATTCTGCAACTACCCTTGAGGGCAG 
GGCGGTTTTCATGGTGTGGGTGGTGGTGTCGTGCACCTTGTCGTAGGTAATGCCGATAAA 
TTTGCGCTTGGTACGGGTGTCAAGTTTGTCGTAGTTGAGATCTTCCACGGCATAGAGAAC 
CAGCCCACGTCCGGCTTCGATTTTAACGGAGCCGCGGGGTGCATCAAACAAGGTGGCGTG 
GGCACCGATATTGCCGCCGGATTTGATTTCAATACCTTGTGACGCACTGAGGCTCACCGG 
GTCGGCTTTGGCGTTTTTATGCTCTTTGATTTCAGTAACATGTTTTAGTTTGTACCACTT 
ACCGGTTTTATAGCTGCGTTTATCGAAGGTGTAGAGCTCACCCTGTCCGGCGTAGTAGAA 
CTGGTCGCCGTAGGATTGCAGTTTGATTTTGCCGTTTTCCGAACTGATATCCGTGGTGCT 
CAGCAGGATGCGGCTGTTTTCATTGGCATACGGCGCGCTAATGCTCACACCGGTTTTACC 
CGAAAGTTCTGCAGCAAGCGTAGGAGGTGTCTTCAGCACGCACGCGTCTGAACAGTATAC 
AGAGAATCTGAATATTTACTTGCATAACAAATGCCGTCTGAAAAATTGTGAGCTTTTCAG 
ACGGCATTGAGCCGTAAATCATGGAACGCGTGCGCGCTGAAGCACACACCTTACGCATGG 
ATTTTAGGTTTCATGCAGGCTACAGCTTGCTTCCATAAATCATTTTTATCAGAGCTCGTA 
GGTACGGTTAGCCGCCTTTAGCGGCGTAACCGTACGAATGAAATGCCAAGTTGCAAGGCC 
GTCTGAAAAAGTTGAAAAACAGATTTCAGACGGCCTTGTTATTTTATAAAGTTTGCTGAT 
ATGCGTACGGTTACGCCGCTAAAGGCGGCTAACCATACCTACGCTTGCTCATAAATATCA 
ATATTCGGCAAATCGGCCAAATCTATTGGACACGCAATATCCCACCAAAGCCATTCTAAG 
TAATACCAAGGGTCTTCAGGCCATATTGCTTGGGCATCTTCCAAAGTAGGCCATATGTCT 
TTCAATTTCTGCACTTGTTCTTTTGAAGTTCCAGTTAGAGGAATTCCGATACCGTCGGTA 
TAATCATGTAAACGGATTGAACCGTCATTTAACAGTTCTTCCATAAAAGAACAGAAATTG 
TTTTTTAAGTTTTCATCTTGAATATTAATACCCATTTGATTTTTATAAGAGTTAAAAATT 
GAGGATAAATCGATTTGAAAATCAAGAATCTTAATTTTTTGTTTCTCATCCACGGTAAAA 
TCCTTTGTAAATTATTGGAATTTAAGCTCCAATTTAGTACCTTTAATAAATGATGGAGGA 
TTCTGCAAATCTAATGTCCATCGTGCTTGAGTTGAATTCTCTGTTTTTGAAAAATTTCTT 
AATGCAATTTTTGTTCCTGCCCATTCTCCAGTACTGATAATGCCATTTGCTAATCTTCCG 
TCAGGCAAAACTCTAAAATTCGGATTCTGGCCAGTCATCTGCCGATAAAGCGCAAAAATC 
TCCTGTTCGCTTACGCCGCTGTAAACGGGTGCTCCCTTTAAGCTTATGGCTTGTACAGGT 
TTGATGGTTTTTCCGTTAATGGTTATCGGAATATTACTTGCATCAAGCAAGCCTGCTCCT 
TTCCTTACTCTATTGTTAAATCCCGTCTTCCATGCATCCAGTTGCGTATCGCGTTGGGCA 
ATACGGAATAAAATCTGCTGTTCTGCTTTGGCTAAATTTGCCAAATTGTTTATTGTTTCT 
TTAGGAGCAGCTTGCTTAGCCGCCTTCGCTTTCGACAACGCCCCCACAGGCGCTTCCCAA 
GCGTTGCCTACCGTTACCGCACCCGTGGCGATTCCCGCGCCCGCTTCGGCAGCCTGAGTG 
ACCATGACAGTACAACCAGAAGGATTAGCCATGCAGGTGCTGATAGCTAATTTACCCGCT 
GTACCGATCAGCGGAGCTGTCCAACCTGCAGCATAAACCCCATAGCTGGTAATCACAATC 
GGGCCTGTGATGCCATTACGGATATTGCTTATCCAAATGGCAGCATCCTTATCCTGCGGA 
TTAGTCATCGCACCTGCTGGATGTGCAGGCATAATACCTTGGATAATTTTTTCCAGTGCG 
GTTTTGTCGGGCTTCTGCGGTTGATGCTTTTTCGCATTGGTAGGGGTACTGTCAAAATTC 
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AAAGCATTATTCACTACCGCCACCTCAGCCGCATTCGCCGCAGTATTCACATCGCCGCCG 
TTGAGTGCCGCCACGCTGCCGGCAATAATCTTCGAGTAACTGATAACCTTATGCTTTTCC 
GCATCGCTGAGTGTAGCAGGGTTTCTGCCGCCAAGCATGGAGTCGGCTACGATTTCCCCA 
ACTGCTGCGCCAATTGCCCCGTCTTTACATTTTCCTTGTACCAATCCGCTAACACACCCA 
GCCAAAGCGTGGGCGAACTGTTTGGCAACATAATCGTCGCTGAAGGTTGTTTTGATTTTG 
CTGGCGGCTTCTCCTTGGAAGCTATTAACCAATGCTCCTAATGCGGCATTGCCTAAGTTG 
TCTTTCAGGCTGCCGCCGTTGACGGCGGTATTGATACCAGCTGAGATACCTGCATTACTG 
AGATTGGTAGCCAGTCTGCCTCCAAGGTTGGCAATAGTTTGATTGCCCGTACTGCTGAAC 
AGTTCGGTTCTTACCTTGCTGTTCAATTGGGCAATATCTGCGCCCATCTGATTTAATGCA 
CCCGCCGTCAGGGCAGAAGTGACAATCTGCTTGACCGTATCACTGGTGCCGAGATCTTTC 
AACGCTTTGCCGACATCACCTTTATTATTGATGATGGATACAGCTGCTTGGCTATACAAG 
GAGGCTAAAGCAGCGGTTTGCATGGCAGTCGCTGTAGAAACGGTAGTAGCTGCTGCTGTC 
GTTGTGGCGGCTGTTCCGGCAGCTGCGGCTGTACTACTTCCTGAAGCGGCTACACCGCCC 
GCTGCGGTTGCGCCGTATCCATAAGTCAGTGCGGTTACGATTATGGTAACAATCGCTGCA 
CCGGCTCTGGTTAAGCCTTCCTGCTTATAGTCCCATTTATCGTAAGCCAGTTGCACCTGG 
TTCCAGTTGACGTTTTTCGCTACTTGGAGCTGTTTCAGATAGGCATACTCGGGCTGTTTG 
GCCAGCTTTTCGATTTCGGTTTTCAAATTGCCTTTCGGAATGTCGACGATATAGCCACCG 
GGGGCGGTCAGTTTGGGCGGAGTAGGGCTTTCGAAGCTGGGCAGTTTCAGCGTTTCGATA 
GTGCTGCCGCGTCCGGCCTGTTTCTGCCATACGGTTGAGTTGGTTTCTAATTTTTCTTCC 
GACTGGATACGGTTCACAATGCCTTTGAGGATAATTTTCGCATCGGCACGGGCTTTTTCG 
CCTACACCTGCCTGAATGTCCGCACCGGCCAGCGTGGTTTTGAATTCGGTACCTTCGAGC 
ACGGTATCCCAGCCTGAACGGGTGGCTGCAGTTTGGGCGACGACGCGGACAGGCAATTTG 
GTTTCGTTCAGTTCGTTTTTACTGTAATTGCTCTTGCCTACCTTGATGCCGATAAAGCGG 
CGGCTTTTTTGGACATCCAACTCGTGCTTGTGGATGCCTTCTTCTGCCAGCAGTTGCAGC 
TCTTCACCCGCAACCAGGGTAACTTTACCTGCAGGGGCATTGAAGCGGGTGGTATTAGCT 
TCGATGTTGCCGCCTGCCTGAAGCGTTATGCCGTTGGCGGTCAGCTCGACGGGGGCTGGC 
ATAATCAGGTGGTCGCGGGTGCTGGTAAACTTGGTTTTTCTGATGATTTTGCCGCTTTTA 
CCTTTGGTTTTTAAGAAGGTATAGGCATCGTTTTGTCCAGCCTCCAGTACAATATCACTA 
TGGGCTTTGATGTCTATGCTGCCTGAGGGAGCTTTGATTTCGGATGCACCGATAATAATA 
CGTGCATCATCGAGTGCCGCAGCTGCATGAATACTTACCCCTGTACGTCCGGTCAAACGT 
GAAGGCTTGTTCAGAGCAGCTTTGTCGTAGTGACTCTTGTAGGTGGGCTTGCCAATTTCA 
TATTGGTCGGTTATGCCGTCAATCAGAATAGCAGCCGCCTCTGAATCTGCTGCCTTTGGC 
AATACGCCTGCGGCGTGAAGGTTCAGTTTTTTGGAAGCGGTAATATCGGAACCGCTGATT 
TCGATGCCTTGTGCGGAAATCAAGTCAATATTTTGTGCAGAAAGCTTGGCTTGCAGGTAT 
TCTTTGCCTTTGGGTTTTTTACCTTTAACTTCCTTGTTGATGGCTTGAATATAGAAAGCG 
AGACGGTCGCGTTCTTCTTGCAGGGTTGGAATCAGCTTGCTTTTAGGCGAGCTTTTTTTC 
AACTGCGCAATCTGCTGTTCCAATTCTTTGGATTTTTGGTTGAGTTCAGCCGCTTTTTGT 
GTAGGAAAATAATTGCTGAATGAGTTGTTTACGGCTTCGATATTCAACTTGCCTTTGGTG 
GTGGCGACAACCAAGTTTTTACCGGCTGTAATTTTAGAACCTCTTAAATCTGTTTCTCCT 
GTAACCAGACGGATATTGCCTTTTGCTTCCAATGAGGAAACTTGAGCACTAGGCGCACCT 
GCATTTCCTCCTTTTGCAGACAACAGCAATTTTCCGCCTGTTTTGATGCTCAGGTCGGTA 
TGCGCACTGATGCGGTTGGCAGGTTCGATGGTTAATGTGCCGCTACCTGCTTCAATATTC 
AGCCGTCCGGCCAATGGTTTTAATTCGGCATTATCTTCCAAAGTTTTGGTCGAAACGGTA 
CTCCAATTGATGTTGCCGCGCTTGACTAGGGCGGTACCGGCAGTAAGGTTGATTGCACCC 
GCTCTCAGCGTGGTGTTGTCGGCAATTTGGGAATAGCGCGCATTGAGTGCCAATACACCG 
TTAGCCACCAGCTTGTTGGCAGAAGGCAGTTTGTCGTTTTGCCAAATCTGGCTGCCGGTA 
ATGCTTAGATGACGGTGTGCGTAGGCATCTACTTGGTTGAGCGTTACCCGCTCGTGTTGT 
GCATTAAGATGCGTATTATGGGTAGACTCCAGCTTGGTATTTTCTATGCTCAATGCCCGG 
TCGGAATGAATGTTCAATGCCCCGCTTTTGGCATGGACGTTAAGGTTTTTTAAGTCGGCA 
TTACCACCGTTGTTTTTGATGCTGATGTGTTTTCCGTTGATTGAATTGCGTTGTTTTCCG 
TCACCAAGCTGAATACCGTTGCCGGCAACCAACGTAATATCTCCTGAAGATGAAGTGATA 
TTGGTATTGTCTGCTTTCAGACGGCCTTTACCAACCGATCCTGCATTGACATCGGCCTTG 
GCTGTCAGGGTATTGTGACCGGTAAAGTCGGCATTACCGTTGGCCAATAAGGATACATGA 
CCGTCTGCAGAAACAGCATGAAGGCCGTCTGAAACGATATTGCCCTGCAATGCGGTGGTT 
TCGAGAGCCTTGGCTGCGTTCAGCTTGGTATTGCGAAGCTGAATATTGCCTTTGGCTGCC 
TGAATGTGCAGATTACCCGAGTTGGTACGCAGATTGGTATTGGTAACATTCAGCGAGCCT 
GCCTCCACACCCATGTCTTTTGAGGCAGTGAGGGTTTTACTGGTGCCGGTAATATGGGCA 
GCGTTATCCGATTTCAAATGGATGCTGGCGGCAGACAAATCTTTATCAACATTCAAATTC 
AGATCTTTACCTGTATGAACATACAGATTGCCGGGAGTATTCAGATTGGTAGTTTTGGCA 
GTAATGTTATCGTCTGCCAGTAAAGCAAGCTGCTTGCCGCCCTTGATACTGCCTCCGTTT 
AAGCGGATATCGGAGGTAACTGTTGAAGCTTCCAAAGAAAGCGGTTTGCCTGCTTCGATG 
TGTGCGGTGTCTTTGGCATCTATTACGGCGGAACTGCTGATGGTGCCGTTGGATAATACG 
GTAACATCTGCCCCGGTAATGCGTGTGTTATTGCCTAATTCGGCGTTGCCTTTGCTGGAA 
CTGTATACGGTAGTGCCAGTCTGAATACTGGCCTCCTTGATGACGGTACGGCCGTCGGCC 
GACAGAGTAGCCGGGCCTTTGGCATTGTTCACATTAGTTTTGCTCTCAATCACCAAATTA 
TGACCAGCATTTAATACCGTGGTAGCTGGGCGACTGCCGTTATTCTGCACCACGGCTCCG 
TTACGCAAGCTGATATCTTCTCCCGTCTCAATAACCAATAAGCCTTTGCTCTCGATCCGA 
CCACCATTGGAGATAAATGTGCCTGCCGCTCCTTTTTCGGTGGTTTCGATGGAGAGATAA 
GTCGGTGAAGCTTCGGTGCCGTCGGCAGTGGTGGCGATGCGGCCGCTGTTTTCAATGCGG 
CCTGACGAAGTCACAATCAATTGCTTGGCCGCTTCGAGTGTGCCGGCATTTTTGACGCCT 
ACGCCTTTTTCATTGGCAATCAGTGTGATGCTGTCGGCGTACATACCGCCCAGTGCGGCA 
GTATCAAGGGCAATAGTCGGTTTCGTACCCGCTGCCGTACCTGCACTGATTTCGCCGCTG 
GCGTAATCTACTTTCTGAGGACCGGTAGAAACCGCCAGGTTTTTACCCTGTAATTTCCCC 
TGCAAAGGAACTGCACGAGCAAGTACCCCGGTGTAGTCGGCTCCGCCTTTATCATTCCAA 
CCTGCTGCTCCTACGGTCAATGTGCCTTGACGCACATCAAATCCTGTCAGTGCACCGTCT 
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TTGCCGATTTGGGGCGCACCGGTAGTTAAGATGCCCCGACCGACATTTTTAAAGCCGCCG 
CCATTAACGGTAATGCCGTTGGGGTTGGCAATAATCACGTCGGCCTTTTGACCGCCTACG 
GTAACGATGCCGTTGAGTTTGCTAGCCGTACCGCGTACCTCGTTCAAAATCAATTGCGCA 
CTGCCTTTGACCACAAACGGATTATTGTTACGGTCGTTGTTTAACACTGCCCCTTTGTTG 
TCAACATCAAACTGCGTATAGCGGTTGTGGCTCAATCCGCGTCCATTCGGAGTTTGGATA 
TTCACCAAGGGGGCACCAGTGTTGGTTTTAAGGATAACGACCTGCTGGTTTTTAGGTGCT 
GATTTGTCGGTGGTAATTTGGGCATGGGC.AGGCAATACCATACTCAGGGAAACCAAAGAG 
CAGACCAAAGTTTTAAGGGTGGTTTTGAGTTTGCCGCAAAGGTCGCCTGAAGTTTTCAGT 
GAAACAGAAACCGAACTGCCTGCCTGTTTACCTTTGCCCTGGCTGTTGGCAGTTTCGGCT 
ACTGCAACCATGGTGCTGTGCTTTTTACTAAAGATAATGCGATGTAAACCTTTATTCATG 
TCTATTCCATTTTGAAGATGAACGTACTGCGCGCCAAGTACGTAGGTAAAGTTTGACGGT 
CTGAGGATAAGGAAAGACCGTCTAAATATCAGTAAAAAATTCAGAGGTTAGAAACTGTAA 
TTCAAGTTGAAGCCGTAAACGGTGTTGGTCGTCTGAAAGCCTTTGGGTTTATGAAGCGGC 
TTGCCGGCAAACAGATCATAAGCAAACATACCGCCTACTTTATGCCCTCCTCTGAAGCCG 
ACCACTGCACCCATCAGCTGCTTGCCCGATACATATTGTGCACTTTCGCCAGATACGCGG 
CCATAGTCCGCACCGAGATAGAACTGATGGTTCGGATGAAAATACCAAGTTAAAGTATTC 
TGCCAGTAGAAACCTCGCTCTCCGAAAAGACTCTGCTCCCCATCAAATCCGCGAACGGTG 
TAGCGGCTGCCGATTGACAATTTATCTTGGGCAACCAACGGCGTTTTGTTCCATTGAGCT 
TGAATGGCGGTTGCGTAGAAAAACTGCTGTTTGCCTAAAATAAATGGGGCGGCTGCGTCC 
AAACTGGCAGTAATGATTTTCATACGAGATGTACCTGGAAGAATATCGCCGCCGTTTTCT 
TCCGGTGCAGGCATACTTTGGCGCATGCCGGTCCCGCGTTTGTAAGACAACTTGCCGTCA 
AGCTGCCAACGGTTGAGGTAAGCACGGTGGCGCAATTCGGCTTCCCAGCCTGCAGAGCGG 
CGGCGTTGTACTTCGATTTCGGCATCGTCGATGTATTTATAGGTTTGGCGTGTCCATAAT 
TTCATTCCGACTGAAGTTTTATGAAGTCTGTTACGCCAAAGCATGCGCTCGGCGGCCAGG 
CTGCTCTGATATTGTTTGCCGTTGTAATCGTAATTGACGGAATAGCCTTCGGTTGCTTCG 
TGGTAACGATGTCCATTGTGATTAAAAGAAAACAGCCATTTTTTTACGGGCACCGAATAA 
TGCACGCTGTAACTTCTGGATCCGCTTTCAGTTTCCGTACCGGTGGCATCAGTCAAGTCC 
GTTTTGTGCGCCAAACCGCGTCCATATGAAACATAAAACAAATCGCTTAAGCCCAAAGGG 
TTATCGAACGATAAAGCGACATTTCCTTGATATTTGCCGGTCGTTTTGCCGCCCGCATCA 
TCTATACCGATACTGAACCGTATGGGTTTATTCTGCTGCCATTTGATCTGTAAATCGCTT 
TTGCCTTCTTCTTCGGACGGTATAATCTGAATATCTGTTTTAACACTCGGCAAACGACGC 
AGGTTTTCCAAGCCCTGCTCTACATCGCGAAGATTGAGAATTTTGTTCCTATATAAGGGA 
AATTTGTTATTGAATGCACTAATACTGCCCTCGGCAGACTTCCCATCCCGTTTTTCTTCA 
TAGCGGATATCCCCTATTTCGCCTGCTGATACCCGTAATTTCAGAATTCCCGAATCCATA 
TTCTGTGGTTGGATAATAGCTTGGGAAGTGAGGTAGCCACGCACGATCAGTATCTGTTGC 
GCGGCTTTTTGTAGCCTGCTCAAATTATTGGAACCTAAACACATCCCAGTTTTAAAAGCT 
GTTTCTTTCATGAGCACAGAAGGAAGAAAAGAAAATTTGCGCACCGTCTTATCATCTAAA 
CTAATGTAATTTACCCGAGTACACGGTGTTTCATCTTCACTCAGGACATAATTGTTCTTC 
TCCAATGGTTGCTCGAAACGGACATTTGCATCAGTTAACAATTCAGCATCTATGTGCTGC 
TGACGCTGCATGGAACGGATAAGTTCTGCATCGTTTTCATCGGCAGCTAAGGTTTTAAGG 
GGTATGACAGCCAGGATAACCAACAGACATGGAGCAGGAAAAAATTTCATGACATCAATA 
TTATTTTAGCAATATTTACTATTTTGTCATAAATTTAAAAGTATTTACAGTTATAGAATG 
AGACCTTTGCAAAATTCCCCAAAATTCCCACCAAGACATTTAGGGGATTTTGGGGAATTT 
TGCAAAGGTCTCGGACAGTATTTTGAACGCAGTGCGCGTAAATTCGTATGGAAACCATGA 
AATCCCGCCACAGCCGCCAGACATGCCAAGCCGCATTCTGATATTTCTGTTTGCAGGATA 
ACAGGCAGCTTTTTCTTTAAGCCCAAAGACAGGTTTTGCAGATGGGGCATAGATTTCCTT 
TTTGAAAAATAGGGATTAGGAAGTTGGATGTATTTTAGAAAGGCCGCCTGAAAAGGTTTC 
AGACGACCTTTTGCGACTAGCTGCTATTTTATTTAAAGCTTTTCTCTAACAAACGAGCTA 
ATATTTTTCCTGTAATAAAACAGATAAAAAACAGCATCCAATACGTCAGATTGGAAAAAT 
CGGTCGTATAGAGAATCAACATATAAAGAAGCAGCATGATGCCGAGTGCGATGAATTGAT 
AATGTTTGGCAAACATCATGACCTCCTCAACTATTAAGGCAAACCGCCTGAATATTCTCG 
TTCAATCGTTTCGGCAATTTCCCTATAACGTCGATACCATGACCAGTCGAAATTTTCAAT 
GGCATGGCTCGCAAACGTACCAAATTCAGGCATCCCTATGCGGCTACCTGCTAAAGCTCC 
GATTGTAGCTCCCCAACCAGGCGGATTACTGAACGTATTGTTTGGCAATCCTAAAGATTT 
ATCAGGATTTCCCGTATCGTTAAGCCCTGCAGATTCGCAAATTTCGCAATAATATGAGCT 
TTGTTGCGCATTACCTGAGCCTCCGACCCAAGTCATTTCATGAACACATATAGTGGATTA 
AATTTAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATGGTACGGCAAGGCGAG 
GCAACGCTGTACTGGTTTAAATTTAATCCACTATAAAACTCTCATTTTGAAACTCCTTGT 
ATCGTTAATCAAACAATCAAAAGGGCAGATGCCCTATCCTTGCTTTTACAAACGGAGTGC 
CTGTAAAAGGGGATGGTTTCAGGCAGTTTTGAAGTTTGTGTTTTTATATATTGTCTTCTG 
GTCGTCTGAAAAGGTTTCAGACAACTTCTTTATCTTTACAGCCTCAAGTCTTACAGTTTG 
CCCGACATACTATAAATCAGCTCCAATACCCATTCGTACAATCACCGTTTCTCGTGTAGG 
ATGTCTGCTTCCAACGTCATGCCGATTTGCAGCGGTTTTTCCTCACCGTATGCAGTGATG 
GTTGATTTGTCGGGTTTTATTTTCACAAGATAAACAGGTTCGTTGCTCTTCGCCAAATCG 
GAGGATACCATGCCCAATCCCGACAATTCCTGTCTGCCCAGTGCCGTTTTTGCTACTGAT 
ACGACACTGCCGGAAGCAAGCCCGAATTTTTGATAGGGATATGCCTGATAACGTAGGACA 
ACCTTGTCTTTCGGCTTGATAAAGCCTGCTGCACTGCTGGGGATATATAGATGGGCATAT 
AGCTCGGTACGTTCGGGAACAATGCTCAAGAGCAGTTTGGAAGGATCAACCTGCTGTCCG 
ACTTCGACGTTCGGTATTGCTATATAACCCGACCGTCCTGCACGGATGATTTGTTCAGAG 
CGCATTTCAAAATCCAAAACTTCTTGAGAAATATCGGCAATGGTGCGTTCAAGCCAGCTT 
TGTTCTGTCTCATGCCGCTTGGGGGAGGCTGGCCAATGTCAGATTCTGCGTGCGGATTTC 
CTGAAGCAGCCCGACTTCTTCTCGGCGGTAGGCATCAAGTTTGGCTTTCTGCTCTAAAAG 
CTCTGCCTTGACATTCATCATTTCTTGTTTTGGCACTGCATCATTGGCGGATAGGAAACG 
ATATTTCTGCAAGATTTCTTCCGCAAGTCTAATGCGCCTTTTCTGACCGTCTATCTGTTG 
CGAAATATGGAGTTCCTGGTTTTCCAAACGTTCGACAGTTGCTTTAAGGCTGCGCGTTTC 
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ATTCCCGTGTATCAGCTTCAGACGACCCAGTTCCTGTTCTGCCAACGTTTTCTTCAAAAC 
TGCCTCCGTTTTCAACTGCTGCTGCACGCTACCTCCTGCGCCGAAACGTGAGGTCGAAAG 
CGCAAATAGCTTGTCGCCAGCCTTAACCTTTTCTCCATCTTCCACGAATTTCGCTGTAAT 
TGTCCCCGTATCCGGTGCATACACCCTGATTACGCCCGATGCAGGTAAAATTTGTCCCTC 
CACTGTTGTCTTTCGCGTATAGTTACCAAATATCAAAAACAGGATAATCAATAACGCAGA 
TATCGATGCAAATGTCGTCCATAGGGAAAATGACAACGGTCGTGTCAGAATCACTTTACC 
CGTCAGGCTGGTTTGGCGGGCAACGGCGACTTCGGGACGGAAGAAGGGTTGCTTGGGTCT 
ATTCATAAAATTGAAGTTAAGAAAGTTTCAGACGACCCCTAGAGATTGTCTGGACGATGA 
GAAATATCAGCAGTAATCTGTACCGTCAGTGTAGCCGTTTCCTGATTTATCTGCTTTTGT 
TGCGGGAGCAGTTAATCCATGTTCAATCTCAAAGATTGGTCTTCCGTTATAAGGAGGTGC 
ATTAACGGCATCATTTACCCAATTACGAGTCACATTGTATACACCATTTGCACCAGCAGC 
ACCGTAAGCATTTTTCGGCAGATAATAAACTGCCGCTGCGGCAGCAGGTATTGCAACCAA 
ATCCCCCCATGTGGGACCTCCTTTGGTTGTGGCAGCATTAGCTACATTTCCAGCTATATT 
GTCTGTTACAGGACCTCCCCCTGAAACCAGCTTCAATTCATGAAGTTGAAGTTCAATCAT 
TTTTATACTCCTTTTCTTGGTTGGTATTCCTAAAAATTCGGCTAACAAAAACATATGGCA 
GATATATTGAAAAAAAATTCAAAGTACCCTGAATAAAATTCAAATTCCAACTATATTTGT 
TAATGTAGTCGAGAAGAAACATATCTGATAAAAAATATAGCACTTGATAACAAGCTATTA 
CTAATATTACGAAAAATGTAAATTGCTTCCAGTTTTTCATAGAATCCCTCACAAAATTTC 
CAGAAAATCTAACTCTATCAACTGATAAATCAACTTCCTAACTTCTTCATATTTTCCCTG 
ATTGAAGTTAACCAGTAGATTTTTCAACAATAACGGTTCATTCTTACCGATGTGTTCTAA 
CACTTTTTTCCCCAACTCATCTACGCTTATCTTCATCCCATTCCCAATCAAATATCCCTT 
TTCCAACGTATCCAAATTATTGGCATTTAATCTCAACCTGACGTCGTCTGAAAGCGGAGT 
AGCGTTGGGATTCGCGAACTGTTCGAGATGAAAAGCGGTATCGGTACGTTCTTTGCCGAG 
AAAGTCTTCACTGAAGGCTTCATAATTGACGGGGTCGGCAATCATGGCAGCAATTTGTGC 
GGCAGTATCGTTGATACGCGTCCTATCTTGCTCCCAGTCTGAGAAACTGTGGCGCAGACT 
TTCTATGGTGGGAAATTTCTTCATTAGCCACTCGAGGTAATTATAGCCGTTGGGTGGAAA 
GGTACCGACAGCGAAGTGGAAGGTTTCACAGCCGAGCGGGATAGGTCTGTGCCACCAACC 
GCGTGGGATGTAGAGGACATCACCTGCTTCAAGGATAATATCCATATCGATATGTTCAGG 
AATGGAAATATCAGTATCTTTAGTCTGTTGCATATACAATGGCATAGGGAAATCAGGGGC 
AGTAAGTTGCCAACGTTTCTTGCCGAAAAGCTGGATGGCATACACATCGCGGGGGTCCCA 
ATGGTTTTTATAAGATTCGTCGCTGCCAAAAGCAAGATATCCACTAACAATAGTATGTGC 
GCCGGCAAAGCGGGCGACTTGACGGGCGATATGGTCTGAAAACGGCTCGTTGTTAATATG 
GTTATAGACTAACGACGCACCATTCTTCATATGTTCGTAGATAACGGATTTAATAAAACG 
GTAGCGAGTTTTGCCCAAATCGTCGAAACTTTCGACGTATTCTTCTTTAGGAACGATTGC 
GCCTTTTTTACGCAGATGAAACAGCGGTGCGGTTGGGTCTGCTCGTTGGTATATCTCGTT 
GATATCTTTCCAAGATGCGGATTCGAGATTCCGAACCGCTCCTTTAAAGAGCTTGGGCTT 
TTGATACAGATAAGTCTGTCGGAACGTTTTAGGACTAATGCCGAAGTCGAGATGGATGCT 
CATTACTTCCCCTTACTCAGAAAATATTTAAAATTTATAATGTTACATATATTTACAAAT 
ATTAAAGTTTTTTTTTGTGTGTGCGTCAAGGAATTGTTGACAATTTTAGTTAAAAATTTG 
TCTCCAAACGGAAAAAAGCGGTTTGTTTTTTGTTGTTAACATTTTTATTGTAATTAAATA 
AAAGGTCGTCTGAAAACGGTTTTCAGACGACCTTTTGCTATAATCGGGCTTCATCGCCCC 
GTTCGGTTTGGAACCTTATGAAAACCCTCGTCCTCCTCCTGCTTTCCTTCTCCACGACCA 
CCGCTTTCGCCGCATACGGTTTGGGTTTGGGGCAGGCACCGAAATATCCTGCCGGCTTTC 
GCGCCTACGGTTATGTTTATTCCGGACGGCAGGGCTAGGTTTTAAAAACAGAGGCGGATG 
CCATTAAATTAGACACGCTTTTCAAACGCTTTGTGTACCGTCCTTCCGCCGCCAATCAAA 
ACCCCGTCGGACAGCGTTCGGACGGCATACCCGCCAACCACACAAAGGAAAAACCATGAG 
TAAAAAAATCAAAGTCGGCATTGTCGGCGCGACGGGCTACACCGGCGTGGAACTGCTGCG 
CCTGCTTGCCGCCCATCCCGATGTCGAAGTCGCCGCCGTAACCAGCCGCAGCGAAGCGGG 
AACCGCAGTTGCCGATTACTTTCCGAGTTTGCGCGGCGTGTACGGCCTCGCCTTCCAAAC 
GCCCGACGAGGCAGGTTTGGAACAATGCGACATCGTCTTCTTCGCCACGCCCAACGGCAT 
CGCCATGAAAGACGCGCCGCGCCTGATTGAACAGGGCGTGCGCGTCATCGACCTTTCCGC 
CGACTTCCGCATACGGGACATTCCGACCTGGGAACACTGGTACGGCATGACCCACGCCGC 
CCCCGACCTCGTTTCCCAAGCCGTGTACGGATTGAGCGAACTCAACCGCGAAGCCGTCGC 
ACAGGCGCGCCTCGTCGCCAACCCCGGCTGCTACCCGACCTGCGTATCCCTACCGCTCGT 
GCCGCTGTTGCGGCAATGCCGTCTGAAGCCCGGTATGCCGCTGATTGCCGACTGCAAATC 
CGGTGTGTCCGGCGCGGGCAGGAAAGGCAATGTCGGTTCGCTGTTGTGCGAAGCCGGCGA 
CAACTTCAAAGCCTACGGCATAGCCGGACACCGCCACCTGCCCGAAATCAGGCAGACCAT 
CGCCGGGCTTCAGGACGGCATCGCCGAAGGATTCGTGTTCACGCCGCACCTCGCGCCAAT 
GATACGCGGTATGCACGCCACCGTTTACCTCCACCTTTCAGACGGCAGCGACCCCGAAAC 
CGTCCTGCGCGACTACTACCGCGACAGCCCGTTCGTGGACATCCTGCCGACCGGTTCCGC 
CCCCGAAACCCGCAGCGTGCGCGGCGCAAACCTCTGCCGCATCAGCATCCAACAGGCGGC 
GCAATCCGATGTGTGGGTCGTCCTTTCCGTCATCGACAACCTCGTCAAAGGCGCGGCGGG 
TCAGGCAGTCCAAAATATGAACATTATGTTCGGACTGGAGGAAACACACGGCTTGGACGC 
AATCCCCCTGCTCCCCTGAAGCGCAAACAGCAAACCGCAGGCATCGTGCCTGCGGTTTTT 
GATGCCGTCTGAAAGCGACGTTTTTTTGGGTTCGGACGGCTTTTGACCCATCCATTCACA 
CGAAAACAAAAATCTAAAATACCGTCATTCCCGCAAAAGCGGGAATCTAGTTTATCCAGC 
TTCAGCAATTTCCGACACATTTCCACACGCTTCGATTCCGTCATTTCTCCGGTTTCAGTC 
ATTGCCGATAACACCGTGGTTTTTCATTTCTAGATTCCCGCCTGCGCGGGAATGACGGCG 
GAGGGCTTGCCGTTTTTCCCGGTAAATACCTGCAATTTAAAATCCCATCATTGCCGTGAA 
AAC AAACC AAAAACCT AAAATCCC AT C AT T GCC GC G AAAAC AAACC AAAAACC T AAAAT C 
CCGTCATTCCCGCAAAAGCGGGAATCTAGTTTATCCGGCTTCAGCGATTTCCGACACATT 
TCCGTACGCTTCAATTTCGTCATTTCTCCGGTTTCAGTCATTGCCGATAACACCGTGGTT 
TTTCATTTCTAGATTCCCGCCTGCGCGGGAATGACGGCGGAGGGCTTGCCGTTTTTCCCG 
GTAAATACCTGCAATTTAAAATCCCATCAT'TGCCGTGAAAACAAACCAAAAACCT AAAAT 
CCCGTCATTCCCGCAAAAGCGGGAATCTAGTTTATCCGGCTTCAGCGATTTCCGACACAT 
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TTCCGCACGCTTCAATTTCGTCATTTCTCCGGTTTCAGTCATTGCCGATAACACCGTGGT 
TTTTTATTTCTAGATTCCCGCCTGCGCGGGAATGACGGCGGAGGGCTTGCCGTTTTTCCT 
GGTAAGTCTCTGCGGCTTCTCATTGCCGGTTTCCGCCTACTTGGGAATGACGTGATTTAA 
AATCATGAAAATGTGTCAAAAATAATATAGTGGATTAACAAAAACCAGTACGGCGTTGCC 
TCGCCTTGTCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTA 
ATCCACTATAAAAATCAGATTTCCGTTACACTTTTTTCCAATATTTCAGACGGCATTTTG 
CTCACACGCCCAAATACCCTTCCCTGCCGGAAAGCCACCTTGCCAAATGCGCTTCGACGA 
TTTCGGGGTTTTGTTCAATCAGCATCGGGGCGGTTTCGCGCGCTTGTTCCAAGAGGTGCA 
GGTCTTCTTCGAGCTTGGCGAAACGCAGCATAGGCACGCCGCTTTGGCGCGCGCCGAGAA 
ATTCGCCGGGGCCGCGGATGTTGAGGTCTTGGCGGGCGATTTCAAAGCCGTCGGTGTGTT 
CGTAGATGACTTTCAGCCGCGCTTTGGCGAGTTCGCCCAAGGGTTCGGCAAACAGGAGGA 
CGCACACGCTTTCTGCCGCGCCGCGCCCGACCCGACCGCGTAATTGGTGCAGCTGCGCCA 
AGCCCATGCGCTCGGCGTGTTCGATGACCATCAGGGCGGCATTGGGCACATCTACGCCGA 
CTTCGATGACGGTGGTGGCGACCAAGACGTTCAGCCCCCCCGAAGAAAACCGCGCCATCA 
CTTCGGCCTTTTCGGCGGCCTTCATGCGCCCGTGTACCAGTCCGATATTGAGTTCGGGCA 
ATGCCGTCTGAAGCCGGGCGAGGGTTTCGGCGGCGGTTTGCAGTTGCAGGGTTTCGCTTT 
CTTCAATCAATGGGCAGACCCAATACGCCTGCCGCCCTTTTCGGCAAGTGCCGAGGACGA 
AGCCTTCGACTTCGGCGCGGCGGACGTTGTTGACGAGGCGCGTTTTAATCGGTGTGCGCC 
CGGGCGGCAATTCGTCGATGACGGACACGTCCAAATCGGCGAAAAAACTCATCGCAAGCG 
TGCGCGGGATGGGCGTGGCGGACATCATCAGCTGATGGACTTCGCGCCCTTTGTTTTTGA 
GGGCGAGGCGTTGGGCAACGCCGAAACGGTGCTGTTCGTCCACAATGGTCAAGCCCAAAT 
TGTGAAACGCCACGCCGTCTGAAAACAGGGCGTGCGTGCCGACGGCGATTTTGACGCTGC 
CGTCGGCGAGTTTGGCTTTGGCTTCGTCTTTGGCTTTTTTACGCAAACTGCCAAAAAGGC 
GGACAACTTCAATGCCCAAAGGTTCGAGCCATTGTTTAAATTTAATAAAATGTTGTTCGG 
CAAGGATTTCAGTGGGCGCCATTACAGCCACCTGCGCACCGGATTCGATAGCCGTCAAAG 
CAGACAAAGCAGCCACAATGGTTTTGCCGCTGCCGACATCGCCCTGCAGCAGGCGGTGCA 
TCGGGTAGGTTTGCGCCATATCGCGGCAGATTTCGGAAACAACTTTTTCTTGCGCATCGG 
TCAGGGCAAACGGCAGGGCTTGGCGCAGGGCTTGGGTCAATGTGCCGTCGCCGCCCAATG 
CCGCCGCCGTGCCGCCGATACGCTTCTGTCGCGCCAAGCGCATCGAAAGCTGTTGCGCCA 
AAAGTTCATCGAATTTGAGCCGTTGCCATGCAGGCAGCGTGCCGTCTGAAAGCTGATGAA 
TCGTGAAACTCGGCGGCGGCGAATGCAAAAGACGCAGGCTTTCGGCGAGGTGTGGCAGCT 
TCAGACGGCACAGCAGGGCATCGGGCAGCGTGTCGTGCAGCGGCGTAACGTCCAACGCCG 
TCTGAATAATACGGCGCAAAGTGGGCTGGTTCAAACCGTTTACGGTCGGGTAAACCGGCG 
TGAGGCTTTCCGCCAAACCGCCGCCCTCGGCATCGCGGATTTTGGGATGAATCATCTCGT 
CGCCGTAAAAGCCGTGTTTGATTTCGCCCACGGCGCGGATGCGTTTGCCGACCGCCGTCT 
GTTTCTGATGGCTGGCGTAAAAGTGGATGAAGCGCAGAAAAAGGACGCTGCCGGAGCCGT 
CGGCGATTTGGACAATCAGCTGCTTGCGCGGTTTGAACGTTACTTCCTGATGGATAACCT 
CCCCCTCGACCTGACACGGCACGCCAATCGGCGCGTCCTTAATCGGCATAATGTGCGTCT 
CGTCCTCGTAACGCAGCGGCAGGTGCAACACCAAATCCCACGCGGTATGGAGGTTGAGTT 
TGTCGAGCTTCTTGGCGGAAACATCGGTGATTTTGAGCTGTTTTCGGGTTTCGGGCGACA 
TCATAGGCAGATTCCTTTGGACGCGCCTATTTTATCCGAAAACAAAAATGCCGTCTGAAA 
CGGATTCAGACGGCATCGACAGGCAGGAATCAAGCCCCGGCGGCTTCGGCTTCCTGCTGT 
TGTTGGTAAATCGCCTCAAAATTAATCGGCGCGAGCAGGACGGGCGGGAAGCCGGCGCGC 
GTTACCGTACCGGAAACGGCTTCGCGCGCGTAAGGGAAGAGGATGTTCGGACACGCCACG 
CCGAGCAGCAGGTCGGCATCTTCTTCGGGGATGTTTTCCAAACGGAAAATACCGCTTTGG 
GTTACTTCGTTCAAAAACATCGTGCGCTCGTTATCCAATTTGGCGGTTACGGTAACGGTT 
ACATCCACGTTGTAGTAGCCGTCTTCCAGCTTTTGGCTGCCGGTGGAAACGCGCATCTCC 
ACTTCGGGCTCGCCCTGTTCCAAAAAGATTTGCGGCGCGTGCGGCACTTCCAAAGACAAG 
TCTTTGACATACAGTCGCTCGATGCTGAATACGGGTTGCAGTTCTTCGCTCATTTTGTTT 
TCCTAGTTGGGGGTTAAGGGTTCAGCAGTCCGTCCAGCCCGCCTTCCTGCTGGAGGCGGT 
AGAGGTCGGTAAATCCGCCGACGTGCGTTTCGCCGATGAAAATCTGCGGCACGCTGCGCT 
GTCCCGAAAGCTGCTGCATTTCGGCAAAGGCTTCGGGGCTTGCATCGACACGGATTTCGT 
CGATATGTCCGACACCTGCCGCGTGCAGCAGCCTTTTCGCCATCGCGCAGTAGGGGCAAA 
ACGGACCTGTGTACATGGTAACGGTCTGCATATTGGGTTTCCGAAAGTTTTGCAATGATA 
ATCAATATAGGGGCATTTCCCCTGTTTGGCAAGTGCGGAACAGATGCACGTTCAAACGGC 
ATGTGCGGAATGTGTCAAAGTTTCTTTTTTAAAGTATGATAGACATTGTGAAAAATATTT 
TTGCACCCGCGCTGCGCGGCGGAACGGATGCAAAATATTTTTATTACATTTTCAGGAAAA 
ACCATGTTGTCAGGACTCCCCATCCCCAAAGACATCGCGCGCCCGCCCGAAACGATATTG 
GTCAACATCACGCCGCAGAAACGCGCGTAGCGGTGTTGGAGGAAAACAATATCTGCGAGC 
TGCACATCGAGCGCAACAGCGAACACAGCCTAGTCGGCAATATCTATTTGGGCGTGGTGC 
GCCGCGTGCTGCCTGGGATGCAGAGCGCGTTTATCGACATCGGCTTGGAACGCGCGGCGT 
TTTTACACATCGTCGATGTCCTCGAACAACGCCGCAACCCCGAAGAAACCCAGCGCATCG 
AACATATGCTGTTTGAAGGGCAGTCTGTTTTGGTGCAGGTCATCAAAGACCCGATCAACA 
CCAAAGGCGCGCGGCTTTCCACCCAAATCTCGCTGGCGGGGCGTTTCCTCGTCCATCTTC 
CGCAAGAAGACCACATCGGCGTGTCCCAACGCATCGAAGACGATGCCGAACGCAGCAGCC 
TGCGCGAACGCCTCGACAAGCTCCTGCCGGAAAATGCCTGCCGGGGCTACATCATCCGCA 
CCAACGCCGAAAACGCCACCGACGAACAGCTCCAGTCCGACATCGACTACCTGACCAAAG 
TGTGGGAACACATCCAAGAACAGGCGAAAATCCGGCCGCCCGAAACCCTGCTTTATCAGG 
ATTTGCCTTTAAGCCTGCGCGTGTTGCGCGATATGGTCGGCTGCGACACGCAAAAAATCC 
TCGTCGATTCCACCGTAAACCACGGGCGCATGACGCGTTTTGCCGAACAATACGTCCACG 
GCGCATTGGGCAGGATAGAGCTGTTCAAAGGCGAACGCCCGCTGTTTGAAACCCACAACG 
TCGAACAGGAAATCAGCCGCGCCCTGCAACCGCGCGTCAACCTCAACTTCGGCAGCTACC 
TGATTATCGAATCCACCGAAGCCATGACCACGATAGACGTGAACACCGGCGGCTTCGTCG 
GCGCACGCAACTTCGACGAAACCATCTTCCGCACCAACCTCGAAGCCTGCCACACCATCG 
CCCGCGAATTGAGGCTACGCAACCTCGGCGGCATCATCATCATCGACTTCATCGATATGG 
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CACAGGAAAGCCACCGCGAAGCCGTGTTGCAGGAGCTTGCCAAAGCCCTCGCCTTCGACC 
GTACCCGCGTTACCCTGCACGGTTTTACCAGCCTAGGGCTGGTCGAGCTGACGCGCAAAC 
GCTCGCGCGAAAACTTAAACCAAGTCCTCTGCGAACCCTGCCCTTCCTGCCAAGGCAGAG 
GCCGTCTGAAAACGCCGCAAACCGTATGCTACGAAATCCAGCGCGAAATCGTCCGCGAAG 
CGCGCCGTTACGATGCCGAAAGTTTCCGCATCCTCGCCGCCCCCAACGTCATCGATTTGT 
TTTTGGACGAAGAATCGCAATCCTTGGCAATGCTGATAGATTTCATCGGCAAACCGATTT 
CTCTGGCGGTCGAAACCGCTTACACGCAGGAACAATACGACATCGTTTTGATGTAAAAAA 
TGCCGTCTGAAGCCTTCAGACGGCATCTGTCTATTTCAGGGTTTCCTTGTCCAACAACGC 
GCGTATCAGCAGACCGCGTCCGAAACGTCGGCTGTCGGACAATTCCAAATATCCGCCGTA 
TTTTTTGGCAAGCGTGTCGGCGATGGACAGACCCAGCCCCGTCCCCTGCTGCTCCGTTCC 
CAAAATACGGTAAAACGGATCGAGGACACGGGCGCGTTCGGATTCGGGAATGCCTTTCCC 
GTTATCTTCCACCCACACGGCAAGATATTTCCCTTCGTCCGTGAAACCCAAATCTATCCT 
GCCTTCGGGCGGCGTATAACGTACCGCGTTGTCGGCAAAGGTTTTAATCAGCGTATAGAT 
TTCCGTTTCGTCGGCAGACACTTCGACATCGCCTCCGACCGCCACGCCGATGTCCTGACA 
TTTTTCCAAAGCCAGCGGCATCAGTTCCTGCAACACTTGGCGGAAACGGCTTTGCAGACC 
GAATGTCGTTTTCGTCAGAGGGATTTCATCCGACTGCGAACGCGCCAATGCCAAAAGCTG 
TTCGAGCAGGTGTTTGTTACGCCGTATGCTTTGCTGCAAAACGGCAGGCTGCCGCGCCGC 
ATCGGGTGGGAGCGGCATATTGTTGAGCCGTTCCGCCTGAAGGGGAAGGGCGGTCATCGG 
CGTACGCAATTCGTGTGCCGCGTCGGCGACAAACCGCTGACGGTGGCGGATGTCTTCATC 
CGCACGTTTCAAAAGCAGGTTGATGGCGGTTACGAAACCTCTGATTTCACTGGGAATATT 
GTCCACACTCAAAGCAGACAGGTCATTGATTCGGCGTTGTTCGAGACTTTGCGACAATTT 
GCGGACGGGGCGCATGGCTTTGTGCGTAATCCACACGGTCAGCAAAATCATCAGCGGCAG 
TGCCGCCAACAGGGGCAACACGCTTTGCCGTGCCGCATCCGCCGCCAAATCTTCACGGTA 
TTCGTTTTCCTGCATAACGGCAATCCGTCCCTGCTCGGTCGTGCGGATATAGACGCGGTA 
ATAATCGTCGTCATCGTCCGCCTGAAGCGTGTGCAGACCGTCCGCCAGATGCGCAGGCAG 
GCTGACAACAGGGTCTTCCTGCTGCGGCATCTGTACCAAAATACGCGTATCGCCGTCGCC 
CTCGGGCAAAGTTTCGGGTTTGGAATCGGGGGCGACGTACAATGCCGCCTGACGGAGCAG 
GTCGTCCTGCAACGCTTCCGTTTCGTGGAAGGTTTCGTAGTAGGAAAACATACCTGCAAG 
CATTGCCAGCGGAACAAACATCCAAACCGTCCCGCCCCGGCAAACCCAAATCCAGCAGCA 
TCAAGTCATAAGGCTGGGCAGCGGCAGCCGCGCGCCGTTTTTGACCCAATCCACCGCATA 
GCCGCCGTCTTTCAAACTTGCCGACACCGCCTCCGCAATCATCGCATCGTCTTCCACCAG 
CAAAACACGCATCAACTTTCCCTTCAAAATAAACCGTGCCTATTCTAACACCCCAAAATT 
AGCCGCAATTTAGCGGTCTTTACGCTTGCCGGTATTTTTCAAAACTGCAGCACAAAAAAA 
CCGCGCCGGCAACTGCCTTCAGACGGCATTGGGGCGCGATTGCAACACACGGGCAGGCAG 
GCAGAGCCTGCGACAGACCACAGGAACGATTCAGGCTTCAGACGGCTTCGCCGTTTACGG 
CAGAGGCACGATTCCTGCCGCTATCGAACTGGCCAATATCGCCAGCGACAAACCCCACGC 
CCAGAAAAACGAATAACGGATGTGTTTGCCCATCGACAATTTCGCCAAACCCAAGCCCAT 
CCACAAAGCCGGCGAAAGCGGCGTAACAAAAGTGCCGACGATACTGCCGATCAACATCGC 
ATAACCTGCTGCTTCGGGCGCCACGCCCGCCTGCGAGGTAATCTGCTCCACAATCGGAAA 
CAGTCCGAAATAATAAGCGTCCGTACTCAAAACCAACTCAAGCGGAATGCCCAACACACC 
GATGGCAATATGCAGATAAGGCAGCAGCGCGTCCGGCAGGATATGCACAATGTCTTTGGA 
AATCGCGTCCAACATCCCCGCACCCTTCAAAATCCCCAAAAACGTACCTGCCGCCAAAAT 
AATGGACGCCATCATCACCGCGCCGCCGGCGTGGGCATAAATCCGCTCCATCTGTTCCTG 
CGGGCTGCGGTAATTCAAAAGCAACGCCGCCGTTGCAGCCAGCATAAATACATAACCCGG 
TGGGAAGATGCCCGAAAAAAGCAGGCTCATCGCCGCCAAAAACAGCAGGACATTCCACCA 
AAACAGTTTCGGACGCGCCAATTTTTGTTCTTCTTCCGACAAAGGCACCGGCTTTATCAA 
ATCCGCCACGGCGGGCAACGCGCCCAACTCCCGGACAATCCGCCTTTTTTCACGCACACC 
CAAAAGCAGGGACAGCGCAAGGATAAACACCACACCGATAATTTGCACCGTCAACAAAGG 
TTTATACAATTCGCCCACATCTGCGCCCAACACGCTTGCAACCCGCCCGGTCGGCCCGCC 
CCACGGCAGAAGGTTAATCAATCCCGCACTGGAAGTCAGCAGCAAAAACAGCAGGTAAGG 
ATTCATATGCAGACGCTTGTAAAGCGGCAAAAGGGCGGGGACGACCAATAAAAACGTCGT 
CGCACCCGCCCCGTCCAACTGCGCCACCACCGACACCAAGACCGTCCCCACACTCACTGC 
CACGATATTACCCCGAGTCAGCTTAATCAAACCGCCTATCATCGGACGGAACAGCCCCAC 
ATCGTTCATGATTCCAAAAAACAAAATGGAAAACATAAACATAATCACAATCTGCATCAC 
CGATTTGGTGCCGCCCGAATAAAATTCTTTTAATTGGGATACATCAAACCCCGCCAGCAA 
CGCCCCAAACAGCGGCACCAAGATTAATGCGATGATGGGCGACACTTTTTCCGTCAGCAG 
CAGCCATACGATGACCCCGATAATCAGCAGTCCGATAAACGTCAGCATCATTTCTCCTTT 
ATTTTATTTTAAACAGAAAACCGACCGTGCAGGCAAAACCGCCCACAGACGCGGGATAAG 
CCCTGCATTCTACTTTTTTATTTTGAAACAAGTCAATCGGTCATTTCCTCCCATTTACGC 
CTGCCGCCATTCCTGCATCCGTCCGTCATTTCACAGCGGCAACCGATACGGAACAACCGG 
TAAATCGGTATCGGGACGGCGCGGGGGCATTCATCCCGGTGCGCCGATTCAAACGAAACC 
GCCCCTATCATTGCGGAGCGCGGGGCGTGCCGTACACGCGGGATTTTATAGTGGATGAAC 
AAAAATCAGGACAAGGCGGCGAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTT 
GGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTG 
GTTTTTGTTAATCCGCTATAAACACGCCGGTCATTTGCCGCGCATTATCCGGCAAACGGC 
AAACCTTGACGCTGCCCAGCCCATATAAAAAAGCCGCAAAACCCGAACCGGTTTTGCGGC 
CTTTCGACTTGGTTTGTTTATTTGGCATTTCTTTCAATCAAACCGACAAACTGATTAATA 
TATGACTGAACAAAATCCCTTGCCGAGTCAATCAATTTGCCGTTTTCATCAAACAGCGTC 
GGCGAATTGCCCAAAAACACTTCCGGCTGTCCGGTTACGGGCATATCGAAATAAGACAGC 
GCAAGGCGCAGGTTTTTTTGGGAACTGTAACCGCCCATCTTGCCGACGGAATGGCTGATG 
ATGCCTGCCGGTTTGTTTTTCCACGCCACGTCGGCATTCGGTTTCGAGCCGATGTCCACC 
GCATTTTTCAAACAGGCGGGAATGGTGCGGTTATTTTCGGACGTAACGAACAAAATGCCG 
TCCGAAGCCTTAATCGTTTCGCGGAAAGCCGTGTAGCTTTCGGGTAGCGGCACATCTTCC 
ACGGCAGGGTCGTCATAATCGAAATTGTAAAGCGGCAGATGTCGGATTTCAACGATTTCC 
GCCTGCCAGCCTTCGGGGAACATCTCCGCCGCATTCAATGCCACTTTGCGCGCAAAAGAA 
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GCACGGCGCAGGCTGCCCACCAAAATACTGATTTTCTTAGCCATAATCATTCCTCCTGAA 
TATTAAGTTTGTGCGTCTCAATCATTTCATAATGATAGCGATTATTATATATGTGATTTC 
CCCTGCAAACAAGCCGGCCCGCCGCCACAGCGTTCCCACTTATCCGGCTTTGCCTTATAA 
TTGCTTTTTTTATGTAACAGATTTACCTATGAATTTCCCCAAAACAGCGGCCTCCCTGCT 
GCTGCTTCTCGCCTCCCTCGCCGCACACGCGCTCGATACCGGCCGCATTCCGCAAAACGA 
AATCGCCGTATATGTCCAAGAGCTTGACAGCGGAAAAGTCATCATTGACCACCGCTCGGA 
TGTCCCCGTCAACCCCGCCTCCACAATGAAACTCGTTACCGCGTTTGCCGCCTTCAAAAC 
CTTCGGCAGCAATTACCGCTGGGCGACCGAGTTTAAAAGCAACGGTACGGTAAACGACGG 
CACGCTTGACGGAAACCTATATTGGGCGGGCAGCGGCGACCCCGTTTTCAATCAGGAAAA 
CCTGCTTGATGCTCAAAAACAGTTGCGCGAACAAGGCATACTCAATATCACGGGACACCT 
GATGCTCGACCACAGCCTGTGGGGCGAAGTCGGCAGCCCCGACGATTTCGAAGCCGACAG 
CGGTTCGCCGTTTATGACGCCCCCCAATCCAACTATGCTGTCTGCCGGTATGGTTATGGT 
GCGCGCCGAACGCAATGCCGCCGGCAGTACCGACATCCTCACCGATCCGCCTTTGCCGCA 
TATTTTCGCCCAAAACAACTTGAAAATTACCGCCTCCCAAGCTGCCTGCCCTTCGATCAA 
AAAACTGATGCGTGCATCTTTTTCGGACAATACGCTGAAATTGCGCGGCAATATTCCCGA 
GAGCTGTTTGGGCAAGCCTGTCGGTGTCCGGATGTTCGCGCTTGACGAACTGATCCGGCA 
AAGTTTTACCAACCACTGGCTGCTCGGCGGCGGACGGATTTCAGACGGTATCGGCATAGC 
CGACACGCCGGAAGGCGCGCAGACACTTGCCGTTGCACACGCCAAACCGATGAAAGAAAT 
TTTGACGGACATGAACAAGCGTTCGGACAATCTAATTGCGCGTTCCGTCTTCCTCAAACT 
CGGCGGCGACGGCAAACTGCCCGCCGTTTCCGAACAGGCGGCGTCTGCCGTCCGGCGCGA 
ACTTGCCGTATCGGGCATCGATGTTGCGGATTTGGTTTTGGAAAACGGTTCGGGCCTGTC 
CAGAAAAGAAAGGGTAACGGCGAGAATGATGGCGCAAATGTTGGAAACGGCTTATTTCAG 
CCCGTTTGCACAAGATTTCATCGACACGCTACCCATCGCCGGCACAGACGGAACTTTACG 
CAACCGCTTCAAACAAAGCGGCGGGCTGTTGCGCTTAAAAACCGGCACGCTCAACAATGT 
CCGCGCCCTTGCAGGTTATTGGCTGGGCGACAAACCGATGGCGGTGGTCGTCATCATCAA 
CAGCGGCCGCGCCGTTTCCCTGCTGCCAGACTTGGACAACTTCGTTGCCAACAACATCAT 
CTCCGGCGGCGATGGCTGGCTGGATGCGAAACTGATGTGCAAAGAACGCCGAGCCTGAAA 
CAGGAAAATATAGTGGATTAAATTTAAGGGGCTGTCCTAGATAACTAGGACAAACTCGAT 
TTTACTAATTGTTTTAAAATGGAACAAGAACTTTTATCTCACTGTTGTTAAAACGCCATT 
CGCACTCCTTTAAATACAGCTCAAAATGCGCTTTGGGAATGCCGTTAAACTTGCGTAAAT 
GACGTTTTGCCTGATTCCAAAAGTTCTCAATTCCATTAATATGGTTTTGTCGTTCGGCAA 
AATGTGTGCTGTGATTGATACGAAAACGAAGTTTCAGCGAAGCTAAAATGGCTAAATTCG 
CGCACATCTAATACATCATAGCTACGATAACAATCCGTATAAACAATACTGTCAGGTTTC 
ACTTGTTCACGGATAATAGGAAATAAAGTAGCGGTTTGAGTATTCGGTACTGTAACCGTA 
TAAACCTTACCATTTCGCTTCAAAAGACCGAATACGGCGACTTTACCGGCAGCACCGCGA 
CCGCGTTTGCCTTTGCGTTGTCCGCCAAAATAACTTTCATCTGCTTCTACTTCGCCATCA 
AACATTTCCAAATGCGGACTGTTTTGATAAATAAGTAATCGTAAACGATGAAAATAATAG 
GCTGCGGTATTTTTATTAACGCCTACTAACTCTGCTGCCGTTCTTGCAGTTACACCTGCG 
ACAAACAGTTCAATGAGTTTATTTTGTTTATACCGGCTTAGACGACTTTTTCTCATAGGG 
GCAACTCTAACTTAATTTGAATTTCCCTAGTTATCTAGGACAGCCCCAAATTTAAACCAG 
TACGGCGTTGCCTCACCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAG 
TGAATCGGTTCCGTACTATCTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGT 
TAATCCACTATATAAAAATGCCGTCTGAACTGTTCAGACGGCATTTTTGATTTTCAAACC 
GGAATTACAGCCCCGCTGCCGCCCTCAATGCAGCAGCTTTGTCGGTGCGCTCCCAAGTGA 
ACTCAGGTTCTTCGCGGCCGAAATGTCCGTAAGCGGCGGATTTACTGTAAATCGGGCGCA 
AGAGATCGAGCATTTGGACGATGCCTTTGGGGCGCAGGTCGAAATGTTCGCGAACTAAGG 
CAATCAGTTTTTCTTCGCTGATTTTGCCGGTGCCGAAAGTATCGATGGAAATCGAAGTCG 
GTTCGGCAACGCCGATGGCGTAGGAAACTTGGATTTGGCATTGGGTTGCCAAACCTGCGG 
CGACGATGTTTTTTGCGACATAGCGGCAGGCGTAAGCGGCGGAACGGTCCACTTTGGACG 
GGTCTTTGCCGGAGAATGCGCCGCCGCCGTGCGGAGCCGCGCCGCCGTAGGTATCGACGA 
TGATTTTACGGCCGGTCAAACCGCAGTCGCCTTGCGGGCCGCCGATAACGAAGCGGCCGG 
TCGGGTTGATCAGGTATTTGGTTTCGTCGGTCAGCAGTTCAGACGGCAGAACCGGTTTGA 
TGATGTGTTCGATTACGGCGTTTTTCAGCTCTTCGTAAGCGATGGACGGATCGTGCTGGG 
TAGACAGGACGACGGTGTCGATGCGTTTTACTTTGCCGGTTTCGCTGTCGTAAACCACGG 
TCAGTTGGGCTTTGGCATCAGGACGCAGCCAAGGCAGGCGGCCGTCTTTGCGCAATTCGC 
TTTGACGCTGCATCAGGCGGTGGCTGTAATAGATGGCAAACGGCATCAGGGTAGGGGTTT 
CGTCACAGGCATAGCCGAACATCAAACCTTGGTCGCCCGCGCCCTGGTTCAAGTCGATGC 
CTTCGCCTTCGTTCACGCCTTGGGCGATGTCGGGGGATTGCTGGTCGTAGTACACGCCGA 
CTGCGCAGCCGTTGGCATCAAAGCCCAGCTCGGAGGAGTTGTAGCCGATGCGTTTGATGG 
TTTCGCGTGCGACTTTGATGTAGTCTACTTGGGCGGTGGTGGTAATTTCGCCTGCCAATA 
CGCACAAGCCTGTGTTGACCAAGGTTTCTGCGGCGACACGTGCTTTTGGGTCTTGCGCCA 
AGATGGCATCCAAAATCGCATCGGATACTTGGTCGGCAACTTTATCCGGATGGCCTTCGG 
ATACCGATTCGGAAGTAAACAGATATTCGCTCATTGAGATTTTCCTTGAAAAACAAACCA 
TCTTCTTCAGACGGCATGTTGTATGAACATAATGTCGACAGCGGGAAATATAGCAAAATT 
TCCCTATTCATACCATTCAGTTGAGAAATATTCCCATTTGAATAGCACTTTGGAATCTCT 
GCCCGTACGTTTCTTACAGGCAAAAAAATTCCCGCATCAAGCGGGTTTGGATTGCTCTGG 
TGAGCCACATCGGCTTTTCAACCGTCCACCTTACTTTTCCTTTTGAAAAGCAGGTTGGCA 
TGGAATTCCCAACTCTTAATGCAGCACGCATCGTAGCAGAAAAGGCATATTGCCGCAATA 
CTTCCCTTTTTCAGACGGCATGTTTCGTTTACAATTCAGGCTGTTTCCCCCTTTGCGAAC 
CGCCATGCACATCCTGTTGACCGCCCTGCTCAAATGCCTCTCCCTGCTGCCGCTTTCCTG 
TCTGCACACGCTGGGAAACCGGCTCGGACATCTGGCGTTTTACCTTTTAAAGGAAGACCG 
CGCGCGCATCGTCGCCAATATGCGGCAGGCGGGTTTGAACCCCGACCCCAAAACGGTCAA 
AGCCGTTTTTGCGGAAACGGCAAAAGGCGGTTTGGAACTTGCCCCCGCGTTTTTCAGAAA 
ACCGGAAGACATAGAAAGAATGTTCAAAGCGGTACACGGCTGGGAACATGTGCAGCAGGC 
TTTGGACAAACACGAAGGGCTGCTATTCATCACGCCGCACATCGGCAGCTACGATTTGGG 
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CGGACGCTACATCAGCCAGCAGCTTCCGTTCCCGCTGACCGCCATGTACAAACCGCCGAA 
AATCAAAGCGATAGACAAAATCATGCAGGCGGGCAGGGTTCGCGGCAAAGGAAAAACCGC 
GCCTACCAGCATACAAGGGGTCAAACAAATCATCAAAGCCCTGCGTTCGGGCGAAGCAAC 
CATCGTCCTGCCCGACCACGTCCCCTCCCCTCAAGAAGGCGGGGAAGGCGTATGGGTGGA 
TTTCTTCGGCAAACCTGCCTATACCATGACGCTGGCGGCAAAATTGGCACACGTCAAAGG 
CGTGAAAACCCTGTTTTTCTGCTGCGAACGCCTGCCTGGCGGACAAGGTTTCGATTTGCA 
CATCCGCCCCGTCCAAGGGGAATTGAACGGCGACAAAGCCCATGATGCCGCCGTGTTCAA 
CCGCAATGCCGAATATTGGATACGCCGTTTTCCGACGCAGTATCTGTTTATGTACAACCG 
CTACAAAATGCCGTAACGAAAATAAAAATGCCGTCTGAACAATTTCAGACGGCATTTTGT 
CATCTGACGATTTCCGACAGCGGCCAGCGCGGACGGACATTGAACGCACCGACCTCCCTG 
CCCTTGCCCAGGTGCATCGCACCGGCAAAGGCAATCATGGCACCGTTGTCCGTGCAGTAT 
GCCGTCGGCGGGAAAAACACGCTGACTTTTTCGGACGGATGTTTCGGCTTGCCTTTGGGG 
GTCGGGATTTGCACCGTCATGTTGCCGAAAGTTTCACGGAGCTTGCGGTTTGCACCGACC 
CCGCCGGCGACCACTACGGTTCTGAACCCTGTCTGCAACAGGGCTTTTTTCACTTTCGCC 
GCCAACACATCGACTACCGCATCTTGAAACGCACGGCAGATGTCGTTGCGTGTCTGCTCA 
GGAATGTCATCCGCCCCGTTTTCCGCGCGCACTTTCTCGACGGCGGTCAATACGGCGGTT 
TTCAAACCTGAAAAACTCATCTGCAAATCGTCGGAATGAATCATCGGGCGCGGAAAAACA 
AACGCTTCGAACCTGCCCGATTCCGCAAGTTCCGACAGTTTCGCACCGCCCGGATACAGC 
AAGCCCAGCAGTTTCGCCGTTTTGTCGAATGCCTCGCCCGCCGCATCATCGACGCTCTCG 
CCCAAAAGCGCGTAGTCGCCTATGCCCCTGACCGCCATAATCTGCGTATGCCCGCCCGAA 
ACCAACAGCGCGACAAAAGGAAAGTCGGGTTTTTCCTCCGCCAACAGCGGCGACAGCAGA 
TGTCCTTCCAAATGATGGACGGGAATAACAGGCTTGTCCAACGCTAAAGCCAGCGCGTTG 
GCGTAGCTCGAACCCGCCAGCAGCGCGCCGCCCAAACCGGGCCCCTGCGTAAAGGCAACC 
GCGTCAATGTCGCCATACGATGCGCCTGCCTGCGCCAGACAGCCTTCCGTCAACGGAACA 
AGGCGGCGGATATGGTCGCGGCTTGCCAATTCCGGCACAACCCCGCCGTATTCGGCGTGC 
ATTGCCATTTGAGTGTGCAGGCAGTGCGCCCGCAATCCACGTTCCGTATCGTAAAGCGCA 
ACACCTGTTTCGTCGCAAGAAGACTCGATTCCTAATACCAACATGGTCTGATGCCGTTAA 
AAACTGAAAAACGTATTTTAGCGGATTTCGGCACGACTGCCGTATCCCAAAAACGGAACA 
TGCCGTCTGAAGACCGTTCAGACGGCATCGTCGCACCGTATCAAAGCGTTCCGTAAGAAT 
GCAGCCCGCTCAAAAACATATTCACGCCGATAAAGGCAAATGCGGTTACGAACAAACCGA 
TAATCGCCCACCACGCCAGCACTTTGCCGCGCCAACCGGCAACCAGCCGCAAGTGCAGCC 
AAACGGCGTAATTGAGCCAGACGATGAACGCCCACGTCTCTTTCGGATCCCAACTCCAAT 
AGCGTCCCCAAGCATCTGCCGCCCACAGCGCACCCAAAATGGTGGCAATGGTAAAGAACA 
GAAAGCCGACGGCAATCGCCTTATACATCACCTCGTCGATCAATGCCGACGGCGGCAGCC 
ACAGTTTTCCGCCTTTTCCTTCCGCACGCAGGGAAACCAGTTCGGCAATACCGAGCATCG 
CGGAAATGCAAAACGCGCCGTAACCGATAAAGTTTGCCGGAACGTGGATTTTCATCCACC 
AGGACTGGAGCGCGGGAATCAGCGGCTGGATGGTATGCGCCTCGCGGGACACGCTGTACC 
ACAAGACAAATCCAACCACGACCGCCATAAAGCCGAACACGAAGCCGCCCAATTTCTGTA 
TGGCGAACTTACCTTCATAATAAAGATACATCAGCGCGGTAATCACCAAAAACAGGATGA 
ACACTTCATACAGGTTGGAAACCGGAATATGCCCCGCATCGGGACGGAGCAGATAGCTTT 
CGTGCCAACGTACCAGCAGACCGGTAAAGCCTGCTACGGCAGACACCCATGCAAACACGG 
TTCCCATACCCAACAGCGTGTTGGTCGGCACATTTTTTACGCTTGCCAAAACCGCGCCCG 
AAATATAGGCGAACAGGGCGAAAAAGACAAAGGCGCACTGCCACATGATCGCCGACTGGC 
TGCTGAGGAAATACCGCAACAGGAAAATCTCTGCCGATTTGATGTCGCCTCCGTACAAAC 
CGACGGCGGCATAGGCAAGCAATACGCTTAAAGGAACAAACCAGCGCATCGGTTTGAAAA 
ACCAACCCAAAAACACGGCAATACCGGCACTTGCCCACAACATGACCGTTTCGTAAATGT 
CCATATGCATACCGGAACGGGTCTGTACGAAAACCGTAGCCGCAAAAACCAGCACGGCAA 
ATACCCAATCCCAAAGATTCAGATTGCTGATCAAAGACTTCTGAATCAGCAGCTCGTGTT 
CCGGAAGGGTTTTATAGTGTTCAGTCATGATTCAAGTCCTTGCCGAGCCGTTGCAGACTC 
TCGACGTGTTTTGGAAATTCCTTCTGCAAATCCCGTTCGCTGCGGGCCGAAGACATGGCA 
AAACGGATTTTGCCGTCTGAAAACAATACCCACGCCCGTTTTTCGCGCACATAAAACATC 
AATACCGTACCCAATACCAACAGCACCGAGCCGAGATAGACCAAAAGCGCACCCGGGGAA 
CGGGTCATCTGCAAACCCGACGAACGCACCTCGGAAAACCCATCAAGTTGCAGCAGCATA 
GGCGCGGGATATTCGGTCAAACCCGTGTACGCATCCATACTGTGCAGCAGGAAACGATTC 
CGCGCTTCATCCTGCTGCCATTCGGGCAAGCCGTACCGGCGTATGGTTTCATCCAAAGCA 
GCGTTCATCACGCCGTAAAGCATTTCGTAGAAATAGCCCTGCATCTTATCCTGCTGCTCT 
TTCGGGATATTGGACGTAATAAATTCGTCCAATCCCAAATAGCCTTTTTGTGCAAAGATG 
TTCAGCGTGTTTTCCGCAGCCAGCATGAATTGTTCGCGGATTTCGGCAGGTGCGCCTTTG 
GTTGCGTCGGCAACCAGACGTTTGCGCCCTTCCCCATCTTTCAAAAACTCACGCAATGCC 
ATAAAGGTGTCCGCTTTCAACTGCTTGTCCAAGGGGATACGCAGCCAGCGGTATTGCTGC 
TGCAAGCCGCTGCGCGTGCCGGTAATCCAAAAATAATCCTGTTCCTGCAAAACCGGCAGC 
ATATAGTTTTTATATTCGACCGCCTGCCCTGCCGCATCACGGATACGGTAAACAATGGAA 
GGGCCGATATTGGTGTATTTTTTACCTTCCTGAGTAACGGCGCGGACATCGTTCAGCGTG 
GATTTCAGGCTTTTTTCCCGTTCCGCGCCCTCGCTCATGTCCTCCACATTCATAGAAGTG 
AACTGATCGAACTCAAGACGATATTTGTGTTTGCCAATTTCCAACGGAAACTGGTGTATG 
GATGTTGCCTTCAACACGACAGGCTCGCGCGAAGCATCACCCAAATTCCACGCCTTGAAT 
GTCAAATCCGAACCGCCGTCGGCAAAACTCGCCTGATAAATCGTGATGCCGTGCAAGGTC 
AAAGGATGGTTCACGCGGATGGTGCGCTCGAGTTTCTCACCGGTTGCCTTGTCCGTCACT 
TCAATATCGCTGGCGAAATCACGCGGCATACCCGTATTGTAAAAATCGATATGGAATTTT 
TTCAGTTTGACTTCAAAAGGCAAGTCCTGAACCAATATCCCGTTGTCGGCATTCAGGAAA 
ACCACATCCGCACTCTGCCCCTCGGAAATATTGACGTTGCCCCTAAATGAGAGATTGGAC 
GCACCCAAAATACTTTCGGGCTTGAAATCCTTGGCATAAACCGCCTGATTGTCCGGAACA 
ATCCGACCGGTCAGCATACCCAGTTTCAACAGCAGGTTACTGTCTATCAACCCGCCCAGG 
CAAATGACAATCAAAGGAACATGGGCAAAGATATAGCCCCATTTGTTCATTGTGCCTTTT 
TTGGCGGCAATCAGAACCGACCCGTCTTCACGGTTAATGGTTTTTCCCTGAAAACCTTGT 
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ACTTCCAGATAACGTTTGGCAACCTCGGGCGCAATTTTTACATCCAACAGCGAAGAATGG 
CGCATCGCCGCCAGAGATTTTTCTTTAACCTTTTCCCGAAAAGACTTCATTTCGCGCCAG 
AACGGCGGCACATTGCGAATCAGGCACAAACTGGTAGAAACCACCAAAAACATCATGATA 
ACGACAAACCATGCCGAAGCATAGACGTCATACAGTCCCAGAAAACCAAAAATCTGCGCC 
CAAAACGATCCGAATTTGACCAAATAATCCGTCTGCGGCTGGTTTTGCTGCAACACCGTA 
CCGATAACCGATGCAATACCCAGCAGACTGAGCAAAGCGACTGCAAAGCGCATGGAGCTG 
AAAAAAGCGAACCACGGACGGGAAAGAAGTGGGGGAGATCTACGGGATTTACTCATTGTG 
TGTTTATTCCGCCATCAGGAATATGGGAAAGCAGAATTGGGCAAACAGAAAACAACGTCC 
CGATTCTACTGTCTTGATGCTTTTTATTTCAAGACAATGAAGACAGCCTGCATCGATTCC 
AACGGTTGCGATTGAAAAAACTTATCGCAGAATTGCCTGAAGCCGTCTGAAAACTTTTCA 
GACGGCCTCTAAAACAGACTATTGCGGAATTAACGCAAACCTTGGATAAAGTTGGCGACC 
GCTTTCAAATCTTCTTCAGACATACGGTTTGCAATATCTTCCATGATGGTATTTTTACGC 
TGACCGGACTTGTAGGCATTCATCTGTTCAACAATATATGCCTGATGCTGACCGCCCAAA 
CGCGGATAAGCCTGAATTTCGCTTCCGCCTCCCGGCATACCCGCACCGCTCGGACCGTGG 
CAGGACATACACGCCGGCACTTTTTTATCGCTCAAACCGCCGCGATAGATTTTCGCACCC 
AATTCGGGATTTTCCTTAGGATTGGCTTCACCGGATTTGGGCTGCTGTTTGGCATAGAAT 
GCGGATACGTTCAAAATATCCTGATCGCTCAAATTCATTACCACCGGTTTCATCACAGCT 
GCCGAACCGTGGGTGCGTTTACCGTCGCGGATGCCGATAGTTTGATGATAGATGTAAGCA 
GTATGCTGTGCCGCCAAACGCGGATACATCGCAATGCCGCTGTTACCGTCTGCTGCATGG 
CAAGCCGCACAAACCGTTGCGGCAACCTGTTTGCCTTTTTCCACGTCTGCTTTGGGAGAG 
GCGGAAACCGCACCGGCAGCCAAAACAAAGGCCAATAAAGTCAATCGTTTCATGGAGTGC 
TCCTGATTACAGCATTGGATAACGCAACAATGCTCTTTTTATATTCAAATACGGGATTTT 
TGACCCGATTAAAACCGATGATTCTGTAAACGTGTTATTCTATACTAAATTTACATTAAA 
TTACCACTGTGTTTCACATAAAACCAACCGCATATTTTTGCTGTCGGACAAACGGCGGCG 
GAAAACAAGGATATGCCCATGAACCTTTTTCAAAACGCCAAATTCTTCACGACGATCAAC 
CACCTTAAAGACCTGCCCGACACCCCTCTCGAAATTGCCTTTGTCGGCAGGAGCAATGCC 
GGAAAATCCAGTGCCATCAATACCCTGACCAACCATGTCCGTCTTGCCTACGTTTCAAAA 
ACACCCGGACGGACGCAGCATATCAACTTCTTCGAGCTGCAGAACGGCAATTTTATGGTC 
GATTTGCCCGGCTACGGTTATGCCCAAGTCCCCGAAGCAGTACGCGCACATTGGGTCAAT 
CTGCTCGGCGACTATCTGCAACAGCGCAAACAGCTTATCGGGCTGGTTTTGATTATGGAT 
GCCCGCCATCCTTTAAAAGAACTCGACATCCGTATGCTGGATTTTTTCCACACGACCGGC 
AGACCGGTTCACATCCTGCTGTCAAAAGCCGACAAATTATCCAAAAACGAACAGATAAAA 
ACCCTGTCCCAAGTCAAAAAACTGCTCAAACCTTATTCCGACAGGCAAAACATCAGCGTA 
CAGCTGTTTTCCAGCCTGAAAAAACAAGGTATTGACGAGGCCAACCGAACTGTCGGAAGC 
TGGTTGGACGCAGCAGATGCCGCCGCTTCCTCTCCAGAGGAAAACTGACCCCAATTATAC 
GGAAACCGTATTCCCCCCACTTGACCGACCGCAAACATTTAAAAAATTGCCACTGCCAAA 
TCTAAAATGCCGTCTGAAAAGTCTTTCAGACGGCATTTTGCGGAGTCTTTAAAACAGAGA 
ATCCAACTGCTGCTGTTTGGAACCAGTATTACTCGGAAGCACCGGCGTTTCCTGCATATC 
TTGGCGGACTTCGTCATCCGCCGCCTGCCGTCCGCCTTCTGCCGCGCCCCCGTCATCTTC 
TTTTGCCCGTCGGGAAGGTTGCGGCGCAATACCGCTGTTGTCCAGCGTCAAGCCCGGATC 
GGTTACCATACGTTCCTTCATATAGTATTCGCCATTGCTGCTGACCACACCTTCAGGCAT 
TTTCATCCCCTTGCCCTGCTTTCCTTTCAACGCAAAACGCATATAGTCCACCCAAACCGG 
CACCGCAATCGTACCGCCGTAGCCGACACGCCCCATACTCTTAGGTTTGTCGAAGCCGAT 
ATATACGGCAGTAACCACATCAGGGTTAAAACCGACAAACCACGCATCCTTATTGTCATT 
GGTCGTACCCGTTTTACCGGCAATATCCGTTCTTCCCAACGCAGCTGCCCCCCTTGCCGT 
ACCAACACGGACCACATCCTGCATAATCTTATACATAATATAGGCATTGCGCGGATCGAT 
TGCCTGAGGCGCATTTTGCCCAGCCACCAAAGGTTGCATTTGGGCGCGCAACCTGCCGTC 
TCTGTCATAAATCTTATCGATTACGTGCGAAGAAACCCTATATCCGCCGTTCGCAAATAC 
GCTATATGCCTCCGCCACTTTCAACGGCGTTGTCTCGCCCGTACCTAAAGCCATAGACAG 
GCTTGCCGGCAGCTCGGACGACCTGAAGCCGAAACGCCGGATATACTGTTGCGCGTAACC 
GACACCGATAGACATCAAAATACGGATGGAAACCATATTCTTGGAAGCCGTCAGAGCCTG 
TCTCAAAGTAATGTAGCCGGAATATCTGCCGTCTGAATTTTTAGGTGTCCAAACCGAACC 
GTTCGGCCCTTTCCCCGGCAGGGAAATCGGCGCATCGTTAACCACTGTGGACGCGGTCAT 
CCCCTTAGATAATGCCGCCGAATAGACAAACGGCTTAAAGGTCGAACCCGGCTGCCGCAT 
TGCCTGAACGGCACGATTGAATGTTTTGCTGTGAAAATCATAACCGCCGACCAGCGCGCG 
CACAGCTCCGGTTTTTGCATCCAGCGAAACCAAAGCCCCCTGCAGCAACGGCTCTTGAAC 
CACCGCCCAACGCCCGCCGTTGTTTTTGACACGGATGACCGCGCCCCTGCGGATACGGTC 
CTCCCCCATTTTTTCATTATTGACCGCGCGGGCCGCAAAACCCAAGGCGCGCCTGTCAAG 
CGTAACCCGCCTGCCGCCGGGCAGCTGTATGACGACATTTTTCTTTTTAGTCACATCCAA 
CACAACGGCGGGAACCATTTTATCGACGGTATAGAGTCCCGACAGATACTGGCTGACAGT 
CTCCTCGACATCTTCACTCTTACTCAAATCGATATAGTTTTCCGCACCGCGGTAGCTGCT 
GCCGCGATCGAAATTCCGTAGAGCCTTGCGCAATGCCTCGGTTGCCACCTTCTGATGATC 
GGCGCGGACCGTGGTATAAACCTTAAAACCCTGCGTATAGGCATCTTCACCGTATTTCTC 
ATACAGTTCCTGACGCACCATTTCCGCCACATATAACGCACTCTGATCGATTTTCCGAAC 
AAACCGCTCGTAATGCAGTTCCTCATTCAACGCCTGATCGCGCTGTTGCACGGTAATCAT 
CTTCTCCTCGAGCATATTGTTCAAAATATACTTCTGGCGCAACTTGGCACGTTCTGGATT 
AACAATCGGATTATAGGCAGACGGAGCCTTGGGCAGTCCCGCAAGCATGGCGGCTTCCGC 
CAAAGTCAAATCTCGGACATTCTTATTGAAATAGATTTGCGCGGCAGATGCAAAACCATA 
GGCGCGCTGACCGAGGTAAATCTGATTGAAATACAACTCGAGGATTTTGTCTTTGCTTAA 
AGACTGCTCGATTTTATAGGCAAGCAACACCTCATTGAATTTGCGTGTGAACGTTTTTTC 
ACTGCTCAAATAAAAATTTTTCGCCACCTGCTGCGTAATCGTACTCGCACCCGACTGCAC 
GCTGCCGGACACGACATTGCCGACGGCAGCGCGGGCAACACCCCAAACATCCACCCCCCA 
ATGCCGGTAAAAGCGTTTATCCTCGGCGGCGATAACCGCATTCCGCAACACCTCTGGGAA 
ATCGCCGATTTTTGTAAATTCGCGCCGCTGCTCCCCATACATACCGATGACTTCCCCATC 
CGCCGAATAAATAGTCAACGGCATTTTAGGCTGGTAATGCTGCAAAGAATCCAAAGACGG 
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CAGTTTCGGATACGTTACCAAAATAGCAATGGCAACCAAACCCACTCCAAATACACAAAA 
CCCAAAAACCAAACCAAAACAAGTCGTTAAAATCTTTTTAATCATAGCTGAATAATAATT 
TACCATTATTGGTATTAAATAAAGTAAAATAGCAACCGATTTCTACAAAGCACGGTTTCA 
ATGTGCAAAGAACAAGGAATCCATTACGGATACCGAAACGGTTACTCACTGTACAAATAA 
AGCAGGAACTTTCATCATGCGCTTGTTTAAAAGCTTGAAAAACCCTAAAAAAACAGATGC 
CAAGCTCCCTAAAAAATCTTCGGGACTCAATAACCGCGCGGCAATCGGCATCGATATCGA 
CCAGCATTCCATCAAAATGGTCCAATTGTCAGGACGTAGTTTAAACCAAATTCAATTGGA 
AAAATACGTCATTGCCAAATTACCAAAGAATATCATTCAAGGCAATAAAGTCCAAAATTA 
CGATCAACTTGTTACATATTTGCAACAAGCCTATGCCAAACTGGGTACTTCGTGCAAAAA 
CATCATCGCGTCCGTCCCGCAAAATTTGGCAACCATCGAACAATTGACCTACACAGACAA 
AGATGCAGAATTAGACCTGCAGGGGTTCGTGGAGTCCTCCATCTCCGAAGTCAGCTCGAT 
ATCGCTCGAAGAAGCCAATTACGACTATCAGGTCTTGTCCCAATCGGCCGCCGGCGAAGC 
TGTGTTGGCCGTCGCATCGAGAAAGGATGAAATCGAACCCCTGATTGACGCATTCAACGC 
CGCCGGTATGAAATTATCCGCGCTTGATGTGGACATTTTCGGACAATACAACGCCTACGC 
GCTATGGATAAACCATTTCGCCCCCGAGCTTGCAGCCGAAAAAGTCGCCATTTTCGGCGT 
ATATGCCGCACAGACCTACGCCTTGGTCATCCAAGACGGAAAAATCCTATACAAACAGGA 
AACCTCCGTCAGCGAAGAACAGCTCAACCAACTCATCCAGCGCACCTATCAGGTAACAGA 
AGAAAAAGCGGAAGAAATCATCAACTCCCCGCAAAAACCTTCCGATTACCAAGAAAGCGT 
GGCAAACTATTTCAACCAGCAGATTACCCAAGAAATACAAAGGGTCTTGCAGTTTTATTA 
CACCACGCAGACCGCAGACGATATGACCGACATCAAGCATATCCTGCTGACCGGGGAAGC 
GGCGCGCCAGGAAGGCATCGCCCAAACCGTCGCCTCACAAACCAATGCAGATGTACAATG 
CGTCCATCCCGCGCGTTATTTTGCGGACAACCTCAAAACAGACAAACAACAATTCGAACT 
TGATGCGCCGACACTGACCAGGGCGTTCGGTTTGGCGGTACGGGGATTATAATTATGAAC 
AATTTAATCAAAATCAACCTCCTCCCCTACAGGGAAGAGATGAACAAGCGCAAACAGCAG 
CAGTTTAAAACGCTGATGTACGGTGCCGTGCTGACGGGCGTTGCCGCCGTTGCGGCAACC 
TACCTGTTTATCGACAATATGATCAATAACCAGTCGGAAAGAAACACGCTGCTGGAAACC 
TCCATCGCACACTTGGATACCGAGCTGTCGGAAATACAAAAGCTCAAACAGGAAAAAGAT 
GCCTTCCTGATTAAGAAAAACAAAATCGAGGAGCTCCAGCTCAAACGCCTCCAAGCCGCA 
AAAATCCTCGACAGCCTGAATGAGGCCGTCCCCGGAAGCACCTACCTGACCTCGCTGGAT 
GCCGTTACCGCCGACTCTTATCGGCTCAGCGGCAGGACATCCAGCGACAACCGCGTTGCC 
GCCATGATGAGGGCGATGCCCAATACCGGCATATTCAAGCAACCCGAATTGTTAAGCATC 
AAGAAAAACAATTCGCATCAAGAATTTACCCTTCAGGCAACATTACAACCCATCGTAAAG 
GCGGCCGAATCCAAAGAGAATCCGGCTTCGGGAAACGCACAGGAGGCAAACTGAATGGCT 
TCTAAATCATCTAAAACCAACTTGGATCTCAACAACCTTCACCTGCTCAACCTTCCTGCC 
AGGCTTTTTATCGCCCTGCTGGCCGTTGCCGCCGTGCTGGGGCTCGGTTATGCCGGATTG 
TTCAAAAGCCAGATGGAATCCCTTGAGGAATACGAAGCAAAAGAAACCGAACTGAAAAAC 
ACCTACAAACAGAAAAGTATCGACGCGGCCAGCCTGAACAACCTGAGGGACGAACTTGCC 
TCAATCCGCTCTGCCTTCGATATCATGTTGAAACAGCTGCCGACAGATGCAGAAATTCCC 
AATCTGGTTCAAGAGCTTCATCAGGCAGGTTCGAGCAACGGTCTGCGCTTGGACAGCGTT 
ATGCCCCAACCTCCCGTAGATGACGGCCCCATCAAAAGATTACCCTATTCCATTTCCATT 
ACCGGAAATTACGAACAGATCAGCCAATTTACCCGCGATGTCGGCAGCCTCTCCCGAATC 
ATTACCCTTGAGTCGCTGAAAATCGCCCAATCTCCGGAAAACGGCGGCAATCCTGACGGC 
AAGAGCAGCATCCTGAACCTCAGCGCCATTGCCACCACCTACCAAGCAAAATCCGTAGAA 
GAGCTTGCCGCAGAAGCGGCACAAAATGCCGAGCAAAAATAACTTACGTTAGGGAAACCA 
TGAAACACTATGCCTTACTCATCAGCTTTCTGGCTCTCTCCGCGTGTTCCCAAGGTTCTG 
AGGACCTAAACGAATGGATGGCACAAACGCGACGCGAAGCCAAAGCAGAAATCATACCTT 
TCCAAGCACCTACCCTGCCGGTTGCGCCGGTATACAGCCCGCCGCAGCTTACAGGGCCGA 
ACGCATTCGACTTCCGCCGCATGGAAACCGACAAAAAAGGGGAAAATGCCCCCGACACCA 
AGCGTATTAAAGAAACGCTGGAAAAATTCAGTTTGGAAAATATGCGTTATGTCGGCATTT 
TGAAGTCCGGACAGAAAGTCTCCGGCTTCATCGAGGCTGAAGGTTATGTCTACACTGTCG 
GTGTCGGCAACTATTTGGGACAAAACTACGGTAGAATCGAAAGCATTACCGACGACAGCA 
TCGTCCTGAACGAGCTAATAGAAGACAGCACGGGCAACTGGGTTTCCCGTAAAGCAGAAC 
TGCTGTTGAATTCTTCCGACAAAAACACCGAACAAGCGGCAGCACCTGCCGCAGAACAAA 
ATTAAGAAGAGGATTACTCCATTATGAATACCAAACTGACAAAAATCATTTCCGGTCTCT 
TTGTCGCAACCGCCGCCTTTCAGACAGCATCGGCAGGAAACATTACAGACATCAAAGTTT 
CCTCCCTGCCCAACAAACAGAAAATCGTCAAAGTCAGCTTTGACAAAGAGATTGTCAACC 
CGACCGGCTTCGTAACCTCCTCACCGGCCCGCATCGCCTTGGACTTTGAACAAACCGGCA 
TTTCCATGGATCAACAGGTACTCGAATATGCCGATCCTCTGTTGAGCAAAATCAGTGCCG 
CACAAAACAGCAGCCGTGCGCGTCTGGTTCTGAATCTGAACAAACCGGGCCAATACAATA 
CCGAAGTACGCGGGAACAAAGTTTGGATATTCATTAACGAATCGGACGATACCGTGTCCG 
CCCCCGCACGCCCCGCCGTAAAAGCCGCGCCTGCCGCACCGGCAAAACAACAGGCTGCCG 
CACCGTCTACCAAGTCCGCAGTATCCGTATCCGAACCCTTTACCCCGGCAAAACAACAGG 
CTGCCGCACCGTTTACCGAGTCCGTAGTATCCGTATCCGCACCGTTCAGCCCGGCAAAAC 
AACAGGCGGCGGCATCAGCAAAACAACAGGCGGCAGCACCAGCAAAACAACAGGCGGCAG 
CACCAGCAAAACAACAGGCGGCAGCACCAGCAAAACAAACCAATATCGATTTCCGCAAAG 
ACGGCAAAAATGCCGGCATTATCGAATTGGCTGCATTGGGCTTTGCCGGGCAGCCCGACA 
TCAGCCAACAGCACGACCACATCATCGTTACGCTGAAAAACCATACCCTGCCGACCACGC 
TCCAACGCAGTTTGGATGTGGCAGACTTTAAAACACCGGTTCAAAAGGTTACGCTGAAAC 
GCCTCAATAACGACACCCAGCTGATTATCACAACAGCCGGCAACTGGGAACTCGTCAACA 
AATCCGCCGCGCCCGGATACTTTACCTTCCAAGTCCTGCCGAAAAAACAAAACCTCGAGT 
CAGGCGGCGTGAACAATGCGCCCAAAACCTTCACAGGCCGGAAATCTCCCTTGACTTCCA 
AGATGTCGAAATCCGCACCATCCTGCAATTTTGGCAAAAGAATCCGGAATGAACATTGTT 
GCCAGCGACTCCGTCAACGGCAAAATGACCCTCTCCCTCAAGGATGTGCCTTGGGATCAG 
GCTTTGGATTTGGTTATGCAGGCGCGCAACCTCGATATGCGCCAGCAAGGGAATATCGTC 
AACATCGCGCCCCGCGACGAGCTGCTTGCCAAAGACAAAGCCCTCTTACAGGCAGAAAAA 
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GACATTGCCGATTTGGGTGCGCTGTATTCCCAAAACTTCCAGTTGAAATACAAAAATGTG 
GAAGAATTCCGCAGCATCCTGCGTTTGGACAATGCCGACACGACCGGAAACCGCAACACG 
CTTATCAGCGGCAGGGGCAGCGTGCTGATCGATCCCGCCACCAACACCCTGATTGTTACC 
GACACCCGCAGCGTCATCGAAAAATTCCGCAAACTGATTGACGAATTGGACGTACCCGCG 
CAACAAGTGATGATTGAGGCGCGTATCGTCGAAGCGGCAGACGGCTTCTCGCGCGATTTG 
GGCGTTAAATTCGGCGCGACAGGCAAGAAAAAGCTGAAAAATGATACAAGCGCATTCGGC 
TGGGGGGTAAACTCCGGCTTCGGCGGCGACGATAAATGGGGGGCCGAAACCAAAATCAAC 
CTGCCGATTACCGCTGCCGCAAACAGCATTTCGCTGGTGCGCGCGATTTCCTCCGGTGCC 
TTGAATTTGGAATTGTCCGCATCCGAATCGCTTTCAAAAACCAAAACGCTTGCCAATCCG 
CGCGTGCTGACCCAAAACCGCAAAGAGGCCAAAATCGAATCCGGTTACGAAATTCCTTTC 
ACCGTAACCTCAATCGCGAACGGCGGCAGCAGCACGAACACGGAACTCAAAAAAGCCGTC 
TTGGGGCTGACCGTTACGCCGAACATCACGCCCGACGGCCAAATCATTATGACCGTCAAA 
ATCAACAAGGACTCGCCTGCGCAATGTGCCTCCGGTAATCAGACGATCCTGTGTATTTCG 
ACCAAAAACCTGAATACGCAGGCTATGGTTGAAAACGGCGGCACATTGATTGTCGGCGGT 
ATTTATGAAGAAGACAACGGCAATACGCTGACCAAAGTCCCCCTGTTGGGCGACATCCCC 
GTTATCGGCAACCTCTTTAAAACACGCGGGAAAAAAACCGACCGCCGCGAACTGCTGATT 
TTCATTACCCCGAGGATTATGGGTACGGCCGGCAACAGCCTGCGCTATTGATGCGTCAAA 
ATAAGGGCATATGTTTTACGGCATATGCCCTTTCTTTATGCTTTTTGCCGCGACCGAAAT 
GCCGTCATTCCCGCGCAGGCGGGAATCCAGTCCGTTCAGTTTCGGTCAGTTTCGGTCATT 
TCCGATAAATTCCTGTTGCTTTTCATTTCTGGATTCCCACTTTTGTGGGAATGACGGCGG 
AAGGGGTAAATCCTCACAACCCAAAGCCTCGTCATTTCCACAAAAAACAGCAACCCGAAA 
CAGCAACTTAAAACCCCGTCATTCCCGCGCAGGCGGGAATCTAGGTCTGTCGGTTCAGGA 
ACTTATCGGATAAAACGGTTTCTCCAACCCTGCGTTCTAGATTCCCACTTTCGTGGGAAT 
GACGGGATATGGGTTTCCGTGCGGACGTGTTCGGATTTCCGCCTGCGCGGGAATGACGGC 
GACAGATGCCCAACGGTCTTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCC 
GCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGTTTCAGCACCTTAGAGAATCG 
TTCTCTTTGAGCCAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAGTATT 
GATAAACATATTATCTTCAATATATTCAATTGGATAATTGTTTACCTAAGCAAAGATAAT 
TGCCTTTTCCTGACAAATAAGTGAAATCAACGGATTGTCAAAACACAGCCTGAAATAAAA 
AACCTCCCTGATTTCTTTTATTTGTCCTTAAAATCAGAAAGGTTCGGGATGGTCGGGTTA 
TTTTTCCAAACGTACCGCCGCCCTGCCGATTTCGTATAAAATTCCGCCGTAACCCGACAA 
GCCCGAACCCTGTCGCCCCGAAAGGCGGGGTGTCAAACATTAAGGAATTGTGATGAAAAA 
CTTTAACGGCAAACTCATCCTCATCGGACTGATGGGCGCGGGCAAAACCACGCTGGGCCG 
GCAAATGGCGCAGCGGCTGGATTACCGTTTTTACGACAGCGATCACGAAATCGCCGCAGC 
CGCCGGCGTTCCCATCCCCACCATATTTGAAATGGAAGGCGAACAGGGATTCCGTTCGCG 
CGAAACCGCCATACTCAAAAAGCTGGTTATCCTGCCCCATATCGTCCTGTCCACCGGCGG 
CGGCGCGGTGTTAAAAGAAGAAAACCGCGCCCTTATCCGCAAAAGCGGCACGGTCGTCTA 
TCTGCACGCCCCGCCCGAAACCCTGCTCGAACGCACGCGCTGCGACAACAGCCGTCCTTT 
GCTGCAAGTTGCCGATCCTTTGGCGAAATTACGTGAACTCTACGCCGCACGCGACCCCGT 
TTACCGCCAAACCGCCGACTTTACCGTAGAATCGGCAAACTGCCGGGAAACCGTGCAAAC 
CCTGCTCAAACGCTTATCCCGATAAACCGGCATATGCGCCGCGCCCAGAAAACCAAACCG 
CGCCCCGCCCGGCGGGCCGGCGGTTCAAACTTTAAGGAACAACAATGAAAACACTGACCG 
TACACACCCCGTCCCACAGCTACCCCATCTTTATCGGCAACGGACTGCTGCCGCAGGCAG 
GAAGCCTGCTCAAACCGCATTTGGGCAAACGCGCCGCCATCATCGCCAACGAAACCGTCG 
CCCCGCTCTACCTCGGCACGCTTCAGACGGCATTGGATGCGGCAGGCGTATCCCATTTCA 
GCATCATCCTGCCCGACGGCGAGGCGCACAAAAACTGGCAGACGCTCAACCTCATCTTTG 
ACGGGCTGATGCAAAACCGCGCCGAACGCAAAACCACATTAATCGCACTGGGCGGCGGCG 
TGATCGGCGACATGGTCGGCTTTGCCGCTGCCACCTACCAGCGCGGCGCACCGTTCGTTC 
AAATACCGACCACGCTGTTGAGTCAGGTCGACTCATCGGTGGGCGGCAAAACCGCCATCA 
ACCACCCGCTCGGCAAAAATATGATTGGCGCGTTTTACCAGCCGCAGGCGGTGCTTGCCG 
ACTTGGACACGCTGCACACCCTGCCCGCCCGCGAATTGTCCGCCGGTATGGCGGAAGTCA 
TCAAATACGGCGCGCTCGGCGACATCGGCTTTTTTGAATGGCTGGAACAGCATATGCCCG 
AACTGATGACGCTCGATCGGGAAAAACTCGCCCAAGCCGTGTACCGCTGCTGCCAAATGA 
AGGCAGACATCGTCGCCCAAGACGAAACCGAACAGGGCATACGCGCATGGCTCAACCTCG 
GACACACCTTCGGACACGCCATTGAAACCGAGATGGGTTACGGCACTTGGCTGCATGGAG 
AAGCCATCGCCGCCGGCTGCGTGTTGGCGGCGCGTTTGTCCGAACAACTGGGCAAAACCT 
CCGCCGCAGATACCGCGCGGCTCGCCGCCCTGCTCGAAGCCGCCGGACTGCCGTCCGCGC 
CACCCGTGTTTGCCTTTGAAAAATGGCTGGAACACATGAGCCACGATAAAAAAGTCAGCG 
GCGGCATCATGCGCTTTATCGGTCTGAACCGGCTGGGCGAAGCCAACATCACCGAAATTA 
CCGACACGGACATCCTCCGCCGCACCCTGCAACCGTATCTCTGATTTCCTCTGCCGATGT 
GCTGCCGCGCGGGTTTGACGCACGATGATGATTTTCCATCATCTTTCTCCGCAAAAGCGG 
GAATCCAGTCCGTTCGGTTTCGGTCGTTTCCGATAAGTTCCCGTTGCTTTTCATTTCTAG 
ATTCCCACTTTCGTGGGAATGACGGCGGAGAGGTTTTTGTTGTTTCGGAGAAGTTTCTGC 
AACCCTAGAATCTCGTTATTTCCACAAAAAACAGAAAACCAAAACAGCAACTTAAAACCT 
CGTCATTCCCGCAAAAGCGGGAATCCGGTCCGTTCGGTTTCGGTCGTTTCCGATAAATTC 
CTGCTGCTTTTCATTTCTAGATTCCCACTTTTGTGGGAATGACGGCGGAAGGGTTTTGGT 
TTTTTCCGATAAATTCTTGAGGCATTGAAATTCTATAGTGGATTCACAAAAATCAGGACA 
AGGCGACGAAGCCGCAGACAGTACAGATGGTACGGAACCGATTCACTCGTGCTTCAGCAC 
CTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGACAACGCCGTACCGGTTTTTGTTCATC 
CACTATAACAGCAACCCTGTCGCCGTCATTCCCGCAAAAGCGGGAATCCAGTCCGTTCGG 
TTTCGGTCGTTTCCGATAAGTTCCCGTTGCTTTTCATTTCTAGATTCCCACTTTCGTGGG 
AATGACGGCGGAAGGGTTTTGGTTTTTTCCGATAAATTCTTGAGGCATTGAAATTCCAGA 
TTCCCGCCTGCGCGGGAATGACGGCTCAAAAGTTACGGAACGAAAAACAACCAAAACCGG 
ACAAGTCGGATTCGGGCCTGCGCGGGAATGACGGAATCTTAAGTTTCCGTCTTTGTTTTC 
TGTTTTCTGTTTTCGAGGGAATAATGGGGAACAAGCCGTATTTCAGACGGCATTTTCAGT 
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TCGGGGTATAATCCGAATACTTGCGACCATCTGAATCATTGGGACAAACCATGTGTCAAC 
TGCTGGGCATGAACTGCAATACGCCGACCGATATTATGTTTTCCTTTGAAGGCTTCCGCC 
GCAGGGGCGGCATTACCGACCACCATGCCGACGGTTTCGGTATCGGCTTTTTCGAAGGCA 
AAGGCGTGCGCCTGTTCCACGACGACAAGCCGAGCGTAAATTCCCCCGTCGCCGACCTCG 
TGCGTGCCTACCAAATCAAATCGGAAAACGTCATCGCACATATCCGCAAAGCATCGCAAG 
GACAAACCTCGCTGGCGAACACCCATCCCTTTATGCGTGAAATGTGGGGCGGCTACTGGC 
TGTTTGCCCACAACGGACATTTGATTGATTTTTTCCCCGAACAGGGCGAATTTTTCCACC 
CCGTCGGCACAACCGATTCCGAACGCGCGTTCTGCCACATCCTCAACCGCCTGCGCACCC 
GCTTTGCCGCCCGTCCCGACGACGACACGCTGTTTGACGCGATTGCGGGGCTGACGCACG 
AAATCCGCAAGTTCGGGCTGTTTAACTTTATGCTTTCAGACGGCATTGCCCTGTTTGCCC 
ACGCCAGCACGCTGCTGCACTACATCGTCCGCCAAGCCCCGTTCGGCAAGGCGCGCCTGC 
TCGACGACGACGTGATGGTCGATTTTGCCGAAGTAACCACGCCCTCCGACCGCGTCGCCG 
TTATCGCCACCCTGCCACTGACCCGCGACGAATCATGGTCCCAACTTGCCGTGGACGAAC 
TGGTCATGTTCCGCGAAGGCAACATCGTCCGACACGACCGTCCCGAAAACCCCGTCTATA 
TGAGTGCCGAAGAAGGTCTGGAAATCGCCCGCGCCGCCGGCGTCGCCGTCTGAACTTCAG 
ACGACATAGGAGGACGAACCCGATGAAATGCCCGTTTTGCGCCCACCCCGACACCCGCGT 
TGCCGATTCGCGTCTGATGGAAGAACGCAACGCCGTGCGCCGCCGCCGCCACTGCCCCAA 
CTGCGGCAAACGCTTCGGCACGCTCGAAACCGCCGAACTCAAAATGCCCGCCGTCATCGG 
TCCGGACAAAAAACGCTCGCCCTTTAATGCACAACGCCTCCGCAACGACCTGACCGCCGC 
CGCCCGAAAATCCGCCCTGACACCCGAACAGATCGACGAAACCGTCCGCCTGACGGAACA 
CAGGCTCTACACTTCGGGTCAGCGCGACATCCCCTCTGCCGCACTTGCCGACATGGTGCT 
AAAAGAACTGCTCCGACAAGATACGGAAGCCGCCGTCCGTTTCGCCGCCCTGCACAAACG 
CTTCGACAATCCGGCAGACTTTGCCTCGTGGCTGGCGCAAGCCGTCAAAACAGGCGGCAA 
AGCCTGATTCCCCCAACCCATACTGATACGGTATCCCTATGTTTTCGGACACAGATATAT 
CCATGATGGAAAACGCCCTCCGACTTGCCGCTTTGGGGCGTTTTTCCACTTCGCCCAATC 
CGCGCGTCGGCTGCGTTATCGCACACGGCAGCCAAATTGTCGGGCAAGGCTTCCACGTCA 
AAGCGGGCGAACCCCATGCCGAAGTCCACGCCCTGCGTCAGGCGGGCGAAATGGCACAAG 
GCGCGACCGCCTTTGTTACCCTCGAACCGTGCAGCCATTACGGGCGCACACCGCCCTGTG 
CCGAAGCACTGGTGCGGGCGGGCGTGTCCCGCGTCGTTGCCGCCATGCGCGACCCCAACC 
CGCTGGTTGCAGGCAAAGGGCTTGCCCTGCTCGAAGCAGCAGGCATCAAGACGGAATGCG 
GTTTACTCGAACATCAGGCAAGGGAACTCAACCGAGGCTTCCTGTCGCGCATCGAACGCC 
GCCGCCCCTTTGTCCGCCTCAAATGCGCCGTTTCGCTGGACGGCAAAACCGCCCTTTCAG 
ACGGCAGCAGCTTTTGGATTACCGGCGAAGACGCGCGTGCCGACGTACAGGTTTTGCGTG 
CCGAAAGCTGCGCGGTGCTGACCGGCATCGGCACGGTGTTGGCGGACAATCCCCGGCTCA 
ACGTCCGCGCTTTTCCAACTTTGCGCCAACCCGCACGCATCGTTTTAGACAGCCGCCTGC 
GCCTGCCCCCGAACAGCCATTTGGTTACCGACGGACAATCTCCGACCTACATCGCCACAC 
TCGAACGCAACGAAGACAGACTGCACCCCTATCGGGAACACGCACACGTCCGCATCCTGA 
TGCCGTCTGAAACGGCAGACAGCAAAATCGACCTGCACCACCTGATGCGCCTCCTTGCTG 
ACGAAGGTTTCGGCGAAATCATGGTCGAAGCAGGCTCCGAACTCACATCCGCATTTTTGG 
CAGAAAATCTGGCAGACGAAATCGTCCTGTACCGTTCGCCCAAAATCCTCGGCAGCGGCA 
AAGACCTGTTTTCCCTGCTCGAAAACCGCGCCGCCCTTTCCGCACCGCCCTTGTGGACAC 
CCGTTTCAAGCGAAATCCTCGGACACAACATCAAAACCGTGTTCCGAAAAAACGGCAACG 
CCTTTTAAAGGGTTTGCGCCGTTTCACTATATAATAACGCCGATAAAAAACGGCCCCGTT 
CAGACCGCCGCCCGCCCGAAAAAACGCAACCCGGACTGCCGCACCCCGCCGGCAGCCGCG 
ACGGTCTGAAAGCCGTCAAATTCCGATCAAGAAAGGCTTCAGACGGCACAGGCAGCATCC 
CGCCGCCGCCCGGACATCAAAAATGGACACAAAAGAAATCCTCGGCTACGCGGCAGGCTC 
GATCGGCAGCGCGGTTTTAGCCGTCATCATCCTGCCGCTGCTGTCGTGGTATTTCCCCGC 
CGACGACATCGGGCGCATCGTGCTGATGCAGACGGCGGCGGGGCTGACGGTGTCGGTGTT 
GTGCCTCGGGCTGGATCAGGCATACGTCCGCGAATACTATGCCACCGCCGACAAAGACAC 
CTTGTTCAAAACCCTGTTCCTGCCGCCGCTGCTGTCTGCCGCCGCGATAGCCGCCCTGCT 
GCTTTCCCGCCCGTCCCTGCCGTCTGAAATCCTGTTTTCACTCGACGATGCCGCCGCCGG 
CATCGGGCTGGTGCTGTTTGAACTGAGCTTCCTGCCCATCCGCTTTCTCTTACTGGTTTT 
GCGTATGGAAGGACGCGCCCTTGCCTTTTCGTCCGCGCAACTCGTGCCCAAGCTCGCCAT 
CCTGCTGCTGCTGCCGCTGACGGTCGGGCTGCTGCACTTTCCAGCGAACACCGCCGTCCT 
GACCGCCGTTTACGCGCTGGCAAACCTTGCCGCCGCCGCCTTTTTGCTGTTTCAAAACCG 
ATGCCGTCTGAAGGCCGTCCGGCACGCACCGTTTTCGCCCGCCGTCCTGCACCGGGGGCT 
GCGCTACGGCATACCGATCGCACTGAGCAGCATCGCCTATTGGGGGCTGGCATCCGCCGA 
CCGTTTGTTCCTGAAAAAATATGCCGGCCTGGAACAGCTCGGCGTTTATTCGATGGGTAT 
TTCGTTCGGCGGGGCGGCATTATTGTTCCAAAGCATCTTTTCAACGGTCTGGACACCGTA 
TATTTTCCGCGCAATCGAAGAAAACGCCCCGCCCGCCCGCCTCTCGGCAACGGCAGAATC 
CGCCGCCGCCCTGCTTGCCTCCGCCCTCTGCCTGACCGGCATTTTCTCGCCCCTTGCCTC 
CCTCCTGCTGCCGGAAAACTACGCCGCCGTCCGGTTTATCGTCGTATCGTGTATGCTGCC 
GCCGCTGTTTTGCACGCTGGCGGAAATCAGCGGCATCGGTTTGAACGTCGTCCGCAAAAC 
GCGCCCGATCGCGCTCGCCACCTTGGGCGCGCTGGCGGCAAACCTGCTGCTGCTGGGGCT 
TGCCGTGCCGTCCGGCGGCGCGCGCGGCGCGGCGGTTGCCTGTGCCGCCTCATTCTGGCT 
GTTTTTTGCCTTCAAGACCGAAAGCTCCTGCCGCCTGTGGCAGCCGCTCAAACGCCTGCC 
GCTTTATCTGCACACATTGTTCTGCCTGACCTCCTCGGCGGCCTACACCTGCTTCGGCAC 
GCCGGCAAACTATCCCCTGTTTGCCGGCGTATGGGCGGCATATCTGGCAGGCTGCATCCT 
GCGCCACCGGAAAGATTTGCACAAACTGTTTCATTATTTGAAAAAACAAGGTTTCCCATT 
ATGAAAATCGTTTTGACCACATCTATGGCAGGCTTGGGCGGCACGGGCACGATATCATCG 
ATTGCCAAATGGCGTGCAAAAACGACCCCGTTCAGTCCGACGAAATCGTCCGCCGCTTCA 
GGCGCGACATTTCCTATCGGAAAATCGTCAACCTGATTGAAAGATTGGCAAATGAGTAAA 
TTCTTCAAACGCCTGTTTGACATTGTTGCCTCCGCCTCGGGACTGATTTTCCTCTCGCCA 
GTATTTTTGATTTTGATATACCTCATGGGCAAGAATCTAGGTTCGCCCGTCTTCTTCTTT 
CAGGAACGCCCCGGAAAGGACGGAAAACCTTTTAAAATGGTCAAATTCCGTTCCATGCGC 
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GACGCGCTTGATTCAGACGGCATTCCGCTGCCCGACGGAGAACGCCTGACACCGTTCGGC 
AAAAAACTGCGTGCCGCCAGTTTGGACGAACTGCCTGAATTATGGAATATCTTAAAAGGC 
GAGATGAGCCTGGTCGGCCCCCGCCCGCTGCTGATGCAATATCTGCCGCTGTACGACAAC 
TTCCAAAACCGCCGCCACGAAATGAAACCCGGCATTACCGGCTGGGCGCAGGTCAACGGG 
CGCAACGCGCTTTCGTGGGACGAAAAATTCGCCTGCGATGTTTGGTATATCGACCACTTC 
AGCCTGTGCCTCGACATCAAAATCCTACTGCTGACGGTTAAAAAAGTATTAATCAAGGAA 
GGGATTTCCGCACAGGGCGAAGCCACCATGCCCCCTTTCACAGGAAAACGCAAACTCGCC 
GTCGTCGGTGCGGGCGGACACGGAAAAGTCGTTGCCGACCTTGCCGCCGCACTCGGCCGG 
TACAGGGAAATCGTTTTTCTGGACGACCGCGCACAAGGCAGCGTCAACGGCTTTTCCGTC 
ATCGGCACGACGCTGCTGCTTGAAAACAGTTTATCGCCCGAACAATACGACGTCGCCGTC 
GCCGTCGGCAACAACCGCATCCGCCGCCAAATCGCCGAAAAAGCCGCCGCGCTCGGCTTC 
GCCCTGCCCGTTCTGGTTCATCCGGACGCGACCGTCTCGCCTTCTGCAACAGTCGGACAA 
GGCAGCGTCGTTATGGCGAAAGCCGTCGTACAGGCAGGCAGCGTATTGAAAGACGGCGTG 
ATTGTGAACACTGCCGCCACCGTCGATCACGACTGCCTGCTTAACGCTTTCGTCCACATC 
AGCCCAGGCGCGCACCTGTCGGGCAACACGCATATCGGCGAAGAAAGCTGGATAGGCACG 
GGCGCGTGCAGCCGCCAGCAGATCCGTATCGGCAGCCGCGCAACCATTGGAGCGGGCGCA 
GTCGTCGTACGCGACGTTTCAGACGGCATGACCGTCGCGGGCAATCCGGCAAAGCCGCTG 
CCGCGCAAAAACCCCGAGACCTCGACAGCATAAGCGATTAAAATACACCCCCGTACAGAC 
CGATTTTGACAACACCTGCGGCGCGCGCCCGATTCTTCGGAACACGCCCCCCTTCAGACG 
GCATAGGGTCGGAAATGCCGTCTGAAAACCGACGGACAAACCATCATGCTGAACACTTTC 
CTTTCCCCGTGGCCCTGCTTCACCCAAGAAGAAGCCGATGCCGTTTCCAAAGTCCTGCTG 
TCCAACAAAGTCAACTACTGGACGGGCAACGAATGCCGCGAATTTGAAAAAGAATTTGCC 
GCCTTTGCCGGCACGCGGTACGCCGTCGCCCTTGCCAACGGCACGCTGGCACTCGATGTC 
GCGCTCAAAGCAATGGGCATAGGCGCGGGCGACGATGTGATTGTTACCTCGCGCACCTTC 
CTCGCTTCCGCGTCCTGCATTGTGAACGCGGGCGCAAACCCCGTGTTTGCCGATGTGGAT 
TTGAACAGCCAAAACATCAGCGCGGAAACCGTCAAAGCCGCGCTGACACCGACTACCAAA 
GCCGTCATCGTCGTCCACCTCGCCGGTATGCCCGCCGAAATGGACGGCATTATGGCTTTG 
GCAAAAGAACATAATCTTTGGGTAATCGAAGACTGCGCCCAAGCGCACGGCGCAAAATAC 
AAAGGCAAATCCGTCGGCTCTATCGGACACGTCGGCGCGTGGTCGTTCTGCCAAGACAAA 
ATCATGACCACCGGCGGCGAAGGCGGTATGGTTACGACCAACGACAAAACCCTGTGGGAA 
AAAATGTGGTCGTACAAAGACCACGGCAAAAGCTACGATGCCGTGTACAACCACGAACAC 
GCGCCCGGTTTCCGCTGGCTGCACGAAAGTTTCGGCACAAACTGGCGTATGATGGAAATG 
CAGGCGGTCATCGGACGCATCCAGCTCAAACGCCTGCCCGAATGGACGGCGCGCCGCCGA 
GAAAACGCCGCCAAGCTGGCGGAAAGTTTGGGCAAATTCAGCAGCATCCGCTTGGTTGAA 
GTCGCCGACTACATCGGACACGCGCAATATAAGTTCTACGCCTTCGTCAAACCCGAACAC 
CTCAAAGACGGCTGGACGCGCGACCGCATCGTCGGCGAACTGAACGCGCGCAAAGTCCCC 
TGCTATCAAGGCAGCTGCTCCGAAGTCTATTTGGAAAAAGCCTTCGACAACACGCCGTGG 
CGACCGAAAGAGCGTTTGACAAATGCTGTCGAGTTGGGCGACACCAGCCTGATGTTCTTG 
GTGCACCCGACGCTGACCGACGACGAAATTGCGTTTTGCAAAAAACACATCGAAGCCGTC 
TTGACCGAAGCCGCACGATAACCCTTCAGACGGCATATGCCGCCTGAAAACACATACCGC 
CCCACGATATGAATCTGGAAACTCTGATCGCCCTGCCGCGCAACATCAAGAAAATCTGTT 
TCCTCATACACGATTTTCTGATGATTTTCATTGCCTTTTGGTTCACCCAAAGCCTAAAGG 
CCGACTACTCGGACGAATGGTTCGATTTTGCCAACTGGCAGTCTTTTTTGCTGACTGCCT 
TGCTGACCATCACATTATTTATCCGAATGGGGCTTTACCACGCCGTTACACGCTTCGTCA 
GCTTCCGCATCCTCACCACCGCACTGGCGGGCAGCCTCGCCTCCGCCGTGTTGTTTTTCC 
TCAATACGCTGATATTTGAAGAAAGGCTGCGCCTCGCCCTGCCGATTGTCTATTTCTTAC 
TGCTGTTTGTTTCCGTGACCGGCTCGCGTATGGTTTTGCGCGGACTGTTGTCCGAACACC 
CCAAAAAACAGATGATCCCTGTCATCATTTACGGCGCGGGACGGTCGGGCAGACAACTGC 
TTGAGGCCGTCAAACAAATGCGCGAATATTCCGCCGCCGCCTTTGTAGACGACGACCCCA 
AACTGTGGCACACCGTCATCTACGACCTTGCCGTTTACCAGCCCGATGCCATCGCCTTCC 
TCATCGAACGCTACGGCGTGGAAAAAATCCTGCTCGCCATCCCCGGCGCGACCCAGGAAC 
AACGCCGCCGAATCATCAACAAACTGGAAGCCTATCCGTGCGAAGTGTTGACCATTCCCG 
GAATGAAAGACCTGATGGACGGAAAAATCAGCATCGGCACGCTCAAAAAAATCTCTGTGT 
CCGACCTGCTCGGGCGTGATTCCGTCGCGCCCGACGACCGCCTGATGAGTGCCGACATCG 
AAGGCAAAACCGTCATGGTAACCGGCGCGGGCGGCTCCATCGGTTCGGAACTCTGCCGCC 
AGATTATCCGCCGCCGCCCCGAAAAGCTGCTGCTGTTCGAGTTATCCGAATTCGCCCTGT 
ACGCCATCGAAAAAGAATTGCGCGAAACCTGCATCCAAAAACGCCTCGACACCGAAATCC 
TGCCCTTTCTCGGTTCGGTGCAAAACCGCACGCTGCTCGAACACGTCATGACCGCCTTTT 
CCGTTGCGACCGTCTATCACGCCGCTGCCTACAAACACGTCCCCATGGTCGAGTTCAACA 
CCGTCGAAGGCATACGCAACAACATCTTCGGCACACTCGAGTGCGCGCTTGCCGCCACGA 
CATCGGGCGTAAGAACTTTCGTCCTCATCTCCACCGACAAAGCCGTCCGCCCCACCAACA 
CCATGGGTGCCAGCAAACGCATGGCGGAACTCTGCCTTCAGGCACTCGCCGCCGAACCCG 
GACAAAAAACCCGCTTCAGCATGGTACGTTTCGGCAATGTTTTAGGTTCGTCCGGCTCCG 
TTGTCCCGCTGTTTGAAAAACAGATTGCAGAAGGCGGCCCGCTTACCCTGACCCACCCCG 
AAATCACACGTTATTTCATGACCATACCCGAAGCCGCCCAACTCGTCATACAGGCAGGCG 
CGATGGGTACGGGCGGCGACGTATTCGTCCTCGACATGGGTGAATCCGTCAAAATCATCG 
ACCTTGCCCGCCAAATGATTACCCTAAGCGGCCTCAAACCCAACACACCCGAACAACCCG 
ACGGCGACATCGAAATCCTCATTACCGGACTGCGTCCCGGAGAAAAACTCTACGAAGAGC 
TGCTCATCGGCGACAACGTCCGCAAAACCGGCCATCCGCGCATCATGACCGCCAACGAGA 
CCATGCTGCCGTGGCACGAGCTCTCCGCCCTGCTCGACCGCATCCGTGCGGCCTGCGACC 
GTTACGACCAGCAGGCAATCCGCACCCTGCTCATCAACGCCCCGACCGGCTTTGCCCCGA 
GCGACGGCATCTGCGACCTGCTTTGGGTACGAGAAACACACAGAAAAAATGCCGTCTGAA 
CCTTCAGACGGCATAACGTACAAACCAACCTACCTTACACACACGGAGTTTGACATGCAG 
TTCTCAGCATTCGGCGAAAAATTCACGCAACACAGCGGCATCCTCCAACTGATGGACGAC 
CTCGGCGACGCGCTCAAAAGCGACAAGCCCGTCAACATGCTCGGCGGCGGCAACCCGGCG 
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CGCATTCCGGAAATCGATCAGGCGTTCGCCGACATATTCTCCAAACTGGCGGCAGAACAC 
GCCGTCGAAAACATCGGCAACTACTCCAATCCCCAAGGCGATGCCGTGCTGATTGACGCG 
CTGACCGCCTTCCTCAACCGCGAATACAGCTGGAATCTGACCGCCGACAATATCGCGCTG 
ACCAACGGTTCGCAAAACGCGTTTTTCTATCTTTTCAACCTCTTCGGCGGCAAATTCAAC 
CTTTCAGACGGCACATCCGCAGAAAAAGCCATTTTGTTGCCGCTCGCGCCCGAATACATC 
GGCTATGCCGACGTGCATGTCGAAGGGCAGCACTTCGTTTCCGTCAAGCCCAAAATCGAA 
AACGTCGAACACGAAGGCGAAGCCGGCTTCTTCAAATACCGCGTGGACTTTGACGCACTG 
GAAAACCTGCCCGAACTCAAAGCGGGCAAAATCGGCGCGATTTGCTGTTCGCGCCCGACC 
AACCCGACCGGCAATGTGTTGACCGACGGCGAAATGGCGCGTTTGGACGCTTTGGCGCGT 
GAACACGGCATTCCGCTGATTATCGACAACGCCTACGGAATGCCGTTCCCCAACATCATT 
TACAGCGACGTAACGCTGAATTGGCACGAAAACATCATCCTCTGCTTCAGCCTGTCCAAA 
GTCGGCCTGCCGGGCGTGCGCACCGGCATCATCGTCGCCGCGCCCGAAGTCGTCAAAGCC 
GTCAGCAGCCTGAACGCGATTGTGAACCTTGCCCCCACGCGCTTCGGCGCGGCCATCGCA 
ACGCCGCTGCTGGAAAGCGGCGAGATGAAACGGCTTGCCGACCAAGTCATCCGGCCGTTT 
TACCGCAATCAGGCGCAAACCGCCGTCTCGCTGCTCAAGCGGGAGCTGGGCGCGTACCCG 
ATGAAAATCCACAAACCCGAAGGCGCGATTTTCCTGTGGCTCTGGTTTGAAAACCTGCCC 
GTTTCTTCGCAAACCCTGTACGAAATGCTCAAAGCCGAAGGCACACTGATTATTCCGGGC 
GAACATTTCTTCGTCGGCATCGACACGCAGGATTACCCGCATGCGGGCGAGTGCATCCGC 
ATGAGCATCGCGCAGGACGCTCAAACGCTGGAAAAAGGCATTGCCGCCATCGGTAAAACC 
GTCCGAAAACTGTACGACAACGTTTAAAACGCAAAAAATGCCGTCTGAAAAGTTTTCAGA 
CGGCATTTTTATCTGCATTCAATATCGGGAAAAATGTTCCCAAACCGGTTTGCAGTTTTC 
CGGCAGCTCGGGACACGCGCCGAGGATGCCGCCGCTGAAGTCGTTTAAGCGGTGGAAGTC 
GCTGCCCGCGCTGGCGAGCATACCGAAGCGTTCTGCCAAAAGCGCGTAGTTGAGGCGGTC 
GTTTTTGCAGCAGTTTCCGCTGTGGACTTCGATGCCTGCGCCGCCGAGGTTTTTAAATTC 
TTCAAACAAATTGCGCTTGGCGGTGGCGGACAAATCGTAGCGCATGGGGTGGGCGATGAC 
TGCCATGCCGCCCGCTCCGTTGACGGCGGAGACGCAGTCTTCCAGCGTCGCCCATTCGTG 
GCGGACGGCGCAGGATTTGCCGTCGCCCAAGTATTTGGTGAACGCCTGCTGCTTGTTTTT 
GACGTGTCCCGCTTGGATGAGGAACTCGGCGACGTGGGTGCGGCTGACCATTTCTTTGTT 
TGCCGCCAGTGCCAGCGCGCCGTCGTATGCGCCGCCGATGCCTTTCTTTTCGAGCTTGGC 
GGCGATGGCTTCAAGACGTTTCAGACGGCCTTTCCGCACTTGCGCCAACAGGTTTTGCAG 
GTTTTCGTCCTGCTCGTCGAAATCCAAACCGACAACGTGTATGGTGCGCCCGCGCCACGT 
TACGGAGATTTCCACACCGTTAATCAGGCGCAAACCGAGCTTGTCGGCTTCGGCGCGCGC 
TTCGGCGATGCCGCCGGTGTGGTCGTGGTCGGTCAACGCCAGCAGCGTGCAGCCGTTTTG 
ATGCGCGAGGCGCACGACTTCGGCGGGGGAGAGCATACCGTCGGAAACGGTGGAATGGCA 
GTGCAGGTCTATCATGGGGTGTTATGTGTGTTGTGAATGAAGGTCGGGGGTTAATATTAT 
CGGTTGGTGTGGATACAGCGGTGATTTCAACAAACAGGTGTATGGCAAATGCAAAGGAAA 
AGTCCCTATGCCGTCATTCCCGCGCAGGCGGGAATCCAGACCTTGATTTGTCAAAAATAT 
TTAAGGTTAACCGCTATTTCGAACTTCCGGATTCCCGCCTGCGCGGGAATGACGATATGG 
ACGTTTTCAGTTTTAATCTACTATAAAAGACTGTCTGAAAACGTGGTTTTATAGTGAATT 
AAATTTAAACCGGTACAGCGTTGGCTCGCCTTGGCTCAAAGAGAACGATTCTCTAAGGTG 
CTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTCGCCGCCTTGT 
CCTGATTTTTGTTAATTCACTATATCAAGCCGAACCGTTTCAGACGGCATCGTCCGACCA 
ACCCGCTTCTTTCAATTTCTGCCGTTGCACGTCGTATTTGGCTTTATCCGCCCAGTAAAT 
CGTCTGAATGCACGCCTCGCCGCAGTCGCTGCCGCAGCATTCCCACGACTCGGGTCGGAC 
GGGTTCGTCTAAAAGCGGCTCGCCCAAAAGGGCTTCGGCTTTATACTTCAGGGTCGTATC 
CATCGGCGATTTCCAAGCGAGCGCCGTCAAACTCGATGACTTCGCCGCCGCGTATTTTGG 
CGGTTTTACGGGTTTCGGTTTCGCCGTTGCGCAACACCAGCCCTTCGGCGATAAACGCTT 
TCGCCTGTCCGCCGCTTTCGGCAAGTCCGACCAATTTCAAGAGGTCGCACAAGGCGATGT 
ATTCGTTGTCTTCGAGATAGACAGTGGCTTCCATAATGTTCCCTTGCAGAAAGAGGCCGT 
TATTGTAGCACCTGCCGCCGCCGTACCCAAAATTACCGAAAAACCGGCGATGTATCCGCA 
CCGCCTGTTCCGTAAAAGTAAAAATGCCGTCTGAAACCCCATATGCCGCCATCCGTTCAA 
AGAAATCCTGCCCAACGGCAGACTGCAAATCCTGTTCCCCGACGAATCCGCATTGACGCT 
GATGCACATCCTCAAACGCGAACTGCCCGATACACCGGCAATCGGCATCAAAACGAAATC 
AAAAACCTGTTTGAACGTAAAATTAATTTAACTGCTTGCCATCCGTCCGAATAAGGCATA 
TAGTTCTTTATAACTAGTTTGATAGTCCTTTATATCTATCAATACTCCTTGGGAAGCCTC 
CGCCATACGGCAGGAGGCATTTTTTTGCCGTAGTAAAAGCTCAAAAACATTTGCAGGTCA 
TGCCGTCTGAACCCGAAACGGCATTACCTACACCGCCATCTAAAGACAACCCTGCTACAA 
TACGCCTTTTATTGTCCACGCCGATTTTGCCATGACCGAGCCGACCTACATTCCCCTGCG 
CCTGCATACCGAATTTTCGATTACCGACGGTATGGTGCGGATTAAAAAACTGATTGCCAA 
AGCGCAGGAATACGGTTTGCCTGCTTTGGGCATCAGCGATTTGATGAACGAATTCGGTTT 
GGTGAAATTTTATAAAGCCTGCCGCAGCGCGGGGATTAAGCCTATCGGCGCGGCGGATGT 
GCGGATAGGCAATCCGGATGCGCCCGACAAGCCGTTCCGCGCTATGCTGATTATCCGTAA 
CGATGCGGGCTATCTGCGCTTGAGCGAGCTTCTGACGGCGGCTTATGTCGGCAAAGACCG 
CAATGTCCATCATGCGGAACTCAATCCCGAATGGCTGGAAAACGGCGACAACAGCGGCTT 
GATTTGTTTGAGCGGCGCACATTACGGCGAAGTGGGCGTGAATCTGTTGAACGGCAATGA 
AGACGCGGCGCGTACGGCGGCGTTGAAGTATGCGGCGTGGTTCCCCGATGCGTTCTATAT 
GGAGCTGCAACGCCTACCCGAACGCCCCGAATGGGAGGCTTGCGTTTCGGGCAGCGTGAA 
GCTGGCGGAGGAATTGGGTTTGCCGGTGGTGGCGACGCATCCGACACAGTTTATGAGCCG 
CGACGATTTCAACGCGCACGAGGCGCGAGTGTGTATCGCAGGCGGCTGGGTATTGACGGA 
CAAGAAACGTCCGCGCGATTTCACGCCGGGCCAGTTTTTCATTCCGCCGGAAACCATGGC 
CGAACGTTTCGCCGATTTGCCTGAAGCCTTGGAAAACACGGTAGAAATTGCCAAACGCTG 
CAACCTGCACATCACATTGGGCAAAAACTTCCTGCCCCTTTTCCCCACGCCCGACGGTTT 
ATCACTCGATGACTATCTCATCAAACTCTCCAACGAGGGTTTGCAGGAACGTATGGTTCA 
GCTTTATCCCGACGAGGGGGAGGGGGCGGCAAAAATGCCGGAATATCAGGAACGTTTGGA 
TTTTGAGCTGAACATCATCATCCAAATGAAATTCCCCGGCTATTTCCTTATCGTACAAGA 
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CTTTATCAACTGGGCGAAAACACACGGCTGTCCGGTCGGGCCGGGCCGTGGTTCGGGCGC 
GGGTTCGCTGGTGGCGTATTCATTGAAGATTACCGACCTTGATCCGCTCAAATACGCGCT 
GCTGTTCGAGCGTTTCCTAAACCCCGAACGCGTTTCTATGCCCGACTTCGACGTGGACTT 
TTGCCAAAGCAACCGCGGCCGCGTGATTGAATATGTGCGCGAGAAATACGGCGCGGAGGC 
GGTCAGCCAGATTGTTACCTTCGGCACGATGTCGTCCAAAGCGGTCATCCGCGACGTCGG 
GCGCGTGTTAGAGCTGCCGTTTATGCTGTGCGACAAACTGTCCAAGCTGATTCCGTTGGA 
AGCCAACAAACCCCTGAGTTTGGAAAAAGCCATGGAGACCGAGCCACAGATTCAGGAATT 
AATCGAAGCGGAAGAAGCGGACGAACTGATTACGCTGGCGAAAAAGCTGGAAGATTTAAC 
GCGCGGTTTGGGTATGCACGCAGGCGGCGTGTTGATTGCGCCGGGCAAGATTTCCGATTA 
CAGCCCCGTGTATCAGGCGGACGAATCCGCCTCGCCCGTATCCATGTACGACAAGGGCGA 
CGTGGAAGATGTGGGTTTGGTGAAATTCGACTTTTTGGGTCTGCGCAACCTGACCATTAT 
CGAAATGGCGCAGAACAACATCAAAAACACTACCGGCGACATCATCGATGTCGGCAAAAT 
CCCGCTTGACGACCAGGTCGCCTACCAAATCTTCCGCGATGCGAACACCACCGCCGTCTT 
CCAGTTTGAGTCGACCGGCATGAAAAAAATGCTGAAAACGGCGCACACGACCAAGTTTGA 
AGAACTCATCGCCTTCGTATCGCTCTACCGCCCCGGCCCGATGGACAACATTCCCGACTT 
CGTCGCACGTATGAAGGGGCAAGAATTCCAATACATCCATCCGCTACTCGAAGGCATCCT 
CGCGCCGACCTACGGGATTATGGTGTATCAGGAACAAGTGATGCAGGCGGCGCAAATTAT 
CGGCGGCTACTCGCTCGGCGGCGCGGACCTGCTGCGTCGCGCCATGGGTAAGAAAAAACC 
CGAAGAAATGGTGAAACACCGCGAAATCTTCGCCGAAGGCGCGGCAAAACAAGGCATTTC 
GCGCGAAAAATCCGACGAAATCTTCAACTACATGGAAAAATTCGCCGGCTACGGTTTCAA 
CAAATCCCACGCCGCCGCCTACGCCCTGATTTCCTACCAGACCGCATGGCTTAAAGCGCA 
CTACCCCGCCGAATTTATGGCGGCGACCATGTCGTCCGAATTGGACAACACCGACCAGCT 
CAAGCATTTCTACGACGACTGCCGCGCCAACGGCATTGAGTTCCTGCCGCCCGACATCAA 
CGAATCCGACTACCGCTTCACGCCGTATCCGGACATGAAAATCCGCTACGCGCTCGGCGC 
GATTAAAGGCACGGGCGAAGCCGCCGTCGAATCCATCACCGCCGCGCGGCAAAGCGGCGG 
CAAGTTTACCGGTCTGTTGGACTTCTGCGAGCGCGTCGGCAAAGAACACATGAACCGCCG 
CACCCTCGAGGCCCTGATACGCGGCGGCGCGTTCGACAGCATCGAACCCAACCGCGCCAT 
GCTCTTGGCGAACATCGACCTCGCTATGGACAACGCCGACCAAAAAGCCGCCAACGCCAA 
TCAGGGCGGGCTTTTCGACATGATGGAAGACGCCATCGAACCGGTGCGGCTCATCGACGC 
GCCGATGTGGAGCGAATCGGAAAAACTCGCCGAAGAAAAAACCGTCATCGGCTTTTACCT 
GTCCGGCCACCCGTTCGGCCCGTATGCCCAAGAAGTCCGCCAAATCGCACCGACCAAATT 
AGACCGTCTGAAGCCGCAAGACAGCGTGCGCCTCGCCGGATTCGTTACCGCCGTGCGTAC 
GATGATGGGCAAACGCGGCAAAATCGCCTTCGTCAGCCTCGAAGATTTGAGCGGACAGGT 
TGAAATCATGGTCGGCGGTCAGACGTTGGAAAACTGCGCCGACTGCCTCAAAGCCGACCA 
AGTGCTGATTATCGAATCCAAAGTCAGCCGCGACGACTACGGCGGCGGCGACGGGCTGCG 
TATTCTGGCAAACCAAGTCATGACCCTGCAAACGGCGCGCGAACGCTACGCCCGCAGCCT 
CAGCCTCGCCCTCGCCCCGCATCACGACATCGGCGGACTGGTACGGCTGCTCGCCGCCCA 
CCAACTGCCCGACACGCCGCGCATCCCGCTGCAACTGTCGTATGCCAACGAAAAAGCGTC 
GGGCAGGCTTCAAGTGCCGCCGAAATGGACGGTTACACCGAGCTCCGCATTGTTCGGCGA 
ACTGGAAACATTGCTCGGCAGCCGGTCGGTGCGCGTCAACTGGTAACCCAAAATATAAAT 
GCCGTCTGAAGCCCAAAAACCGGTTTCATTCGTACTTTATTCGAATGATTGAATAAAAGT 
AACTGCCAAGAAAAACGTATTTTTTGGTTATTTCGCCAGTCTAAATAGAGCAACCGGGAC 
GATTGATATCCGTGTGCATGACACAGACAGCACCAAAGGGAAAAACGGCATTTTCCAAAG 
TATCGGTATCAAAACCGCCCTTTCACTCCAAAAATACCAAATCGACAAACCGGGCAAAGA 
AATCAGACCGTGCCGCCTGAAAAAACGCCCACCCGTCCGTTAAATTAACCTATCCCTGTT 
TCAGACGGCCTGAAGCAGGGATTTTTATATCAAAATAAAATGAGAAAGGGAGCAATAACC 
CTTAGGTAGCTCTTGTTATTTTCCGATGCAAAACAAAGCAGTCATATATTTAATTCCCCC 
TACCTCTGCCAAGCCTTCCTCAAATATTCGACGCAATCGGTCAGCGAGTAGAACGGGACA 
TTGCCGTGGTCGGCATTCGGATATTCCCGGAAAAAGACGGCGGCCCCGTGCCTGTCTAAC 
TCTGCCGCCATTTGTTCGGCCTGCCCTGCCATATCGCGTTCTTCCCTGCGTTTACAATCG 
CTACCCCGTTCTAGCGCGCCGATGTTGAGGCAGACATCGATGCCGTTTAGCCGGTTTTCA 
GACGGCATAAAGTCGAGTATCCGCCTGTTGTGCCACCAAATCGATGGGGATACGAGCCAA 
TGCCGTCTGAAACGGCGGTGGGAAAGCAGGGAATACAGTCCGAACAGTGCGCCGAACGAG 
TGTCCGAATACGGCGGTTTCATTGCGGTTGAGGGTGTAGCGGCTTTCTAAAAAGGCGGTC 
AGCTCGCTGTCGATAAAGGCGGCGAAGCGGTCTGCCTGTCCGAACTGCTGCCGTTCGTCT 
GCTGTGGCGTTGTCTCCAAGCGGCGGCGTGTAGTCGGCGGCACGTTGTGCCAAATCGCGC 
ACACTGCCTGTCGTGTAGCCGATACCGACAATCAGGCAGGGGGCGTTGCTTCGGGTAACG 
GGGTTGTTCATCAGCGACTGCATGATGTTGAAAAGTGCGGGGAAAAAGGCTTCGCCGTCG 
AGGACAAAGAGGACGGGATAGCCTTCAGACGGTATTTCGCCGAGTGTTGCCGTCTGAATC 
CGATAGATTCGCCCCGTGCAGGTGGATTTGATTTCGGTTTCAAAGGCTTGGGGCAGTATG 
GCAGGTTGGAATGTGTCGGTCGGTATGGGTTTCATGATGTTCGGCTTGTGGGTCAGACTG 
GCGGCAAGCGGTAAAACCGAACCGGCAAAGCGGTCTGCCTGCCGGTTCGGTCTATTTTCC 
TTCGCAATGCCATACTCCAGTTGTGAGAGCATAGGGTATGCCGCGCAGCTTGTTGTAGTT 
TGATGATGCTGCGGCTGCCGTTTCAGACGGCATATTGGTCTTTAAAAACTGTAACGCAGG 
TTTGCCGTCAGGCTGCGCTCCGAACCGGGAATGTTAAAGGTGCTCTCGCTGCCGACGCGG 
GCGTAGTAATGGCGGTTGAAGATGTTGTCGGCGTTGATTTGCAGCTTCAGTTTGGGCGTG 
AAGCGGTATGCCGCCATCGCATCGAACGTGGCATAACCGCCTGCATGTATCCCTGCAGAT 
GAAGTAATGCCGCTCATCGCGTTCACGCCGCCGCCGATGGTCAGCCCGGACGTAACTTGG 
TAAGTCGTCCACAGGTTTGCGCTGTGTTTGGGCATCAGCAGGAAGATGCCTTCGTCGCGC 
GAATTGGAGGCGGTTTTGATTTGGCTGTGCAGGTAGCTGTAACCTGCATGGATTTGCCAT 
TTCGGTGTCATCGCGCCGCTGATTTCGGTCTCAACACCTTCCATCACGCGTTTGCCCAAT 
GCGGCGTAACGGGTTTTTTTGTTGTTTGAGTCCAGCGGTGCGGCGGCGTTTTTATCCTTC 
ATGCGGTAGAACGAAACCCGGGTATTGAGGCGGTCGTCCATGTAGCTGCCTTTGTAGCCG 
ATTTCAAACTGGTTGCCTTCGCGGGGTTTGAGCAGCTTGCCGTCGGTGCCGATGCTGGTT 
TGCGGTGTGTAGAGTTGGGAGGCGGAAGCGTACAGGCTGTTGCTGCCGTCTATATCGTAA 
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ACCGCGCCGGCGTAGCTTGTAAATTTGGTTTTCG7^AGCTTTATGCAGGGTTTTGCCGTCG 
CCCGACTCGATTTTGTGATGTCCTACACGTCCGCCTGCAATCAACGACAAACCTTCCAGA 
GGACGGAACACCGTCTTGGCATACAAACCGGTTTCGTCGAGGTTTTCTTCGGTAACGGAG 
TGATTGAAACCTTTGTTTCCGGCGCGGGCGTTCTGAAGTATGCCGTTATAAGGCAAAGCG 
CGGAAACCATCTAAAGCGACGCTTTTTGACAAAGTCGAACGCCCTTGTTCATTAGTACTG 
CGCAAGCGGTTGTAGTCTGCACCAATCACAAATTCGTTGGCGGTGTTGCCCAAGGCAAAC 
GGACGGCTGTAACTTGCGTCAACCGCAAAGGCTTTTTGTTTAATGTCCGTACCCAAACCC 
GCTACGTCGGCTTGTCCGGTATTGTTGAGTTTGCTGCCCGCAAACGTATAATTGGAATCG 
GCTTTCCGATCGGAATAGCGCATACCGACTTTGCCGTAGCCGCCGTTGCCGAAGTAATGT 
TTCAAATCGGCGAACACGTCGTGGCTGTGCATTTTAAATTTGTTCCAATCCGCGCCGACA 
AATACGTGTTGCGGCAGGGACGGTAATTTGTTATTGGCATCGGCAGGCAGGCCGTTGTAC 
GGCGCGAGGCGGCGTTGCTGGTAAAGATAGCCCGCGCCCAAAACCGTATCGGGGTTGATG 
TCCCAATCCGCCGCCGCGTAGAAGGTTTCGCGCCGGTTGTTTTTCTCGGCGGGACGCGGA 
GACGCGCCGACGGTCTGCGCCATCACGCGGCCGCGCACGCTGCCGTCTGAATTGAGGCTG 
CCCGATACGTCCGCCTCGGCTTTATATTGTTTGTGCGTACCGAACCCTGCCGCCGCATGA 
CCTTGGAACGCTTTGGTCGGGCGTTTGCGCACCAGATTCACGATGCCGCCCATCTCGCCG 
CTGCTGTCGAACAGTCCGCTCGGCCCGCGCATCACTTCCACGCGGTCGAAGGCGAACAGG 
TTGGGCAGCGTGCCGTTGATACTCTGCATCTGCGCGGGCAGGCCGTCGATGTTGTATTCG 
CTGTATTCGTAACCGCGCGCGTAAACCGAAGAGCGTCCGTCGTCGTTGCTCAACACGCGC 
AGGCCGGGCGTTTTGCGTGCCAACTGGTCAAACGTATCAACATTGCGGTCTTTGACCTGC 
TGGTTGGTAATGATGCTGACGGATTGCGGAATTTCGCGCAAAGAAGCGGGGATTTTTGTA 
CCGACGGTGGCGGCAAACGAGCTGTAATCGCCGTTTTTCTCGGTGGCAATCGCGTTGTAA 
GAACGCTGACCCTTAATATGGACGGTTTCCAAACCTTCCGTTTGTGCGGCAAAAACCGAA 
GACGAGAGTGCTGCCAAAACCGTGGCGGCGGTCATATTGATGCGGAAAACTGACATAAAC 
TGTCCCATTCACATAAATGATAATGGTTCTATTTTAATAAAGCGCAACGCGGCTTGTTCG 
GAAAAACATATCGCGCAGCCGACAAATTTTGTCGAAAATGCGACACGTCTGCGTTTTCCG 
CATAAAATTTGCTTTTTTACTGCAACCAACCTGCTATGACCACGCCCAAACTCATCATCT 
TCGACTGGGACGGCACGCTTGCCGATACGACCCAACCCATCATCGACACCATGCGCCGCA 
GCTTCGCCGAATGCGGTTTTCCGCCGCCCGAAGCGGAACGCGTCCGCAGCCTGATTGGCT 
ACAGCCTGCCCGAAATCATCCGCACCCTGCTCGAAATGCCGTCTGAAACCGCCGTTGCCG 
ACATCACACGCACTTATTCCGCACATTACCTCAATCCCAACAACCGCAATATGTCCTTAT 
TTCCCGATGCCCTGCCCTGTCTGGACAAGCTCAAAGCACAAGGATACTGGCTTGCCGTCG 
CCACGGGCAAAGGGCGGGCGGGTTTGGACAACGCCATCAGTCAAACCGCCACCGGCGGCT 
ATTGGCTCGCCACCGCCTGCGCGGGGGAATATCCCTCCAAACCCTCGCCCGAAATGGTAT 
TCGGAATCTGCGGCGAACTGGGACTCGACCCGAAAGAGGCATTGGTCGTCGGCGATACGG 
CGCACGACCTGCATATGGCGGCAAACGCAGGCGCGGCGGCAGTCGGCGTGGCCACCGGCG 
CACATTCGCGCGAACAGCTCCTTAGCGCACCGCATCTCGCCGTATTGGACGGTTTGTCCG 
AACTGCCCGGTTTTCTTGCACAACATTACGCCTGATTGGTTTCCGCATCCGGCACACGGC 
AAAAATGCCGTCTGAAGCCTGTTCAGACGGCATTTGTGTTGCCCAAACATTCAACGCCTG 
CGTCAACGTTTGCACAAATCGGGTTTGGTTTCGCCCTCGCGGCGCAACTCTTTGGGCAGG 
ACGAACACAATGCTTTCTTCCGCACCCTCGCCTTCGCGTACGGTTTCGTGCCCCCATCCG 
CGTATGGTTGCCAGTACTTCCCGCACCAACACTTCGGGCGCGGACGCGCCTGCCGTTACG 
CCGACTTTGTTTTTGCCCTCAAACCATGCGCGTTGCAGGTAGCCTGCATTATCCACCATA 
TACGCATCGATTCCGCGCGATGCCGCCACTTCGCGCAAGCGGTTGCTGTTGGACGAATTG 
GGCGAACCGACCACAATCACGATGTCGCACTGTTCTGCCAACTCTTTGACGGCGGTTTGC 
CGGTTGGTCGTCGCATAGCAGATATCTTCCTTGTGCGGATTGCGGATATTGGGGAAACGC 
GCGTTCAGCGCGGCGATGATGTCTTTGGTTTCATCGACCGAGAGCGTGGTTTGGCTGACA 
TAGGCGAGTTTGTCGGGGTTTCTGACTTCGAGTTTTGCCACATCTCCGACCGTTTCGACC 
AAAAGCATTTTGCCCGGCGCAAGCTGCCCCATCGTTCCTTCGACCTCGACGTGCCCCTTA 
TGCCCGATCATGATGATTTCACAGTCTTGGGCATCCAGTCGGGCGACTTCCTTATGCACT 
TTCGTCACCAGCGGGCAAGTCGCATCAAACACGCGGAAACCGCGCTCCGCCGCTTCTTGC 
CGCACCGCCTTCGATACGCCGTGTGCCGAATAAACCAGTGTCGCGCCCGGCGGCACTTCC 
GCCAAGTCTTCAATAAACACCGCACCTTTTTCACGCAGGTTGTCCACGACGAATTTGTTG 
TGAACGACTTCGTGGCGCACATAAATCGGCGCGCCGAACTCTTCCAAAGCACGTTCGACA 
ATACTGATTGCCCGATCCACACCAGCGCAGAAGCCGCGCGGATTGGCAAGGATGATGGTT 
TTCTCGTTCATAAGCCCGGTATTTCGTTTTCAGACGGCATCAATATTTTTCTTCTTGGGT 
TTTACGGTGGACGATGTTGTCCAACACCGCCAACACCGCACCGACGCAGATAAAGCTGTC 
GGCAATATTAAAGGCGGGATAAAACCAATTTTGCCAATAAAACAATAAGAAATCGACGAC 
ATGACCGTGTATCAGGCGGTCGATGACATTGCCTAACGCACCGCCGATAATCATTGCCGC 
ACCCGTTTTGCCGAGGGTTGCAAACTCATCGCGCAAGATGGCGCGTACCAAATACGCGCT 
CACCGCCACCGCCAGCACCAAAAAAAAGTATTTTTGCCAGCCGCCCTGATCGGCAAGGAA 
GCTGAACGCCGCACCCGGGTTGTACACCAGCGTCAGATCGAAAAAGGAAGGAATGACATT 
GACGCGTTCCCGATACTGAAACGACGACAGCACCGCCCACTTCGACCACTGGTCCAGCAC 
GATGGCGGCAAGTGCCAATACCCAATAGCGCGTTTTACTTGAAACAGATGAAGACATATT 
TTTCAACAGCCGGTAAAAGAGTACCATTTTACCCGAAAACCCCCTTTCCTGTACCCGAAA 
CGGCAAATGCCGTAATCTTAAAACCCGTCATTCCCGACAACACCGTAATCTCGAAACCCG 
TCATTCCCGCGTAGGCGGGAATCCAGACCTGTCCGCACAGAAACTTATCGGATAAAAACA 
GTTGCCCAAACCCCGCGTTCTATAGTGGATTAAATTCAAACCAGTACGGCATTGCCTCGC 
CTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTTGCCTTGTCCTGATTTAAATTTAATC 
CACTATAGATTCCCACTTCCGTGGGAATGACGGTTCAGTTGCATTCCGACAACACCGTAA 
TCTTGAAATCCGTCATTCCCGCGCAGGCGGGAATCTATCGGAAATGACTGAAACCTCGAG 
ATTCTAGATTCCCACTTTCGTGGGAATGACGGTTCAGTTGCGTTCCAACAACACCGCAAT 
CTCGAAATCCGTCATTCCCGCGCAGGCGGGAATCCAGACCTCCGACGCGGCGGGAATCTA 
TCGGAAATGACTGAAACCTCGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGTTCAG 
TTGCGTTCCAACAACACCGCAATCTCGAAATCCGTCATTCCCACACAGGCGGGAATCCAG 
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ACCCCTGACGCGGCGGGAATCTATCGGAAATGACTGAAACCCCGAGATTCTAGATTCCCA 
CTTTCGTGGGAATGACGGTTCAGTTGCGTTCCGACAACACCGCAATCTCGAAATCCGTCA 
TTCCCGCACAGGCGGGAATCCAGACCCCTGACGCGGCGGGAATCTATCGGAAATGACTGA 
AACCCCGAGATTCTAGATTCCCACTTTCGTGGGAATGGCGGTTCAGTTGCATTCCGACAA 
CACCGTAATCTTGAAATCCGTCATTCCCGATAACAGCGCAATCTTGAAACCCGTCATTCC 
CGCGCAGGCGGGAATCCAGACCTCCGACGCGGCGGGAATCTATCGGAAATGACTGAAACC 
CCGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGTTCAGTTGCGTTCCGACAACACC 
GTAATCTCGAAATCCGTCATTCCCGCACAGGCGGGAATCTATCGGAAATGACTGAAACCT 
CGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGTTCAGTTGCATTCCGACAACACCG 
CAATCTTGAAACCCCTCCGCCGTTATAAAGACAAATCGCGGCACAAAAAATGCCGTCTGA 
AATGCTGTTCGGCGGTTTCAGACGGCATTTGCTCAAACTTTATCAGGCGTAATGGCGCGT 
TTCGCCTTCTCCGCCGACATTCTCTGCACAGCGTTTGCAGACGGTTTCATAGCCTGCAAC 
CGCGCCCACATCGCGGGTGTAGTGCCAGCAGCGTTCGCATTTTTCACCATCACTGGCTTT 
AGCGGCAACGGCAAGTTCGCTGCCTACTTTCACTTCTGCTTTAGACACCAGCAAAGCAAA 
GCGCAATTCTTCGCCCAAAGCATTCAGATAGCCGGCCATTTCTTCCGGCGCGGTAATTTC 
GGCTTCGGCTTGCAAGGACGAACCGACGGTTTTGTCGGCGCGCAAAGGCTCGATGGCGGC 
GGTTACCGCTTCGCGGGCTTCGCGGATTGCCGTCCATTTTTTCACCAGTTCGGCTTCGGT 
TTTTTCGTTGATGGTCGGGAACTCGTGCCAAGTATGGAAGAGGACGCTGTCTTCTTCGCC 
GCCGCCGATGATGTCCCACGCTTCTTCGCCGGTGAAGCACAAAATCGGTGCAATCAAGAG 
AACCAAACTGCGTGTGATGTGATACAGGGCAGTTTGTGCGCTGCGGCGTGCATGGCTGTC 
TGCTTTGGTGGTGTAGAGGCGGTCTTTCAGGATGTCGAGGTAGAACGCACCCAAGTCTTC 
CGAGCAGAAAGAAACAATGTCTTTTACGGCAAAGTGGAAGGCATAACGCGGATAGTAATC 
GCCTGCCAGACACTCTTGCAGCTGACGTGCCAATACCACGGCGTAGCGGTCGATTTCCAC 
CATATCCGCCTGTTGCACGGCATCTTCAATCGGATTAAAGTCGCTCAAGTTGGCAAACAA 
AAAGCTCAAGGTATTGCGGATACGGCGGTAGCTTTCGGTTACGCGTTTGAGGATTTCTTT 
GGAAATCGGCAATTCGCCGCTGTAATCGGTAGATGCCGCCCACAGGCGCAGGATGTCTGC 
GCCGAATTCGTTATAAACCTCTTGCGGTGCAACGACGTTGCCGATGGATTTCGACATTTT 
TTTGCCTTCGCCGTCGACAACGAAACCATGGGTCAGCAGCTGTTTATACGGCGCGCGACC 
CATTGATGAGGCGCAGCCGGTCAGCATGGACGATTGAAACCAGCCGCGGTGTTGGTCGCT 
GCCTTCGAGATACAAATCAGCCGGCCATTCCAATTCTTCGCGTTGTTTCACAACGGAATA 
ATGGGTCGAGCCGGAGTCGAACCATACGTCCATTGTGTCAGAAAGTTTATCGTAATTTTC 
GCAATCTTCCGCGCTCAAGAGTTCGCTCTTATCGAGGGAGAACCACGCTTCGATGCCTTT 
TTCTTCGATTTTCAGGGCAACTTTTTCCAAAAGTTCGGCAGAGTTCGGATGCAGCTCGCC 
CGTTTCTTTGTGAACAAAGAAAGTCATCGGCGTGCCCCAATAGCGTTGGCGTGAAACCAC 
CCAGTCAGGACGACCTTCAATCATGGCTTCCAAACGCGCGCGACCCCAAGACGGGAAGAA 
TTCGGTGTCGTCCACGGCCTTGATGGCTTTGTCGCGCAGGGTTTTGCCGTCGGCACCGGC 
TTTGTCCATACCGACAAACCATTGACCTGTCGCGCGGTAAATCAGCGGCGTTTTGTGCCG 
CCAGCAGTGGGCGTAGCTGTGTTCGATTTTACTGCTTGCCAAAAGGTTGCCGGTTTCTTC 
CAACCATTGCAGGATGACGGGGTTCGCCTCCCAAACGCGCATACCGGCGACACGCGGCGT 
TTCGCCGATGTATCGGCCTTCGGCGTTGACGGGGTTGTAAAGCTCGATGCCGTATTTATT 
GCAGACGGCGTAGTCTTCCAAACCGTGCGCGGGGGCGGTGTGTACCAAGCCGGTACCGGC 
ATCGGTGGTAACGTGTTCGCCGTTGAGCATGGGAATATCGCGTTCGAGGAACGGATGGTT 
CATGTGCAGATTTTCCAGCTTGTCGCCGGTGGTTTCGGCGAGAATAGCAATGCCGTCTGA 
AAAACCGTAACGTTTGAGCGCGTCTTCTGCCAAATCTTTCGCCAATACCAATTTGCCTTT 
CGGCGTATCAATCAGTTGATACACCACGTCTGCACCCGCAGACACGGCTTGGCTCGCCGG 
TAGCGTCCAAGGCGTAGTCGTCCAAATGACGGCAAACGCTTTGCCTTCGAAACCAGCCAA 
ACCGAATGCGGCGGCAAGCGCGGCAGTGTCTTTAAACAGATAGGCAACGTCAATCGCGGG 
CGAGATTTTGTCTTTGTATTCCACTTCCGCTTCGGCCAGCGAAGAACCGCAGTCCAAGCA 
GAATTGAACCGGTTTCGCACCCCGGTAGAGATAGCCGGATTTGTAGATTTCGCCGAGCAT 
ACGCACGGTATCGGCTTCGGTTTTGAAATCCATAGTCAGGTAAGGATGGTCCCAGTCGCC 
CAACACGCCCAAGCGGATAAAGTCTTTTTTCTGACGGGCAATCTGTTCGGCGGCGTATTC 
GCGGCACAATTCGCGGAAACGTGCTTTGGGCATATCTTTGCCGTGCAGTTTTTCTACCAT 
CACTTCGATGGGCAGGCCGTGGCAGTCCCAACCCGGCACATAAGGCGCGTCAAAACCGGC 
TTGGGTTTTGCTGCGGATAATGATGTCTTTGAGAATTTTATTGACGGCATGACCGATGTG 
GATGTCGCCGTTGGCATACGGCGGGCCGTCGTGCAGAATAAATTTCGGACGGCCTTTGGC 
GATTTCGCGCAGTTTTTGGTAGCGTTTTTGCTCGTACCAGCTTTTCAGCCATGCAGGCTC 
GCGCTTGGCAAGATTGCCGCGCATCGGAAACGGGCTCTCGAGCAGGTTTACGGTTTTACT 
GTAATCGGTCATTTTTTAATCTCTATTGTTACAATATTTCGGTCTCAGACGGCATTGCGC 
CCCAAACAGCATTTCACAACGGGAAAACCCTGTGCCGTCTGAACAGTTAAAAGATTGATT 
GTAGCCCAATCGGATGGTTTGTATAAGGTTTTTCTACCAACGCCTTGCGGCTTCCATATC 
GGCTTCAATCTGCCTTTTCAGTTCTTCCATACCGTCAAACTTTTCCTCATCGCGCAGTTT 
GTGCAGGAAGCGGACGTTCAGCCCTTGTCCGTACAGGTCGCCTTGAAAGTCGAACAGGTG 
GACTTCAAGCTTTTGAGAACAGCCGCTATCAACGGTGGGATTGAAGCCGAAACTCGCCAC 
GCCGCGCCGCGTGCCGAATGCGCCGTCTGCTTCGACGACAAACACGCCGCCGAGTGCATA 
ACGGTGGCGGGGCAGGCGGATGTTGGCAGTCGGGGCGTTTAAGGTGCGTCCGAGTTTTCT 
GCCGTGCACCACCCTGCCGCTCAAGACGTAGTCGTGTCCCAAAAGTTTTTTCGCATAGGC 
AAGGTTGCCGTCTGAAAGGGCTTGTCGCACGGCGGTACTGCTGGTGCGGATGTCTTCGAC 
GATGACGGAAGGCGTACGCTCGGTCTGCATATCGGGCTGTTGTGCCAAAAGTTCAAAACA 
GCCTTCCCGCCCCGCACCGAAACGGAAATCATCGCCGACGAGCAAATAACGCGTATTCAA 
GGTTTGACGCAGCAGGCGGTCGATAAACCCTTGCGCGGATATTTCGGAAAAATTTTGATC 
GAAACGCAAAACCCAGACGGCATCGACACAGCCTGTGCCTTCCAATAATTCGAGCTTGGT 
GCGCAGGGGGCTGATCCGACACGGTGGCATCCTGCCGGTGCGGAGTGCGAAAAATTCTTT 
GGGTTGGGGTTCGAAAACGACGGTCACGACGGGCAGTCCGCGCGCGTCGGCTTCGAGGCG 
-OAGTT-TTTGGAGGATGTGTTTGTGTCCGAGGTGTACGGCGTCGAAATTGCCTATGGTTAC 
GGCGGCACCCTGTGGAAAGTCGGGCGCGTTGTGCCGCCCCAGCCTGATTCTCATTGTTGC 
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ATTCGGGTATGTGGTGAAACAGGCGGTCATTGTAAACGGTATTGCGGTTTATAGACAGTG 
TGCCGCCCGTTACGCCCGCCCGACGCGGGAAAAGTAGGCAAATTTCCCGCCGCCGAACGC 
GCCAAACGCACAAAAACGCGCAGCAGGCGCGGTGCTATGTGTTGAAACATCGCCCCAAAC 
CTGATGCAACATCAGTGAAAATCGTTCTTTTTTAACCAGGTAAACCGAGACAAACAACCC 
TCCGCCGTCATTCCCGCGCAGGCGGGAATCCGGACCTGTCCGCACAGAAACTTATCGGAT 
AAAAACAGTTGCTCAAACCCCGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGTTCA 
GTTGCGTTCCGACAACACCGTAATCTTGAAACTCGTCATTCCCGCTCAGGCGGGAATCTA 
GAACGTGGAATCTAAGAAACCGTTTTGCCCGATAAGTTTCCGTGCGGACAGGTCCGGATT 
CCCGCCTGCGCGGGAATGACGGCATTTCTGCGGCAATCGGATTATTTCCAAACCAAAAGC 
GCGTGGTTGCGTTTGCCGCGCCGAAGGATAGTGTATTTGCCGAAACGTTTGTGTTCGCCG 
TTCAGCAGGCAGGCATCGTCGGGGCGTTCGGCGGCGTGGTTGGGGTTGTTGGCTTCGGCA 
GGTTTGCCGTTGAGCAAAACCGCTTTGCTGTTCACAAAGCCGCGCGCTTCTTTATTGGAG 
GATGCCAAACCGGTTTTTACCAAGGCTTCGACGACATTGATGCCGTCTGAAACTTCAAAT 
GCAGGCAGGCCGTCGAGGGCGAGCTGCTCGAAGTCGCTTTCGGTCAGGCTGCTTTGGTCT 
TCGGCAAACAGGCTTTCGGAAATGCGTTGCGCGGCGGCAAGGGCTTCTTCGCCGTGAATC 
AGGCGGGTCATTTCTTCGGCGAGGATGCGTTGCGCTTCGGGCTTGCTGCCGCTTGCCTTG 
TCTTTGGCTTCGATGGCATCGATTTCTTCGATGGACAGGAAGGTAAAGTATTTCAGGAAT 
TTATACACATCGGCATCGGCGACTTTCAGCCAGAATTGGTAGAACTGATAGGGCGAGGTT 
TTTTTCGCGTTCAGCCATACCGCGCCGCCTTCGGTTTTGCCGAATTTGGTACCGTCTGAT 
TTGGTTACCAAAGGCAGGGTCAGACCGAATACTTGTTTTTGGTGCAGGCGGCGGGTCAGG 
TCGATACCGGCGGTGATATTGCCCCATTGGTCGGAGCCGCCGATTTCCAAAACCGCGCCG 
TGGCGTTTGTTCAACTCGGCGAAGTCGTAACCTTGCAGCAGGGAATAGGCGAACTCGGTG 
AAGGAAATGCCTGCGCCGTCGCGGTCGATGCGCTGTTTGACGGATTCTTTGTTCAGCATG 
GCGTTGACGGAGAAATGCTTGCCGATGTCGCGCAGGAAGTCAAGGCAGTTCATGCTGCCG 
AACCAGTCGGCATTGTTCGCCATAATGGCGGCATTTCCGCCTTCAAAGCTCAAGAAAGGG 
GTTAATTGGTTGCGGATACTTTCCACCCAGCCGGCAACAGTTTCGGCGGAATTCAAGCTG 
CGTTCGGCGGCTTTGAAGCTGGGGTCGCCGATCATACCGGTCGCGCCGCCCACCAAAGCA 
ATCGGCGTATGCCCCGCCTGTTGGAAGCGGCGCAATGCCAATACGGGCAGCAGGTGTCCG 
ATGTGCAGGCTGTCGGCGGTCGGGTCGAAGCCGCAATAAAGGGCAATTTTTTGTTCGTTC 
AACAAAGCGTCTAAGGCTTCGATGTCGGTGGTTTGCGCGATAAGGCCGCGCGATTGCAGG 
TCTTGGATGACGCTCATCGGTCTCTTTCAAAAAAAATTAGCGTTTTTGCAAACCGCCGAT 
TGTAACAAATTTAAGCGAATCAATGGTTATGGCGCGTATCGAGAAACCGTTGTTTTTCGG 
AAAAACGCTTTGCCAATTCCGTGCCGCCGTAAGGGTTGATGTGGTCTTTGTCCGAGTAAA 
CCGGCAATCCGCCGATTTGAAAATCTGCGGGGATATAGGCGGCGGCATCAATAATATAGA 
CGTTGGGGTATTTGGCTGCCAATTCCCTGATGCGTGCATTGGCTTTCAGGGTGCTTTCGT 
CGTCCGGGCGCAGGGCTTGGCGGTAACCCGGTATGCGTGAAGACAAGATATAGGCGCGCT 
GGACGTTGTAAGACGAGGCAAGGTTGTCCGCCATCAGGTAAACGGCTTGTTTTTCGGACG 
AGAGTTTATGCAGCATACGGTCGAATTTTTGGAAAAAACCGGCATCATAGGCAAGGGAGC 
GGCTGTTTTCGGGCATTTGGCTGCCCCAGCGCATCGCCAAAACCACTTTTGAATACCGGG 
GCAGGTGTTCTTCGGCATAGCGATAAACGGCGCGGCAGGCTGCCCAGTTTTGGAACACAC 
GGGACGCGTAGCCTTCCACATAGGCGCAAGCGTCGGCGGAAACCATAGTGGCGGACCATT 
TTTCTTTTTTGCCCACGGCATCGAAGAATGTTTTGTAATGGTCGGCGTGGGAGTCGCCCA 
AAACCAGCAGTTCCGGCTGTTTTTCCGTATCCCCCCATAGGCATTGTTTGCCGGTATTGT 
TGTGGCAGGAGGTGTTGGAACGCGTCAGCCCCAAGCGGTCGTATTGCGCCATAAACGGCA 
GTCTCATCGCAAAAAACGAGCCCGCCCCCAAAATGAGCATAGGCAAGGCATAAATCCATA 
AAACGGATTGTGCGAACGAACCTTGCCATTTTTTAAACGGTTTTTCGATGCAGTGGTAAG 
AAAACAGGGAAAGCAGCAATATCAGGACGACCGCCGCCGCCGGCGAATAAGGCGGCAGGT 
TGTCCGGGCCGATATAGCGCATAAAGGCCAATATCGGCCAATGCCACAGATAAAGCGAAT 
AGGAAATCAAACCGGCGGCAACAGTGATTTTCGATTGGAAAAATTTTTTAAGCGGGTGTT 
CGTAATGATTGAAATAAATCAGCGCGGCAACAGCCAGACAGGGAATCAAAGCGGCGGGGC 
CCGGGAAATAGGCGGTTTGTTCCGAATAGGAAAACAGGCAGGTTGACAATATGCACACGG 
CAAACAATGCGCCGACGGCGGCACAGCGTCTGCCGACGGCAGGTTGCCGGCAGCGCATCC 
ACACGGCGGTCAGCGATCCTATCAGTAATTCGCAGGCGCGCAGGTGGGGCAGGTAATATT 
TATCGAGCGCGGAAGGTATAAAGGAGGCGGCAAGGCTTAAGGCACACAGTGCGGCAAGGA 
AGCCGAACTGTACGCGCAGGCTTTTGCGGGCGACAAGCAGCAGCAGTATCGGAAAGACAA 
AGTAAAATTGTTCTTCGACCGACAAAGACCAGATGTGCAGCAGGGGCTTTTCTTCCTGCG 
CGGGATCGAAATAATCCTTCCCCCTTGCAAAATACAGGTTAGAGGCGAAACCCAAGGCGG 
TCAGCGCGGATTTCCACAAAAGAAAGAAATCATCTTTGGTGAATAAAAAGAAGCCGCCTG 
CCAGCGTTGCCGCCAATACGGCGAAAAATGCGGGCAGAATCCGCTTGATGCGGCGGATAT 
AAAATGCCTTCAGGGAAAACCTCCCCCCCCCCCCCGACATTTCGCGGTGAAGAATCGTCG 
TCATCAAAAAGCCTGAAATCACAAAGAATATATCGACACCGAGAAACCCGCCCGGCAGCC 
AATCCTTTTCGATATGGAACACGATGACGGACAAGACGGCGGCGGCGCGCAATGTGTCGA 
TGTCCGGGCGGTAGGGTAAGGCTTGGCTCATAATGTTTTTATAGTGGATTAACAAAAACC 
AGTACGGCGTTGCCTCGCCTTGCCGTACTATCTATACTGTCTGCGGTTTCGTCGCCTTGT 
CCTGATTTAAAGTTAATCCACTATACTCGAAACGCGGCGGCGCAAATGCCGTCTGAAAGG 
TCATTTCGTATCGGGGATCGGGATATTCGGAATGCCGGACGGCTTCCCGTAACGGCGGGG 
CAGGCGGTTTGTTTTGCAGGAATCGGGGAGGGCAAATCGGAAATGCGGGTGGGAGTTTAT 
TTTGATGCGGCTGCATTCCGGCGGTACGGGAAACGCCGAAAATCATCAAAATCGGCTTCA 
GACGGCATTTCCGGCAAGCCGCCTGAAACCTGCCGCATTTGGGTTACACGTTAAACAAAA 
AGTGCATCACATCGCCGTCTTGCACGACATATTCCTTGCCTTCCACACGCATTTTGCCGG 
CTTCTTTGGCTTTGGCTTCGCCGCCGAGCGAGACAAAGTCGTCGTAAGAAATGACTTGGG 
CGCGGATGAAGCCGCGTTCAAAATCCGTATGAATCACGCCGGCGGCTTGCGGCGCGGTGT 
CGCCTTTGTGTATCGTCCACGCGCGGACTTCTTTCACACCGGCGGTGAAATAGGTTTGCA 
GCCCCAAGAGGTCGTAACCGGCACGAATCAGGCGGTTCAGGCCCGGTTCTTCCAAGCCCA 
TTTCGGCGAGGAACTCGGCTTTTTCGTCGTCTTCCAATTCGGCAATTTCGCTCTCCATCG 
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CGGCGCAAACGGCGACGACGGGGGCGTTTTCTTTTGCCGCCAATTCTTTCAGGCGGTCGA 
GGTGCGGATTGTTTTCAAAACCGTCTTCGGCGACGTTGCCCACATACATCGCCGGTTTGG 
CGGTCAGCAGGAACAGCGGTTTGAGCATCGCGCGTTCTTCCGCGTCCAAACCGAAGGAAC 
GCACGGGTTTGCCTTCGTCCAGATGCGGCAGCAGTTTTTTGCACAAATCGACCAGCTTTT 
GCGCGTCTTTGTCGCCTGAGCGGGCGCGTTTTTCTTCGCGGACGATGGCTTTTTCGACAC 
TTGCCAGGTCGGCAAGTGCCAACTCTGTGCCGATGGTTTCAATGTCGGCAATCGGATCGA 
CGCGGCCTGCAACGTGGACGATGTTGTCGTCGTCAAAGCAGCGCACGACATTCACAATCG 
CATCGGTTTCGCGGATGTTGGCAAGGAACTGGTTGCCCAAGCCCTCGCCTTTGCTCGCGC 
CTGCAACCAAACCGGCAATATCGACAAATTCGACGATGGCAGGCTGCATTTTTTGCGGAT 
TGACGATTTTTGCCAATTCGGCCATACGCGGATCGGGGACTTCGACGATGCCGACGTTGG 
GTTCGATGGTACAGAAAGGATAGTTTGCCGCTTCGATACCCGATTGGGTCAGCGCGTTAA 
AAAGGGTGGATTTGCCGACGTTGGGCAAACCGACGATGCCGCATTTCAAACTCATGTTTT 
TTCCTGAAAATAGAGAAATTTAACGGCGGATTATAGCATACCGCCGCCCGCGTTCCGAAA 
AAATGCCGTCTGAAACGGCTTCAGACGGCATCCGGTTTCAGAAAACCGTTCAGAACAAGC 
CGTGAATCACGCCTTCTGCGTCCACATCGATTTTCTCGGCAGCCGGAACTTTGGGCAGGC 
CGGGCATTTTCATCATGTTGCCGCACAGGGCGACGATGAAACCTGCGCCTGCGGAAACGG 
TGATGCCGCGCACGGCGATGCGGAAGTCTTCGGGGCAGCCCAACAGTTTGGCGTTGTCGC 
TCAAAGAGTATTGGGTTTTCGCCATGCAGATCGGCATTTTGTCCAAGCCCAGTTTTTCCA 
GTGAAGCGATTTCGGCAGACGCTTCCGCGCTGAAATCAACATCTTCCGCGCCGTACACTT 
TTTGGGCAATCGCACGGATTTTGTCTTTGATGCCCAACTCGACATCGTAGGCGAAACCGA 
AGTTATTGGTTTGACTTTCAATGGCGTTGACGACTTTGCGCGCCAAATCCGCGCCGCCCG 
CACCACCTTTGCCCCACACTTCGGTCAGGGAAACTTCAACGCCGTGTTCGGCACAGGCTT 
TTTCAATCATCGCCAACTCGGCATCGGCGTCGGACACGAAGCGGTTGAGCGCAACGACGA 
CGGGCAGTCCGAATACGTTTTTCAGGTTGGAAATGTGTTTCAGCAGGTTGGGCAAACCTT 
TTTCCAAAGCGTCTAAATTTTCTTCGCCGAGGTTGGCGCGTTCCACGCCGCCGTTATATT 
TCAACGCGCGGACAGTCGCCACGACAACAGCCGCATCAGGTTTCAAACCGGCAAGGCGGC 
ATTTGATGTCGCAGAATTTTTCCGCGCCCAAGTCCGCGCCGAAGCCTGCTTCGGTTACGG 
CGTAATCGGCAAGGTGTTTCGCCAGACGGGTTGCGGTTACGGAGTTGCAGCCGTGGGCGA 
TGTTGGCGAACGGGCCGCCGTGTACGAAGGCGGGCGTGCCTTCGATGGTTTGCACCAAGT 
TGGGCTTAATCGCATCTTTAAGCAATGCCGCCATCGCGCCATTCGCTTTCAAATCTTTGG 
CGTAAACGGGGCTGCCGTCTTTGGCGTAGGCGACAAGGATGTTGCCCAAACGCTCTTTCA 
AATCGCTGATGTCTTTGGCAAGACAGAATACCGCCATCACTTCGGAAGCAACGGTAATAT 
CGAAACCGTCAGGACGCATCACGCCGTCAACGGGTTTACCCATGCCGTCGATGATGTTGC 
GCAACTGGCGGTCGTTCATATCGACCACGCGCCGCCACAGCACGCGTTTGGGGTCGATGT 
TCAACTCGTTGCCTTGGTAGATATGGTTGTCGAGCATCGCGGCAAGCAGATTATTTGCCG 
CACCGATGGCGTGAAAATCTCCGGTGAAGTGCAGGTTGATGTCTTCCATCGGCAAAACTT 
GGGCATAGCCGCCGCCTGCCGCGCCGCCTTTCACGCCGAACACCGGCCCCAGAGAAGGT,T 
CGCGCAGGGCAATCACGGCATCTTTGCCGATGTGGCGCAACGCGTCCGCCAAACCGATGG 
TTACGGTGGTTTTGCCTTCGCCCGCCGGAGTCGGGTTGATGGCGGTAACCAAAATCAGCC 
TGCCCTGTTTTTGCGGCAGTTTGAACGCTTCGGCAGGATTGATTTTCGCCTTGTAATGAC 
CGTAAGGCTCAATGTTGTCGGCATTCAGACCAAGCTTGGCGGCAATTTCGCCAATCGGGC 
GCATGGTGGAGGATTGGGCGATTTCGGCATCGGTTTTGAAGCTCATGATTTTCCTTTAGA 
AATGAGGAGGGACATGCCGTCTGAAAGCATCAGGCGACAAACAGGTGGATTGAAAATAAT 
ATCAGGCATATTATAACGTTATCCGCACCAAACCCGCAGTGAAATTTTTGACGCAGCAAC 
AAAAATACCGTTCATATTGTTCACAATCCAAGGAGAAAACATGGGCAGCAACGCATGGCT 
GTTTTGGGCATTGGCATCGGCAGGCTTCGCCTCATTGACCGCTATTTTCGCCAAAATGGG 
TTTACAGGGTATAGATTCCGATTTCGCCACCTTTATCCGCACCTTGGTCATCCTTGCCGC 
TTTGTTATTGTTTTTAACCTACACCGGCAAATGGCAGGGTGTGAACGGCTTTACGGGGCG 
CAACTGGACATTCCTCATCCTATCCGGTCTTGCTACCGGCGCATCTTGGCTCGCCTATTT 
TAAAGCCCTGCAACTGGGCAACGCCTCGCAAGTCGCCCCCATCGACAAATTCAGCCTGGT 
CTTGGTCGCGCTGATGGCGGTGGTTTTCTTGGACGAACGCCCGAACACGCAGGAATGGAT 
AGGCTTGGGGCTGGTAACGGCGGGCGTGTTGGTGCTGGCGTTGAAACGTTAAACCGAATC 
CGCCATACCGTCTGAAACCGGGTTTTTACTTCCAAGCCCCTGCAAGGGCTTGAGCCTCTT 
TCAGACGGCATACCGTGCCGACATCCAGCCACAAGCCCGTATGCTTCTGACCGCTCACGC 
GGTTTTGCCGCATTTCGCCACGCAATACGGGCGCGAGTTTCGCCACACTGCCCGCTTCGA 
TTCCGTCAAACATTTCAGGACGGTAAATACCCACGCCGCTGAATGTCAATCCGTTGCCGC 
CATTTACTTCCGGCCGCACGCTGCTGTCGGGCAGCAGGGAAAAATCGCCGTCGGGGTTGT 
GCGGCGGATTTTCCACCAGCCACAGATGGGCGGAAATATGTTCCGGCAGGGACGATGCCG 
TCTGAAACGCGGCGGTAAAATCGATGTCGGTCAGCACGTCGCCGTTGACCACCAAAAACG 
GCTGCCCACCCAACAGCGGCAATGCCTGCGCGATGCCGCCTGCCGTTTCCAAACCGCCTG 
CGGGTTCGGGCGAATAGGCGATGTTCACGCCATAAGCCGAGCCGTCGCCCAAAGCATCTT 
CTATCTGCCGACCCAGCCAAGCGTGGTTGATGACGATTTCGGTAAACCCCGCCTGCTTCA 
GACGGCATAGGTGCCAACCGATTAGAGGCTTACCCGCCACATCGAGCAGCGGCTTCGGAG 
TGGTATCGGTCAAAGGGCGCATACGCTCGCCGCGTCCTGCCGCCAGTATCATCGCTTTCA 
TATATCTGTCCGAATATCAGTCTAAAAATCTAAACTGCCGTCTGAAATACAGCAGCGCGG 
GGCGTTTGCACCCGCAGTTTTTGATTTCGTCGAGCCTGACGTAAAACACAAAATGCGTGC 
CGATTTCATGTTTGCCGACAATATGCCCGTGCAGGTGCGCCAACGCGCCCTCTATTTCAA 
GTTGTCCCGTTTTGCCGCGATGCCAGATGTGGTAGGCAAACCGCTCTTCGGGCGACAGGC 
CGGTCAGCCCGGCAAAATGTTCGGCAACATCCTGATGTTCGTCCGCCAGCGTATTGATGC 
AGAGGCTGCCGTTTTCCGACAGGATCGGAATGATTCGCGCACTCCGGTTGATGCACAGCA 
TCACGGTCGGCGGCTCGTCGGTAACCGGCGCGACCGCCGTCATTGTAATGCCGTAACGCC 
CTGCCGCACCGTCTGTCGTGATGACATGAACGCCTGCCGCGCAAGATGCCATCGCATCAC 
GGAACGAAGTTTGAAAATTTTTCTGCAAATCCGCCATTTTTCCCCTTTAAACTGTCCCCT 
• ATATAAGAATGGTGCACACAAGGCATCCCCCATGTGCAGCAGTTTTGATTCAAAAAGCCG 
TCGGTCGGACGTTTCCGCGCGTTACGGCGTATTACGAGTTCAACGCATCCTCGATTTTGG 
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CAAGTTCTGCCAACAGGTCTTTAAGCAGCAGCATTTTCTCGCGGCCCAGCACTTCCTCGA 
TAGCGTCGTAGCGTTCGTCCACTTCTTCGCCGATTTCCTCATACAGCTTCTCGCCCTCGG 
CAGTCAGCTTCAGAAAAACACGTCGTTGGTCGTTGGAAGGTTTCAGGCGGACAACCAAAC 
CCGCTTTTTCAAGGCGGGTCAGGATACCGGTCAGGCTGGGGCGCAAAATGCACGCCTGAT 
TCGCCAAATCTTGAAAGTCCAGCGTGCCGTTTTCCGCCAAAAGACGGATAATCCGCCATT 
GCTGATCGGTAATATTCGCCTGATTCAGAATAGGCCTGAATTGGGTCATCAGGGCTTCCC 
TTGCCTGTATCAGACCGATATTGATAGACGCATGTTTTGATTGGGTAGGCATTGTTTAAG 
TCTCCAAGTTATCGAAAATCAAACTTTCAAACCGTCGGGAAAGCCTGTGGGCGTAAATTT 
TGATGCAACCGTTATATAACAAAACGAACATATAGCAACAATACGCTATAAACCGCATCG 
GACGACTGGGTATAAAAGACTTTAATTCCGATAATCCTATCTAAAAATATTTTAATAGTT 
ATATCTTAATCTATTTTTCCCACAATCACAACAAGGGATTACATCGGCAGGCGCGTCGGC 
TCTTTCCCAAAAAACAAAAGCCGCCGCATCCGCCGCGCAAGGCATATGCCGCTTGATTCT 
CTACATAGCGGAAAATTTAATAAAAACAAAAGTTAACCGAAAACATCCGCCTGAAAAATT 
CGTGCGCGCAAGCCCCAATAACTGCTGATTCCCGTCGTATAGTGAACCATTTTCCCATTT 
TTGACCAAAACGACGGCAGGCGTTGCGACAATCCGCCAAGACCTTGCCAAACCCCCGTCC 
TCATCGTTGACAGTCGGAAAGCCCAAGCCGCGTTTTGCCATATACGCCGCCACTTCCGCC 
GAACTGCCGGAACGTACCGCCACGCCGACGACCGGCACGCCGTCCGCCGCCAAATCATCG 
ATTATCGGCGACTGATAACGGCACACGCCGCACCAGCTCCCCCAAAAATACACCAAAACC 
GCCTTATCTCGGCTAAACTGTCCCAAAGTCAGCCGCTGCCCCGACAGCAGGGTCAAAGGC 
CGCCCTGCCGCACCGGCCGGCTCTTCGGGCTTGCGTATCCAATCCAAAAACAGCGACACC 
AATAAAAACACCAATGCCGTCTGAACGGCAAATTTGATGCCCGAAAGCAGTTTCTTTTTC 
ATACGCTCTCTCAAACGGTACGCCCGCGCAACCGGCAGGCAAACAAAAAGCCAAGTCTCA 
AAACTTGGCTTCCGGTTATCTGGTGGGTCGTGAGCGATTCGAACGCTCGACCAACGGATT 
AAAAGTCCGCTGCTCTACCGACTGAGCTAACGACCCGATAAGCCGTGCATTATACAGCAC 
CATCCTACCTCGTCAAGCAAATTTTACAGGCTTAATTGCAGACCACTGTTTGCACGGGAT 
ATTTTGACAACGGATTTTCACAATCCGCCGCATACCGTGTAAAAGTTCGCACAAGGAAAA 
GCAAACCGCCCGAAATCAATGTACACTTTCCGCCCGTTTCCCTTCCCAACCTGCACACAG 
AAACACACATTATGAACATACAAAACATCCGCACCCTCCTCGACACCGTCGCCGTTCCGA 
ATACGGCACGCACGCTCGGCGGCGAAAAGGCCGTCCGTTCGGTCGAACAGCGTTCAGACG 
GCATCCATATCGCCCTGCATTTCGGCTTCCCCGTCGCGCACATTGCCTCAGAAACAGCCG 
ACCGCATACAGGAAATCCTGATGCCCGAAACAGGCGACACACACATCCATCTGTCCATGG 
ACACTGAAATCGGCACACACAAAGTCCAGCCCGGCGTTACCACCATCAAAGGCGTGAAAA 
ACATCATCGCCGTCGCATCGGGAAAAGGCGGCGTGGGCAAATCGACAACCACCGCCAACC 
TTGCCGCCGCAATGGCGCGCATGGGCGCGCGCGTCGGCGTGCTCGATGCCGACCTTTACG 
GCCCGAGCCAACCGACCATGTTGGGTGTGGACGACCGCAAACCCGATCAGAAAAACCAAA 
AACTCATTCCCGTCGAATCTTCAGACGGCATACAGGTCATGTCTATCGGCTTTCTCGTCG 
ATACCGACCAAGCCGTCGTCTGGCGCGGGCCGATGGTCAGCCAAGCCTTGCAGCAGCTGA 
TGTTCCAAAGCGAGTGGGACGAAGTGGACTACCTGTTTATCGACCTGCCCCCCGGCACGG 
GCGACATCCAGCTCACGCTGTCCCAGCGCATCCCCGTAACCGGTTCCGTCATCGTAACCA 
CGCCGCAGGACATCGCCCTGATAGACGCGCGCAAAGCCGTGGATATGTTCCGCAAAGTCA 
ACATTCCCATTTTGGGCGTATTGGAAAATATGTCCGTCCACATCTGCACCAACTGCGGAC 
ACAGCGAAGCACTGTTCGGCACGGACGGCGGCAAAGATTTCGCCGCACGCCTCAACGTCC 
CCCTGCTCGGACAGCTTCCCCTAAGCCTGCCCGTGCGCGAAGCCATGGACGGCGGCACAC 
CGGCGCAACTGTTCGACGAACACCCCGCCATCGCCCGAATCTACACCGATGCCGCATTCC 
AAATCGCCCTGAGCATTGCCGACAAAGGCAAAGACTTCAGCAGCCGCTTCCCCAAAATCG 
TCGTCGAATAAAGCCGCGTCCGAAACCGCAACAGCAATGCCGTCCCAAGCCCCGCGCCTG 
CCGGCGGGCAAACTTGCCGGATAAAACGGTTTTTTTGAGATTTTACGTTCCGGATTCCCG 
CCTGCGCGGGAATGACGAATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTGTAGGAATGA 
TGAAATTTTGAGTTTTAGGAATTTATTGGAAAAAACAGAAACCGCTCCGCCGTCATTCCC 
GCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAGGTTAGCTGAAGCTTT 
AGAGATTCTAGATTCCCACTTTCGTGGGAATGACGGGATGTAGGTTCGTGGGAATGACGC 
GGTGCAGGTTTCCGTGCGGATGGATTCGTCATTCCCGCGTAGGCGGGAATCTAGACCATT 
GGACAGCGGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCACTTTCGT 
GGGAATGACGGGATGTAGGTTCGTGGGAATGACGCGGTGCAGGTTTCCGTGCGGATGGAT 
TCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAGGTTA 
GCTGAAGCTTTAGAGATTCTGGATTCCCACTTTCGTGGGAATGACGGGATTTGAGATTGC 
GGCATTTATCGGAAAAAACAGCAACCGCTCCGCCGTCATTCCCGCGCAGGCGGGAATCCA 
GACCTTGGGATAACAGTAATATTCAAAGATTATAAAAGACCCGTCATTCCCGCGCAGGCG 
GGAATCCAGACCTTAGAACAACAGTAATATTCAAAGATTATAAAAGACTCGTCATTCCCG 
CGCAGGCGGGAATCCAGACTGTCGGGCATCTGCAGCGGTTTGCTAAAAAACGCTTTACCG 
TGATCAGTGTGCAAAGTTAAAATGGGGAGGTAAGCTTTTCAATCAGCAATCCGGCGGGCG 
CGGGATCGGGCGGTTTACCGAACCCCGGTGTTCGCGGCGCGCCTGCCGCCGACGGTATCC 
CGCGAAGCAAGATTTAAGGGATAAAATATGTTCCAACACGCAGGGCGGCACATAAGGCGC 
CGCCCTGATTCGGAAGGGCTTGCACCCCTCCCGGACAAAGCCTGATCCTGCCGCCCCGAA 
GGACGGATGCCCGAAGGGCGGGGGGTTTGACCGAAAAGGAAATACGATGAATAAAACTTT 
AAAAAGGCGGGTTTTCCGCCATACCGCGCTTTATGCCGCCATCTTGATGTTTTCCCATAC 
CGGCGGGGGGGGGGGGGGCGATGGCGCAAACCCATAAATACGCTATTATCATGAACGAGC 
AAAACCAGCCCAAGGTAAAGGGGAATGGGCAATATTCAACAATAAAGGACAAAGACAGGG 
AACGCAAATTTATCTATAATAAAAGCGGCCGGGGTGGAGGCTCTGTCTTTTTCGACAATA 
CCGATACCCTTGTTTCCCGACAAAGCGGTACTGCCGTTTTTGGCACAGCCACCTACCTGC 
CGcCCTACGGCAAGGTTTCCGGTTTTGATGCCGACGGGCTGAAAGAGCGCGGCAATGCCG 
TTAATTGGATTCATACGACCCACCCAGGGTTGATAGGCTACAGCTACACCAGTGTCGTAT 
GCAGAGACAGCACAGGCTGTCCCAAACTTGTCTATAAAACCCGATTTTCCTTCGACAACA 
CCGGTTTGGCAAAAAATGCGGGCAGCCTGGATAGGCACCCGGACCCAAGCCGCGAAAATT 
CGCCCATTTACAAATTGAAGGATCATCCATGGTTGGGCGTGTCTTTCAATTTGGGCAGCG 
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AGAATACCGTCAAAAATGGCAACTCATTCAACAAATTGATATCTTCTTTTAGTGAAGACA 
ATAATAATCAAACCATCGTCTCTACGACAGAAGGCTCCCCTATTTCCCTTGGCGACCAGC 
AGCGCGAACATACCGCCGTGGTCTATTATCTGAACGCCAAACTGCACCTGCTGGACAAAA 
AAGGGATTAAAGATATCACCGGCAAAACAGTGCGGTTGGGTGTCTTGAAGCCGAGCATCG 
ATGTGAAGACACAAAATACGGGGCTTGGCGGCATTCTAGCTTATTGGGCTAGGTGGGACA 
TTAAAGATACCGGGCAGATTCCAGTCAAGCTCGGCCTGCAGCAAGTCAAAGCAGGCCGCT 
GCATCAATAAACCGAACCCCAATCCCAACAAAAAAGACCTTTCGCCGGCCCTGACTGCCC 
CCGCGCTGTGGTTCGGACCTGTGAAAGATGGTAAGGCGGAGATGTATTCCGCTTCGGTTT 
CTACCTACCCCGACAGTTCGAGCAGCCAAATTTTCCTGCAAAACCTTTCCCGCAAGGATG 
ACACAAGCAAACCGGGCCGCTATTCCCTCAAACCCTTGAGTACGTCGGAGATTAAAAGTA 
AAGAGCCGAGTTTCACGGGGCGGCAAACCGTCATCCGATTGGATGGCGGCGTACGGCATA 
TCCAACTGGATAGAAACAATGAGGCCACCGGTTTAAATGGAAATGACGGCAAAAACGACA 
CTTTCGGCATTATTAGAGAAGGGAGCTTCATGCCTGATGCCAGCGAGTGGAAAAAAGTAT 
TGCTGCCTTGGACGGTTCGGGGTTTTGCTGATGACAGTAAATTTAAAGCATTCAACAAAG 
AAGAAAACAACGACAACAAGCCAAAATACAGCCAAAGATACCGCATCCGCGAAAACGGCA 
AGCGCGATTTGGGCGACATCGTCAACAGCCCGATTGTCGCGGTCGGCGAGTATTTGGCTA 
CTTCCGCCAACGACGGGATGGTGCATATCTTCAAAAAAGGCAACGGGGACGCGCGCGACT 
ATAGTCTGAAGCTCAGTTATATCCCGGGCACGATGCCGCGCAAGGATATTCAAAACACCG 
AATCCACCCTTGCCAAAGAGCTGCGCACCTTTGCCGAAAAAGGCTATGTGGGCGACCGCT 
ATGGCGTGGACGGCGGCTTTGTCTTGCGCCGCATTACAGATGACCAAGACAAGCAAAAAC 
ACTTCTTTATGTTCGGCGCAATGGGCTTTGGCGGCAGAGGCGCATACGCCTTGGATTTAA 
GCAAAATCGACAACAGCAACCCGGCCGGCGTTTCCATGTTTGATGTCAAAAACGACAATG 
GCGTGAAATTAGGCTACACCGTCGGTACGCCGCAAATCGGCAAAACCCACAACGGCAAAT 
ACGCCGCCTTCCTCGCCTCCGGTTATGCGACTAAAGACATTAACAACGGCGAGAATAAAA 
CCGCGCTGTATGTGTATGATTTGGAAAACAACAACGGTACGCCGATTGCAACAATCAACG 
TACCCGACGGCAAGGGCGGGCTTTCGTCCCCCACGTTGGTGGATAAAGATTTGGACGGCA 
CGGTCGATATCGCCTATGCCGGCGACCGCGGCGGGAATATGTACCGCTTTGATTTGAGCA 
ACAACGATCCGACCAAATGGTCTGTACGTACTATTTTTAAAGGCACGCTGGATAAGCCGA 
TTACCTCCGCGCCCGCCGTTTCCAAACTGAAAGACAAACGCGTGGTTATCTTCGGTACGG 
GCAGTGATTTGAGTGAGGATGATGTTGATAAAAAGGATATACAATCTATTTACGGTATTT 
TTGACAATGACACAGGCACGGATGTGGCAGAAGAAGGACAGGGCAAAGGGTTGCTCGAGC 
AACACCTTACTCAGGAAGATAAAACCTTATTCCTGACCGATTACAAGCGATCCGACGGCT 
CGGGCGACAAGGGCTGGGTAGTGAAATTGGAAGCCGGACAGCGCGTTACCGTCAAACCGA 
CCGTGGTATTGCGTACCGCCTTTGTAACCATCCGCAAATATAACGACGGCGGCTGCGGCG 
CGGAAACCGCCATTTTGGGCATCAATACTGCCGACGGCGGCAAGCTGACCAAGAAAAGCG 
CGCGCCCGATTGTGCCGGAAGCCAATACGGCTGTCGCGCAATATTCCGGTCATAAGCAAA 
CCGCCAAAGGCAAATCCATCCCTATAGGTTGTATGTGGAAAAACAATGAAACCGTCTGCC 
CGAACGGATATGTTTACGACAAACCGGTTAATGTGCGTTATCTGGATGAAAAGAAAACAG 
ACGGATTTTCAACAACGGCAGACGGCGATGCGGGCGGCAGCGGAACATTCAAAGAGGGTA 
AAAAACCCGCCCGCAATAACCGGTGCTTCTCCGGAAAAGGTGTGCGCACCCTGCTGATGA 
ACGATTTGGACAGCTTGGATATTACCGGCCCGATGTGCGGTATGAAACGAATCAGCTGGC 
GTGAAGTCTTCTTCTGATTTGCACGCGAAAATGCCGTCCGAAAGGTTTTCGGACGGCATT 
TTTTGCGTTTTTCGGGAGGGGCGGGTTCGTAAAAGGCGGGCTATAGGGTAGGCTTCATCT 
CGCCAATCTCACTGAATCCATCAATTTCCACAATTCAATTAAATACCGTCAAACCGATGC 
CGTCATTCCCGCGCAGGCGGGAATCTAGACATTCAATGCTAAGGCAATTTATCGGGAATG 
ACTGAAACTCAAGAAACTGGATTCCCACTTTCGTGGGAATGACGGGATGCAGGTTCGTGG 
GAATGACGTGGTGCAGGTTCGTAGGAATGACGTGGTGCAGGTTTCCGTGCGGATGGATTC 
GTCATTCCCGCGCAGGCGGGAATCCAGACATTCAATGCTAAGGCAATTTATCGGGAATGA 
CTGAAACTCAAAAAACTGGATTCCCACTTTCGTGGGAATGACGGGATTAGAGTTTCAAAA 
TTTATTCTAAATAGCTGAAACTCAACGCACTGGATTCCCGCCTGCGCGGGAATGACGAAG 
TGGAAGTTACCCGAAACTTAAAACAAGTGAAACCGAACGAACCGGATTCCCACTTTCGTG 
GGAATGATGGGATTAGAGTTTCAAAATTTATTCTAAATAGCTGAAACCCAACGCACTGGA 
TTCCCGCCTGCGCGGGAATGACGAATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGTA 
GGAATGATGAAATTTTGAGTTTTAGGAATTTATCGGAAAAAACAGAAACCGCTCCGCCGT 
CATTCCCGCGCAGGCGGGAATCTAGGACGTAAAATCTCAAGAAACCGTTGTACCCGATAA 
GTTTCTGCGCCGACAAACCTAGATTCCCGCCTGCGCGGGAATGACGGTTCAGTTGCGTAG 
GACTGGATTGTGAAAAGGGGCGGATTCGGTGAAAACGGCGGAAATGTGGGATTGATGGAA 
TCGGTGGGCTGAAGCCCTCCCTACAGAGCTTTCAGACGGTATTGTTTGCGTTTTCGGGAT 
GGGGGCAAATGAAACACCGACAAACCGATACCGTCATTCCCGCGCAGGCGGGAATCTAGA 
CATTCAATGCTAAGGCAATTTATCGGAAATGACTGAAACTCAAAAAACTGGATTCCCACT 
TTCGTGGGAATGACGATTCGGACATTCCTTAAACTACCCGTGTATCGCTGTAAATCTTAG 
AGATGGAGGAATAAAGACCGTTGGGCATCTGCAGCCGTCATTCCCGCGCAGGCGGGAATC 
TAGGATGCGGAATCTCAAGAAACCGTTATACCCGATAAGTTTCTGCACCGACAGGTCTGG 
ATTCCCGCCTGCGCGGGAATGACGATTCGGGTATTTCTGACGGTTCGGGCATTCCCGACA 
AGGTGGATTTTCAAGGTGTTGTATAGGGTGTAGGAGGATTCGTAAAAGGTGAGTTATAGG 
GTGGGCTTCAGCCCACCGATTCCAACGATTCCACCAATCCTACACCGTTCCCATAGACTC 
AAATCAACACAGAAACTTATGCGCCGTCATTCCCGCGCAGGCGGGAATCTAGGATGCGGA 
ATCTCAAGAAACCGTTATACCCGATAAGTTTCTGCACCGACAGGTCTGGATTCCCGCCTG 
CGCGGGAATGATGGTTCGGGTATTCCTGACGATTCGGGTATTCCTGACGATTCGGGTATT 
CCTGACGATTCGGGTATTCCTGACGATTCAGGTATTCCTGACGATTCAGGTATTCCTGAC 
GATTCAGGTATTCCTGACGATTCAGGTATTCCTGACGATTCAGGTATTCCTGACGATTCA 
GGTATTCCTGACGATTCAGGTATTCCTGACGATTCAGGTATTCCTGACGATTCAGGTATT 
CCTGACGATTCAGGTATTCCTGACGATTCAGGTATTCCTGACGATTCGGGTATTCCCATA 
- GTTTCGCCGGGCGGACGTGGGGAAATGCGTAACGGGCATAGTGGGCGCGGAGCGGGCGGT 
TTTATGCCCCGGATTTCCGTTTTCGCGCGAACATATCAGCCCGCCTGCCGCGTTTGCGCT 
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TGAAATCGGGTATGTTTCGTCTTAAAATATGCTGCTTTCAGGGTATAGGCACTTGCCCGA 
AAAGCACGTTACGCGTCTATCTTGCGCGGCGTGTTTTTTTTTGACCGGATTTTTCCGACC 
GGATGCCCCCTGCCGAAGTCCCTTCAGACGGCATTGTCAAGAATTTTATTAAAAACAGGA 
TTCCCATCATGAGCACCCCCGCCCTCCTCGTCCTCGCTGACGGCAGCGTATTTCACGGCA 
CATCAATCGGTTACGAAGGTTCGACTTCCGGCGAAGTCGTGTTCAATACTTCGATGACCG 
GCTATCAGGAAATCCTGACCGACCCGTCCTACTGCAAACAAATCGTTACCCTCACCTACC 
CACACATCGGCAACACCGGCACCAACGCCGAAGATGAAGAAAGCCGCAGCGTTTATGCCG 
CCGGCCTGATTATCCGCGACCTGCCGCTCTTGCACAGCAACTTCCGCGCCTCCGAAAGCC 
TGCACGACTATCTGGTACGCAACAAAACCGTCGCCATCGCCGACATCGACACCCGCCGCC 
TGACCACGCTGTTGCGCGAAAAAGGCGCGCAAGGCGGTGCGATTCTGACCGGTGCGGATG 
CCACAATCGAAAAAGCGCAAGAACTCATCGCCGCGTTCGGCAGCATGGTCGGAAAAGATT 
TGGCAAAAGAAGTTTCCTGCACGGAAACTTACGAATGGACGGAAGGCGAATGGGCATTGG 
GCAAGGGTTTCGTTACCCCTGACGAACAGCCTTACCACGTCGTCGCCTACGATTTCGGCG 
TGAAAACCAACATCCTGCGTATGCTCGCCTCGCGCGGCTGCCGCCTGACCGTCGTCCCCG 
CCCAAACGAGCGCGGAAGACGTGTTGGCACTCAACCCTGACGGCGTATTCCTATCCAACG 
GCCCCGGCGACCCCGAGCCTTGCACCTACGCCATCAAAGCCGTACAAAAACTGATAGAAA 
GCGGCAAACCGATTTTTGGCATTTGCTTGGGACACCAGCTCATCAGCCTCGCCATCGGCG 
CGAAAACCCTGAAAATGCGCTTCAGCCACCACGGTGCGAACCACCCTGTGCAAGATTTGG 
ACAGCGGCAAAGTCGTCATCACCAGCCAAAACCACGGTTTTGCCGTTGATGCCGACACCC 
TGCCCGCTAACGCACGCATTACCCACAAATCCTTGTTTGACAACACTTTGCAAGGCATCG 
AGCTGACCGACAAACCTGTGTTCTGCTTCCAAGGCCACCCCGAAGCCAGCCCCGGTCCGC 
AAGATGTCGGCTATTTGTTTGACAAATTCATTGGCAATATGAAAGCGGCAAAACGGGCAT 
AATGGTTTTCAGACGGCAACAGTATGCTGCTGCCGTCTGAAAAACAAAGCTGGAAATGAA 
GATTAGCGCACTCGACCATCTAGTACTAACTGTTGCCGACATTGACCGAACCATCGCGTT 
TTATAGTGAATTAAATTTAAACCGGTACAGCGTTGGCTCGCCTTGCCGTACTATTTGTAC 
TGTCTGCGGCTCGCCGCCTTGTCCTGATTTTTGTTAATTCACTATACACACAAGTTTTGG 
GCATGGAAGAAGTTTCATTTGGCAGCGACCGTAAAGCTTTGTTGTTTGGCAGTCAGAAAA 
TCAACCTACACGGGCGCGGTGCGGAAATTCAGCCTAACGCGCAACACGCCGCCTGCGGCA 
CAGCGGATTTATGCCTGCTGACCGATACGCCACTGGAAACGGTTTTACAGGAATTATCCG 
CACACGGCATCAAACCTTTAAGCGGCATCGTAGCGCGCACAGGCGCAATGGGCAAAATCC 
AATCGGTTTACCTGCGCGATCCCGATGGCAACCTGCTGGAAATCAGCAGTTATTGATTTT 
CAGACGGCTTATGCAAAATAAAAAACAGCCTGCACAAGCTGTTTTCCTTGCAGCCTCTTT 
AACCCCAACAGCCGCCCCGTCCTCTCTCCCTGTGGGAAAGCGTTAGAGAGAGGGCAACAA 
GCCGCAAGGCTTGTGTTTGGGCGGTTAGGGTGTTGGGGAAGGTTGCCGAAATTCGGGGAA 
TGCCCTCTCCCCGGCCCTCCCCCACGGGGGAGGGAGAAGGTTGCAGCAGATTTTGCGGTT 
GCAGGCGGTTTGAAAGGCAACTTAGATTTGCAGCTGTTGTTTCAGGTCATCTGAAAAATA 
AAAAGCAGCCTGCACAACCTGTTTTCCTTGCAAAACCCTTAATCCCAACCGCCACCACGT 
CCTCTCTCCCATGGGAGAGAGTCAGAGAGAGGGCAACAAACTGTAAGGCTTACACAAACA 
GTAACCCGACAACAGAATGAGCACGCACGAGAAACTTTTAACCGCCGACAACCCCGTCCT 
GCATCAACGCGCCAAAGCCATGCGCCAAGAAATGAGCGAGGCGGAAGCAAAATTGTGGCA 
GCACCTGCGGGCAGGCCGTCTGAACGGCTATAAATTCCGCCGCCAGCAGCCGATGGGGAA 
TTATATTGTTGATTTTATGTGCGTAACGCCCAAGCTGATTGTCGAAGCAGACGGCGGGCA 
GCACGCGGAACAAGCCGTATACGACCACGCGCGGACGGCATATCTCAACAGCCTGGGCTT 
TACCGTGCTGCGTTTTTGGAATCACGAAATTTTGCAGCAGACAAACGATGTACTGGCGGA 
AATCCTGCGCGTATTGCAGGAATTGGAAAAGCAGTATGCGCAATAACAAACGGTTAATTT 
TGATTAGAGTTTTGAAAATTATAGGATACAGGTAGGGTACAGGCTGCTTGAATTGAGCGT 
TTAGAAGACCGTCTGAAAAACAAAAAACAGCCCGCACAACCTGTTTTTCCTGCAGAACCC 
TTAATTCCAACAGCCGCCCCGTCCTCTCTCCCTGTGGGAAAGCGTTAGAGAGAGGGCAAC 
AAGCCGCAAGGCTTGTATTTAGGCGGTGAAGGCATTGGGGAAGGTTGCCGAAATTCGGAG 
AATTCCATCTCCCCAGCCCTCCCCCACGGGGGAGGGGGCAGGTTGCAGCGGATTTTGCGG 
TTGCAGGCGGTTTGAGAAAGAATGCCCGAAATATCAACAGCGGGAATTTTTCAGGCAGCC 
TTTATCGCAAGGCAGGTGGAACAAACGCCGCGAACGTTTTTTCAGACGACCTTTGAACTC 
ATCGGCAGAGAGTGTGCCGCAAGGCACGCACGCGGTGGGTTGGGGTTGCAGGGAAAATGG 
AGAACGCGTGCATACGTACCGCACATACCCTACATACGGGCTACGGCTTGCTACGATACG 
GGGGTTTCGATATACAAGTTAGGTTTTAGCAAACCCAACATTTTAGACAATTAAGCGGTT 
TGTGTTGGGTTTTCAACCCAACCTACGCTTGCTACGTTTATTGCAACATATTCGCAGGAG 
TTTAAATATGTCAATACCTATTAATTTCAATAATTTAAAGTATTTGCTTAATGATATGAG 
AAACAAAAATAGAATAATTGAAGCATTTCCTTTTAATTATAATCAAAGGCAATACGCCGT 
TATTTTGACTAGGTATAAACCTGATGAACCTAGACCAGATGATTATGCACAAGCAAAATT 
AGAGTTTTTTAATTTGAATAGTGAAAATTCAATATTTGCGTATGCTGATTTTTATGAAGT 
TCATTTTAAAAGTGCTACTGATTTTATTAATTTTTTTAAAATTAATGTTCAGGCTGGTGC 
TGCGAAAATCAGAGAAATTTTTCAGAGTTTTAGTAATCTTTTTGCAGATTTCATTCCAAC 
ACAAACTAAAAAAGATTTAGACATAATTTATAAAAAGATTGTAGCTACTCGTTTAGAACC 
TAATTCTCCTAACACTATTTATTGCTATGATGTCCGTAGAAATGGGAAAGATAAGGCTGG 
CAAGCCTAATCGCAGGAGCGTGGAAAATAGTGAAAAAGCAAAAATTTTGCGCCCAGAGCT 
ATACGAAAAATTTAAAGCCGATAGTAATTACAGTTTTTTCTTTTCAGATAATCCAAGCGA 
TGAAAAAACAGATGCAGAAATAATTAGAGAAGTTACCAATCGTCAATAATCCAAATTCTT 
CAAAAGAAAGACCCACCATGCCCAAACGTACCGACCTAAAATCCATCCTTATCATCGGCG 
CCGGCCCTATCGTTATCGGTCAGGCCTGCGAATTTGACTATTCGGGCGCACAGGCCTGCA 
AAGCCTTGCGTGAAGAAGGCTATAAAGTCATTTTGGTGAATTCCAACCCCGCCACGATTA 
TGACCGACCCCGAAATGGCGGATGTTACCTACATCGAGCCGATTATGTGGCAGACGGTGG 
AAAAAATTATTGCCAAAGAGCGTCCTGACGCGATTCTGCCTACCATGGGTGGTCAGACTG 
CGCTGAACTGTGCGCTGGATTTGGCGCGCAACGGCGTGCTGGCGAAATACAATGTCGAGC 
TGATCGGCGCGACCGAAGACGCCATCGACAAAGCAGAAGACCGTGGCCGCTTTAAGGAGG 
CGATGGAGAAAATCGGCCTCTCCTGCCCGAAATCTTTTGTCTGCCACACGATGAACGAAG 
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CTTTGGCGGCGCAAGAACAGGTCGGCTTCCCTACCCTGATTCGTCCTTCTTTCACCATGG 
GCGGTTCGGGCGGCGGCATTGCCTACAATAAAGACGAGTTTTTGGCGATTTGCGAACGCG 
GTTTCGATGCGTCGCCCACGCACGAGCTGTTGATTGAGCAGTCCGTTCTCGGCTGGAAAG 
AGTACGAGATGGAAGTGGTGCGCGATAAGAACGACAACTGCATCATCATCTGCTCGATTG 
AAAACTTCGACCCGATGGGCGTGCATACAGGCGACTCGATTACGGTTGCGCCGGCGCAAA 
CGCTGACGGACAAGGAATATCAAATTATGCGTAATGCTTCGCTGGCGGTATTGCGCGAAA 
TCGGCGTGGACACGGGCGGCTCGAACGTGCAGTTTGCGGTGAACCCTGCAAACGGCGAGA 
TGATTGTGATTGAGATGAACCCGCGCGTGAGCCGTTCTTCCGCGTTGGCTTCCAAAGCAA 
CGGGTTTCCCGATTGCGAAGGTGGCGGCGAAGCTGGCGGTCGGCTTTACGCTGGACGAGT 
TGCGCAACGACATCACCGGCGGCAAAACCCCCGCGTCGTTCGAGCCTTCCATCGACTATG 
TGGTTACCAAAATCCCGCGTTTCGCGTTTGAAAAATTCCCTGCCGCAGACGACCGCCTGA 
CCACGCAGATGAAATCGGTGGGCGAAGTGATGGCGATGGGCCGCACGATTCAAGAAAGTT 
TCCAAAAAGCCCTGCGCGGCTTGGAAACAGGCTTGTGCGGCTTCAATCCGCGCAGTGAAG 
ACAAAGCGGAAATCCGCCGCGAACTGGCGAACCCCGGCCCCGAACGTATGCTGTTTGTGG 
CAGACGCGTTCCGCGCGGGCTTCACGCTGGAAGAAATCCACGAAATCTGCGCCATCGACC 
CTTGGTTCTTGGCGCAAATCGAAGACTTGATGAAGGAAGAAAAAGCGGTTTCAGACGGCA 
TTTTGAGTGATTTGGATTTCGCCGCCCTACGTCGTCTGAAACGCAAAGGCTTCTCCGACA 
AACGTTTGGCACAATTGTTGAACGTAAGCGAAAAAGAAGTTCGCGAACACCGCTACGCGC 
TGAAGCTGCATCCGGTTTACAAACGCGTCGATACCTGCGCCGCCGAGTTCGCCACCGAAA 
CCGCCTATCTTTACTCCACTTACGAAGAAGAATGCGAATCTCGTCCTTCCGACCGCAAAA 
AAGTGATGATTCTCGGTGGCGGCCCGAACCGCATCGGTCAGGGCATCGAGTTTGACTACT 
GCTGCGTTCACGCCGCGCTCGCCCTGCGCGAATCGGGCTTTGAAACCATCATGGTCAACT 
GCAACCCCGAAACTGTGTCCACCGACTTCGACACCAGCGACCGCCTGTATTTCGAGCCGC 
TGACGCTGGAAGACGTGTTGGAAATCGTCCGCACCGAAAACCCGTGGGGCGTGATTGTGC 
ATTACGGCGGCCAAACCCCGCTCAAACTCGCCAACGCGCTGGTTGAAAACGGCGTGAACA 
TCATCGGCACGTCCGCCGACAGCATCGACGCCGCCGAAGACCGCGAACGCTTCCAAAAAG 
TGTTGAACGACTTAGGCCTGCGCCAACCGCCCAACCGCATCGCCCACAACGAAGAAGAAG 
CGCTCGTCAAAGCCGAAGAAATCGGCTATCCGCTGGTCGTGCGCCCGTCTTACGTCCTCG 
GCGGCCGCGCCATGCAGGTCGTCCATTCCGCCGAAGAGCTGCAAAAATACATGCGCGAAG 
CCGTGCAGGTTTCCGAAGACAGCCCCGTGTTGCTCGACTTCTTCCTGAACAACGCGATTG 
AAGTGGATGTGGACTGCGTTTCAGACGGCAAAGACGTGGTTATCGGCGGCATCATGCAGC 
ACGTCGAACAGGCGGGCATCCACTCCGGCGACTCCGGCTGCTCGCTGCCGCCCTACTCCT 
TAAGCGAAGAAATCCAAGACGAAATCCGCCGCCAAACCAAAGCGATGGCGTACGCGCTGG 
GCGTGGTCGGACTGATGAACGTGCAGTTTGCCGTACAAGACGGCGTAGTGTTCGTATTGG 
AAGTGAACCCGCGCGCCAGCCGCACCGTGCCCTTCGTCTCCAAAGCCACCGGCGTGCCGC 
TCGCCAAAGTCGGCGCGCGCTGCATGGCAGGCATTTCCCTGAAAGAACAAGGCGTGGAAA 
AAGAAGTTGTCCCCGATTTCTATGCCGTTAAAGAAGCCGTGTTCCCATTCATCAAATTCC 
CGGGCGTGGATACGATTTTGGGACCGGAAATGCGCTCCACCGGCGAAGTCATGGGCGTGG 
GCGCAAGCTTTGGCGAAGCCTACTACAAAGCCCAACTCGGCGCGGGCGAACGCCTCAACC 
CGACCGGCAAAATCTTCCTCTCCGTGCGCGAAGAAGACAAAGAACGCGTCATTAAAACCG 
CTAAAAACTTCCAAGTTTTAGGCTACGGCATCTGCGCCACGCGCGGCACGGCGCAATACC 
TGACCGAACACGGGCTGATTGTGCAGACCATCAACAAAGTACCCGAAGGCCGCCCGCACA 
TCGGCGACGCGCTGAAAAACGGCGAAATCGCACTGGTCGTGAACACCGTTTCCAGCGATC 
CGCAATCCGTGTCCGACAGCCACATCATCCGCCAAAGCGCATTGCAGCAACGTGTGCCGC 
AATACACCACCACCGCCGGCGGCGAAGCGATGAGCGAAGGCGCGAAAAGCCGAGACCATC 
TGGGCGTGTACAGCGTTCAAGAACTGCACGGGCGTTTGAAAAACCGCAACTGATGCCTGA 
ATCAGGTTGAAAATGCCGTCTGAAGCCGTTTTGCGGTTTCAGACGGCATTTTGTCATTTG 
GAAAGCCGATGTTGCCACACACAAGCCGTACATAAGGAACAGCCCTATCACGCTCCCCAT 
ATAGATTGCCATTGCCGCCGACTATACATTATCTTATTTATTTTTTCTCAAAGTTATTAA 
GTGAGTAAAAACAGTTTTATGACAGGTTTTTATAGAATTATCCACAGAGATTGTTTCCCA 
GTTCCTCCACTAAAAAATCCAAAAATACGCGTAAGCGGAGATTGACGGCTTTATCGCTGT 
AATAAACAGCATTAAAGGGGTGTGTTTTATCGGAGGTTTGTTCGGCGAGCAGGGGAATTA 
ACTTTCCTTCAGCGATGTCGTTGTCAACCAAAAAATCTGATAAGCAAACAATACCGCAAC 
CTGAAAGGCACAACGAGCGTAAGATTTCACCGCTGCTGGCGGTAAAGTGCGGTGAAATCT 
TATAGGGATTTCCCTGCGCATCTAAAACCGCCCATGTATTTAGAGAACCGGGTTCGGTGA 
AGCCTAAACATTGGTGGCCGGCAAGCTCTTCTGTAGATTGCGGCGTGCCGTGTTTTGCCA 
GGTATTCAGGACTGGCGATTACGCGGAAGCGGCTGTCAAACAGATGGCGTGCACGCAGCC 
CGGAATCGTCCAATTCTCCGGCCCGTAAGGCAATATCGACTTTGCGTTCAATCAGATTGA 
TATAGCCTTCGGAAGAAACGAGCGAAAGTCGGATATGCGGATAGCGTTCGTTGAATTTTG 
CTGCCAGCGGCGCCAGCAGATGCAGCACCATCGGCATCGCGGAATCCACGCTCAACACGC 
CTTGCGGTATTTCGTGCACTGCCAGCATTTCGGTTTCCGCCGCTGCCATTTCTTGCAGGA 
TTCTCTGCGCGCGGCGGAAATATTGCGCGCCTTCTTCCGTCAGACTGAGTTGCCGCGTGG 
TGCGGTTGAGCAGGTTCACACCCAACTTTTCCTCCAGCCGTTTGACGATGCGGCTTACGG 
CAGAATTTGCCATCGCCAACTGCTCCGCCGCACGGCTGAAGCTGCCGCTTTCCACCACTT 
GAACAAATACGGTCAGTTCTTCTGAATTGGTTTTCATCGTGTTTCCTTTTCGGTTGGAAC 
CCCGCCCTTTAGGGCGGCAGGATCAGACTTTATTTGGGAGGGGTGTAACCCCTTCCGAAT 
CAGGACGGCACACAGGGCGGTGCTTTATGTGCCATCCCGTGTGTTGGAACATCTGATTAT 
TTCATTTGACGCAAAAGTGTTTTCTTATTTTTGCACTTTTAAATTATAAAGTAAAACGGC 
ACAATACATTCATCAATTCACAAACGAGGTAACAAATGAATATTTTATTATTAGACGGCG 
GCAAGGCGTTCGGACATTCTCACGGCGGGTTAAACCGTACGCTTCACAAAAAAGCGAAAG 
AAGTTTTGACCGCGCTCGGACACAATGTTCAAGAAACCGTGATTGATGCCGGCTATGATG 
TTGAGGCAGAAATCGAAAAGTTCGTTTGGATGGATGCTGTGATTTGGCAGATGCCGGGCT 
GGTGGATGCACGAGCCTTGGACAGTGAAAAAATACATAGACGAAGTATTAACCGCTGGAC 
AGGGCAAACTCTACCAAAGCGACGGCAGACACAGCGTCAATCCGACTGAGGGCTACGGCA 
CAGGCGGCTTGTTGCAAGGCAAAAAACATATGATTTCACTGACTTGGAATGCGCCGATTG 
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AAGCCTTTACCCGCGAAGGCGATTTCTTTGAAGGCAAAGGCGTTGATGTTTTGTATATGC 
ACTTCCACAAAGCCAACGAGTTTTTGGGTATGACCCGCCTGCCGACATTCTTATGTAACG 
ATGTGGTTAAAAATCCGCAAGTGGAAAAATACTTGGCAGATTATCAGGCACACTTGGAAA 
AAGTGTTCGGCTAAAAATTTATCTTATAAACAAACAAAGGCAGCCTGAAAGATTGAATGG 
TCTGCACCCCTAAGGTTGGACTAACCAACCGACTAAGGTGCAGATTATTTTTTGTTGCTT 
TTTCAGCTTTTCGTTGGGTTAGATATTCTTGCCCACTGTTTTCAGGCAGCCTTGAATACA 
AAAAAATGGCGTATGTAATATGTTTATACGACCAAAACGGAATGAATTTTAACGTATTGC 
GCGTCATCAACAATGACTGAGTTTCTCGCCTCTCGCGCCTGAATCTATAGTGGATTAACA 
AAAACCAGTACAGCGTTGCCTCGCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTTG 
CCTTGTCCTGATTTAAATTTAATCCACTATATGTCATGCAGTTCCTTTCATTCAAATCAA 
CAAAAGAATGCCGTCCGAACGTCCGTTCAGACGGCACTTGTCTTCCCACAATAGACTTGA 
GGCTGTTCTAACGTACCACCCCTTCGTTCCGCCCCAAAACCATCGCATCGCCGTAGCTGA 
AGAAACGGTATTCGCGTTCGACCGCATGACGATACGCGGCGCGGATATGACCCATACCCG 
AAAACGCGCTGACCAACATCAGCAGCGTCGATTTCGGCAAATGAAAATTGGTAACCAGTC 
TGTCGACAACATTAAAACGGTAGCCCGGCGTGATGAAAATATCGGTGTCGCCCTGCCCCG 
CTTTCAGACGACCCGTCGCACGCGCGGCAGATTCGAGGGCGCGCATGGAAGTCGTGCCGA 
CCGCCCAGACTTTGTTCCCCCGGGCTTTTGCCGCCTCAACGGCGGCGGCGGTTTCAGACG 
GCACTTCAAACCATTCGCTGTGCATTTTGTGCTCTTCGATTTTGTCCACACGCACGGGTT 
GGAACGTTCCGGCACCGACGTGCAGGGTTACTTCTGCGGTTACCGCGCCTTTGTCTTTCA 
GACGGTGCAAAAGTTCTTCCGTAAAATGCAGGCCCGCCGTCGGCGCGGCGACCGCGCCCT 
GATATTTGGCATAAACGGTTTGATAACGGCTGTCGTCATCCGCATCGGCGGCGCGTTCGA 
TATAAGGCGGCAGGGGCAGGTGTCCGTTCTGTTCCAAAAGTTCGTAAACGGTCTCTCCGC 
CTTCAAAACGCAGGCAGAACAGTTCGCCCTCACGCCCGACCGTCACGGCGCGGATGCCGC 
CTTCAAACACCAGCCCCATACCGGGCTTGGGCGATTTGGACGAACGGATGTGCGCCAGTG 
CGGTATGGTTGTCCAACACGCGCTCAATCAGGGCTTCGATCCTGCCGCCGCTGTCTTTCT 
GCCCAAACAGCCGCGCCTTCATGACTTTGGTGTTGTTGAACACCAAAACGTCGCCCGCCT 
CGACATAATCCGGCAAATCGCCGAACACCCGGTCTTGCAGCGGCATATCGGGCAACGCAA 
CCAAAAGGCGGCTGCTGCCGCGCACTTCGGGCGGATGCTGGGCAATCAGCTTTTCGGGCA 
GGGTAAAATCAAAATCTGAAATATCCATTTTTACACTCTCGTTCGGGCAAGCCGCCATTA 
TACGCACTTTAGCCCTTTTTCAGACGGCATCTTTGTCCGAAAAACCAACAGATTAGAATA 
AACACTCTTAACCTGGAACATCTTGTGCGCAAAATCAAACTTCCTGCACATTTCCCCCAA 
AAACCGCCGTTTTTTGATATTTTACTGGACATTTACCGACAACTTCGGGAAAATAAACAC 
ATTCTCACGGTCGTTTTCCACCACAGGAAAACCGTATCCGAACACCATTCCGCCCGGTTT 
GCGCCGTTGCCGCAAGCCGGCTGTTTTCTGAAAAACCAACGCAACAACCCGCCGGAACAC 
CGGCAGCCTTTAAAGGAACAGAAATGGATTTGCGCAAATTAAAAAAACTGATTGATTTGG 
TTGAAGAATCGGGTATCGCCGAAATCGAAGTAACCGAAGGCGAGGAAAAAGTCCGCATCA 
CCCGAACCATCGCCGCCGCACCCGTTTACGCCGCGCCCGTACCTGCCGCCGCGCCGGCCG 
TAACGCCTGCCGCCGCACCCGTTGCGGCATCCGCGCCCGCCGCCGCACCTGCCGCCCGCG 
ATTTGTCCGACGCGCAAAAATCGCCTATGGTCGGCACGTTCTACCGCGCACCCGGCCCGA 
ATGCCGCGCCTTTTGTCGAAGTCGGCCAACAAGTTAAAGCCGGCGACACGCTGTGCATCA 
TCGAAGCGATGAAGCTGATGAACGAAATCGAAGCCGAAAAATCCGGCACGGTCAAAGAAA 
TTTTGGTCGAAAACGGTACGCCCGTCGAATTCGGCGAACCGCTCTTCATTATCGGATAAT 
CCTGTTTTCAGACGGCATAAACTTCCGATGCCGTCTGAAATGCTTTCCCCCTTCAGCGTT 
CCCGCACCCTTTTTTACGGACGGGTTGCCGGAACCGCAGGAAAGGTCATCATGCTGAAAA 
AAGTTTTAATCGCCAACCGAGGCGAAATCGCATTACGCGTACTCCGTGCCTGCCGCGAAA 
TGGGCATTGCCACCGTCGCCGTGCATTCCGAGGCCGACAAAGACAGCCTGCACGTCAAAC 
TCGCCGACGAATCCGTGTGCATCGGCCCTGCCGCTTCCGCGCAAAGCTACCTTAACGTCC 
CCGCCATTATCGCCGCCGCCGAAGTAAGCTGCGCGGACGCTGTCCATCCGGGTTACGGTT 
TCCTTGCCGAAAACGCCGATTTCGCCGAACAGGTCGAGCAGTCCGGCTTTACCTTTATCG 
GCCCGAAACCCGACACCATCCGCCTGATGGGCGACAAAGTCTCCGCCAAACACGCGATGA 
TAGCGGCAGGCGTACCCTGCGTCCCCGGTTCTGACGGCGCATTGCCCGACGACGGCGAAG 
AAATCCTCAAAATCGCCGATAAAGTCGGTTATCCCGTCATTATCAAAGCCTCTGGCGGCG 
GCGGCGGCCGCGGTATGCGCGTGGTCGAGAAAAAAGAAGACCTCCTCCAATCTGTCGAAA 
TGACCAAAGCCGAAGCAGGCGCGGCATTCGGCAACCCGATGGTTTACATGGAACGCTATT 
TGCAACGTCCGCGCCACGTCGAAATCCAAGTGATTGCCGACGAACACGGCAACGCCATCT 
ACCTTGCCGAGCGCGACTGTTCGCTGCAACGCCGCCACCAAAAAGTCATCGAGGAAGCAC 
CGGCTCCGTTCATCACTGAAAAAGAACGCGCCAAAATCGGCAACGCCTGTGCCGATGCCT 
GCAAACGCATCGGCTACCGGGGCGCGGGTACGTTTGAGTTTTTATACGAAGACGGCGAAT 
TTTTCTTTATCGAGATGAACACGCGCGTTCAGGTCGAGCATCCGGTTACCGAGCTCATCA 
CCGGCGTGGACATCGTGCAGGAGCAACTCCGCATCGCCGCCGGCCTGCCTTTGCAATACA 
AACAAAAGGATATTCAAGTCGAAGGCCACGCGTTTGAGTGCCGTATCAACGCCGAAGACC 
CGTACAACTTCATTCCAAGCCCGGGCCTGATTGAAAGCTGCCACCTGCCCGGCGGCTTCG 
GTATCCGCGTGGACAGCCACATTTACCAAGGCTACCGCATCCCACCGTACTACGACAGCC 
TGATCGGCAAAATCTGCGTACACGGCAAAACGCGTGAACAGGCAATGGCGAAAATGCGCG 
TCGCACTCGCCGAGCTGGCGGTAACCGGCATCAAAACCAATACGCCGCTTCACCGCGACC 
TGTTCGCCGATGCGGGTTTCCAAAAAGGCGGCGTCAGCATCCACTATTTGGAACACTGGC 
TGGAAGATCGCAAAGCCAAACAGGACAAGTAAACCGCCGCCGATATGCCGTCTGAAGCCG 
CCCGTCCGCGTTCAGACGGCATTTCCCTTGCCCCGCGCCGTCTGAAACCGATTTCGATAT 
AGTGGATTAACTTTAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAAAGATTCT 
CTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCG 
TCGCCTTGTCCTGATTTAAATTCAATCCACTATATTTCCAAGAAAGCCCGTTATGCCCTA 
CCAACAAATCACCGTCAACGTCAACGATGCCGTCGCCGAACGCCTCGCCGACGCGCTGAT 
GGAACACGGCGCACTCTCCGCCGCCATCGAAGATGCCTACGCCGGCACGCAAAACGAACA 
GGCGATTTTCGGGGAACCCGGTATGCCCGCCGAACAAATCTGGCAGCAGAGCAAAGTCAT 
CGCCCTGTTCGGCGAACACGACGAAGCCGCCGCCATCATCCAAACCGCCACACAAGAATG 
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CGGGTTAAAAGACTTGGCATACACCGGCGAAACCATCGAAGACCAAGACTGGGTGCGTCT 
CACGCAATCGCAATTCGACCCCATCCGGATTTCCGACCGCCTGTGGATTACCCCCTCTTG 
GCACGAAGTCCCCGAAGGCAGTGCCGTCAACCTCCGCCTCGACCCCGGACTCGCCTTCGG 
CACCGGCAGCCACCCGACCACGCGCCTCTGCCTCAAATGGTTGGATACGCAACTCAAAAA 
CGGCGAAAGCGTCCTCGACTACGGCTGCGGTTCGGGCATCCTGACCATCGCCGCCCTCAA 
ACTCGGTGCAGGTTTCGCCGTCGGCGTGGATATTGACGAACAGGCCGTCCGCGCCGGCAA 
GGACAACGCCGCGCAAAACAACGTCGATGCACAATTCTTCCTGCCCGACGGTCTGCCTCA 
AGGGCAATTCGACGTAGTTGTCGCCAACATCCTCGCCAACCCTTTGCGTATGCTTGGCGA 
AATGCTCGCCGCCCGCACCAAACAGGGCGGACGCATCGTGTTGTCCGGTTTGTTGGACGA 
ACAGGCCGAAGAACTCGGCGGCATTTACAGCCAATGGTTCGACCTCGACCCGGCGGAAAC 
CGAGGAAGGATGGGCGCGATTGAGCGGCGTAAAACGCTGAAACGGAAAGGAAACACCGTG 
CAGGATAAAAACAACCTCTGCTGGCTCGATATGGAAATGACGGGGCTGAATCCCGAAACC 
GACCGCATTATCGAAGTCGCGATGATTATTACCGACTCGGATTTGAATGTGTTGGCGCAA 
TCCGAAGTTTACGCCGTCCACCAAAGCGACGACGTGCTGAACAAAATGGACGAATGGAAC 
ACCGCCACACACGGCAGGACGGGGCTGACACAGCGCGTACGCGAATCGTCGCATACCGAA 
GCCGAAGTCGAACAGAAACTGCTGGACTTTATGTCGGAATGGGTACCCGGACGCGCCACG 
CCGATGTGCGGCAACTCCATCCACCAAGACCGGCGTTTTATGGTCAAATATATGCCGAAA 
CTGGAAAACTACTTCCACTACCGCAACCTCGACGTTTCCACGCTGAAAGAACTCGCCAAA 
CGCTGGAATCCGCCCGTTGCCAAAAGCGTCGTCAAACGCGGTTCGCACAAGGCATTGGAC 
GACATTTTGGAGAGCATCGAAGAAATGCGCCACTACCGCGAACACTTTCTGATTTCCGCC 
CCGAGAGCCGAAGCGCAATAAGAAACAAACAATGCCGTCTGAAACGCAGTTTGCATTTCA 
GACGGCATTTTTACAGCAGATTGAAATCAAAAATATACACGCCCGTCATTCCCGCACAGG 
CGGGAATCCGGAAGGTCGGGCCTGCCGTTATTTTCAATCATTACAGAAACTGAAAGGTCT 
GGATTCCCGCCTGCGCGGGAATGACGGGCGTGTGCATTCTTATAGTGGATTAACAAAAAT 
CAGGACAAGGCGACGAAGCCGCAAACAGTACAAATAGTACGAAACCGATTCACTTGGTGC 
TTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTT 
TGTTAATCCACTATACTTCAATCTGCCAAACAGATCGAACAGAGAAACCCTGTCCGTCAA 
AACATCATTCAGCCATCGCCTTGAACACTTCAACCGCAACCGCAACCGTTTCGTCAATCA 
GCTCGGGCGTATGCGCGGCGGAAACGAAACCTGCTTCATAAGCGGACGGGCCGAAGGCGA 
CATTGCGGTCGAGCATCCCGTGGAAAAACTGTTTGAAGCCTTCAATATTGGAACGCGCCA 
TATCGGCATAGTTTCGCGGCGCGTGTGCGGCGAAATACAGACCGAACATACCGCCCACGC 
TGTCGGCGGTGAACTCGATGCCCGCCGCATCCGCTGCCGTCCGAAAACCTTGAACCAACT 
GTTCGGTACGCGCCGTCAGGTTTTCATAGAAGCCTTCGCGCTGGATGATTTCCAGCGTTT 
TCAAGCCTGCGGCGACAGCAATCGGGTTGCCCGACAAGGTGCCTGCCTGATACACGCCGC 
CCAGCGGGGAAATACATTCCATAATGTCTTTGCGCCCGCCAAACGCGGCAAGCGGCATAC 
CGCCGCCGATGACTTTGCCCATCGTGGTCAGGTCGGGCGTGATGCCGTGCAAAGATTGCG 
CGCCGCCGAGCGCGACGCGGAAGCCGGTCATCACTTCGTCGTAAATCAACACCGCGCCGT 
ATTTTTCGGTCAATCCGCGCAAGGCTTTGACAAAGGCTTCGGTCGGGCGGACGAGGTTCA 
TATTGCCGACGAAGGGTTCGACAATCACGCAGGCGATTTCATTGCCGCTTTGAGCAAAGG 
CTTCTTCGAGTTGGGCGATATTGTTGTACTCGAGTACCAAAGTGTGTTTGGTAAAGTCGG 
CAGGCACACCGGCGGAAGACGGGTTGCCAAACGTCAGCAGACCGCTGCCGGCTTTCACCA 
GCAGGCTGTCGGAATGCCCGTGGTAGCAGCCTTCAAACTTGATGATTTTGTCACGCCCGG 
TAAAACCGCGTGCCAGACGGATGGCGGTCATGGTCGCTTCGGTACCGGAGCTGACGAGGC 
GCAGCCGTTCGACGGACGGCATGATTTTGGCGATTTCTTCGGCAATGACGATTTCGCCTT 
CGGTAGGCGCGCCGAACGACAAACCGCCCAATGCGGCTTCGCATACGGTTTCGACGACTT 
CGGGGTGCGCGTGTCCGACAATCGCAGGTCCCCACGAGCCGACGTAATCGGTATAGCGCG 
TGCCGTTTTCGTCCCAAACATACGCGCCTTCGGCTTTTTTGATAAAGCGCGGTACGCCGC 
CGACGCTGCCGAATGCGCGGACGGGGGAATTCACGCCGCCGGGGATGATGGCTTTGGCGC 
GGTCGAATAAAATTTCGTTACGGTTCATATATATCCTCAAATGCCGTCTGAACGGCAGGT 
TTCGGGCTTGGAAGCAGAAAGCCCCATTTTATCATTTTTCAGGTTGCGACAAGGATTTGC 
CCGCTTCTTTGCGGATCACGCCAACCGCATCCCGGATGACGGAACGCTCGTCTTTTTCCA 
CTTTATGTGTAAAGCGGTAGTCTCGGACGACTCCCTCCCCGTCGTAATCCACACACCACT 
CCCAATGTCGGCGTTCTGATTTCATATAAATGAAATTGGTCGGCAAAAAATTATAAATCG 
GCAGGCTGACTTCATGATAGGCATAACAACCGAAAGGGTTGCGCTTCCCGAAACGTGCCT 
CTACACCTCCGCCCGGGTCGTTTTGCCTTTAACAACCGTTTGTGCGATTCCCTCTTCCGT 
CTGATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGATA 
GTACGGCAAGGCGAGGCAACGCTGTACTGGTTTTTGTTAATCCACTATAACGCAGGAACT 
GATGTTCCCTGTCGCCGAAATTGCTGGTACACGCACACAGCAGCAATGCCGCCCATACAG 
CCGGTTTCATACACATCTCCCATTAAAGCCAAACATTATACAGCCGTCCCGACCGATTAA 
ATTCATATTTTAAAACAATATCCTGCCTCCAAAACCCACATCGTGCTATAATCCGCACCG 
ATTTTCAGACGGCATCGTCGTGCCGTCTGAAATTTTTTCATTCCAACAACAATCAGCCCC 
GCGATTACGGCTGCCTGAGAAAGACACAAACCATGAAAAAAGTATTTATCCGCACCTTCG 
GCTGCCAGATGAACGAATACGACAGCGACAAAATGCTCGCCGTCCTCGCCGAAGAACACG 
GCGGCATCGAACAGGTTACGCAAGCCGACGAAGCCGACATCATCTTGTTCAACACCTGCT 
CCGTGCGCGAAAAAGCGCAAGAAAAAGTCTTCTCCGATTTGGGGCGCGTGCGTCCGCTCA 
AAGAAAAAAACCCCGGCCTCATCATCGGCGTTGCCGGCTGCGTCGCCTCGCAAGAAGGCG 
AAAACATCATCAAACGCGCGCCTTATGTGGACGTGGTTTTCGGCCCGCAAACGCTGCACC 
GCCTGCCAAAAATGATTGTGGACAAAGAAACCAGCGGGCTGTCGCAAGTCGATATTTCCT 
TCCCCGAAATCGAAAAATTCGACCACCTGCCGCCCGCCCGCGTCGAAGGCGGCGCGGCAT 
TTGTATCGATTATGGAAGGCTGTTCCAAATACTGCTCCTTCTGCGTCGTCCCCTACACGC 
GCGGCGAAGAATTCTCCCGCCCGCTCAACGACGTATTGACCGAAATCGCCAACCTTGCCC 
AGCAAGGCGTGAAAGAAATCAACCTCTTGGGACAAAACGTCAACGCCTATCGCGGCGAAA 
TGGACGACGGCGAAATCTGCGACTTCGCCACCCTGCTGCGCATCGTCCACGAAATCCCCG 
GCATCGAACGTATGCGCTTCACCACCAGCCACCCGCGCGAGTTTACCGACTCGATTATCG 
AGTGCTACCGCGACCTGCCCAAACTGGTTTCCCACCTGCACCTGCCGATTCAAAGCGGTT 
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CCGACCGCGTATTGAGCGCAATGAAACGCGGCTACACCGCTTTGGAATACAAATCCATCA 
TCCGCAAACTGCGCGCCATCCGTCCTGATTTGTGCCTGAGCAGCGATTTCATCGTCGGCT 
TCCCCGGCGAGACCGAACGCGAGTTCGAGCAAACCTTGAAACTGGTGAAAGACATCGCCT 
TCGACTTGAGCTTCGTGTTTATTTACAGTCCGCGCCCCGGCACGCCTGCCGCCAACCTGC 
CGGACGACACGCCGCACGAAGAAAAAGTGCGCCGCCTCGAAGCCTTGAACGAAGTCATCG 
AAGCCGAAACCGCGCGCATCAACCAAACCATGGTCGGCACGGTACAACGCTGCCTGGTCG 
AAGGCATCTCCAAAAAAGACCCCGACCAACTGCAAGCCCGTACCGCCAACAACCGCGTCG 
TCAACTTCACCGGCACGCCCGACATGATTAACCAAATGATCGATTTGGAAATCACCGAGG 
CCTACACCTTCTCCCTGCGCGGCAAAGTTGTCGAAGCCTAAACCCTCACGCCGAAAAAAT 
GCCGTCTGAAGCGTTTCAGACGGCATTTTGCCTTGTATCGGCAGACGACGGCGCGGCCGG 
GCGGCTTAATTTGCCGCATCCCGATCCGACAGCCACGCGCGCACACGCCGTTCCACCGCT 
TCGGCACTCAAGCCCAAATCGTCTAAAAGTTTTTTCGGATCGCCGTGTCCGGTTACGGTA 
TCGGCAACGCCCAAAAGCAAAACGGGTTTGCAGATGCCGTGTTTCGCCAATACTTCCAGC 
ACCGCGCCGCCTGCGCCGCCCTGTTCGGCGTTTTCTTCAAGGGTAACGATGCGGTCGTGG 
CTTCGGGCAAGGCGGACAATCAACTCTTCGTCTATCGGTTTGACGAAGCGCATATCGGCG 
ACGGTGGCGTTCAGTTTTTCGGCAACCGCCAATGCGGGGGCGACCATACTGCCGAAGGCA 
ATGAATGCGGTTTTCTCACCTTCGCGGCGGATAATGCCCTTGCCGATTTCCACGGTTTCC 
ATGCCGTCTGAAACCGGCGCGCCCGTACCCGTGCCGCGCGGATAGCGGACGGCGGCGGGC 
GCGTCTGCCTGATAGCAGGTCGAAAGCAACAGGCGGCATTCGTTTTCATCGCTCGGCGCG 
GCGACAATCATGTTCGGCACGCAGCGCAAAAAGCTCAAATCGTACAGACCGGCATGGGTC 
GGGCCGTCCGCGCCGACGATGCCCGCGCGGTCGACGGCAAACAAAACGGGTAGGTTTTGC 
AGGGCGATGTCGTGCACCAGTTGGTCGTAGGCGCGTTGTAAAAAGGTGGAATAAATCGCC 
ACGACGGGCTTCATCCCTTCGCAAGCCAAACCGCCGGCAAAGGTAACGGCGTGCTGCTCG 
GCGATGCCGACATCGAAATAGCGGTCGGGGAATCGTTGTTCAAACTCAACCAAGCCGCTG 
CCCTCGCGCATGGCGGGGGTAATCGCAACCAGTCGGGAATCTGCCGCCGCCCGGTCGCAC 
AGCCATTTGCCGAACACTTGGGTATAGGTCGGTTTGGCGGCGGGCTTGGGTTCTTTTTCA 
GACGGCATTTGCGCCGCGCTTTCTTTAGGCAGGTTGGCGACGGCGTGGTATTTGACGGGG 
TCGTTTTCGGCGAGTTTGTAGCCGTTGCCCTTTTTGGTGATGACGTGCAGCAACTGAGGG 
CCTTTGCGGCTGCGCAAGTCTTTCAATACGTCCACCAGATTTTCGACGTTGTGTCCGTCC 
ACGGGGCCGGTGTAGCGGAAGCCGAAGTTTTCAAACAAAGACAGCGACTGTTTGGCGTGT 
TCGGCTTCTTCGGCAAGGGTTTTGATTTTGTGTTCGACTTTTTGGGCAAACTCCATCGCG 
CCGGGTATTTTGTCTAATACCTTGCCCGTTTGCGCTTTGACGGTACTCAACAGGCCGTGC 
ATATCGCGCACGACGTTGCTGGCAAGGTATTTCGGCAGCGCGCCGACGTTGGGGGAAATC 
GACATTTCGTTGTCGTTGAGGACGACCAGCAAATCCACATCCATATCGCCTGCGCAATTC 
AAGGCTTCAAACGCCTGCCCCGCCGTCATCGCGCCGTCGCCGATGATGGCGACGCTGCGG 
CGGTCGCTGCCCAAGAGTTTGTCTGCCGCCGCCATGCCCAACGCCGCGCCGATGGAGGTG 
GAGGAATGCCCCACGCCGAACGCGTCGTACTCGGACTCGCAACGTTTCGGAAAACCCGCC 
AAACCGCCATATTGGCGCATGGTGTGCATCTGGTTTTTCCTGCCTGTCAGGATTTTGTGC 
GGATAGCTTTGGTGTCCGACATCCCACACCAGCTTGTCTTCGGGCGTGTCGTACACATAG 
TGCAGGGCGATGGTCAGTTCGACCGCGCCCAAATTGCTGGCGAAATGCCCGCCGGTCTGC 
CCGACAGATTCCAGCAGAAAGGTGCGCAACTCGCCGGCAAGGCGCGGCAGCTGTTTTTTG 
TCCAGACGGCGCAAATCTTGCGGGCTGTCAATCAGGTCGAGTAGGGGGCTTGGGTTCATG 
GTGTGTCTTTTTTATGTGTCGTCCGGGTGCAACGGTCAATTATATATCAAGAGCGTGCGG 
CTGACGGCTGATTTTGCCGTATGTCATTCGTCCTGCCGCTTGGCGCGCGGGTGGGCTTCG 
TCATACAGGCGGGCGATGTGGTCGAAATCGAGCTTGGTATAAATCTGCGTGGTCGAAAGG 
CTGCTGTGCCCGAGCAGCTCCTGCACCGCCCTGATGTCGCGCGAAGCCTGCAATAGGTGT 
CCGGCGTAGCTGTGGCGCATCATATGCGGCGAAACGTGCCTGCCGTCGCCGTTTTGCGCC 
GCCCATTGCGCCAAACGTTTTTGGATTTGGCGTTGGCTCAGGCGCGTGCCGTTCCTGCCG 
GTAAACAGGGCTTTGCCGTCCGATGCCGTCTGACGCAGCGGCAGATAGTTTTTCAGGGCT 
TCCACGCTTTTGCCGACCAGCGGCACCTGCCGCTGCTTGCGCCCTTTGCCGATAACGTGT 
ACCCACGCCTCGTCCAAATAGACATCATCTGCATTCAAGCCGTGTATCTCGCTCACGCGC 
AAACCGCTGCCGTACATCAGTTCGAACAGGGCGTGGTCGCGCACCGCCAGCGGGTCGCCG 
CCGTCCACGGGCAAATCCAGCATCCGGTTCAGCCATTCCTGCGGCAGGGCTTTGGGTACG 
CGCTCGGGCTGCTTCGGCGGTTTGATGTCGGCGGTCGGGTCGGCGTGCATCAGGCCGCGC 
TTTACCAGCCAAACGCAATACTGCCGCCAAGACGAAAGCTTGCGAGCCAGCGTCCGTTCC 
CCCAAACCGCGGCCGGACAGCCGGCGTAATGCCTGTACGAAGTCGCCGCGAGTGCAATTT 
GAAGGGTTTGCAGACGGCATTTCTTCCAGAAGGGCAAGCAGTTCCTGCAAGTCGCGCCGG 
TATGCGGCAACCGTGTGCTCCGATTTACCCTCGCGCACGATATTTTCCAAATAAGCGTCC 
AAGTATGCCGCAAGTCCGTCCAAACCCATTCCCACACCTAAAATAACATTAGAAACATTA 
TCATAAATCGGAATATCCGAATCCCGAAACGTCAAAACCCGACAAACCTGCATACTGGCA 
TCGTTAATATAAAATCAATGAGCTGTTTATGGTTTTTTGCTGTAAAAAACATTATAATCC 
GCCTTATTTACCTATTGCCCAAGGAGACACAAATGGCACTCGTATCCATGCGCCAACTGC 
TTGATCATGCTGCCGAAAACAGCTACGGCCTGCCGGCGTTCAACGTCAACAACCTCGAAC 
AGATGCGCGCCATCATGGAGGCTGCAGACCAAGTCGACGCCCCCGTCATCGTACAGGCGA 
GTGCCGGTGCGCGCAAATATGCGGGTGCGCCGTTTTTACGCCACCTGATTTTGGCGGCTG 
TCGAAGAATTTCCACACATCCCCGTCGTCATGCACCAAGACCACGGCGCATCACCCGACG 
TGTGCCAACGCTCCATCCAACTGGGCTTCTCCTCTGTAATGATGGACGGCTCGCTGATGG 
AAGACGGCAAAACCCCTTCTTCTTACGAATACAACGTCAACGCCACACGTACCGTGGTTA 
ACTTCTCCCACGCTTGCGGCGTATCCGTTGAAGGCGAAATCGGCGTATTGGGCAACCTCG 
AAACCGGCGAAGCAGGCGAAGAAGACGGTGTAGGCGCAGTGGGCAAACTTTCCCACGACC 
AAATGCTGACCAGCGTCGAAGATGCCGTATGTTTCGTTAAAGATACCGGCGTTGACGCAT 
TGGCTATTGCCGTCGGCACCAGCCACGGCGCATACAAATTCACCCGTCCGCCCACAGGCG 
ATGTATTACGTATCGACCGCATCAAAGAAATCCACCAAGCCCTGCCCAATACACACATCG 
TGATGGAGGGCTCCAGCTCCGTTCCGCAAGAATGGCT-GAAAGTCATCAACGAATACGGCG 
GCAATATCGGCGAAACCTACGGCGTGCCGGTTGAAGAAATCGTCGAAGGCATCAAACACG 
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GCGTGCGCAAAGTCAACATCGATACCGACTTGCGCCTTGCTTCTACCGGCGCGGTACGCC 
GCTACCTTGCCGAAAATCCGTCCGACTTTGACCCGCGCAAATACCTGAGCAAAACCATTG 
AGGCCATGAAGCAAATCTGCCTCGACCGTTATCTTGCGTTTGGCTGCGAAGGTCAGGCAG 
GCAAAATCAAACCTGTTTCGTTGGAAAAAATGGCAAGCCGTTATGCCAAGGGCGAATTGA 
ACCAAATCGTCAAATAACAGGTTGCCTGTAAACAAAATGCCGTCTGAACCGCCGTTCGGA 
CGACATTTGATTTTTGCTTCTTTGACCTGCCTCATTGATGCGGTATGCAAAAAAAGATAC 
CATAACCAAAATGTTTATATATTATCTATTCTGCGTATGACTAGGAGTAAACCTGTGAAT 
CGAACTGCCTTCTGCTGCCTTTCTCTGACCACTGCCCTGATTCTGACCGCCTGCAGCAGC 
GGAGGGGGTGGTGTCGCCGCCGACATCGGTGCGGGGCTTGCCGATGCACTAACCGCACCG 
CTCGACCATAAAGACAAAGGTTTGCAGTCTTTGACGCTGGATCAGTCCGTCAGGAAAAAC 
GAGAAACTGAAGCTGGCGGCACAAGGTGCGGAAAAAACTTATGGAAACGGTGACAGCCTC 
AATACGGGCAAATTGAAGAACGACAAGGTCAGCCGTTTCGACTTTATCCGCCAAATCGAA 
GTGGACGGGCAGCTCATTACCTTGGAGAGTGGAGAGTTCCAAGTATACAAACAAAGCCAT 
TCCGCCTTAACCGCCTTTCAGACCGAGCAAATACAAGATTCGGAGCATTCCGGGAAGATG 
GTTGCGAAACGCCAGTTCAGAATCGGCGACATAGCGGGCGAACATACATCTTTTGACAAG 
CTTCCCGAAGGCGGCAGGGCGACATATCGCGGGACGGCGTTCGGTTCAGACGATGCCGGC 
GGAAAACTGACCTACACCATAGATTTCGCCGCCAAGCAGGGAAACGGCAAAATCGAACAT 
TTGAAATCGCCAGAACTCAATGTCGACCTGGCCGCCGCCGATATCAAGCCGGATGGAAAA 
CGCCATGCCGTCATCAGCGGTTCCGTCCTTTACAACCAAGCCGAGAAAGGCAGTTACTCC 
CTCGGTATCTTTGGCGGAAAAGCCCAGGAAGTTGCCGGCAGCGCGGAAGTGAAAACCGTA 
AACGGCATACGCCATATCGGCCTTGCCGCCAAGCAATAACCATTGTGAAAATGCCGTCCG 
AACACGATAATTTACCGTTCGGACGGCATTTTGTATTGCACCGTCCGACGGCATGCCCAA 
GGGGGGAAATCCCTATTTTCAGGCCAACCGCTATATAATGCCGTCTGAACCAACGAGAGA 
ATGCCATGCAAGCTGATTTTAACCGTCCCGTCCTGGCCGTCGATACCGGTACTTCCCGTT 
TGTCGCTCGCGCTGCGTGCCGACGGCGAAACCCGTCTGTTCCATCAGGAAGTCGGCAGCC 
GCCAGTCCGAACTGATTCTGCCGGAAATCCGCACCCTATTCCGCGATGCAGGCATTACCG 
CCGCCGATTTGGGTGCGGTCGTGTACGCACAGGGTCCCGGCGCGTTTACCGGACTGCGTA 
TCGGCATCGGTGTAGCTCAGGGTTTGGCAACGCCGTTTGATACCCCCTTAATCGGCGTAC 
CCTCGCTCGATGCCGCCGCCTCGCTGCCGCCGCCGCAAAGCTGCATCCTTGCCGCTACGG 
ACGCTCGTATGGGCGAAGTGTTTTATGCATGGTTCGATACGCTGAACTGCCACCGTTTGA 
GCGATTATCAGGTCGGGCGGGCGGCAGACATCCGGCTGCCGGAGGGATGCGCCTTTTCAG 
ACGGCATAGGCAGCGCGTTCGCGCTGGAAGAAGCTCCGCCGTTCTCAGGCAGACCGGATA 
TGCCGACTGCCGCCGACTTTCTCGCATTGGCAGCCAAGGGCGGTTATCCTGCCGTCCATG 
CCGCACACGCCGGTTTGCTCTACGTCCGCAACAAAATCGCCCTGACTGCCAAAGAACAGG 
CCGAACGGAGAGCGCGCCCGTGAACATCCGCCGTGCCGTTTGTGCCGATTGTGAGGAGCT 
GGCCGCACTCGATGCCGTCTGCAACCCGTCCGCATGGACGCAACGCCAATTTGAGTCCGC 
ACTGGTTTCGCCGTCCGAACAGGTTTTCCTTGCGGAAAAAGACGGCGGGATTGCCGCCTT 
TATCGTTTGGCAGAACCTGCCCGACGAATCCGAACTGCACCTGATTGCCACCGCGCCCGA 
ATGCCGCCGCCAAGGAATTGCGTCCGCCCTGCTCGAATATTGGTTCACACATCTGCCCGA 
AGACACGCAACGCCTGCTGCTCGAAGTCCGTGCAGGCAACACCGCCGCACAGGCACTGTA 
CACGGCGCACGGCTTCAGCATTACGGGCAGGCGGAAAAACTATTACCGTACAGCCGACGG 
TAAAACCGAAGATGCCGTCTTAATGGAGAAAATATGTTAAGCGCGCGCTACCTCCACCTG 
CACGAAGCTTTGGGTTTGGGTCCGATGTGGCTGAAACAGGCCGCCGCCGTCCTGCCGCCC 
AAAAACACACCCGCACCCTCGGCACAGGCACGTCCCCAAACCGTCCGCGCCGCCCCGATC 
CGCCCTTCCCAACCCCATAACGGTCAGGCGCGGCTCGAAACGATGAAAGCGTTGGAAACC 
GCCGCCGTACCTACGCGCAAACCCGCGCCTGAAACCGAAACGCCTCTGCCCGGCCTTTCA 
GACGGCATCGCCCCCGTTCCCGCCGCTTCGGGCATCACCAAGCTTGCCGTCGTCAGCCTT 
TGCCCACCGATCGAGGATGCGGTTTACGGGCAACTGTTCCACGGCAAAGCAGGCATCCTG 
CTCGACAACATACTCAAAGCCGTAGGACTGGATGCCGCCTATGTCCACAAAACCTGTTGG 
GTGAAAACCGCCGCCGTCGGCAACCCGATGCCGTCTGAACAGGCCGTCGCGAATGCGCTG 
GGTCAAATCGCCCGCGAACTCGACGGCTGCCGCGCCCCGGCTGTCCTTTTCCTCGGGCAG 
GCTTTTGTCCAGCCTGAACGGCAAACGATGATTGAAACTTTGTGCGGCAGCCGTCCCTTC 
TTCATCATCGACCATCCCGCCCGGCTTTTACGCCAACCCGAACTCAAAGCCCGCGCCTGG 
CAGGTGTTGAAACAGTTGAAACGCGCCTTGCGGCAAGGCGGCGGCAGTTGAAGCGCGCCG 
CACGGGGCGGTAGAATCGCAACTGCGTCCCAATATCTGACAGAAAGCACAAAATGACCGA 
TTTCCGCCAAGATTTCCTCAAATTCTCCCTCGCCCAAAATGTTTTGAAATTCGGCGAATT 
TACCACCAAGGCAGGACGGCGGTCGCCCTATTTCTTCAATGCCGGCCTCTTTAACGACGG 
CTTGTCCACGCTGCAACTGGCAAAATTTTACGCACAATCCATCATTGAAAGCGGCATCCG 
ATTCGATATGCTGTTCGGTCCCGCCTACAAAGGCATTATTTTGGCGGCGGCAACCGCGAT 
GATGCTGGCGGAAAAAGGCGTGAACGTCCCGTTTGCCTACAACCGCAAAGAAGCCAAAGA 
CCACGGCGAAGGCGGCGTGTTGGTCGGCGCGCCGCTTAAAGGGCGCGTGCTGATTATCGA 
CGACGTGATTTCCGCCGGCACATCCGTACGCGAATCGATCAAACTGATTGAAGCGGAGGG 
TGCAACCCCCGCCGGTGTCGCCATCGCGCTCGATCGCATGGAAAAAGGCACGGGTGAATT 
GAGCGCGGTTCAGGAAGTGGAAAAACAATACGGTCTGCCCGTCGCCCCCATCGCCAGCCT 
GAACGATTTGTTTATTCTGTTGCAAAACAACCCCGAATTCGGACAGTTCCTCGAACCCGT 
CCGAGCCTACCGTCGGCAGTACGGCGTAGAATAAAAACAAAGCATATGCCGTCCGAACCG 
CCTTACGCCTCAGACGGCATCAAACCTGACACACACGAGGAAATACCATGCCCGCCTGTT 
TCTGCCCCCACTGCAAAACCCGTCTCTGGGTCAAAGAAACCCAACTCAATGTCGCCCAAG 
GCTTCGTCGTCTGCCAAAAATGCGAAGGACTGTTTAAAGCCAAAGACCATCTGGCAAGCA 
CGAAAGAACCCATATTCAACGATTTGCCCGAGGCTGTTTCGGATGTCAAACTCGTTCACC 
GTATCGGCACGCGCGCCATCGGCAAGAAACAGATTTCCCGTGACGAAATCGCCGGCATCC 
TCAACGGCGGTACAACCCAGCCCGATATTCCGCCCGCAACCGCCGCCACCCCTGCTGCCG 
CACCGCAGGTTACCGTACCGCCCGCCGCGCCCGCCCGTCAGGATGGGTTCAACTGGACGA 
TTGCAACCCTGTTTGCCCTTATCGTCCTCATTATGCAGCTTTCCTACCTCGTCATCCTAT 
GAGCGCGCCCGACCTCTTTGTCGCCCACTTCCGCGAAGCCGTCCCCTACATCCGCCAAAT 



WO 00/66791 



PCT/US00/05928 



Appendix A -441- 

GCGCGGCAAAACGCTGGTCGCCGGCATAGACGACCGCCTGCTCGAAGGTGATACCTTAAA 
CAAGCTCGCCGCCGACATCGGGCTGTTGTCGCAACTGGGCATCAGGCTCGTCCTCATCCA 
CGGCGCGCGCCACTTCCTCGACCGCCACGCCGCCGCTCAAGGCCGCACGCCGCATTATTG 
CCGGGGCTTGCGCGTTACCGACGAAACCTCGCTCGAACAGGCGCAGCAGTTTGCCGGCAC 
CGTCCGCAGCCGTTTTGAAGCCGCATTGTGCGGCAGCGTTTCCGGGTTCGCGCGCGCGCC 
TTCCGTCCCGCTCGTATCGGGCAACTTCCTGACCGCCCGTCCGATAGGTGTGATTGACGG 
AACCGATATGGAATACGCGGGCGTTATCCGCAAAACCGACACCGCCGCCCTCCGTTTCCA 
ACTCGACGCGGGCAATATCGTCTGGCTGCCGCCGCTCGGACATTCCTACAGCGGCAAGAC 
CTTCTATCTCGATATGCTTCAAACCGCCGCCTCCGCCGCCGTCTCGCTTCAGGCCGAAAA 
ACTCGTTTACCTGACCCTTTCAGACGGCATTTCCCGCCCCGACGGCACGCTCGCCGAAAC 
CCTCTCGGCACAGGAAGCGCAATCGCTGGCGGAACACGCCGGCGGCGAAACGCGACGGCT 
GATTTCGTCCGCCGTTGCCGCGCTCGAAGGCGGCGTGCATCGCGTCCAAATCCTCAACGG 
AGCCGCCGACGGCAGCCTGCTGCAAGAACTCTTCACCCGCAACGGCATCGGCACGTCCAT 
TGCCAAAGAAGCCTTCGTCTCCATCCGGCAGGCGCACAGCGGCGACATCCCGCACATCGC 
CGCCCTCATCCGCCCGCTGGAAGAACAGGGCATCCTGCTGCACCGCAGCCGCGAATACCT 
CGAAAACCACATTTCCGAATTTTCCATCCTCGAACACGACGGCAACCTGTACGGTTGCGC 
CGCCCTGAAAACCTTTGCCGAAGCCGATTGCGGCGAAATCGCCTGCCTTGCCGTCTCGCC 
GCAGGCACAGGACGGCGGCTACGGCGAACGCCTGCTTGCCCACATTATCGATAAGGCGCG 
CGGCATAGGCATAAGCAGGCTGTTCGCACTGTCCACAAATACCGGCGAATGGTTTGCCGA 
ACGCGGCTTTCAGACGGCATCGGAAGACGAGTTGCCCGAAACGCGGCGCAAAGACTACCG 
CAGCAACGGACGGAACTCGCATATTCTGGTACGTCGCCTGCACCGCTGACCGCAACGGAA 
AGCCGCCGCAGAAATGCCGTCTGAACCCCGTTTCAGACGGCATTTCCCCGATTATATAGT 
GGATTAAATTTAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGCAA 
GGCGAGGCAACGCTGTACTGGTTTAAATTTAATCCACTATAAAGACCTGCCCAACCCTCA 
AGGACCCCGATGAAATCCTACCCCGACCCCTACCGCCATTTTGAAAACCTCGATTCCGCC 
GAAACGCAAAACTTCGCTGCTGAAGCGAATGCCGAAACGCGCGCGCGTTTTTTAGAAAAC 
GACAAGGCGCGCGCGCTTTCAGACGGCATTTTGGCGCAGTTGCAGGACACGCGGCAGATT 
CCGTTTTGTCAGGAACACCGCGCGCGGATGTACCATTTCCATCAGGACGCGGAGTATCCG 
AAGGGCGTGTACCGCGTGTGTACCGCGGCGACGTATCGTTCCGGCTATCCCGAGTGGAAA 
ATCCTGTTTTCGGTGGCGGATTTCGACGAATTGCTTGGCGACGATGTGTATTTGGGCGGC 
GTGTCGCACTTGGTGGAACAGCCCAACCGCGCGTTGTTAACACTGAGCAAATTGGGCAGC 
GATACGGCGTACACGCTGGAAGTGGATTTGGAAGCAGGGGAGTTGGTCGAAGGCGGTTTT 
CACTTTCCGGCAGGCAAAAACCATGTGTCGTGGCGCGATGAAAACAGCGTGTGGGTGTGT 
CCGGCTTGGAACGAACGCCAGTTGACCCAATCGGGCTATCCGCGCGAAGTATGGCTGGTG 
GAACGCGGCAAGAGTTTCGAGGAAAGCCTGCCTGTGTATCAAATCGGCGAAGACGGCATG 
ATGGTGAACGCGTGGCGTTATCTCGATCCGCAGGGTTCGCCGATTGATTTGATTGAAGCG 
TCGGACGGTTTTTACACCAAAACCTATTTGCGGGTCTCAGCCGAAGGCGAGGCGAAACCG 
TTAAACCTGCCCAACGATTGCGACGTGGTCGGCTATCTGGCGGGGCATCTTTTGCTGACG 
CTGCGCAAGGACTGGAACCGCGCGAACCAAAGCTATCCGAGCGGCGCGCTGGTGGCGGTG 
AAGCTGAATCGGGGCGAACTCGGGGCGGCGCAGCTTTTGTTTGCGCCCGATGAAACGCAG 
GCATTGGAAAGCGTGGAAACGACCAAGCGTTTTGTGGTGGCGAGCCTGTTGGAGAACGTA 
CAAGGCCGTCTGAAAGCATGGCGGTTTGCCGACGGCAAATGGCAGGAAGTCGAATTGCCG 
CGCCTGCCTTCGGGCGCGTTGGAAATGACCGACCAACCTTGGGGCGGCGACGTGGTTTAC 
CTTGCCGCCAGCGATTTCACCACGCCGCTGACGCTGTTTGCGCTGGATTTGAACGTGATG 
GAACTGACCGTCATGCGCCGCCAGCCGCAGCAGTTTGATTCAGACGGCATTAACGTGCAG 
CAGTTTTGGACGACTTCGGCTGACGGCGAGCGCATTCCTTATTTCCACGTCGGCAAAAAC 
GCCGCGCCCGACATGCCGACGCTGGTCTATGCCTACGGCGGTTTCGGCATTCCCGAATTG 
CCGCATTATCTGGGCAGCATTGGCAAATATTGGCTGGAAGAGGGCAATGCCTTTGTATTG 
GCGAACATCCGCGGCGGCGGCGAGTTCGGCCCGCGCTGGCATCAGGCGGCGCAGGGAATC 
AGCAAACATAAAAGCGTTGATGATTTATTGGCAGTCGTGCGCGATTTGTCCGAACGCGGT 
ATCAGTTCGCCCGAACACATCGGCTTGCAGGGCGGCAGCAACGGCGGACTGATTACTGCC 
GCCGCCTTCGTGCGCGAACCGCAAAGCATCGGCGCGCTGGTGTGCGAAGTGCCGCTGACC 
GACATGATCCGTTATCCGCTGCTCTCCGCCGGTTCAAGCTGGACAGACGAATACGGCAAT 
CCGCAAAAATACGAAGTCTGCAAACGCCGGTTGGGCGAATTGTCGCCGTATCACAATCTT 
TCAGACGGCATCGATTATCCGCCCGCGCTCATTACCACCAGCCTGTCCGACGATCGCGTC 
CATCCCGCCCACGCGCTCAAGTTCTACGCCAAACTGCGCGAAACCTCCGCGCAATCTTGG 
CTCTACTCGCCTGACGGCGGCGGCCATACCGGCAACGGCACCCAACGCGAATCCGCCGAC 
GAACTCGCCTGCGTCTTGCTGTTTTTGAAAGAGTTTTTGGGCTAAGGGCGGGGGAGCGGC 
ACTGCCGCCGCGAATGAAAAAAGGTCGTCTGAAACTGCTTTTTCAGACGACCTTTTTTAA 
TGGTTGTTTCAAATCAAAATATCTATGCCGCCGGCCCCATCAGCACTTCTTCACATCCGA 
AGGCAAAAATCCGTAATGCCGTCTGAACGCTTCGTTGAACCGTCCCGCGTGGCGGTAGCC 
GCAAAAGTGCATGGCGGCTTGGACGGTGCTGCCGGATTCGATGAGGGCGAGCGCGTGTTC 
CAGCCGCAGGCGGCGCAGGCATCCGGCGACGGTTTCGCCGGTTTGCGCTTTGAAATAGCG 
TTTCAGGTAGCATTCGTTCAGTCCGACGCGGCGGGCGATTTCGGCGATGGTCAGCGGACG 
GGCGAATTCGTGTTGCAGGATGTCGGCGGCTTCGTCTATGCGCCGACGGCGGTAACCGTT 
GTCGTGGCGGCGGAAGGTGAAGCGCAATAATCGGGCGGAGAGTTCCAGCGCGGCGGCTTC 
GTCGGCAAGCAGGCCGAAGCCGTCCGATTCGAACGGGCGTTGCAGCAGTGGGCAGGCCGC 
CGCCGTCAGTGCCGCTGCGTTTTGCGCCAGCCGTTGCAGGGCGAATCGGCCTATTGTTTG 
CGGCGAAAACAGGCGTTCGTCCAGCAAGCCTTCGTCGTGCCAGCGGCGCAGTTTTTCCAG 
CGAAAAATCCAAATGCAGCGCGCACATGCCGCTGTTGTCGGGCAGCAGGGTTTCGGATAC 
GTCCGCCAAATCGCCGCGTACCAGTCAGATTTCGCCGGCAGATGGGCGGTATTCCCTGCC 
GCCCATTTGTAACCGGTTCTGCCCCGACACCATGACGAACAAGGCGCAGTTGTGGCTGAA 
ATTGTGGATTTCGGTGGGAAACGCGCCCGTTCCGCCGCCGCGCATCCGCGACAAGGTGAT 
GCCCGAATCGAAGCGGTTGATGCACATTTCCAGATGCAAACCGGGCTGTTTTGCCTGCGC 
AATGAGCGCGCTGTCGGAACAGCCGTCCAACGCCCAGCCGGATTTATCGGAGCGGACATA 
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GGTTTGGTACTGGCGGTAGATGGCGGCGGTGTTCATGATTGGATAGGAACGAGTTGTCTA 
ACAAATGAATTAAATAGGAATTATTACCAATAATCAAGCGCAGGGATTGGTTGAAACGGA 
AAAGGTCGTCTGAAAGGGTGTTTCAGACGACCTTTTCCGTATCGGGAATTTGTTTTGCCG 
TATCGGGAATTTTGCGTTTTGCGGCGTGGTTTCTGCAGGTTGTTTGCTTAATAATAAACA 
TTCTTATTCGTATGCAAAGGAACCGCACACCGTGAAACCGCGTTTTTATTGGGCAGCCTG 
CGCCGTCCTGCTGACCGCCTGTTCGCCCGAACCTGCCGCCGAAAAAACTGTATCCGCCGC 
ATCCGCATCTGCCGCCACGCTGACCGTGCCGACCGCGCGGGGCGATGCCGTTGTGCCGAA 
GAATCCCGAACGCGTCGCCGTGTACGACTGGGCGGCGTTGGATACGCTGACCGAATTGGG 
CGTGAATGTGGGCGCAACCACCGCGCCGGTGCGCGTGGATTATTTGCAGCCTGCATTTGA 
CAAGGCGGCAACGGTGGGGACGCTGTTCGAGCCCGATTACGAAGCCCTGCACCGCTACAA 
TCCTCAGCTTGTCATTACCGGCGGGCCGGGCGCGGAAGCGTATGAACAGTTAGCGAAAAA 
CGCGACCACCATAGATCTGACGGTGGACAACGGCAATATCCGCACCAGCGGCGAAAAGCA 
GATGGAGACCTTGGCGCGGATTTTCGGCAAGGAAGCGCGCGCGGCGGAATTGAAGGCGCA 
GATTGACGCGCTGTTCGCCCAAACGCGCGAAGCCGCCAAAGGCAAAGGACGCGGGCTGGT 
GCTGTCGGTTACGGGCAACAAGGTGTCCGCCTTCGGCACGCAGTCGCGGTTGGCAAGTTG 
GATACACGGCGACATCGGCCTACCGCCTGTAGACGAATCTTTACGCAACGAGGGGCACGG 
GCAGCCTGTTTCCTTCGAATACATCAAAGAGAAAAACCCCGATTGGATTTTCATCATCGA 
CCGTACCGCCGCCATCGGGCAGGAAGGGCCGGCGGCTGTCGAAGTATTGGATAACGCGCT 
GGTACGCGGCACGAACGCTTGGAAGCGCAAGCAAATCATCGTCATGCCTGCCGCGAACTA 
CATTGTCGCGGGCGGCGCGCGGCAGTTGATTCAGGCGGCGGAGCAGTTGAAGGCGGCGTT 
TAAAAAGGCAGAACCCGTTGCGGCGGGGAAAAAGTAGGGAGTCGTCTGAAAACGGAGCTT 
CCGAAGGAAGCGGGGGGTTTCTGCGAAGCTAAAGTGCGGTTTCAACGAATTGAAAAGCAG 
CCTGTATGTTGAAAATACCGCTCAAGCAAACCTACGGTTTGCCGCCCTCTCCCTAGCCCT 
CTCCCACAGGGAGAGGGGATTGGGTTGCAGGCTGCCTTTAAGGTTTAGGCAAATTTTTAA 
CTTCGTTGAAGCTGCGATTTCAGAAGCTCCGTTTTAGCTTCGCAGAAACTCCGCTTCCTT 
CGAAAGCTCCGTTTTCAGACGACCTTTTGGAGTACCGCAGGCACACGCATCGAACGGCTG 
AATCAAAGATTCAGACCGATGGCAGTCCGCACCCGAGTTTATGCGGCAAACAGCGAGGCT 
ACGGCAACCCGCCCCCTCTCCCTGTGGGAGAGGGTTAGGGAGAGGGCGGTAAGCCGCAGG 
CTTACATCAAAGCCGATAACGCTTCCGTTACAACTCCGCCCACTGAAAGCAGCCTGCAAC 
GAAGCCAAAACGACAAACCGCATCGTAAACCACCCAACCCATAGGAGAACCCCATGCAAA 
ACGAAACCATCAACCTGAAACAGCACCTTGCCGCCATCAAAGAATACTGGCAGCCCGAAA 
TCATCAACCGCCACGGGTTCCAATTCCACTTGGTCAAACTTTTGGGCGATTACGGCTGGC 
ATACGCACGGATACAGCGACAAAGTGCTGTTTGCCGTGGAGGGCGACATGGCGGTGGACT 
TCGCCGACGGCGGCAGCATGACGATACGCGAGGGCGAGATGGCGGTCGTGCCGAAGTCGG 
TGTCGCACCGCCCGCGTTCGGAAAACGGCTGCTCGTTGGTGCTGATTGAGTTGTCCGACC 
CGTCCGAGGCCGTCTGAAAACGAAGTTTCCGAAGGAAGCTGAGTTTCTGCGAAGCTAAAA 
GCAGCCTGCACCTTCAATCAATATGCCGAAAATACAACCCCACCGCACACCAACACACAA 
AGGAAATCCCATGACACGCTTCAAATATTCCCTGCTGTTTGCCGCCCTGTTGCCCGTGTA 
CGCGCAGGCCGATGTTTCTGTTTCAGACGACCCCAAACCGCAGGAAAGCACTGAATTGCC 
GACCATCACCGTTACCGCCGACCGCACCGCGAGTTCCAACGACGGCTACACTGTTTCCGG 
CACGCACACCCCGCTCGGGCTGCCCATGACCCTGCGCGAAATCCCGCAGAGCGTCAGCGT 
CATCACATCGCAACAAATGCGCGACCAAAACATCAAAACGCTCGACCGCGCCCTGTTGCA 
GGCGACCGGCACCAGCCGCCAGATTTACGGCTCCGACCGCGCGGGCTACAACTACCTGTT 
CGCGCGCGGCAGCCGCATCGCCAACTACCAAATCAACGGCATCCCCGTTGCCGACGCGCT 
GGCCGATACGGGCAATGCCAACACCGCCGCCTATGAGCGCGTAGAAGTCGTGCGCGGCGT 
GGCGGGGCTGCTGGACGGCACGGGCGAGCCTTCCGCCACCGTCAATCTGGTGCGCAAACG 
CCTGACCCGCAAGCCATTGTTTGAAGTCCGCGCCGAAGCGGGCAACCGCAAACATTTCGG 
GCTGGACGCGGACGTATCGGGCAGCCTGAACACCGAAGGCACGCTGCGCGGCCGCCTGGT 
TTCCACCTTCGGACGCGGCGACTCGTGGCGGCGGCGCGAACGCAGCCGCGATGCCGAACT 
CTACGGCATTTTGGAATACGACATCGCACCGCAAACCCGCGTCCACGCAGGCATGGACTA 
CCAGCAGGCGAAAGAAACCGCCGACGCGCCGCTCAGCTACGCCGTGTACGACAGCCAAGG 
TTATGCCACCGCCTTCGGCCCGAAAGACAACCCCGCCACAAATTGGGCGAACAGCCGCCA 
CCGTGCGCTCAACCTGTTCGCCGGCATCGAACACCGCTTCAACCAAGACTGGAAACTCAA 
AGCCGAATACGACTACACCCGCAGCCGCTTCCGCCAGCCCTACGGCGTAGCAGGCGTGCT 
TTCCATCGACCACAACACCGCCGCCACCGACCTGATTCCCGGTTATTGGCACGCCGACCC 
GCGCACCCACAGCGCCAGCGTGTCATTGATCGGCAAATACCGCCTGTTCGGCCGCGAACA 
CGATTTAATCGCGGGTATCAACGGTTACAAATACGCCAGCAACAAATACGGCGAACGCAG 
CATCATCCCCAACGCCATTCCCAACGCCTACGAATTTTCCCGCACGGGTGCCTACCCGCA 
GCCTGCATCGTTTGCCCAAACCATCCCGCAATACGGCACCAGGCGGCAAATCGGCGGCTA 
TCTCGCCACCCGTTTCCGCGCCGCCGACAACCTTTCGCTGATTTTGGGCGGACGATACAC 
CCGTTACCGCACCGGCAGCTACGACAGCCGCACACAAGGCATGACCTATGTGTCCGCCAA 
CCGTTTCACCCCCTACACAGGCATCGTGTTCGACCTGACCGGCAACCTGTCTCTTTACGG 
CTCGTACAGCAGCCTGTTCGTCCCGCAATCGCAAAAAGACGAACACGGCAGCTACCTGAA 
ACCCGTAACCGGCAACAATCTGGAAGCCGGCATCAAAGGCGAATGGCTTGAAGGCCGTCT 
GAACGCATCCGCCGCCGTGTACCGCGCCCGTAAAAACAACCTCGCCACCGCAGCAGGACG 
CGACCCGAGCGGCAACACCTACTACCGCGCCGCCAACCAAGCCAAAACCCACGGCTGGGA 
AATCGAAGTCGGCGGCCGCATCACGCCCGAATGGCAGATACAGGCAGGTTACAGCCAAAG 
CAAAACCCGCGACCAAGACGGCAGCCGCCTGAACCCCGACAGCGTACCCGAACGCAGCTT 
CAAACTCTTCACTGCCTACCACTTTGCCCCCGAAGCCCCCAGCGGCTGGACCATCGGCGC 
AGGCGTGCGCTGGCAGAGCGAAACCCACACCGACCCTGCCACGCTCCGCATCCCCAACCC 
CGCCGCCAAAGCCCGCGCCGCCGACAACAGCCGCCAAAAAGCCTACGCCGTCGCCGACAT 
CATGGCGCGTTACCGCTTCAATCCGCGCGCCGAACTGTCGCTGAACGTGGACAATCTGTT 
CAACAAACACTACCGCACCCAGCCCGACCGCCACAGCTACGGCGCACTGCGGACAGTGAA 
CGCGGCGTTTACCTATCGGTTTAAATAAGGTCGTCTGAAAACGGAGTTTCTGCGAAGCTA 
TAGTGGATTAACAAAAACCAGTACGGTGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCT 
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CTAAGGTGCTCAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCG 
TCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAAGCAGCCTGCACATTGAAAATGCCG 
CCCAAGCAAACTTTCAGTTTGCCCGCCTCGTCCTAGCCCTCTCCCACGGGAGAGGGGATT 
GGGGTGCAGGCTGCCTTTAAGGTTCAGGCAAATTTTAACTTCGTTGATACCGCGCTTTAG 
CTTCGCAGAAGCTGCACTTTCAGACGACCTTTTGGAACACCACAGGTACACGCATTTAAG 
GAATGCCGTCTGAAATGCCTGCCTCAATAACGCATCATGTTGCCGTCAATCTCGGCCGCC 
CATGCATCGATGCCGCCCTGAAGGTTGTACAGGTTTTCAAAACCCGCGTCCGCCAAATAC 
ATCGCCGTATGCAGGCTGCGGATACCGTGGTGGCAATACACCACAAGCGGCACATCATCC 
GGCAGCTCGTTCTGCCGCAGCGGAATCAGATTCATCGGGATATGCAGCGCATTTGGCAGC 
GAACAAACCGCCGTTTCTTCATCCGTACGCACGTCCAACAAACAAAACATCCGCCCTTCG 
TCCATCCACGCTTTCAATTCCGCGGGCCCAAGTTGCACAATATCCATCGCACCCCCCAAA 
AAAAACCAAGCAAAATGCCGTCTGAAGCCCCAAACCCGCTTTCAGACGGCATGACCTGTC 
AACATCTTAAAAATCGAAACCGCCAAACGGATCGGCATCCTTATCATCCAAATGCGCCAC 
CAAGGTATCGAACAGCACCTTCTCTTCAAACACATCGCCCCTGCGCGTAATCAAAAGCGC 
GCGTTGAACAGGCTTGCGACCTACGATAACCACCATGCGTCCGCCATCTTTCAACTGTTC 
TTTCAACACTTCAGGCACAAGGTTTACCGCACCGCCGACATAAACCGCATCAAACGGCGC 
ACCTGCGGAAAGTTCGGTCAACCCGTTGTTTTGCACATAATCGATATTGTCCAAACCCAA 
GCCGTCCAACACCGCTTTGGCGCGGTTTTGCTGTTCGACATCGATGTCGTCCGACACCAC 
ACGACCAGCCAATTTTGCCAACAGCGCGGTCGCATAGCCCGAACCCGTGCCGATTTCCAA 
AACCGTATCGTTTTTCGTCAGCTTCAAGCCCTGCGCCAGCCGCGCCACGACTTTCGGCTC 
GAGCATCTTATGACCGTTGGCAAGCGGCAGCGCCATATCCGCATACGCCAAACCCTGCAA 
GTCCTCATCGACAAAAAGCTCGCGCGGAATCTCCGCCAAAGCGTCCAACACATCAAAATC 
CAATACATCCCACGGACGGATTTGCTGTTCGACCATATTGAACCGCGCTTTTTCAAAATC 
CATTTAGTGCTCCGTCAAATAATTGTTCCAACAATGGCAGGCATTATAAAACCACACTCC 
CGCCGCGCCAACTTCGGCACGCGCCGACAGCCCGTTTTGTCAGTCTCAAACCGCCTGACG 
CGAAGCCTCAAACCGCTTCTCCAAAATCTTCGCCAGTTCGCCCAAATACAAAGCATCCGT 
CTCATCAAACTGCGCCAAATGTTCGCTGTCCGCGTCCAACACGCCGATACAGCGGCCGTC 
TGAAAACAGCGGCACGACAATCTCCGAACGTGACAAAGACGAACAGGCAATATGGTCGGG 
ATGCGCGTTGACATCCTTAACAACCACCGTTTCACCCTTCGCCCAAGCCTGACCGCACAC 
CCCGCGACCGAACGGAATCCGCGTACACGCCAAAGGCCCCTGAAACGGTGCCAAAACCAA 
TTCGTCCGAACGCGTATCGACCAAATAAAAACCCACCCAAAACCAACCGAACGCCTCCTT 
CAAAACCGCCGCCGTGTTCGCCAAATTCGCCACCCAATCCGCCTCGTCAGCCACCACAGA 
CTCAATCTGCGGCAACACCTCCCGATAAAGCGCGGCCTTGTCCGAAGCCGAAAAATGAAG 
CGCGTGCATCACATCTCCTATAGTTGCATACATATCAGGCGGCCATTATAAAACAGCCTG 
CCCGAAACAACATTCCAAACCGCCCGGCCGGCCGCTTCAAGTTGCGAACCCGCCGCATAT 
CCACTAAACTTCACGTTGCACCGCGCCACACGCGGCAGACAAAAAAACACGACACGGAGC 
AAAAAAGATGTATCGCCAAATCGGAATGTGGGATCAAAAATGGGTCATCGGCAACTGGAA 
AATGAACGGCCGGCTCCAAAACAACAACGCACTGATGCACCGCTTCCGCATCCACCCCAC 
CGCCGAACGCGTCCTCATCGGACTCGCCGCCCCGACCGTTTACCTGCTGCAACTGCACAA 
CGCCATGCAAATCGTTTTAAACAACCGCATCCTCACCTGCGCCCAAGACGTGAGCCGCTT 
CCCCAATAACGGCGCGTACACCGGCGAAGTGTCCGCCGAAATGCTCGCCGACACCGGCAC 
AGACATCGTCCTCATCGGACACTCCGAACGCAGCCTTTATTTCGGCGAAAAAAACGAAAT 
CCAACGCCGCAAAATGGAAAACGTCCTCAACGTCGGACTCATCCCGTTATTGTGCGTCGG 
CGAAAGCCTCGAAGAGCGCGAAGCCGGCAAAGAACACGAAGTCATCGCCCATCAGCTTTC 
CATCCTGCAAGGGCTGGATACCAAAAACATCGCCGTCGCCTACGAACCCGTCTGGGCGAT 
CGGCACCGGCAAAGTCGCCACCGTCGAACAGATTGCCGATATGCACGCATTCATCTACAA 
AGAAATCTTGTCTTTGTGCGGAAGCGATGTTAAAATCCGCGTCCTTTACGGCGGAAGTGT 
GAAAGCGGACAACGCGGCCGACATCTTCGCAGTACCTTATGTGGACGGCGCACTCGTCGG 
CGGCGCGTCATTGTCGTACGACTCCTTTACCGCCATCATCAGTGCCGCACAAAATGCGTA 
GAAAAATATGGAAGCCTTCAAAACCCTAATTTGGATTGTTAATATAATTTCCGCTTTGGC 
CGTCATCGTGTTAGTATTGCTCCAACACGGCAAAGGCGCGGATGCCGGCGCGACTTTCGG 
ATCGGGAAGCGGCAGCGCGCAAGGCGTATTCGGCTCTGCCGGCAACGCTAACTTCCTCAG 
CCGCTCGACCGCCGTTGCAGCAACATTTTTCTTTGCAACCTGCATGGCTATGGTGTATAT 
TCACACCCACACGACAAAACACGGTTTGGACTTCAGCAACGTACAACAAACTCAGCAAGC 
ACCCAAACCCGTAAGCAATACCGAACCTTCTGCCCCTGTTCCTCAGCAGCAGAAATAACA 
GTTTTTCAAATGCCGACATGGTGAAATTGGTAGACACGCTATCTTGAGGGGGTAGTGGCC 
GTAGGCTGTGCGAGTTCAAATCTCGCTGTCGGCACCAACACACAAAAACGCCTGAAAATT 
TCAGGCGTTTTTTGTTCAATCCCATCCAACGCTGTCAACCAATTCCAATCAATACAAGGA 
TTTCAGGCTGATTGTTATCCTGCCGTCCCCCTTCCTGACAGTGCAATCCCGTCCAATCCG 
CCCTAATTGAAGTAACCTAAAATTTACGGTATCTTTTGCGGTATCTGAAAAATACCTCGA 
AAAAATACCGCAAAAATAAAGCTGAACGACCGCCAAATCAGGAATGCCAAGCGGAAAAGA 
GCTTGCGGGGAATACTGCCAAGACGTAGGGAACAAGGGGGAAACCGTCCAAGATGCAGGG 
CGGTTTTTTTTGGGTTTTTGGAAAAAACCTATACTAGGAAGCGATACCCTTAGTTGTTAC 
CTTGTTACCGGGGAAAAGTTAGATAAATAAGCATATGAAATATAGTGAATTAAATTTAAA 
TCAGGACAAGGCGGCGAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGCCAACGCTG 
TACCGGTTTAAATTTAATTCACTATAAAATAAGAAAAAGATAAAAAATTGGTAACAAATG 
CGGTAACAAATGGTAACGAATCGGTAACAACTTTTGGGGTTTTCCGGTTTTTCACCGTCT 
TGGCAGTGGGAGCGTAGCGGAATGAAAAGCCAAAACGCACGGAACCGCGCCTATTTTGAG 
CAGGAATGGCGGTTAAACCGCTTGGTTATATACGGGGAATAGGAAGACAGCGAAACGCGC 
TAAAAACGCAATTTGAGCCATTAAAAGCGATTGATTAAAAAAATAATCAGGTTAGCCGCC 
AGTGTTTCAGGCGGCATAAACGGAGAAATTGCGGGGCATAAAAAAGGCAGCTTGCCGTGT 
TGTCTGTCTCTGGTATAATTCCAAGTATCACTAATCAACGGCTACACAATGCGGATATTC 
AAAAACCAATGGATAGTGAAATTTGCCAAGAAGCACAAAATCAACGATTCCGAGCTGCTG 
GAAGCGGTAGAGCGGGCGGATAACGGGCTGATAGACGCAGATTTAGGCGGCGGTGTGATT 
AAGCAGCGCATAGCAAGGCAAGGACAAGGCAGAAGCGGCGGTTATCGCAGTCTGATACTG 
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TTCAAACAGGCAGACAAGGCATTTTTTGTTTACGCCTTTGCCAAGAACGACAGGGAAAAC 
ATTTCGGATAAAGAACTTGACGTTTACCGAAAAGCCGCCGCATATTATCTGAAATACACG 
CGGGCAGAGCTGGCGGCTTTGAAAGAAGACGGCATTATCACGGAGATAGAATCATGAAAT 
ACAAAAACGAGGCATTAGCCGCCATTCATGAAATGATGGAAGGGGCTTACAACATCGGCG 
CAATCGACAAAAAGACCATGCGCGACTTTGACAAGTCCTGCCTGACCGAAATCAAACCGT 
TGAGCGGCGGAGACATCAAGGCAATCAGGGAGAAGGAGGCACTATCGCAAGCCGCTTTCG 
CCATCTATCTCAACGTGGGAAAAAATCACGTTTCGGCTTGGGAGCGGGGCGTTAAAAAGC 
CGAGCGGCGCGGCGTTGAAGCTGCTGACCATCGTCAAAAACAAGGGCATCGAAGCCATTG 
CGTAGCCGACTTGGCAAACGGCAAAATCAGCAAGTTCACAATAGACGCGCTGCTGAATAT 
GCCTGCCAAGACAGGCAAGACCGCCGAACTGAATATCAGGGCGTAGCCGCATAAATGCCC 
GACCGCATCAAACCAAGCCGAAACGGCGGCGGTGCAGACGACATAGCCCGACAGCAAGGC 
ACGGCGCAGACGGGCGCGAAACCCGAAACATCACCGACCGCGAGGTACGGGGATTTTTTG 
CGCCCGTTGCAGGGGGGGATTGGATTTAAGCGGCGCGGGCTTGAAGGCAAAACGGGTGGG 
GCACAGAACTGTTTAAATGCAGTCTGAATCTCAAACGATTTCAGACGGCATTTTGAAACA 
ATGGCTCAAATTCTCGATCCCCTTCCCTTAACGCCGACGTTTTTTATTAACGCGCCCCTT 
ATTTCTGACACTTTGCTCATAAACCGGCATAACGGTCGGCAACAACCGTTTTAGATTTTC 
TATACGGGCATTGTTTGTCGGATGAGTAGAGGTAATAGCATAAATAAAGCCGTTTTGGTC 
GTTTTCCTGATTCATTTTTTCCCAAACCCTGACAGCGGCCGCCGGATGATAGCCTGCCTG 
CGCCATCAACATCATTCCCCCCTCATCGGCTTCTTCTTCCAAGCTGCGGCTATAAGGCAA 
GGTAAGACCGTACGTCCCCAAAATATCCATACCCAATCCGACCAATTCCGGATTAGTATC 
CGGTTTTTTGTCTAATATAATCTGCGTGCCTATCTGCGCCGCCGTATTGGTCAAGATTTG 
CTGCCCGACCTTATTTTTACCGTGTTCATGCAGGGCGTGCGTCATTTCATGCCCCATAAT 
GGCGGCAATTTCGTCATCGGTCAGCTTGAGTTTGTCGACTATCCCCGTATAAAACGCCAT 
TTTTCCACCGGGCATTGCCCACGCGTTCAGCTCATCGTTTTTGAAAACCGTCATTTTCCA 
GTCAAACTTATGGCTGGTATTATTTGCCGCATCGGCATAAGGCAGCATACGTCGAAATAC 
TGCCTGCACCCTGCGGGCTGTTCTGGATGTGGTATCGACATTGCCGGCAGACTTGTTTAA 
CTCAACCGTTTTCATATAATCTTTGGCAGCCGCAGCGTTCATTGTGGCGGAATCATGACC 
GTAAACATCAGCAACGACCGCACAAGCCCCCAATACCGAGATTACTGCCGACAGGCAGAG 
TATCCGTTTAAAGGAAGGAAGGAAGGAAATTTCATATTTAGGTTTACTCCTTAAAAAATT 
AAATTTCAAAAAAATGCCGTCTGAATCCAAAACGGATTTCGGACGGCATCTTAACATTGT 
TTAATGTTTTTAAAAAGATTTACACCACGATGTTCTCCAGTCTGCCCGGTACGGCGATGA 
TTTTCTTGGCAGGCTTGCCTTCTATGAATTTCACCGCGCCTTCAGCGGCGTATTCGGCAG 
CTTCTTCAGCCGGTTTGTCGAAATCACGCATAAATTGCCAATAATTCTCCAACTTTTTTA 
CGGCTGCTGCTGCCTTTTGCGGCAATATTGCGCTGAACTTCAACTGTTTTCAAAATGGCA 
G AAGAAT AAAT AT C C C T T GT G AAT T C AGT AT C AT G AT TT G AAAT C AAAAT ACCTT G G GAG 
TTGGGCGCAATTTATTGATTTTTTGTAAAGTCCGCGACCAATGAATTCGATCGTATTTTG 
GTCGCGCAGAATTTGCAACTGTTGGCGGATTTTGTCTCTGATATGGTTGTTTTGGGGAAA 
TTGGATGGATAGTTTGTTTTCAAATTCATACATTTGCGACAATGTGAATTCTTCGGGGAG 
TTGGTCGATACATTTCATAACAGCCAGAAGCCAGCCTTTGCGCTCCGCATTTTGGTTGCG 
TAAAAACAAATTGGATTGCCATTTTTTCAGAACGGTTTCGGGTTCGATAATGCGGGAATT 
GTCTATTAAGAATATTTTGCCGCTTTCAGGCAAAGGGGCGAGATTGATAGAACACATAAT 
GTGGTTCGGCCGGTTTTTAATGCCTTTATTTCTGGGAATAATCATATCCGGCGTGATGAA 
ATGTTTGGGTACAAGCACCAATTGCCGTATGGAGTAATCCGCTTTTTTATATGCAAGAAA 
GAAAAAGTTGGGGTTGGTATCTGACCGGATGCGCTCCAACATGGTGTGATATGCACCGTC 
AGGCACGCTGTTGCCTATGGTTTTTTGATTTTTACTCTTTAATTCATATTGCTCGTGGCA 
ATTTGGGCAAAAGAGGTCTGCAACAGGTTTGTTATTGGCAAATCTCTGCATCGGCTTGCT 
TCCGCAACAGGGGCAGTAGCCGTTTTTTTCCAACCAAGCCTCGCTCATTACACGGATTTT 
ATGGGTTGCTTTATTTTGTTGCTTTCCCAATTCGGTATCGAAAAATAAATTCATGTTTTG 
GATTTTGAGATTTCAGTTATTCGGGGTTCGTCATGCAGACAACACAATCCACCTTAAAAA 
GGCCGTCTGAAACCCTGTTTCCAAGTTTCAGACGGCCTTTATCCGTGTGGCTAAACCTTA 
AAAGCGGTTAGACGACGATGTTCACCAGTCTGCCCGGTACGACGATGATTTTCTTCGCCG 
GTTTGCCTTCCATGAATTTCACCGCGCCTTCGGTGGCGAGTGCGGCGGCTTCGAGGTCGG 
CTTTGGATGCGTCGGCGGCAACAGTGATTTTGCCGCGCAGTTTGCCGTTGACTTGAACCA 
TCACTTCGATTTCGGATTTGACCAAGGCGGCTTCGTCGACTGTCGGCCAGCCTGCTTCCC 
ACAGTTTCGCGCCGTTCAATTCGCTCCACAGGGTTTCGCAGATGTGCGGCACGATGGGCC 
ACAACAGGCGTACGGCGGTTTCCAATACTTCTTGGGCGACGGCGCGTCCTTGTTCGCCGC 
CGGTGTCGGTTTTGTCGTATTGGTTGAGCAATTCCATCACGGCGGCGATGGCGGTGTTGA 
ACTGCTGGCGGCGGCCGTAGTCGTCGCTGACTTTGGCAGTGGTCGCGTGCAGTTTGTGGC 
GCAGGTCTTTGAGTTCTTTAGACAAACCGTCTTGGCTGCCTGCGAACGCTTTGACCGCTT 
CGCCTTGCTTCAAGTATTCGTAAACGGTACGCCACAGGCGGCGCAGGAAGCGGTGTGCGC 
CTTCGACGCCGCTGTCGCTCCATTCGAGGGACTGTTCGGGCGGTGCGGCGAACATCATAA 
ACAGGCGGGCGGTGTCCGCGCCGTAGGCGTTAATCAGTTCTTGCGGATCGACGCCGTTGT 
TTTTGGACTTGGACATTTTTTCCGTGCCGCTGATGACGACGGGCAGCCCGTCGGCTTTGA 
GGACGGCGGAAATGGGGCGGCCTTTGTCGTCGAACGTCAGCTCGACATCGGCGGGGTTGA 
TCCAATCTTTGCCGCCTTTGTCGTTTTCGCGGTAGTAGGTTTCGCAAACGACCATGCCTT 
GCGTCAGCAGGCGTTCAAACGGTTCGTCAACATTGACTAGACCTTCGTCGCGCATCAGTT 
TGGTGAAGAAACGCGCGTACAAGAGGTGCAAAATCGCGTGTTCGATGCCGCCGATGTATT 
GGTCGACCGCGCCCCAGTATTTCGCGGCGGCAGGATCGACCATGCCGTCTGAAAATTTTG 
GCGACATGTAGCGGAAGAAATACCAGCTCGATTCCATGAAGGTGTCCATGGTGTCGGTTT 
CGCGTTTCGCCGCGCCGCCGCAGCATGGGCAGGCAGTTTCGTAAAACTCGGGCATTTTTG 
CCAGCGGCGAACCCATGCCGTCGGGTACGACGTTTTCAGGCAAAACGACCGGCAATTGGT 
CGGCAGGGACGGGTACGTCGCCGCATTGTTCGCAATGGACGATGGGAATCGGGCAGCCCC 
AGTAGCGTTGGCGCGAAATGCCCCAGTCGCGCAGGCGGTATTGGGTTTTCGGTTCGCCCG 
CGCCTTGGCTTTGCAGCTTGGCGGCGACGGCGTCGAATGCCGTCTGAAAATCGAAGCCGT 
CCAAGTCGCCGCTGTTGACCAATACGCCGTTTTCTTTGTCGCCGTACCATTCTTGCCATT 
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GGTTTTCGTCAAATGCGTTGTCGCCGACGGCAATGACTTGTTTTTTCGGCAGATTGTATT 
TGGTGGCGAACTCAAAATCGCGTTCGTCGTGCGCCGGAACCGCCATCACCGCGCCGTCGC 
CGTAGCCCCACAATACATAGTTGGCAATCCACACTTCCAGCTTGTCGCCGTTGAGCGGGT 
TGACGACGTAGCGGCCGGTCGGCACGCCTTTTTTCTCCATCGTCGCCATATCGGCTTCGG 
CAACCGAACCGGCTTTGCATTCGGCAATAAATGCCTGCAATTCGGGTTTGTCGGCGGCTG 
CGGCGGCTGCCAGCGGATGCTCGGCGGCAACGGCAACATAAGTCGCACCCATCAGCGTGT 
CGGGGCGGGTGGTATAAACTTGCAGGAATTTCGCGTAATCGCCTTCCAAGCCTTGTTTGC 
TGTCGTCTGAAACGGCGAAGCGCACGGTCATACCGCGCGATTTGCCGATCCAGTTGCGCT 
GCATGGTTTTGACTTGTTCCGGCCAGTGTTCCAGCTTGTCCAAGTCGTTGAGCAGCTCTT 
CGGCGTAATCCGTGATTTTGAAGTAATACATCGGGATTTCGCGTTTTTCGATCAATGCGC 
CGGAACGCCAGCCGCGTCCGTCGATGACTTGCTCGTTGGCAAGGACGGTTTGGTCGACAG 
GGTCCCAGTTTACCGTGCCGTTTTTGCGATAAACGATGCCTTTTTCAAACAGCTTGGTAA 
ACAGCCATTGTTCCCAGCGGTAGTATTCGGGTTTGCAGGTTGCGGTTTCGCGCGCCCAGT 
CAATCGCAAAACCTAGGCTTTTGAGCTGGGTTTTCATGTATTCGATGTTATCGTACGTCC 
AAGCGGCAGGGGCGACGTTGTTTTTCATCGCCGCGTTTTCCGCCGGCATGCCGAACGCGT 
CCCAACCCATAGGCTGCATGACGTTGAAGCCGTTTAAAAGTTTGAAGCGGCTCAATACAT 
CGCCGATGGTGTAGTTGCGCACATGCCCCATGTGCAGCTTGCCGCTGGGATAGGGGAACA 
TGGAGAGGCAATAATATTTGGGTTTGGAAGCGTCTTCGGAGACGTTGAAAATACGGGCGT 
CGTCCCATTTTTTCTGCGCCGCAGGCTCAATGGCGGCGGGCCGGTATTGTTCTTGCATAG 
TCATTCTGTTTTCGCTTAAAAACGTTGGAAAAATAAAGTCGGCATCAATTATAACAGGTT 
GCCGGAAGCGGCGAATCGGCAGATTGCCGGCAGGATGCGTAAATTCGCACGCGCATTATT 
CCGTATGCCGTACAAATACACCGCGTTTATTGATACGCACGTTTTTTATGCTAATATTAC 
AAACCAAAATCAAATGTTTAAAACTCTCCTGATGCGGCTCTTCCGAACAAAAGGCAGACG 
GGCATCGGGTAAAAGAGGATTCTGCATATGAAAATCAAACAAATCGTCAAACCGGGCTTG 
GCAGTATTGGCGGCGGGCGTTCTGTCTGCCTGCGCAACCAAAAGCAACGTCAAAGCCGAC 
GGCACGACCGACAATCCGGTTTTCCCGAAACCCTATTCCGTAACGCTCGACAACAAGCGC 
GGCACATTCCCGACTTATGACGAACTGGATCAGATGCGCCCCGGCCTGACCAAAGACGAC 
ATCTACAAAATCCTGGGCCGCCCGCATTACGACGAAAGTATGTACGGCGTGCGCGAATGG 
GATTACCTGTTCCACTTCCATACCCCGGGCGTAGGTATCGACCCTGAAAACACTTCCGGC 
GTAGAAGATGTTACTACCTGCCAATACAAAGTGATTTTCGATAAAGACAAATTTGCCCGC 
AGCTTCTACTGGAACCCCGTCTTCCCGAAAGATGCCGCCTGTCCGCCGCCCGCACCCAAA 
GCCGAGCCGCAAGTCATCATCCGCGAAATCGTGCCGGCAAAACCGAAACGTATCCGCCAA 
TAATCCGACATGCCGTTCCGCCTGTTTTTAGGGATATTATGCGGCCTGTCAATGGTTGCC 
CCCGTATATGCACAGGGGCAGCCGGATACGGTCGGCGACTTTATCCAAAAGAAAAAAGTC 
ATCGTCGATACATCCAAAGCGGAACTCTGTTTCGCTGACGACCGTCAGTGCCACCCCGTC 
CTCATCGGTGTTGCCACGCCCAAGGGGACGTTCGGGCTGACGCTGAACAGTACCGACAAG 
CCCGGATACGGCGGCGAAGTCATCGGTTTCAAGCAGGAGGGTGATTTTCTTTTCGCCCTG 
CACCGCGTTTGGAATCAGATACCGTCGGAAAGGCGGAACGAACGCATCGCCTCCCCGTCC 
GTGTCCGACAGGATTATGACCAACGGCTGCATCAACGTCAGCGATGCGGTGTACGAAAAA 
CTGCGTCATTATTTTGTGTTGGAAGTGATTTGAAACAGACGGATACCGCACGCGCCGGTA 
TCTGTTTTCACATTGCCCCGATGCCTGAAACAGACTGTCCGCCACGTCATGCCGTCTGAA 
ACCGGCGCAGATGCCGCCAAGCCTTCAGACGGCATTGCCTGCCCGCTCCGACCGAACAAC 
AACCATCTTTGGGAGAACCTTATGCCCGAACAAAACCGCATCCTCTGCCGCGAACTGAGC 
TTGCTGGCATTCAACCGCCGCGTGTTGGCGCAGGCGGAAGACCAAAACGTCCCCCTTTTG 
GAACGCCTGCGCTTCCTGTGCATCGTTTCATCCAACCTCGACGAGTTTTTCGAAGTCCGT 
ATGGCGTGGCTGAAGCGCGAACACAAACGCTGCCCGCAGCGCAGGCTGGACAACGGCAAA 
ATGCCGTCTGAAACCATCGCCGACGTTACCGAAGCGGCGCGCTCCCTGATACGGCACCAG 
TACGACCTGTTCAACAACGTCCTTCAGCCCGAGCTGGCACAAGAAGGCATCCATTTTTAC 
CGCCGCCGAAATTGGACAGACACACAGAAAAAATGGATTGAAGACTATTTCGACCGCGAA 
TTGCTGCCGATCCTGACCCCCATCGGACTCGACCCTTCCCACCCCTTCCCGCGCCCGCTG 
AACAAATCGCTCAACTTCGCCGTCGAACTCGACGGCACAGACGCGTTCGGCAGGCCTTCG 
GGGATGGCGATTGTGCAGGCACCACGCATCCTGCCGCGCGTTGTTCCCCTGCCGTCCGAA 
CTGTGTGGCGGCGGACACGGCTTCGTCTTCCTCTCCTCCATCCTGCACGCCCACGTCGGA 
AAACTCTTCCCGGGCATGAACGTCAAAGGCTGCCACCAGTTCCGCCTGACGCGCGACAGC 
GACTTGACCGTTGACGAAGAAGACCTGCAAAACCTCCGCGCCGCCATTCAAAACGAGTTG 
CACGACCGCGAATACGGCGACGGCGTGCGGCTCGAAGTCGCCGACACCTGTCCCGCCTAC 
ATCCGCGACTTTCTGCTCGCGCAATTCAAACTGACCGCCGCCGAACTCTATCAGGTCAAA 
GGCCCGGTCAACCTCGTGCGCCTCAACGCCGTCCCCGACCTAGTCAACCGCCCCGATTTG 
AAATTTCCCACACACACGCCGGGCAGACTGAAAGCCTTGGGCAAAACCGCGTCCATATTC 
GATTTGGTGCGCCAATCGCCCATCCTGCTGCACCACCCCTACCAATCGTTCGACCCCGTT 
GTCGAAATGATGCGCGAAGCCGCCGCCGACCCCGCCGTGCTTGCCGTCAAAATGACGATT 
TACCGCACCGGCACGCGTTCCGAACTCGTCCGCGCCCTGATGAAGGCGGCACTCGCCGGC 
AAACAAGTAACCGTCGTCGTCGAACTGATGGCGCGTTTTGACGAAGCCAACAACGTCAAC 
TGGGCGAAGCAGCTCGAAGAGGCGGGCGCGCACGTCGTGTACGGCGTGTTCGGCTACAAA 
GTCCACGCCAAAATGGCACTGGTCATCCGCCGCGAAGACGGCGTGCTCAAACGTTACGCC 
CATCTCGGCACGGGCAACTACCACCAAGGCACATCGCGCATCTACACCGACTTCGGCCTC 
ATTACCGCCGACGAACAAATCACCGCCGATGTGAACATATTGTTTATGGAAATCACAGGT 
TTGGGCAAACCCGGGCGGCTGAACAAACTCTACCAAAGTCCGTTTACCCTGCACAAAATG 
GTTATCGACCGCATCGCACGCGAAACCGAACACGCAAAAGCCGGCAAACCGGCGCGGATT 
ACCGCCAAGATGAATTCGCTCATCGAACCGACCGTCATCGAAGCCCTGTATCGGGCAAGC 
GCGGCAGGCGTACAAATCGATTTGATTGTGCGCGGTATGTGCACCTTGCGCCCGGGTGTA 
AAAGGCTTGTCCGAAAACATCCGCGTCCGCTCCATCGTCGGCAGGCAGCTCGAACACGCG 
CGCGTGTATTACTTCCATAACAACGGCACGGACGATACCTTTATCTCCAGCGCGGATTGG 
ATGGGGCGCAACTTCTTCCGCCGCATCGAAACCGCCACGCCGATTACCGCGCCCGAACTC 
AAAAAGCGCGTTATACATGAAGGACTGACCATGGCACTGGACGACAACACCCACGCGTGG 
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CTGATGCAGCCCGACGGCGGCTATATCCGCGCCGCACCTGCCGAGGGCGAATCCGAAGCC 
GACCTGCAAAACGATTTGTGGACACTGCTCGGAGGCTGACCCGCACCGCCCCAATCAAAA 
ACCATGCCGTCTGAAACCTTTCCGTTTCAGACGGCATGGTTTTACAGCAATCTAAACAGG 
GCGGACCGGAGTCAAAAACACACCTTCGCCATTCCTGCACAAGCACTTCCCCTATACGCT 
CCCAACCCCAAGCCGCCGCATTCCAGACGGCATTATAGTGGATTAAATTTTAGGGGCTGT 
ACTAGATTAGCAGATATGTTACCCTCGAAATATGAAGATAACGCACTGCAAATTAAAGAA 
AAAAGTACAGAAAGAACTGCTCCGTTTTTTGTGCTGGAAGTTACCGCCCGTTCTGCCGCC 
GATATTTTGGGTATCCATCCCAATTCGGCAGCACTGTTCTACCGTAAAATCCGCACGGTT 
ATCAACCATCATTTAGCCTTGGCTGCCGATGAGGTTTTTGAGGGCCCTGTCGAGCCGGAC 
GAAAGCGATTTCGGCGGACGGCGTAAAGGCAGACGTGGTCGCGGTGCGGCAGGAAAAGTG 
GTTGTCTTCGGCATTCTGAAACGCAACGGACGGGGCTATACCGTTGTCGTAGATAATGCC 
AAGTCTGAAACGTTACTCCCTGTCATCAAGAAGAAAATCATGCCGGACAGCATTGTTTAT 
ACCGATAGTCTGAGCAGCTGCGACAAGTTGGACGTGAGCGGTTTTATCCATTACCGCATC 
AACCATTCCAAGGAGTTTGCAGACCGTCAGAACCACATTAACGGCATTGAGAATTTTTGG 
AATCAGGCAAAACGCGTCTTGCGAAAATTATAGTGGATTAACAAAAATCAGGACAAGGCG 
ACGAAGCCGCAGACAGTACAAATAGTACGAAACCGATTCACTTGGTGCTTCAGCACCTTA 
GAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTCATCCACT 
ATACCTTTCCGACAGCCGAACAAAACCCCGAATCCGTCTGCACGGTTCGGGGTATATCTC 
CAATACGGGCATCGTGTTCCGGAAAACCGTCAAATCCGCATCGGCATCACAATATATTTG 
AAATTCGGATTGTTCGGCACGGTAAACAGCGTCGAGCGGTTGGCATCGCCGAAGGCAAGC 
TGCATATCGTCGGAATGGATGTTGCGCAACACGTCCATCAGATAGCCGATATTGAAACCG 
ACTTCGAGTTCGCCGCCCTGATAGGCGATTTCGATTTCTTCGCGCGCTTCTTCCTGCTCG 
TTGTTGCTGCACACAACGCTCAACAGGCCGGGTTGCAAAAACAATCGCGCACCGCGGAAT 
TTTTCATTGGCAAGAATCGATGCACGTTCCAACGCGCCCAACAATTCTGCCCTCGACAAC 
ACGAAAATCTTGTCGTTGTCCAAAGGAATCACGCGGTTGAAATCGGGGAATTTGCCGTCG 
ATGACCTTGCTGACGATGGTCGTGCCGTTGCATTGGAAACGCACCTGTTTGTCCAGCAGC 
TCGATTTGAATCGGATCGTCGGGGTTGTTCAACAGTTTGAACAGTTCCAGCACCGTTTTG 
CGCGGCAAAATCACTTCGGCGCGCGGCAAATCCGCATCAATCGCGCAGGCTGCATAGGCA 
AGGCGGTGTCCGTCGGTCGCCACAAGGCGCAACTGGCTGCCCTCAACCTGCATCAGCAGA 
CCGTTGAGATAATAGCGGATGTCCTGCACCGCCATGCTGTACTGCACTTGCGACAGCATG 
GTTTTGAAACGCTCCTGCTCCAGCGAGAAAGTCGCGCTGATGTCCTCGCCGACATTCATC 
ATCGGAAAATCGGCGGCAGGCAGGGTCTGCAGGGCAAAACGCGATTTGCCCGCCTTCAGC 
GTCAGACGGCTGTCGTCCCAATCCAGCGACACCAGCGCACCGGCAGGCAGCGCGCGCAAA 
ATATCCTGAAATTTCTTGGCATTGGTGGTGATGCGGAAGTCGCCCGCGCCGCCCTCGGGA 
CCCGCAGTGTCGATTTGGATTTCCAAATCGGTTGCCAAGAGTTTGGTCTGACCGCCTTTT 
CCCTCAATCAGGACGTTGGACAGGATGGGCAGGGTGTGGCGGCGTTCGACGATGCCGGTA 
ACGGCTTGCAACGGCTTGAGCAGGCTGTCGCGCTCGGCTTGTAAAATCAACATGTTCGCT 
CCTTTAAATCGGTTTGTATAGTGGATTAAATTTAAATCAGGACAAGGCGACGAAGCCGCA 
GACGGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTC 
TCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTAAAGTTAATCCGCTATATCTTTAC 
CCTTCGGACGGCATGGGCAATATCATGTCGTCTGAAAACGTTTTCCATCAGTTTTGAATC 
AGAATCAGCAGCTTTTCATAATCCTGAGCCAATTCCGGATCTTCTTCGCGCAGTTTCGCC 
ACTGCCCTGATGCCGTGCATAACGGTCGTATGGTCGCGCCCACCAAACGAATCGCCGATA 
GACGGCAGGCTCAAAGTAGTCAGTTCTTTGGTCAGGCTCATCGCCACCTGGCGCGGACGG 
GCAATGTTTCGTGTCCGTTTCTTACCGAGCACATCGCTGATTTTGATGCGGTAATATTTC 
GCCACCGCATCGATGATGATGTCGGCGGTGATGACTTTGTGCTTCTCGGCAATAATGTCC 
TGCAAAGCGGTACGCGCCAAATCGATGTCGATGACGGGACGGTTCATAAAGCGGCTGCTC 
GCTCCGACACGATTAAACGCGCCTTCAAGCTCGCGCACGTTGGAACGGATCAGATTGGCA 
ATGAACAGCGCGGCTTCGTCTTCGATACTGATGCCCGCCGCTTCCGCCTTTTTCTGCAAA 
ATGGCGATGCGCATTTCCAATTCGGGCGGCTCGAGTTCCAAAGTCAGTCCCCATGAAAAA 
CGGGATTTGAGGCGGTCGTCCATGCCTTCGATTTTCGCAGGCAACACATCGCAAGTGAGG 
ATGAGCTGTTTTTTCTCGTTGTGGAAATGGTTGTACAGATAGAAAAACTCTTCCATCGTA 
CGGTCTTTGCCTTTGATGAACTGGATGTCGTCGATAATCAGCAGGTCGTATTGCTTGTAT 
TGCTGCTTGAACACGTCGTAAGTGTTGTTGCGAACCGCCTTCATAAAGCTGCGGATATAG 
TCATCCGAATGCATATAGCGCACTTTGGCATCGGGACGGTTTTTCAGCAGCTCGTTGCCG 
ACCGCCTGCACAAGGTGGGTTTTGCCCAAACCCGTGCTGCCATAGAGGAAGAACGGGTTG 
TAACTCTGCCCCGGGCTTTCCGCAATCGCCTGCGCCGCAGCCGCCGCAAGGCGGTTGCCC 
TTACCTTCTACCAACGTATCAAACGTGTAATCCGGAGACAGGTTGGTCTGCTCGTAACGC 
GCCTCTTCCGCATCGCGCTGCACGTCCGTCCGTGCTTTGGCAACTGCCACCGATTCCGGC 
CGGGAAGCAGACCCGGCAGCCTGACGCGGCTCGTGCGGCAGGTTTTTCATACGTTCCGCC 
AAAATATCCGCCGCCGTTTTCGACGCAGCGGGTTTGACAGGCTCTTCAGACGGCAGCTCG 
TCCAACAGAACCTCCTGCACGGGCATTCCCTCCGACACCGCATGCAAGGACGGCTCGGCA 
GGTTCGACAGCACCTTCAACCGCCGCCATCTCATAACGCACGCCTTCTCCCGGTTTGAAT 
ACGAAGGCGGAACGGCCGGCAGCCAACTCTTCCCTCACCGCTTCTATTTTTCCGGCAAAC 
TGGCTCTTGAGCATATTGCAGGCAAACTGGTTCTTGCCGTACACCACCCATACGCCACCC 
TCCTCACCAACGGTAAGGGGCGCAATCCATTGCGCAAACTGCCCTTGAGGCAACATATCG 
TGAAGACGGCGGAGGCACAGCGGCCAAAACTCTGCTAATGTCATGGATAGGCTCGAATCG 
GT AAAAAT GAAATCGAAAAC AAAGAAAAT ATAAT AT TTTC AAAAAGAAAAC AAATCTGTT 
GAACGCACATCGGTTCAAAACGCGACTGCCCGATTATACCGACTCACGAATATTTTATCC 
ACAACCCGTGCAAAAATTTATCCACAGAAAGGCGGCGGAAATCCGCAGGCAATCGGGCAA 
TCTTCCTGCAAAGTTTCTATATTGATTGACAAAAGCGGCAAATTGGAGTGTAATTCACGG 
TTTAATTATCTACCCATTCTATTTTAGGAAACATCATGAAACGCACTTATCAACCTTCCG 
TTACCAAACGCAAACGCACCCACGGCTTCCTGGTGCGCTCCAAAACGCGCGGCGGCCGCG 
CAGTATTGGCCGCACGCCGTGCCAAAGGCCGCAAACGCCTGGCGGTATAATTTTGGACTA 
CCGCTTCGGAAGGCAGTACCGCTTGTTGAAAACGGATGATTTTTCATCCGTTTTTGCATT 
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CAGAAACCGCCGCAGCCGCGACCTGCTGCAAGTTTCGCGCTCAAACGGCAACGGGCTGGG 
CCATCCCCGCATCGGTCTGGTGGTCGGCAAAAAAACCGCCAAACGCGCCAACGAACGAAA 
TTATATGAAGCGCGTTATCCGCGACTGGTTTAGATTGAACAAAAACCGGCTGCCGCCGCA 
GGATTTCGTCGTGCGCGTCCACCGTAAATTCGACAGGGCTACCGCAAAACAGGCAAGGGC 
GGAACTGGCACAACTCATGTTCGGCAACCCCGCAACCGGATGCAGGAAACAGGCATGATC 
AGAACGGTACTCTGCAGGCAAGGTTCAGACGGCAACGGGTTTCCCATACAAGGAACATCC 
CGATGAACTTCCTATTGTCCAAACTCCTGCTGGGACTGATACGGTTCTACCAATATTGCA 
TCAGCCCGCTGATTCCGCCGCGCTGCCGTTATACGCCGACCTGTTCGCAATACGCGGTCG 
AAGCGGTCAAAAAATACGGCGCATTCAAAGGCGGCCGGCTCGCCATCAAGCGCATTGCAC 
GCTGCCACCCTTTCGGCGGACACGGACACGACCCCGTTCCCTGACCCGACGCAATATTCA 
AATTGCACGCTTTCCTTTTATTTCCCATCGGTTTCTATATAATGCCGTCTGAAGCTTCGG 
GCAGGCGGCACGACCGCCGGGTATGAAGCCCGCCCTTATTCCCCGTCTATCGGAACACGC 
AACCTGCGGCATTTCCGACCATTCAGGAAACTCTTATGGATTTTAAAAGACTCACGGCGT 
TTTTCGCCATCGCGCTGGTGATTATGATCGGCTGGGAAAAGATGTTCCCCACTCCGAAGC 
CCGTCCCCGCGCCCCAACAGGCAGCACAACAACAGGCCGTAACCGCTTCCGCCGAAGCCG 
CGCTCGCGCCCGCAACGCCGATTACCGTAACGACCGACACGGTTCAAGCCGTCATTGATG 
AAAAAAGCGGCGACCTGCGCCGGCTGACCCTGCTCAAATACAAAGCAACCGGCGACGAAA 
ATAAACCGTTCATCCTGTTTGGCGACGGCAAAGAATACACCTACGTCGCCCAATCCGAAC 
TTTTGGACGCGCAGGGCAACAACATTCTAAAAGGCATCGGCTTTAGCGCACCGAAAAAAC 
AGTACAGCTTGGAAGGCGACAAAGTTGAAGTCCGCCTGAGCGCGCCTGAAACACGCGGTC 
TGAAAATCGACAAAGTTTATACTTTCACCAAAGGCAGCTATCTGGTCAACGTCCGCTTCG 
ACATCGCCAACGGCAGCGGTCAAACCGCCAACCTGAGCGCGGACTACCGCATCGTCCGCG 
ACCACAGCGAACCCGAGGGTCAAGGTTACTTTACCCACTCTTACGTCGGCCCTGTTGTTT 
ATACCCCTGAAGGCAACTTCCAAAAAGTCAGCTTTTCCGACTTGGACGACGATGCCAAAT 
CCGGCAAATCCGAGGCCGAATACATCCGCAAAACCCCGACCGGCTGGCTCGGCATGATTG 
AACACCACTTCATGTCCACCTGGATTCTCCAACCTAAAGGCAGACAAAGCGTTTGCGCCG 
CAGGCGAGTGCAACATCGACATCAAACGCCGCAACGACAAGCTGTACAGCACCAGCGTCA 
GCGTGCCTTTAGCCGCCATCCAAAACGGCGCGAAAGCCGAAGCCTCCATCAACCTCTACG 
CCGGCCCGCAGACCACATCCGTCATCGCAAACATCGCCGACAACCTGCAACTGGCCAAAG 
ACTACGGCAAAGTACACTGGTTCGCCTCCCCGCTCTTCTGGCTCCTGAACCAACTGCACA 
ACATCATCGGCAACTGGGGCTGGGCGATTATCGTTTTAACCATCATCGTCAAAGCCGTAC 
TGTATCCATTGACCAACGCCTCTTACCGCTCTATGGCGAAAATGCGTGCCGCCGCACCCA 
AACTGCAAGCCATCAAAGAGAAATACGGCGACGACCGTATGGCGCAACAACAGGCGATGA 
TGCAGCTTTACACAGACGAGAAAATCAACCCGCTGGGCGGCTGCCTGCCTATGCTGTTGC 
AAATCCCCGTCTTCATCGGATTGTATTGGGCATTGTTCGCCTCCGTAGAATTGCGCCAGG 
CACCTTGGCTGGGTTGGATTACCGACCTCAGCCGCGCCGACCCCTACTACATCCTGCCCA 
TCATTATGGCGGCAACGATGTTCGCCCAAACTTATCTGAACCCGCCGCCGACCGACCCGA 
TGCAGGCGAAAATGATGAAAATCATGCCGTTGGTTTTCTCCGTCATGTTCTTCTTCTTCC 
CTGCCGGTCTGGTATTGTACTGGGTAGTCAACAACCTCCTGACCATCGCCCAGCAATGGC 
ACATCAACCGCAGCATCGAAAAACAACGCGCCCAAGGCGAAGTCGTTTCCTAAATGCCGC 
AGCATGAAAAATGCCGTCTGAAACCTGTTCAGACGGCATTTTTATTGCCCACCCCCTATC 
GGGGCGGAAATCTTCAACCCGCATACATCACAAAAATCGTCGGGCGTTTTTTCAGATTGG 
GCATTTCTTTTCTTTTTCGCCACTGCACGATTGTTTGACTGATGATTTCCTGTGTCGGCA 
AGGTCAAATCCGTAGCCGTGCATAAACGCGTTTCAGGATGCAGGTTTTCCACCGCATCGG 
CAAGCAGCGCATCATTGCGGTAAGGCGTTTCAATAAAAATCTGCGTCTCGCCGCACTGGC 
GCGAACGCTGTTCCAAAGCCCGAAAAGCCTGAATCCGCTCGTTTTTTTCAGACGGCAGAT 
AGCCTTTAAACGCAAAACTCTGCCCGTTCGCACCCGAAGCCATCAAAGCCAGCAGCAGGC 
TGGAAGGCCCGACCAGCGGACGCACTTCAAAACCGTGTTTATGCGCCAATGCCACCAAAT 
TCGCACCCGGATCGGCCACAGCCGGGCAACCCGCCTCACTGACAATGCCCATACTGCGCC 
CTTCTTGCAAAGGTTTCAGCAATTCCGGCAAAGTCTTCAAATCCGTATGTTCATTCAACG 
TTTGCAGATTCAGCTCGCGGATAGGCGTAGTCACGCCCAAATGTTTCAAATGCGCACGCG 
CCGTTTTTTCCGCCTCCACGACAAAATCCGTCAGCCCGACAATCGCCTGTTGTTCATGCG 
GCAACAGGCACGGCGTGTCAGGCGTACCCAAAGGCGTAGGAATCAAATACAAAACAGGAG 
ACATCATTCCCTCACTCATCGGTTAAAAATGCCGTCTGAGCCTTTCAGACGGCATAAACG 
GGCAGTTACAGAACCTCCACGCCCTCATTTTTCAAGAAATCGACCAGACGGAAAACCGGC 
AAACCGATTAAAGCATTCGGATCGGTACTCTCAATCCTTTCAATCAGCAATGCACCCAAA 
TCCTCACTCTTCAGCGCACACGAACAATAAACCGCATCAGGCTCGCGCTCCAAATAGCGG 
AGGATATGCAACTCGTCCAACTGCCTCATCACGACCACCGTCTTATCGATATGCCGCCGC 
ATCCTGCCCGTAACCGTATTCAACAGCACGATCGCGCTGTAAAACTCAATCTCCCTGCCG 
CTCAAGTGCATCAGCATCTTTTGCGCATTGGCAAGGTTCATCGGCTTGCCCCACTGCCTG 
CCGTCGCACCACGCCACCTGGTCCGCACCGACAATCAACGCCTCTGGGAAACGCCCGGTC 
AACGACCGCGCCTTACCCTCGGCAAGGCGCAATGCCGTCTGAGGGGCGGATTCCCCCAAC 
ATCGGCGTTTCGTCAAAATCGGGGGACGCCGCCTGAAAGGCAATGCCGAGCCTTTCCATC 
TGTTCGCGGCGGAAAACCGAACTCGTACCCAAAATCAAAGGCAGTTCCAAACCCATCCCA 
TCCTCCTTACCGTTGAAAACACGCCCGAAGGGGCAGTAAAATCCAGCCATGCGCCGAAAC 
ACGGATACCCGCCTTCGGCGTACCGCAACATTTTTCTTAAAAATATTGACGTTAGAACAT 
CTAAATTATATCATATCCCGTTTATGTCAGACCCTAATTTGATTGACTTGGAAATTTTTG 
CCGCCGAAGGGCAGAACCTGCAAGGCAGTTTTCTGCTGGAAGAATTGGATGAACGCGTCA 
GTTCGCACGATTATCCCGCCGACAGGCAGACCAAAATATCGTTTACACTGACCGGCGGTC 
GCGACCGGCTGCAACGCCTGTTCCTCGACCTGAACGTCAAAGCCGATATGCCCCTGATTT 
GCCAGAGATGTATCAAACCCATGCCGTTCATGCTTGATGAAAGCAGCCGTATCGTCCTGT 
TTTCCAACGAAGAGTCCTTGGACGAATCCATGCTTGCCGACGAAGAACTCGAAGGCATAC 
TGATTGAAAAAGAACTCGACGTGCGCACATTGGTAGAAGACCAAATCCTGATGTCCCTGC 
CCTTTTCGCCGGGACACGAAGACTGCGGCGACAATGGGACACTGGAAGAAGTCAATCGGG 
ACAAACCCAACCCCTTTGCTGTTTTGGCAGGTTTGAAAAGCAATTGATTAGGACACAGTT 
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TATTTATCTAGGAGCTTGAAATGGCCGTTCAACAAAACAAAAAATCCCCTTCCAAACGCG 
GTATGCACCGTTCGCACGACGCGCTGACCGCGCCTGCACTGTCTGTCGACAGCACAACCG 
GCGAAGTACACCGCCCGCACCACATCTCCCCCAACGGTATGTACCGCGGCCGCAAAGTGG 
TCAAAGCCAAAGGCGAATAATCCCTATTCGACTGACTGAAAAAGCCAGAACATTGCCATG 
CAATTACTGGCTTTTTTTGCATTGGACGCACCATCCGTCCAAACTTTCGCCATACGTCAA 
CACACAGGGGCAAAGCGTTCCGTATAATACCCCGTGAAAATATTCCAAAAGCCCCAACCA 
CCAAGGAAATTCCGATGAAACAGAAAATCTGGTACACCTACGATGACATCCACCGCGTCA 
TCAAAGCATTGGCAGAAAAAATCCGGAACGCCGACATCAAATACGATGCCATGATTGCCA 
TCGGCGGCGGCGGCTTTATTCCGGCACGTATGCTGCGCTGTTTTCTGGAAATTCCGATTT 
ATGCCGTAACCACCGCCTATTACGACAGCGACAACGAAGGACAGGTTACCGAAGAAGTCA 
AAAAAGTCCAATGGCTCGACCCCGTTCCCGAAGCCCTGCGGGGCAAAAACGTACTCGTCG 
TCGATGAAGTGGACGACAGCCGCGTAACCATGGAGTTCTGCCTGAAAGAACTGCTCAAGG 
AAGACTTCGGTACGATCGGAGTCGCCGTACTGCACGAAAAAATCAAAGCCAAAGCAGGCA 
AAATCCCCGAAGGCATTCCCTATTTCAGCGGCATCACCGTAGAAGACTGGTGGATCAACT 
ATCCGTGGGACGCACTCGACATCGACGAACACAACCGCCTTGCCGAGGCCGGCCGAGGCT 
GACCCTTTCAGACGGCATATTTTCCGAACCGATGCCGTCTGAAGCCCGCACGACCCCTGC 
CGCAGACCGAAAACCTACCGGAGAAACCCTATGATTACATTGGCCGTAGATGCCATGGGC 
GGCGACCAAGGACTTGCCGTTACCGTACCCGGCGCAACCGCATTCCTCCAAGCACACCCC 
GATGTCCGCCTGATTATGACCGGCGACGAAACGCAACTGCGCCAAGCCCTGACCGCGGCA 
GGCGCACCGATGGAACGCATCGACATCTGCCATACCACCCAAGTCGTCGGCATGGACGAA 
GCCCCGCAATCCGCCCTGAAAAACAAAAAAGACTCCTCCATGCGCGTCGCCATCAACCAG 
GTTAAAGAAGGCAAAGCCCAAGCCGCCGTATCCGCAGGCAACACGGGTGCGCTCATGGCA 
ACCGCACGTTTCGTCCTCAAAACCATTCCCGGCATCGAACGCCCCGCCATCGCCAAATTC 
CTTCCTTCCGACACCGACCACGTTACCCTTGCACTCGACCTTGGCGCGAACGTCGACTGC 
ACGTCCGAACAGCTCGCCCAATTTGCCGTTATCGGCAGCGAACTCGTCCACGCACTCCAT 
CCTCAAAAAGGACAGCCGCGCGTCGGGCTGGTCAACGTCGGCACGGAAGACATCAAAGGT 
ACGGACACCGTCAAACAAACCTACAAACTGCTGCAAAACAGCAAACTCAACTTTATCGGC 
AACATCGAAAGCAACGGCATCCTCTACGGCGAAGCAGATGTCGTCGTCGCCGACGGCTTT 
GTCGGCAACGTCATGCTCAAAACCATCGAAGGCGCGGTCAAATTCATGAGCGGAGCCATC 
CGCCGCGAATTCCAAAGCAACCTGTTCAACAAACTTGCCGCCGTTGCCGCCCTACCCGCC 
CTCAAAGGGCTGAAAAACAAACTCGACCCGCGCAAATTCAACGGGGCCATCCTGCTCGGG 
CTGCGCGGCATCGTGATTAAAAGCCACGGCGGCACAGACGAAACCGGTTTCCGCTATGCC 
CTCGAAGAAGCCTACCACGAAGCCAAGTCCGCCGGCCTTTCCAAAATCGAACAGGGCGTA 
GCCGAACAACTCGCCGCACTCGAAACTGCCAAAGCCGTCCAAAACGAAAATGTCGGCGGT 
CTGTAACACACACGATGCCGTCTGAACGCCCCCGCCCCTTTCAGACGGCATCCGCCCGCA 
CCAAACCTGCGGGCGCGGACGGCGATGCGCCTGTCCGGCACTTCCCAAATATCGCCTTGT 
AAAATAAGGAGTATTTGAAAAATGAAGACATTAGAAAAACGGATGAAAGCTCTAGACAAA 
CGGATTATGAAGTTCGGAAAATCCCTTGAAGGCAGGCTTGATGCCCGTCTGATTGAATCC 
GCATTGGATTATATTCATTATTCGGAACGTTTTTTGGCTTTTGAAATCCTGTGTACTTAT 
ATCGAAGATTTCGATGTCCGGCTGACGGAACAAGAATCCCGGGAAATTTCTTTTATCAAC 
AAGGAATTTGAGATAGAAAGCACGTCCGATTAACCAATAAAGCCAATGGGTTGATAAACA 
TGAAAACATCGACGGTCGTTTTTGGCGGATTTTTTATGGCAGACAACGGAGAGCGAATCC 
AAATCCCCGTTTTGGAAAATCCTGACATTAGGGAAATCAATCACTTTTTTTCCGTATCAA 
ATTTTGAGAAAAAAACCGGCGTCCTTGTTTTCAGAATCATCCCCGAGCCGGAATTTGGCA 
ATACCGAATTAACTGTCTATTTTAAAAAAGGATATTATAGTGGATTAACAAAAACCAGTA 
CGGCGTTGCCTCGCCTTGCCGTACTGGTTTTTGTTAATCCACTATATCAGACGAAAACAA 
ACACCCGCGCCAATAGCCTGACGGCAACCCGGCAATCAAAATGCCGTCTGAAGCAGCTTG 
GGCTTTCAGACGGCATTTCCTTCGCTTAAAACAGCGTATCGGCAACCCCGCCCTGCCTGT 
CCACGGCAATCTGCATCTGAAAACCATCTGTATCCCAAACCACACCCCCATCCCTGTTTC 
CATCATGTGCACCCTGTCCGTATTGGGCAATCATCTGTTTTTCGCTTACAATAGCCGAAT 
CTGAACCAACTCTCTAAAAAGGCCGTTCCCATGCAGTATGCAAAAATTTCCGGCACAGGC 
AGCTATCTTCCCGCCAACCGCGTCAGCAATGACGACCTTGCCCAAAAGGTAGATACCTCT 
GACGAGTGGATTACCGCGCGCACGGGCATCAAATTCCGCCATATTGCAGCCGAAAACGAA 
AAAACCAGCGATCTTGCCGCCGAAGCGGCGCACCGCGCGCTGGATGCAGCCGGATTAGAC 
AGCGGCGAAATCGATTTGATTATCGTGGCAACGGCAACGCCGGATATGCAGTTTCCGTCT 
ACTGCGACCATCGTGCAACAAAAATTGGGCATCACCAACGGCTGCCCCGCGTTTGACGTA 
CAGGCGGTGTGCGCCGGCTTTATGTACGCGCTGACCACGGCAAACGCCTACATTAAAAGC 
GGTATGGCGAAAAACGCGCTGGTCATCGGCGCGGAAACCTTCAGCCGCATTGTAGACTGG 
AACGACCGCACAACCTGCGTATTGTTCGGCGACGGCGCGGGCGCGGTGGTTTTAAGCGCG 
TCGGACACGCCGGGCATCATCCACAGCAAACTCAAGGCCGACGGCAATTATCTGAAACTC 
TTAAACGTCCCCGGGCAAATCGCCTGCGGCAAAGTTTCCGGTTCGCCGTACATTTCGATG 
GACGGTCCCGGCGTGTTCAAGTTTGCCGTCAAAATGCTGTCCAAAATCGCCGATGACGTT 
ATCGAAGAAGCAGGTTACACCGCCGCTCAAATCGACTGGATTGTTCCCCATCAGGCAAAC 
CGCCGCATTATCGAATCGACCGCGAAACATTTAGGTTTGAGTATGGACAAAGTCGTCCTG 
ACCGTCCAAGACCACGGCAACACATCCGCCGCATCGATTCCGCTGGCTTTGGATACGGGC 
ATCCGCAGCGGACAAATCAAACGCGGTCAAAACCTGCTGCTCGAAGGCATCGGCGGCGGT 
TTCGCGTGGGGCGCGGTGCTGTTGCAATATTGAACCCGATGCCGTCTGAAACAGGCTTTC 
AGACGGCATTTCCCATATCATGAAGCGGCAGGCTTTCTTCAAACTGATGGCGTGTGCGGC 
ATTTCTGTCTGCCGTTTCGCTGCGCCTCCCCGTATTGGGCGCGTGTTACGCAATATTGTC 
CCTCTATGCGTTTGCACTTTACGGCATCGACAAACGGTGCGCCATACGGGGGCAACGCCG 
CATTCCCGAACACCGCCTGCTGCTGCCTGCATTGCTCGGCGGCTGGGTGGGCGCGTATTT 
CGGCAGCATGACATTCAAACATAAGACAGCGAAAAAGCGTTTTGTTGTGCTGTTCCGTCT 
GACTGTTTCAGGTAATGTCTTGGCGACCCTCATCCTGATTTATAGTGGATTAAATTTAAA 
CCAGTACGGCGTTGCCTCGCCTTGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTT 
GTCCTGATTTTTGTTAATCCACTATATTATTTTGTCCCGCCTGAATTTTTCGTAAAACTC 
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GGGCAGAATACCTGATTATCCAACCAAACAAAGGAATACTATGTCTTTTGCCTTCTTTTT 
TCCCGGACAAGGTTCCCAAAGCCTCGGTATGATGAACGGCTTTGCCGAACACGCCATCGT 
CAAAAACACCTTTGCCGAAGCCTCCGCCATATTGGGGCAGGACTTGTGGGCGATGATAAA 
CGGCAGCGATGCCGAAATCATCGGTCAAACCGTCAACACCCAGCCCATTATGCTCGCCGC 
CGGCGTTGCCGTTTACCGCGCCTATTTAGAAGCGGGCGGCAAAACGCCTGCCGCCGTTGC 
CGGACACAGCCTCGGCGAATACACCGCACTCGTTGCCGCCGGCGCATTGAATTTTGCCGA 
CGCGGTCAAACTCGTGCGCCTGCGCGCCGAACTGATGCAGTCCGCCGTACCGCAAGGCGT 
GGGCGCAATGGCGGCGATTCTCGGCTTGGAAGATGAGCAGGTTAAAGCCATTTGTGCCGA 
AGCCGCCCAAAGCGAAGTGGTCGAAGCCGTCAACTTCAACTCACCCGGACAAATCGTGAT 
TGCAGGCAACGCCGCCGCCGTCGGACGCGCCATGGCTGCCGCCAAAGAAGCCGGTGCCAA 
ACGCGCCCTGCCGCTGCCCGTGTCCGTACCTTCCCATTGCAGCCTGATGAAACCCGCCGC 
CGACAAACTTGCCGAAGCCCTGAAAACCGTTGAAATCAAGCAGCCGCAAATCCGCGTTAT 
CCACAACGCCGACGTTGCCGCCTACGATGATGCCGACAAAATCAAAGACGCGCTCGTCCG 
CCAGCTTTACAGCCCCGTACGCTGGACGGAAACCGTCAACGCCCTCGTTTCAGACGGCAT 
TGCCGAATCCGCCGAATGCGGCCCGGGCAAAGTGTTGGCGGGCTTGGCAAAACGCATCAA 
CAAAGCCGCCGCGTGCAGCGCACTGACCGATGCCGGACAGGTTGCCGCCTTTATCGAAGC 
GCACTGACTTCGTTCTGCAAAAAGCAGCCTGCCCTCTTCAGGCTGCTTTTCATGTCCGAA 
CGACGGCAGCCCCATATTTACGCTATAATCCATCCCGACCAAACCACCGACAGCGGCTGC 
CGTTGCAGTTCCCGCCCTACCGATATGATAGAAAAACTGACTTTCGGACTGTTTAAAAAA 
GAAGACGCGCGCAGCTTTATGCGCCTGATGGCGTACGTCCGCCCCTACAAAATCCGCATC 
GTTGCCGCCCTGATTGCCATTTTCGGCGTTGCCGCCACCGAAAGCTACCTTGCCGCCTTC 
ATCGCCCCCCTGATTAACCACGGCTTTTCCGCACCTGCCGCGCCGCCCGAGCTGTCTGCC 
GCCGCCGGCATCATTTCCACCCTGCAAAACTGGCGCGAACAGTTTACCTATATGGTTTGG 
GGGACGGAAAACAAAATCTGGACCGTCCCGCTCTTCCTCATCATCCTCGTCGTCATCCGT 
GGCATCTGCCGCTTTACCAGCACCTATCTGATGACTTGGGTCTCCGTGATGACCATCAGC 
AAAATCCGCAAAGATATGTTTGCCAAAATGCTGACCCTTTCCTCCCGCTACCATCAGGAA 
ACGCCGTCCGGCACCGTACTGATGAATATGCTCAACCTGACCGAACAGTCGGTCAGCAAC 
GCCAGCGACATCTTCACCGTCCTCACGCGCGACACGATGATCGTTACCGGCCTGACCATC 
GTCCTGCTTTACCTCAACTGGCAGCTCAGCCTCATCGTCGTCCTGATGTTCCCCCTGCTC 
TCCCTGCTCTCGCGCTACTACCGCGACCGTCTGAAACACGTCATTTCCGACTCGCAAAAA 
AGCATAGGCACGATGAACAACGTGATTGCCGAAACCCATCAGGGACACCGCGTCGTCAAG 
CTGTTCAACGGGCAGGCGCAGGCGGCAAACCGGTTCGACGCGGTCAACCGCACCATCGTC 
CGCCTCAGCAAAAAAATCACGCAGGCAACGGCGGCACATTCCCCGTTCAGCGAACTGATC 
GCCTCGATCGCCCTCGCCGTCGTCATCTTCATCGCCCTGTGGCAAAGCCAAAACGGCTAC 
ACCACCATCGGCGAATTTATGGCATTCATCGTCGCGATGCTGCAAATGTACGCCCCCATC 
AAAAGCCTTGCCAACATCAGCATCCCTATGCAGACGATGTTCCTCGCCGCCGACGGTGTA 
TGTGCATTTCTCGACACCCCGCCCGAACAGGACAAGGGCACGCTCGCACCGCAGCGTGTC 
GAAGGGCGCATCAGCTTCCGCAACGTCGATGTCGAATACCGTTCAGACGGCATCAAAGCC 
CTCGACAACTTCAACCTCGACATCAGACAAGGCGAACGCGTCGCCCTGGTCGGACGTTCC 
GGCAGCGGCAAATCCACCGTCGTCAACCTGCTGCCCCGCTTTGTCGAACCGTCTGCCGGC 
AACATCTGCATAGACGGTATCGACATCGCCGACATCAAACTCGACTGCCTGCGCGCCCAA 
TTCGCCCTCGTCTCCCAAGACGTATTCCTGTTTGACGACACCCTGTTTGAAAACGTCCGA 
TACAGCCGTCCCGACGCGGGCGAAGCCGAAGTCCTGTTCGCCCTCCAAACCGCCAACCTG 
CAAAGCCTGATTGACAGCTCCCCGCTCGGACTGCACCAGCCCATCGGATCGAACGGCAGC 
AACTTATCCGGCGGACAGCGGCAACGCGTCGCCATTGCCCGCGCCATTTTGAAAGACGCG 
CCGATATTATTATTGGACGAAGCCACCAGCGCATTAGACAACGAATCCGAACGCCTCGTC 
CAACAGGCGCTCGAACGCCTGATGGAAAACCGCACCGGCATCATCGTCGCCCACCGCCTG 
ACCACCATCGAAGGGGCCGACCGCATCATCGTGATGGACGACGGCAAAATCATCGAACAA 
GGCACACACGAACAACTGATGTCCCAAAACGGTTACTACACGATGTTACGCAATATCTCA 
AACAAAGATGCCGCCGTCCGGACGGCATAAACAAAATGCCGTCCGAAATGGTACAATCGC 
CCCGACCCTTTCAGACGGCATCATATCCGCCGACCCATCCGATTATCTTCAATCACTGTA 
AAACCCATTATGACCCAAGACAAAATCCTCATCCTTGACTTCGGTTCGCAAGTTACCCAG 
CTCATCGCCCGCCGCGTGCGCGAAGCCCACGTTTACTGCGAGCTGCATTCTTTCGATATG 
CCTTTGGACGAAATCAAAGCCTTCAACCCCAAAGGCATCATCCTCTCCGGCGGCCCCAAT 
TCCGTTTACGAATCCGACTATCAAGCCGATACCGGTATTTTTGATTTGGGCATTCCGGTT 
TTGGGCATCTGTTACGGCATGCAGTTTATGGCGCACCACTTGGGCGGCGAAGTGCAGCCC 
GGCAACCAGCGCGAATTCGGTTATGCGCAAGTTAAAACCATAGACAGCGAGCTGACACGC 
GGCATTCAAGATGGTGAGCCAAACACACTCGACGTATGGATGAGCCACGGCGACAAAGTG 
TCCAAACTGCCCGACGGTTTCGCCGTCATCGGCAACACCCCGTCCTGCCCGATTGCCATG 
ATGGAAAACGCCGAAAAACAATTCTACGGCATCCAGTTCCACCCCGAAGTTACCCACACC 
AAACAAGGCCGCGCCCTGTTGAACCGCTTTGTCTTGGATATTTGCGGCGCACAACCGGGC 
TGGACGATGCCGAACTACATCGAAGAAGCCGTTGCCAAAATCCGCGAACAGGTCGGCAGC 
GACGAAGTGATTTTAGGTCTGTCCGGCGGCGTGGACTCTTCCGTAGCCGCCGCGCTGATT 
CACCGCGCCATCGGCGACCAACTGACCTGCGTGTTCGTCGATCACGGTTTGTTGCGCCTG 
AACGAAAGCAAAATGGTGATGGATATGTTCGCCCGCAACTTGGGTGTGAAAGTGATACAC 
GTCGATGCCGAAGGGCAGTTTATGGCGAAACTCGCCGGCGTAACCGACCCCGAGAAAAAA 
CGCAAAATCATCGGTGCGGAATTTATCGAAGTATTTGATGCCGAAGAAAAAAAACTTACC 
AACGCCAAATGGTTGGCACAAGGCACGATTTACCCTGACGTAATCGAATCCGCAGGTGCA 
AAAACCAAAAAAGCCCACGCCATCAAATCGCACCACAACGTCGGCGGCCTGCCTGAAAAC 
ATGAAGCTCAAATTGCTTGAGCCTTTGCGCGATTTGTTCAAAGACGAAGTACGCGAATTG 
GGTGTGGCTTTGGGCCTGCCGCGCGAAATGGTGTACCGTCATCCGTTCCCGGGTCCGGGT 
TTGGGCGTGCGTATTTTGGGCGAAGTGAAAAAAGAATATGCCGACCTGCTTCGTCAGGCA 
GACGATATTTTCATTCAAGAATTGCGCAATACTACCGATGAAAACGGTACATCTTGGTAC 
- GACCTGACCAGCCAGGCATTCGCCGTGTTCCTGCCCGTCAAATCTGTCGGCGTAATGGGC 
GACGGCCGCACATACGATTACGTCATTGCCTTGCGTGCCGTGATTACCAGCGACTTTATG 
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ACCGCGCATTGGGCGGAACTGCCGTATTCCTTGTTGGGCAAAGTGTCCAACCGCATCATC 
AACGAAGTCAAAGGCATCAACCGCGTGGTTTATGATGTGAGCGGCAAACCGCCTGCCACC 
ATCGAGTGGGAATAAACAGCAAACATGGCTGCCCCGTCCGGCGCAGTCCTTCGATTATCG 
GAAAAAAGGAAAAAATATGAGCACACAAGATTTAAACGGCAAAATCGCTTTGGTAACAGG 
CGCATCGCGCGGTATCGGTGCAGCAATTGCCGACACGCTGGCGGCAGCCGGTGCCAAAGT 
CATCGGTACGGCGACCAGTGAGAGCGGTGCGGCGGCGATTAGCGAGCGGTTGGCGCAATG 
GGGCGGCGAAGGCCGCGTATTAAATTCCGCCGAACCTGAAACCATCGAAAGCCTGATTGC 
CGACATCGAAAAAGCGTTCGGCAAACTCGATATTCTGGTCAACAACGCCGGCATCACCCG 
CGACAACCTCCTGATGCGCATGAAAGAAGAAGAGTGGGACGACATCATGCAGGTCAACCT 
CAAATCCGTGTTCCGCGCTTCTAAAGCCGTTTTGCGCGGTATGATGAAACAACGTTCCGG 
CCGCATCATCAACATCACATCCGTCGTCGGCGTGATGGGCAATGCCGGTCAAACCAACTA 
TGCCGCGGCAAAAGCAGGCTTAATCGGTTTCTCCAAATCCATGGCGCGCGAAGTCGGCAG 
CCGGGGCATTACCGTCAACTGCGTCGCCCCTGGCTTTATCGATACCGACATGACACGCGC 
CCTGCCGGAAGAAACCCGCCAAACCTTTACCGCCCAAACCGCCTTGGGCAGATTCGGCGA 
CGCGCAAGACATCGCCGATGCGGTTCTGTTCCTCGCTTCCGACCAAGCAAAATACATCAC 
CGGCCAAACGCTGCACGTCAACGGCGGTATGCTGATGCCTTAACAGACAACTTTTTCAAC 
CATGCCGTCTGAAGCCCTTTCAGACGGCATTTGCATTCTCAGGCAAAATGAACACACACC 
ACACCCCGCCCTGCCCATGCGGCTCAGGCACAAGCTGAGACCTTTGCAAAATTCCTTTCC 
CTCCCGACAGCCGAAACCCCAACACAGGTTTTCAGCTGTTTTCAGCTGTTTTCGCCCCAA 
ATACCGCCTAATTCTACCCAAATACCCCCTTAATCCTCCCCGGACACCTGATAATCAGGC 
ATCCGGGTCACCTTTTAGGCGGCAGCGGGCGCACTTAGCCTGTTGGCGGCTTTCAAAAGG 
TTCAAACACATCGCCTTCAGATGGCTTTGCGCACTCACTTTAATCAGTCCGAAATAGGCT 
GCCCGGGCGTAGCGGAATTTATGGTGCAGCGTACCGAAGCTCTGTTCGACCACATATAGT 
GGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAA 
GGTGCTGAAGCACCGAGTGAATCGGTTCCGTACTATTTGTACTGTCTTCGGCTTCGTCGC 
CTTGTCCTGATTTTTGTTAATCCACTATACATCATCGCTACTACCGTTCCGGCGCAACAG 
GCATTCCTCGATGCCGCCGAACTGATGCAATGGAGTATAGAAACCGAAGGGCTGGGCTTG 
AACGTCATCTCGCACAAGATACTCGGCAAAGACCACGCCCAAGTCGAATTTGAAGCCTAC 
TTCCGAGACGGACAACACCGATCCGCGCATCACGAACTGTCCGGCTTCGTCAACATCGGC 
GGACAATGGTATTTTATCGATCCCACCGTTCCGCATCCTGCGATGAAACAACCCTGCATT 
TGCGGATCAGGCAAAAAATTCAAAGCCTGCTGCGGCAAATATCTGAAACCTGTCGCATAA 
AAATGCCGTCTGAACGTTCAGACGGCATTTTCAACGTGCAAAAAAAACCATTCATACCAA 
GGGTAAGTATGAATGGTCAATACATTGCGGGAAAACGTCTTACTTGCTGCACTGCCGAAA 
AGGGAGAAACGGCAGCGGTAATCAGCGGAAAGGATTGTACCCGAATTAATATTAAGAAAC 
GTTAATCGCGAAAATATATTAACAAACCTGTTGAAACCTATTGGTTTTCCCGTATCCACC 
CGACCCAGCGTTCAAACAGCTTCGGTTCGAGCGCGGCAACGACCGAGCGTTTGAACACGT 
GTTCACCACTCCAAAACCCGTCGCCTTCCAAAGTCGTCAGCCTGCCGCCCGCCTCCTCGA 
AAATCAACGCGCCGGCGGCATAATCCCACAGCTTCTGCCCGCCGTGAACATAAACATCAT 
AACGCCCGCACGCCAGATAACACCAATCCAACGTACTGCTGCCCATACTCCGTATCGTTC 
CAAAAGGCGCGAGCGTACTCATACGGCTGGAAAGTTTGCCCGAACGCAGATATTTGATTT 
CCACGCCCGCAATCGCCTCATTGAGTTTTTTATCCACGAGGCGCAGGGGCAGACGCGTCC 
CGTTTAAAAACGCCCCCTGCCCGCGTTCGGCATAAAAACATTCGCCGCTGACTGGGTTGT 
AGATTACGCCCAACTCGGCGCGCCCGTTGCGGACAAACGCCACCGATACCGCAAAATGCG 
GCAGCCCGTTGACAAAATTGTTCGTCCCGTCTATCGGATCGACAATCCACAGCCCCTTTT 
CCCCCGAATATTGTTCCCACAAAGCCGACTGTTCCTGCCGCGACATTTCCTCACCCAACA 
TCGGACTGTCGATTAAAAGCGGCAACGCGGCGGCAAAAGCCGTCTGCGCGGCAATGTCCG 
CCTCGCTCAACATCGAACCGTCTTCCTTGCGGTGAGACGGCGTATTCAAAAAACGCGGCA 
TAATTTCGGTTTGCGCGATATGGCGCACGACTTTCTGCAAACGGTGTAACACTTCCTACT 
GTCCTCATATTTTGAACTTGCGGCGCGCGAACGTATAATGTCCGCTTCCATCACGCCGCT 
GCGACGGATTATAACCGTCCGAACCGCCAAAAACTATGCCCCGATTCCACCTGCCCGAAA 
ACCTTTCCGTCGGACAAACCGTCGCCCTGCCCGACAACATCGTCCGCCACCTCAACGTCC 
TGCGCGTCCGCCCCAACGAAAACATCACCCTCTTCGACGGCAAAGGCAAGGCACACGCCG 
CACGGCTGACCGTTTTGGAAAAACGCCGCGCCGAAGCCGAAATCCTGCACGAAGACACAA 
CCGACAACGAGTCCCCGCTCAACATCACACTGATACAATCCATCTCCTCCGGCGATCGCA 
TGGATTTCACCCTGCAAAAAAGCGTCGAACTCGGCGTAACCGCCATACAGCCCGTCATCA 
GCGAACGCTGCATCGTCCGCCTCGATGGGGAACGCGCCGCCAAACGCCTCGCACGCTGGC 
AGGAAATCGTCATCTCCGCGTGCGAACAAAGCGGCAGGAACACCGTTCCCCCCGTACTGC 
CCATCATCGGCTACCGTGAAGCACTCGACAAAATGCCGTCTGAAAGCACCAAGCTGATTA 
TGAGCATCAACCGCGCCCGCAAACTCGGCGACATACGCCAACCGTCCGGCGCAATCGTCT 
TTATGGTCGGGCCCGAAGGCGGCTGGACAGAACAGGAAGAACAACAGGCATTTGAAGCTG 
GCTTTCAGGCGGTTACACTCGGCAAACGGATTTTACGCACAGAAACCGCCCCACTCGCCG 
CCCTCGCCGCCATGCAGACGCTTTGGGGCGATTTCGCATAAACAGAAATGCCGTCTGAAA 
CCCGTTCAGACGGCATTTTGCAGCCGATTAAGATAGTAGGTTCAAATAAGATTTCCCGTG 
TCGTCATTCCCGCGAAAGCGGGAATCTAGAAACGAAAAACTACAGAGATTTATCCGAAAC 
AACAACCCTCTCCGCCGTCATTCCCGCAAAAGCGGGAATCTAGAAACGAAAAACTACAGG 
GATTTATCCGAAACAACAAACCCTCTCCGCCGTCATTCCCGCGCAGGCGGGAATCTAGAA 
ACGAAAAACTACAGGGATTTATCCGAAACAACAAACCCTCTCCGCCGTCATTCCCGCGCA 
GGCGGGAATCTAGAAATTTAACGTTGCGGTGATTTATCGGAAATGACTGAAACTCAACGG 
ACTGGATTCCCGCCTGCGCGGGAATGACGAGATTTTAGGTTTCTGTTTTTGGTTTTCTGT 
TCTCGCGGGAATAACGGAATTTTAAGTTTTAGGAATTTGTCGGAAAAACAGAAATCCCCC 
CGCCGTCATTCCCGCAAAAGCGGGAATCTAGAAACGAAAAACTACAGGGATTTATCCGAA 
ACAACAAACCCTCTCCGCCGTCATTCCCGCGAAAGCGGGAATCTAGAAATTTAACGTTGC 
GGTGATTTATCGGAAATGACTGAAACTCAACGGACTGGATTCCCGCCTGCGCGGGAATGA 
CGAATTTTAGGTTTCTGTTTTTGGTTTTCTGTTCTCGCGGGAATAACGGAATTTTAAGTT 
TTAGGAATTTATCGGAAAAACAGAAATCCCCCCGCCGTCATTCCCGCGAAAGCGGGAATC 
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TAGAAATTTAACGTTGCGGTGATTTATCGGAAATGACTGAAACTCAACGGACTGGATTCC 
CGCCTGCGCGGGAATGACGAATTTTAGGTTGCTGTTTTTTGGTTTTCTGTTTTTGCGGGA 
ATGACGAATTTTAGGTTTCTGTTTTTGGTTTTCTGTTCTCGCGGGAATAACGGAATTTTA 
AGTTTTAGGAATTTGTCGGAAAAACAGAAATCCCCCCACCGTCATTCCCGCAAAAGCGGG 
AATCTAGAAATTTAACGTTGCGGTGATTTATCGGAAATGACTGAAACTCAACGGACTGGA 
TTCCCGCCTGCGCGGGAATGACGAAGTGGAAGTTACCCGAAACTTAAAACAAGCGAAACC 
GAACGGACTAGATTCCCGCCTGCGCGGGAATGACAGTGTATCCATTTCTAATTTTAATCC 
GCTATATTTTACACAAACTATTTGAACGATATGACCCGCCTGCCGTAAGCTTTCTCAAGC 
TCCGCCTGCCTTTGACGCTCCATTCTTTTCTTCTTTTCCCTACCGAATTTACCCAAAGCA 
CGCTTCAAGTCAAACATCACCTTCAACGAACGGCGGTGTCTTCTTTCTTGTTCCCTATCT 
TTTTCCAAATCGCTACCCAACATACTGTTTTTACTGAGGAACTTGGCATAATGCAATTCT 
TGGGTACATAAGGCGGGATTAACCTGATAAACAGGCATCCCCTCCTTATCAAAGAAATAA 
GTAAACATCATCCAATCTACCGCTTTAATCCACTCTGCCGGCAAAACGGCAAACCTTTCC 
AAGAAAAACCGCATCGCCTCACGCGAAATGATATAGCCAGCCGTCCCCCAATGTTCGCTC 
TCCAGCAAAGGAAATGACCGATTCTCATAATTCAGGACTTTATCCGGTCTGACAATAACT 
TTCGCAAACATCGTTTCCAAACGAACGATAAAGGCAGAATCCTTATCAAAACGCTCTTCC 
AACCAAGTATCTTCGGCAAGGAACTTTTCTGCGTCTTTGCCAAGCAGGACATCATCCTCA 
AATACGGCAACATAGGGCAGACCTTCATCCAATGCCTGTTTCCACAATACGGCGTGGCTC 
ATAAAGCAGGCTTTTTCCACTTCGCTCAACAGGTGCTGTTTTGCCAATCCCGGCACCAAT 
TCCGCCATCATCCGATTCAGTTCTTCAGACGGCATCAGTGCGTCGAAAAACTGAAACGGG 
ATGCCGCGCACGCCGAAGGTTGCGGCAATGTGCGCCCTGCGTTCTGCGGCGGAAGCTAAG 
CTGATAACATGGTTTTGCATAATTTATCCTGTTTTTTGTCTGTTGGATAAAGCGGCGTTT 
TTCAACGGTTTTTCAGCAATCGGCGCAAAATGCCGAAGTATTGCCTCAAGGTAAACAGCC 
GCCGCATCCTGCCGTCTGCTGCAAATACGATGTCCATCTCTCCTCCTTTTATTGGAAAGG 
CACAATGAACTGTTCGCGCCTTTGCCGGCGTTTTTCCCTTTCCCTGCTGATTTTGGTCAA 
GGCGCGGATCAGGCGGTGTTTGAATGTGTTGGCGGGGGAATCGCGCCTTTGCTGTTTGCG 
GTTCAGGAGGCGGTCGTGTTCGATCAGGCTGCCCAATGCGCTGTTTTGGTCGTGAAACTT 
GGCATAATGCAGCTCTTGGGCGCACAAGGCGGGATTGAGCTGGCAAACCGGCATTCCTTC 
CCTGTCGAAAAAATCGCTGAACATCATCAGATCGACGGGGTGCAGCCCTTCGGGCGGCAG 
GGCGGCAAACCTGTCCAGGAAAAACCGCATCGCTTTTCGGGAAATGATATAGCCCGCCGT 
CCCCCAGTGTTCGCTTTCCAACAGCGGAAAGGCGCGCCCGCAGTAATCCGCCACGCCGGA 
GGGCGAGGTCAGGACGTGCATAAACATCGTTTCCAAGCGGACGATAAAGGCGGTATCCGG 
GTCAAAGCGTTCTTGCAGCCAAGCGTCTTCGGCAAGGAATTTTTCCGCACCTTCGCCGAG 
TAAAACGTCGTCCTCAAATACGGTGATATACGGCAGACCTTCGTCCAATGCCTGCTTCCA 
CAATACGGCGTGGCTCATAAAGCAGGCTTTTTCCACTCCGCTCAAATAGGGGTGCGCCGA 
CAAGCCGGGGACGAGTTCCGCCATTGCCTGTTCCAGCCTTTCAGACGGCATCAGTGCGTC 
GAAAAACTGAAACGGGATGCCGTGCCTGCCGAAGGTATCGGCAATGTGCGCCCTGCGTTC 
TGCGGCGGAAGCTAAGCTGATAACGTGGTTTTGCATAATTTATCCTGTTTTTTGTCTGTT 
GGATAAAGCGGCGTTTTTCAACGGTTTTTCAGCAATCGGTGCAAAATGCCGAAGTATTGC 
CTCAAGGTAAACAGCCGCCGCATCCTGCCGTCTGCCGCAAAATCCAGCCACGCGCCGGCG 
GGCAGCGTGTCCGTCCGTTTGAAGCATTGGTACAAAAACCGGCGGGCGCGTTCAAAATCT 
TCTTCCGGCAAATGTTTCTCCAGCAATTCATACGCTACTGCTTTTATTTGGCGGTATTCA 
AGGCTGTCGAACCGGGTTTTAAAACCCATAGACTGCAAAAAATCGTTTCTGGCGGTTTTT 
TGGATGCCTTGCGCGATTTCGTGTTGGCGGATGCTGTATTTGGATGAAACCTGATTGGCG 
TGAAGGCGGTATTTGACCAAGGCTTCGGGATAATAAGCCAGCCTGCCCAATTTGCTGACA 
TCGTACCAAAATTGGTAATCTTCCGCCCAATCCCGCTCGGTGTTGTAACGCAAACCGCCG 
TCAATGACGCTGCGCCTCATAATCATCGTGTTGTTGTGTATGGGGTTGCCGAAAGGGAAA 
AAGTCGGCAATGTCTTCGTGTCGGGTCGGTTTTTTCCAAATTTTGCCGTGTTCGTGGTGC 
CGCGCCAGCCGGTTGCCGTCCTTTTCTTCCGACAAAACTTCCAGCCACGCACCCATCGCG 
ATGATGCTGCGGTCTTTTTCCATCTCACCCACGATTTTCTCAATCCAGTCGGGGGCGGCA 
ATATCGTCTGCATCGGTGCGCGCAATATATTCCCCCCCCCCCCCCGACTTTGCCAATTCA 
TCCAGCCCGATGTTTAAAGAGGGAATCAGACCGGAATTGCGCGGCTGCGCGAGGATGCGG 
ATGCGGCCGTCCTGTTCTTGGAAACGCTGGGCAATGGCAAGCGTACCGTCCGTCGAGCCG 
TCATCGACAATCAAAATATCCAAGTTGCGCCAAGTTTGATTCACGACGGCGGCTAATGAT 
TGGGCGAAATATTTTTCTACGTTGTAGGCGCAAATCAATACGCTGACTAAAGGCTGCAAT 
TTATTCTCCCGATAGGCACGATGCCGTCTGAAGGCTTCAGACGGCATTTGGACTGTACAA 
CGGTTACTCGCCCAAAAGCGCGATATCCGCTACCGCGTTCATTTGTTCTGCCAAGCGGTT 
CAGCAGGTTCAGGCGGTTTTGTTTCACGGCGGCATCTTCCGCCATCACCATCACGCCGTC 
GAAGAAGGCATCGACTTGCGGTTTGACGGAAGCCAGTTCGGACAAGGCGGTCTGGAAATT 
GCCTTCGGCAACGGCGGCGGCAATTTTCGGCTGCAAGCCTTGTGCGGCGGCAAAGAGGGC 
TTTTTCTTCGTCCTGTTGCAGCAAGCTTTCGTTAACCGCGCCCAACTCGGCATCGGCTTT 
TTTCAGCAGGTTTTGCACGCGTTTGTTGGCAGCGGCGAGCGCGGCGGCTTCGGGCAGTTG 
TTTGAACGCGGCGACAGCCTGCAGTTTGGCGGTCAAATCGTCCAAACGGCGCGGCTGCTT 
GGCAAGTACGGCGGCAACGATGTCTTGCGGATAATCGTTTTGCAGCAATACGGCAAGGCG 
CGCCTGCATGAAGTCGGCGGTTTCAGACGGCGTTTTTTCGTTGAGCAAACCTTGCGGGAA 
GCTGTTGAAGGCCGTCTGAATCAGTTCGTTTACGTCCAAACCGTACTGCATCAGCATACG 
CAAAATACCCAATGCGGCGCGGCGCAGGGCGTATGGGTCTTTGTCGCCGGTCGGAATCAG 
GCCGATACCCCAAATGCCGACCAAGGTTTCCAGTTTGTCGGCAAGCGCAACGGCGGCGGC 
AATTTTGCCCTCAGGCAGGTTGTCGCCGGCAAAACGCGGTTGGTAGTGTTGCTCGACGGC 
TTCGGTAATTTCTTCGGTTTCGCCGTCCAAGCGGGCGTAGTATTTGCCCATCGTGCCTTG 
CAGTTCGGGGAACTCGCCGACCATTTCGGTTACTAAGTCGGCTTTTGCCAAACGCGCGGC 
GCGTTCGGCTGCGGCGGCATCCGCGCCCAAAGCCTTGGCGATATGGGCGGCGATGCTTTG 
CAGGCGTTCGATGCGTTCGGCTTGCGAACCGATTTTGTTGTGATAAACCACGTTCGTCAG 
TTTGGGCAGGCGGCTTTCCAAAGTCGCTTTTTGGTCTTGTTTGTAGAAGAACTCGGCATC 
AGACAGGCGCGCGCGCAAGACACGTTCATTGCCTTGGATGATGTGTGACGGATCTTCGGT 
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TTGCAGATTGGACACCAGCAGGAAGCGGTTCATCAGCTTGCCGTTTTGGTCGAGCAGCGG 
GAAGTATTTTTGGTTTTGCTGCATCGTCAGAATCAGGCATTCTTGCGGTACGGCGAGGAA 
GTGTTCTTCAAAACCGGCTTCCAATACCACAGGCCATTCGACCAGCGCGGTTACTTCGTC 
CAACAAGGCTTCATCGGCGGCGGCGGTCGCGTTCAGACGGCGTGCCTGCCCTTCCAATAC 
CGTCTGAATCGCGGCTTTGCGCTCGGCAAACGAAGCGACGACTTTGCCTTGCTCGCGCAT 
TTGTGCGGCGTAGCTGTCGGCGTTTTCAATGGTAATTTCGCCGTCGGAGAGGAAGCGGTG 
TCCCAAGGTTTTGTTGCCGCTTTGCAGACCCAAAACGCTGACGTTCACAATGTCGCCGCC 
GTGCAGTACAACTAGCCCGTGAACGGGGCGCACAAAGGTAAACGTGCTGCTGCCCCAACG 
CATTACTTTGGGAATCGGCAGCTTCTTAACCGCTTGATTGATAATGTCTTCCAAAAGTCC 
GCCCAACGGTTTGCCGATTTGGACGTATTCGTAGGCGTACACGTCCTGCTTGCCGTCGTG 
GACGATGGTCAAGTCTTCGATTTTCGCGCCCGCACCGCGTGCGAAACCTTCCAAAGCCTT 
GGTTGGCGCACCGTCTTTCATGGCATTCGCTACGGCAGGGCCTTTTTTCACAATTTTTTG 
ATCAGCCTGAACGGCTTTGACGTTTTTGACTTGAACCGCCAAACGGCGCGGCGAGGCATA 
AGCCGTAAATTCGGCTGCGCCGTCAACCAGTTGCGCTTTTTCCAAGCCTTCGGCAACGGA 
AGCGGCGAAATGGTTGCCCAGATTATTCAGGGCTTTGGGCGGGAGTTCTTCGGTAAGGAG 
TTCGATTAAAAGGGTTTGGGTCATCATTCGGCTTTCTTTGAATTTGGTTAATCTGCCTGT 
TTATAGGTTTCGCTGTAATTTTCCCAGCCGTCATCCCCATAAAAACCGTCAACCAGCGGG 
GTGGCGTACAAAGTGGCAACATCTTCGCGGTCTGCCAGCCAAGAGATAATGGCTTTTTTC 
TCGGTTTCTCCCAAGCTTCGGGCACCGGATTTTTGAAACAGGCACGAAAAATCGCCGCAA 
TCGCCCCCCCGCCATTTCAAAGCCGTTTGCCGCAAGATACGCAATCAGCTCGTCCATAAA 
GCGGTCGAACGCTTCGGCATCGTCCTCAGCTTGGTGCAAACTGCCTTGAACGCCGAAAAT 
CAATGTTTGAAACTCGCCCAAATGCAGCTTTTTATGCTGGCGGCGGTTCATTTTGTGCAG 
GCGTTTCCTGCTTGGGGTGCGGAAATAGACAGGCATGATTTTCCTAAAAAATATAATGGC 
TTCCGGACGGCTGCCTTATCGTGCCGCCCGAACGTAAAAAATCGTCGCCCCCTTAGGCGG 
CGTTTGCCTTCATTAAAGGGAAGCCCAGTTTTTCGCGGCTTTCAACATATTTTTGCGCCA 
CGGCGCGGCTCAATGCACGAATACGTCCAATATAAGTTGCCCGCTCAGTTACGGAAATCG 
CGCCGCGTGCGTCTAAAAGGTTGAACGTATGCCCCGCTTTGAGGACAAGCTCGTAGGCAG 
GCAGGGCGAGGGCGGCGTTTTCTTCGGCAAGCAGGCGTTTGGCTTGCGCTTCGTAGTCGT 
TGAACTGGCGCAGCAGCCAGTCGGCATCGCTGTATTCGAAGTTGTAGGTGGATTGCTCGA 
CTTCGTTTTGGTGGTACACGTCGCCGTAGGTGACGGTGTTGCCGTCGAGCGTTTTTGCCC 
AAACGAGGTCGTAGACGTTTTCTACACCTTGCAAGTACATCGCCAAGCGTTCGATGCCGT 
AGGTGATTTCGCCGAGTACGGGCGTGCAGTCGATGCCGCCGACTTGTTGGAAATAGGTAA 
ACTGGGTTACTTCCATGCCGTTGAGCCAGACTTCCCAGCCCAAACCCCACGCGCCGAGGG 
TGGGGTTTTCCCAGTCGTCTTCGACAAAGCGGATGTCGTGGACTTTGGGATCGATGCCCA 
ATTCGCGCAGAGAGTCGAGATAGAGGTCTTGGATATTGGCGGGAGCGGGCTTGAGGGCGA 
CTTGGAATTGGTAATAGTGTTGCAGGCGGTTGGGGTTGTCGCCGTAGCGGCCGTCTTTGG 
GGCGGCGGCTGGGTTGGACGTAGGCGGCAAACCAAGGCTCGGGGCCGAGTGCGCGCAGGC 
AGGTGGCGGGATGGGATGTGCCGGCACCGACTTCCATGTCGAAGGGTTGGATGACGGTGC 
AGCCTTTGTCTGCCCAGAATGTTTGCAGTTTGAAGATGATTTGTTGGAAGGTAAGCATGG 
CTTATGATTCGATAAAATAAAGGGTTTATTTTACTGTTTCCATTGCTGTTTGGATAGGTT 
TATCTCAAAGACAGACTGATTTGAAAACACGGCATACATGATATAGTGGATTAAATTTAA 
ACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTCAAGCA 
CCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATT 
TTTGTTAATCCGCTATATGTTTCGGTTAGGCGGCAGGCTGCCCTATTGAATACCTTAAAG 
CAGGCTATGCCTGCCAACGCCATATCCAAACACAGTCTTTAATTTAAATCCGGAAAATAA 
AAAGCACGACCAAACGGTCGTGCTTTTCCAAACCAAACAAGTTTATTTCTTGTGCGAACG 
GATATAGTCCAAAGTTTTGAGCTGTGCAATCGCAGCAGCCAATACTTTATGCGCTTCCGC 
CAAAGCCTTATCGTCTTTAGCTTGGGAAATGCCCGCTTCTGCGGCTTTTTTCGCCTCTTC 
CGCACGTGCCCGATCCATCTCCGCACTGCGGACGGCAACATCCGCCAAGACAGTTACTTT 
ATCAGGCTGTACTTCCAAAACACCGCCGGAAACAGCAACCAAAACCTCTTTATCCTCGCC 
CGGAACGGTCAAACGCAAAGCCCCCGGCCGCACCAAACTCATAATCGGCTCGTGTCGCGG 
ATAAATACCGAGTTCGCCCTGTACAGTCGGAACAACGATAAATGTTGCCTCGCCTGAATA 
GATTTTCTGCTCGCTACTTACCACCTCAACTTGCATGATGCTCATGCCGACCTCCTTAGT 
TTAAGGTTTTCGCTTTCTCTACTGCTTCTTCAATGCTGCCGACCATATAGAATGCCTGCT 
CGGGCAGATGATCGTATTCGCCGTTCAAGATGGCTTTGAAGCCGGCAATGGTATCGCGCA 
GGGCGACATATTTACCCGGAGAACCTGTAAACACTTCGGCAACGTGGAACGGTTGGGACA 
GGAAGCGTTGGATTTTACGCGCACGCATTACGGTCAGTTTGTCTTCATCAGACAATTCGT 
CCATACCCAAGATGGCGATGATGTCGCGCAATTCTTTGTATTTTTGCAGGGTGGACTGCA 
CACCGCGCGCCACGTCGTAGTGCTCTTGACCCAATACCATCGGATCCAGTTGGCGCGAAG 
TAGAATCAAGCGGATCGACTGCCGGGTAAATACCCAAAGAGGCAATATCGCGGCTCAATA 
CGACGGTTGCGTCCAAGTGGGCGAACGTTGTTGCCGGAGACGGGTCGGTCAAGTCGTCCG 
CAGGTACATATACGGCTTGGATGGAAGTAATAGAACCGGTTTGGGTAGAGGTAATACGCT 
CCTGCAAACGACCCATTTCTTCTGCCAATGTCGGTTGGTAGCCCACTGCAGACGGCATAC 
GACCCAACAATGCGGATACTTCGGTACCAGCCAGGGTGTAACGGTAGATGTTGTCCACGA 
AGAACAATACGTCGCGGCCTTTGCCGTTTTCGTCTTTTTCGTCACGGAAGTATTCCGCCA 
TGGTCAAACCGGTCAATGCGACGCGCAAACGGTTGCCCGGAGGTTCGTTCATCTGACCGT 
AAACCATTGCCACTTTATCCAATACGTTGGAATCTTTCATCTCGTGGTAGAAGTCGTTAC 
CTTCGCGGGTACGCTCACCCACGCCTGCGAACACGGACAAGCCGCTGTGCGCTTTGGCGA 
TGTTGTTGATCAATTCCATCATGTTCACGGTTTTACCCACACCGGCACCGCCGAACAGAC 
CTACTTTACCGCCTTTGGCAAACGGACACAGCAAGTCAATCACTTTAATGCCCGTTTCGA 
GCAATTCGGTTGTGGAAGACAGTTCGTCAAACTTAGGGGCAGCTTGGTGGATGGCACGGC 
TCTTGTCGGTATCGATCGGACCTGCTTCGTCAACAGGCGTTCCCAATACATCGACAATGC 
GTCCCAACGTACCTTTACCTACCGGCACAGTAATGGGCGCACCGGTATTGCTCACAGTCA 
TGCCGCGTTTCAAACCGTCCGAGCTGCCCATCGCAATGGCACGGACTACGCCGTCGCCCA 
AAAGCTGTTGGACTTCCAAAGTCAGACCGTTTTCGTCTAATTTCAAAGCGTCGTAAACGC 
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GCGGAATCATGTCGCGTGGAAATTCCACGTCAACAACCGCACCGATAATTTGTACGATTT 
TGCCTTGGCTCATTATCGTATCCTAATTTCCGTACAGGATTCAGACGGCATCAGACAGCC 
GCCGCACCTGCTACAATTTCTGACAATTCCGTGGTAATCGCAGCTTGACGCGATTTGTTA 
TATACCAAACGCAACTCTTTGATGGCATTGCCTGCATTGTCTGTTGCAGCTTTCATGGCA 
ACCATGCGGGCTGCCTGTTCGGATGCCATATTGTCGCTCAACGCCTGATAAACCACAGAC 
TCTAAATAGCGGCGAACCAGATATTCCAACACTGCAAGTGCAGTCGGTTCGTAGCGGTAT 
TCCCAGCTGAACGGTGATTTGGGAGCTGAATCGCCAATCACGTTCTCACCGATAGGCAGC 
AATACTTCCATTCTCGGTTCTTGACGCATGGTATTGACAAAACCCGAATACACCAGATGG 
ATTCTGTCAATTTCATGTTTCTCATACCGTTGGAAGAGTTCTGTCAAAGGTCCGAGCAGC 
ATTTCCATTTTTGGGGTATCGCCCAAATTTACGGCACTGGCAACCACATTCAGACCAATG 
CTCTGACACGCCATCAGACCTTTACTGCCAAAGCATACGATTTCCTCTTCAATACCTTGA 
TTCCGATACTCTTGAACTTGTGCCAAAAACTTTTTCAGCACGTTGGCGTTCAAACCGCCA 
CACAAACCCTTATCAGACGTAATCAAAATAAAACCGACACGTCTGATTTCCCGATGAGAT 
TCCAGTAACGGAATACCATGATCGGTATTGGTTTGCGCAAGATGGCTCATCACCATACGC 
ACTTTTTCGGCATACGGACGCGCCAAACGCATCCGTTCCTGAGTCTTCCGCATTTTAGAG 
GTTGACACCATCTGCATCGCTTTAGTGATCTTTTGGGTATTCTGAACACTGCGGATTTTG 
GTGAGAATCTCTTTTCCTACTGCCATTTCAGACTCCTTTCACTTCAAGCCTTATGCCTGA 
TAGGCGTAAGAAGATTTGAAGGATTTCATGGCTGCTTCAAGCGTTTTCTCGCTCTCGTCG 
GACATTGCACCTGAAGCATTGACGGCTTCCAAAACTTCCGGATGTTGGGTACGGACAAAG 
CTCAAAAATTCAGATTCAAAAGCCAGAGCTTTGGCAACCGGAACATCAGAATACGAACCG 
TTGTTGATTGCCCAAAGGGTCAAAGCCATTTCAGCCGTATTCAACGTACTGAACTGTTTC 
TGTTTCATCAGTTCGGTTACGACTTCGCCATGCTCCAATTGTTTGCGCGTAGCTTCATCC 
AAATCGGATGCAAATTGCGAGAACGCCGCCAATTCACGATATTGTGCCAACGCCAAACGG 
ATACCGCCACCCAGCTTTTTAATCACTTTGGTTTGTGCAGCACCGCCTACGCGGGATACG 
GAAATACCGGCATTGATTGCAGGACGGATACCGGCGTTGAAGAGGTCGGTTTCCAAGAAA 
ATCTGACCGTCGGTAATCGAAATGACGTTAGTCGGAACGAAAGCAGATACGTCGCCCGCT 
TGGGTTTCGATAATCGGCAACGCGGTCAGAGAACCGGTTTTGCCTTTTACTTCGCCGTTG 
GTCAATTTCTCCACTTCGTGTTCATTGACACGTGCCGCACGTTCCAACAGACGGGAGTGC 
AGGTAGAACACATCGCCGGGATAGGCTTCGCGGCCGGGCGGACGGCGCAAAAGCAGGGAA 
ATTTGACGGTAAGCCACAGCCTGTTTGGACAAATCGTCATAAACAATCAAGGCATCTTCG 
CCACGATCGCGGAAGAATTCACCCATCGTACAACCGGAGTAAGGTGCGATATATTGCAAT 
GCCGCCGCTTCAGATGCAGTTGCAGCAACCACGATGGTATGCTCCATCGCGCCATGCTCT 
TCCAATTTGCGGACCACGTTGGCAATAGAAGATGCTTTTTGACCGATAGCGACATAGATA 
CAGATAACACCCGTACCTTTTTGGTTGACGATGGCATCCAATGCTACGGCCGTTTTACCT 
GTCTGACGGTCGCCAATAATCAACTCACGCTGACCGCGACCGACAGGAACCATAGAGTCA 
ATCGCCTTCAGACCGGTTTGCATCGGCTGGTCAACCGATTTGCGCGCAATCACGCCCGGT 
GCGATTTTTTCGATAGGGGCGGTCAAAGTTGTATTAATCGGGCCTTTGCCGTCGATAGGC 
CGACCCAATGCATCAACGACGCGTCCGACCAGTTCGCGTCCGACCGGCACTTCCAAGATA 
CGACCGGTACAGGTAACCGTGTCGCCTTCTTTAATGTGTTCGTACTCGCCCAACACTACG 
GCGCCGACGGAGTCGCGCTCCAGGTTCATCGCCAAGCCGAAAGTGTTACCCGGGAATTCG 
AGCATCTCACCTTGCATTGCATCTGACAAACCATGGATGCGAACGATACCGTCAGTTACC 
GAAATTACCGTACCACAGGTACGCACTTCGGCATTTACAGACAGATTTTCGATCTTGGCT 
TTAATCAAATCGCTAATTTCAGCAGGATTAAGCTGCATGAAAACTCTCCTAATTCGTCAT 
AGTCGTGTACAAGGCACTCAATTTGCCTTGTACAGACAAATCCAAAACCTGATCACCCAC 
TTCAACTTTTATGCCGCCAATCAGCTCCGGTTCGATTTCGACAGAGATTTTCAGCTCGCT 
GTCGAAACGCTTATTCAGCATTTGCACCAACTCGCCGACCTGTTTGTCGGTCAACGGATA 
GGCACTGTAAATGACGGCAGATTTGATATGGTTGAATGATAAGGTCAAGTCTTGATATTG 
AGCATATACTTCCGGCAATATCGACAAACGTTTCTGCCCGGCCAAGACGATAACAAAGTT 
TTTCAACTCCTTGTCTTTCAAACCGACCAAATCGATGAGGATATCTGCTTTTTCTGAAGC 
ATTCGTTTCAGGACGGTCAATCAATGAAGCCACCTTCCCTTCCTGAACAACCGCCGCAAG 
TTTTTCCAGTCCGCCCAACCAAGACTCAATTTGGTTTTTTTCCTGAGCCAGACCGAACAA 
TGCCTTTGCATAAGGTCTGGCAATCGTTGCGAACTCTGCCATAAGATTACAGCTCCTGTT 
TCAGGGTATCGAGCAGTTTTGCGTGTTTGGAAGCATCGACTTCGCTGCGCAAAATAGATT 
CGGCACCTTTGACAGCCAACACGGCAACCTGCTCGCGCAGGGATTCGCGTGCGCGGAACA 
ATTCCTGCTCCACATCGGCCTTTGCCTGAGCTGCAATGCGCGCCGCCTCGGAAGAAGCCT 
GTTCTTTGGCTTCTTCGACAATTTTGGCGGCACGTTTTTCGGCGTTGGCAACCATTTCGG 
AAACCTGATTACGCCCTTCTGCCAAGAGTTCTGCAACCTTTTTTTCAGCCTGCTCAAAAT 
CGCTTTTACCACGCTCGGCGGCAGCCAAGCCTTCGGCGACTTTTGCGGCACGCTCATCCA 
AAGCTTTTGCAATCGGCGGCCACACGAATTTCATGGTAAACCATACCAAACCGAAAAAGA 
CGATGATTTGAGCGAATAATGTTGCATTGATATTCACGTTACTTAACCTTCGTACTGGGG 
TTAATCAAACAGGCTGCGCCTGTACGGAACGGACGAATCCGTCCTGATTATGCACCTGCA 
AACGGGTTAACGAAGGCGAACAGCAGTGCAATGGCGACACCAATCAAGAATGCGGCATCA 
ATCAAACCGGCAATCAGGAACAGTTTGGTTTGCAGCGGACCGATCAGTTCGGGCTGACGG 
GCAGAAGACTCCAAATATTTAGAACCGACCATTGCGATACCGATAGAGGCACCCAATGCA 
CCCAATGCAACGATCAAACCACATGCGATAGCAATCAAACCCATTTTAAACTCCTTAAAG 
AAACAAAGGTTAAACTACAAAAACAAACTACTTAGGAAAATCAGTGCGCATCATGTGCCT 
GTCCGATATAGACGAACGCCAACGCCATGAAAATAAACGCCTGCAGGGTAATCACCAAAA 
TATGGAAAATCGCCCATGCCAAACCGGCAATAATGTGGAATACAAACAGAATCGGATCCA 
TGACTTCGACGCTGCCGGAAGCCGCCCAAGCACCGCCAAGCAAGGCTATCAACAAGAATA 
CCAATTCGCCCGCATACATATTGCCGAACAACCGCATACCGTGGGATACGGTTTTAGAAA 
GAAACTCGACCAAATTCAACAGAAAGTTCGCAGGTGCGAGTTTTGCACCGAACGGCGCGC 
TGAACAACTCGTGAAACCAGCCACCCAATCCTTTGATTTTGATGTTGTAATAGATACAAA 
TCAGCAACACGCCGACAGCGAGTGCCAAAGTGGTGTTCAAATCGGCAGTCGGTACGACGC 
GCAGCAGGGCGTGATGGTTGCCGGTAATGCCCTGCCATACCATCGGCAGCAAATCGACCG 
GCAGCATATCCATCGCGTTCATCAGAAAAATCCAGACAAACAGCGTCAGACCCAACGGCG 



WO 00/66791 



1PCT/US00/05928 



Appendix A -454- 



CGACGGCTTTTCTAGACTTTTCGTTGTGAATGATGCTCTTACACATATCGTCCACAAACT 
CAAACAAGATTTCCACTGCGGCCTGGAAACGTCCGGGAACGCCTGCCGTCGCTTTTTTTG 
CACCGCGCCACAACAGAAAGCTGCCGATTACGCCCAACAGGACGGCAAAAAAGACGGCAT 
CAAGGTTAATAAACGAAAAATCAGCAATGTTTTTCAGTCCCTGACCCTGAGTAACATCCG 
ACAAACTGGTCAAGCTCTGCAAGTGGTGCTTGATGTAGTCGGCAGCGGTAATGGTTTCAC 
CTGCCATAATCTTTCACTCTCAACAATACTAAAAAAACCAAATGGCTGACACCGAGCAGC 
CCCATCAGAAACGGGGCGAACACCAGCGATTGATGCCATATTGCAAATACGGCAAGCATG 
GACAACAGCGACAGCACTACTTTTAAAATCTCTCCGAAGACGAACATCCTGCTTTGCAGG 
AAGGGGTTTCCCCTGAAAAGTTTTAAAAGTAAAACTGCAACAAACGTGGGAAGCAGGTAG 
GACAAACCGCCACCGACCGCCGAAAGGAATCCGGCAAAACCCCATACAGCAAAGGCAACT 
GCGGCGCATATGGACAATACGGCGGATTGTAGGATGATAATCTGCTTCATAAAGGGAATG 
TTTCCGCCTCGGATTTGGGGCGCGGCTAATATAATTTAGAAGCCTTATTACGTCAAGCGA 
CAGTTAATCTTTGTGAAACAACGTATCCCAATCCGCCGCGCTCGCCGCCTGAATAACGGC 
GACAGGTGTCATTCTAACACACATTACATATAATTACAGGATATTAAGGAGTTTGTCCGC 
AATTTCTTTACATTTTTAATGTTCTTACGTGATTTGTTTGCTTTACGTGGAAATAATAAA 
AAATCAACGCGAAATTGTAGCAGTTTATCGGTCGGATTGTCGGCAGTTTGGGGAATTTGC 
TCAATAAATAAAAGGTCGTCTGAAAATATTTTCAGACGACCTTTTCCGAATAAAGGATTA 
GCAACTGCCTGCCGCTTTAAGCAAAGCATTGCATTGACTTTTGCCTTTGTGCGTTCCGCC 
TCCCAAACAAATTGCATCGGAAGTGGTAACGCCGATTGTGCTGATTACACTGGTAACATA 
GCATTGGCTCACGCGCTTACCCACAGTTGCGGTAAAGTTGATGCGTATGCCTTCATTGTT 
GCGGTTGCTGATTTTTACGGCATTTGGGCTGACGCCCAAGGCAAACGCGGCACGTTCCTG 
AAGTTTCTAGTCGGAAACGGTTACATTATTGATTGAGCCGCAACCTGCTAATGCCAACGC 
AACGAACGCAGCCGAAACGATGAT.GCGTGTGTTCATAATTTCCTCGAAAATTAAAAATGA 
AAACAGGAAAACGATTCTTACGTGAAGCAGAAAAAATGTCAATAGAATTATATTTCCCAC 
TTAAAATCTGGAAAGCTATTCTCTATATTTCAGACGGTATATCCCGCAAAATTAAGGCCG 
GTAATCTATGCCCAACTGCTCCAGCAGGTGGCCGAACGTTTCAGGCGTATCGAAATACAG 
GACAATCCTGCCTTTTTTGTGGTTGGCGGTTTTGACTTCAGCGTTGACACCCAGTTTTTC 
AGTCAGCAAATCATTCAGGCGGCCGATGTCGGCGGCGGCAGTCTTTTTGGGCTCGGGACG 
TTTGTTTTGAAGGGCGGCCTGGCTGCGGCGTTCGACTTCGCGCACCGACCAGCCGTTTTT 
GACGGCCTTTTGCGCCAATTCGAGCTGTTCGACGACGGGCAGGGTCAGCAATGCGCGGGC 
GTGCCCCATTTCGAGGCGGCGTTGGTAAAGCATTTCCTGCACGGGTTCGGGCAGGCTTAA 
AAGGCGCAGGCTGTTGGAAATCGCGCTTCGGCTTTTACCGACGGCTTGGGCGATGGTTTC 
GTGGGTCAGCCCGAACTCGTCGGCAAGGCGTTTCAAGCCTTGTGCTTCTTCGATGGGGTT 
GAGGTTTTCGCGCTGGAGGTTTTCGATCAAACCCATTGCCAATGCGGTTTCGTCGCTGAT 
GGTTTTGATAACGGCGGGGATTTCGGTCAGGCCGGCAATCTGTGCGGCGCGCCAACGGCG 
TTCGCCTGCAATCAGTTCGTATCGGGACAGTCCGTGTTCGCGCACGATGACGGGCTGTAT 
CACGCCTTGCGCCTTAATCGAATCTGCCAGTTCCTGCAAGGCTTCGTCATCGATTTGAAC 
ACGCGCCTGATAGCGGCCGGGCCGGATATCTTTAACCGCAACCGTGGTCAATCGGTCGCC 
GCTGCTGTTGTCCGCGCCGTTGGCGAGCAGCGAATCCAAGCCGCGCCCCAATCCGCCTTT 
TACTTTTGCCATACCGCCCTCCCGTGCCTATTCAGATAGGATGTTAAATCGGGTATTTTA 
TCGGATATTGGGTGTTGCCGACAATTTGTATCCGCGTTTATCGGATTTCTGTTTTTTCAC 
TATAATAGCCGGTTTGCCGTTGCAGGCGGTTTTATGGGAAAGGCGGATGATGGTACGGCG 
TTTGATAATCGGCATCAGCGGGGCGAGCGGTTTCCAATACGGCGTGAAGGCTTTGGAACT 
TTTGCGCGCGCAAGATGTCGAAACGCACCTTGTGGTATCGAAAGGTGCGGAGATGGCGCG 
CGCTTCGGAAACGGCTTATGCGAGAGACGAGGTATATGCCTTGGCGGACTTCGTGCATCC 
GATCGGCAATATCGGGGCGTGCATTGCCAGCGGTACGTTTAAAACGGATGGGATGCTGGT 
CGCCCCCTGTTCGATGCGGACGCTTGCCTCTGTCGCGCACGGCTTCGGCGACAATCTGCT 
GACGCGTGCGGCGGATGTGGTTTTGAAGGAAAGGCGGCGGCTGGTGCTGATGGTGCGCGA 
AACGCCGCTGAACCTTGCCCATTTGGACAATATGAAGCGGGTAACGGAAATGGGCGGCGT 
GGTGTTTCCCCCTGTTCCTGCGATGTACCGCAAACCGCAGACGGCGGACGACATAGTGGC 
GCACAGTGTTGCACACGCTTTGTCGCTGTTCGGAATCGATACGCCGGATTCGGCGGAATG 
GCAGGGAATGGCGGATTAAAGGACAAAAATGCCGTCTGAACACGGATACAGTTCAGACGG 
CATCATTTTATACGACTGCCTTATTTGGCTGCGCCTTCATTCCATGCGGCAGGGGATTTG 
TAGCCCTCGAAGCGTTTGTGCGCGTAGGCTTTGAACGCGTCGGAGTTATAGGCCTCGGTT 
ACGTCTTTAAGCCATTGGCTGTCTTTGTCGGCGGTTTTGACGGCAGACCAGTTGACATAG 
GCAAAGCTCGGTTCTTGGAACAGGGCTTCGGTCAGCTTCATGCCGCTGCTTATGGCGTAG 
TTGCCGTTGACGACGGCAAAATCCACGTCGGCGCGGCTACGCGGCAGTTGCGCGGCTTCA 
AGCTCGACGATTTTGATGTTTTTCAGGTTCTCGGCGATGTCCGCTTTGGATGCGGTCAAC 
GGATTGATGCCGTCTTTGAGTTTGATCCAACCCAGTTCGTCGAGCATCACCAAGACGCGG 
GCGAAGTTGGACGGGTCGTTGGGCGCGGATACGGTGCTGCCGTCTTTGACTTCTTCCAGC 
GATTTCAGCTTGCCCGGGTACAGTCCCAAAGGCGCGGTCGGCACTTGGAAGACTTCGGTG 
ATGTCCAGATTGTGTTCTTTTTTGAAGTCGTCAAGATAGGGTTTGTGTTGGAAGACGTTG 
ATGTCCAACTCGCCCTCAGCCAATGCCAGATTCGGGCGTACATAGTCGGTAAACTCGACC 
AGTTTGACGGTGTAGCCTTTTTTCTCCAGCTCGGCTTGGATTTGTTCTTTGACCATATCG 
CCGAAGTCGCCGACGGTCGTGCCGAAGACGATTTCTTTTTTCGCCGCGCCGTTGTCGGCG 
GCGGCAGAAGCGGATGCGGCGGGCGCGCTGTCTTTTTGACCGCCGCAGGCGGCGAGGATG 
AGCGCGAGTGCGGCGGCGGAAAGGGTTTTGAAGAAGGTTTTCATATTTTCTCCTGATGTT 
GTGGCAGTTTCAAACAAAAATGACGGGCAGGGAGTCCTGCCGTCCGGATTCGGCGTTCAG 
ACGGCATTTGCCGCGAACAGGGGGATTTTATAGCATTTTTCGGATAGCGGTGGGGGTTTT 
GGCGTTCAGACGGCATTCGGGTTCAACGTTTGTCGAGTTTCCGCGCCAACGCGTTGCCGG 
TGCTTTGAATCAGGATGACCAGCAGCACGAGGAGGGCGACGATGAAGATGATGACTTCGG 
TTTGGTAGCGGTAGTAGCCGTAGCGGATGGCGAGGTCGCCCAAGCCGCCGCCGCCTATCA 
TCCCTGCCGCCGCGCTGTATGACAAAAGCCCGATGGCAAGCACGGTAATGCTGGAAACCA 
TGCCCGCGCGCGCTTCGTTCAAGAGGACTTTGCAGACGATGGCAATCGGCGGCGCACCCA 
TCGCGGCGGCGGCTTCAATTACGCCTTTGGGGACTTCGCGCAGGTTTTGTTCCACCAGTC 
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GGGCAAAATAAAACAATCCCGACACGCTCAACACCAGCGAGGCGGCAACCGGACCGATGG 
TGCTGCCGACGATGGCGCGTGTGGCGGGTATCATCGCAATCATCAGGATGACGAAGGGGA 
AGGCGCGCATGAGGTTGACGAGGTTGTCGAGCAGGAAGTTCACCAGCTTGTTGTAATGCA 
GTTGGCGGCTGGAGGTTACGAAGAGCAGCACGCCCAGCAGCGTGCCGAAGATGACGGCGA 
ATGTGGTGGACAAGCCGACCATCACGAAGGTTTCGCCCAAGGCGCGGAAGATTTCGTCTT 
TCATGCCGACGATGGTGGAAACGGCTTGTTGGAATGTTAAGTCTGCCATATCAGTCCTCC 
CGAATCAGTTCGCGCCCGATGTCGGATTGGGCGTGGATTTGGTTGCCGCGTACTTCGACG 
ATTTCGACGACTTTGCCTTTATCCAAGAGGGCGGCGCGGTCGCACAGGCGGCGGATGACG 
CTCATTTCGTGGGTTACGATGACGATGGTTACGTTGAAGCGTTTGTTGATGTCTTCCAAA 
CATTCCAAGACGCTGCGCGTGGTGGCGGGGTCGAGGGCGGAAGTGGGTTCGTCTGCGAGG 
ATGACTTGGGGTTTGGGCGCGAGTGCGCGGGCGATGCCGACACGTTGTTTCTGCCCGCCG 
GAAAGCTGGGCGGGATAGTGGCCGGCGCGTTCGGTCAAGCCGACGATTTCAAGGCATTCT 
TTAACGCGCGCTTTGATTTTTTCAGACGGCCATCCGGCGATTTCCAAAGGAAAGGCAACA 
TTGTCGGCAACGGTGCGGTTGCTCAAAAGATTAAACTGCTGAAACACCATGCCGATATTC 
TGCCGAGCCTGACGCAATGCGGCGGCATCGAGCGCGGTCAGCTCTTGTCCGCAGACGTTG 
ACCTTGCCGCTGTCGGGGCGTTCCAACAGGTTAATCAGGCGCAACAGGGTGGATTTGCCT 
GCACCCGAATAACCCATCAGCCCGAAGATTTCGCCGTCGCGGATTTCGAGGCTGGTCGGC 
TCGACGGCGGCAAAACGGGTCTTGTCGCGCGTTTGGTAATGCTTGGAAACCTTGTCCAAA 
ATAATCATTGTCTTTCCCATACAACAAAGCCCGATGTCGGACACAACGGGCGCGGAAGAT 
AAAGCTGAAATTGTCGGAACGCTTTAGCTGTTATGCCCGCAAGCTGTGTCAAATCGGCAG 
GTTAATTTTCGTAGGATATTATCGGGAAAGCATTTTTTTGTCAATAAAGCAGGAAGCGGG 
CAACCATTTCGGACAATGCCGTCTGAAACGGGCAAAGGCAGCGGTTCGCACCAAAACGGC 
AAATAATTGAAAAACATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAG 
ACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCT 
CTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAAATTATGTC 
GGAAACATTCCAAAGGCGGTGCAGTTTCGGCATATAATTCGGGCAAACGCCTGTTCAGAC 
GGCATTTTGTCTTTTCCAACCCTGACCGTTCAGGGTTCCGATTCTTAAGGAAATCCGATG 
TACCTACCCTCTATGAAGCATTCCCTGCCGCTGCTGGCGGCCCTGGTGCTTGCCGCGTGT 
TCTTCGACAAACACACTGCCAGCCGGCAAGACCCCGGCAGACAATATAGAAACTGCCGAC 
CTTTCGGCAAGCGTTCCCACCCGCCCTGCCGAACCCGAAAGAAAAACGCTGGCAGATTAC 
GGCGGCTACCCGTCCGCACTGGATGCAGTGAAACAGAAAAACGATGCCGCCGTCGCCGCC 
TATTTGGAAAACGCCGGCGACAGCGCGATGGCGGAAAATGTCCGCAACGAGTGGCTGAAG 
TCTTTGGGCGCACGCAGACAGTGGACGCTGTTTGCACAGGAATACGCCAAACTCGAACCG 
GCAGGGCGCGCCCAAGAAGTCGAATGCTACGCCGATTCGAGCCGCAACGACTATACGCGT 
GCCGCTGAACTGGTCAAAAATACGGGCAAACTGCCTTCGGGCTGCACCAAACTGTTGGAA 
CAGGCAGCCGCATCCGGCTTGTTGGACGGCAACGACGCCTGGAGGCGCGTGCGCGGACTG 
CTGGCCGGCCGCCAAACCACAGACGCACGCAACCTTGCCGCCGCATTGGGCAGCCCGTTT 
GACGGCGGTACACAAGGTTCGCGCGAATATGCCCTGTTGAACGTCATCGGCAAAGAAGCA 
CGCAAATCGCCGAATGCCGCCGCCCTGCTGTCCGAAATGGAAAGCGGTTTAAGCCTCGAA 
CAACGCAGTTTCGCGTGGGGCGTATTGGGGCATTATCAGTCGCAAAACCTCAATGTGCCT 
GCCGCCTTGGACTATTACGGCAAGGTTGCCGACCGCCGCCAACTGACCGACGACCAAATC 
GAGTGGTACGCCCGCGCCGCCTTGCGCGCCCGACGTTGGGACGAGCTGGCCTCCGTTATC 
TCGCATATGCCCGAAAAACTGCAAAAAAGCCCGACCTGGCTCTACTGGCTGGCACGCAGC 
CGCGCCGCAACGGGCAACACGCAAGAGGCGGAAAAACTTTACAAACAGGCGGCAGCGACG 
GGCAGGAATTTTTATGCGGTGCTGGCAGGGGAAGAATTGGGTCGGAAAATCGATACGCGC 
AACAATGTGCCCGATGCCGGCAAAAACAGCGTCCGCCGCATGGCGGAAGACGGTGCAGTC 
AAACGCGCACTGGTACTGTTCCAAAACAGCCAATCTGCCGGTGATGCAAAAATGCGCCGT 
CAGGCTCAGGCGGAATGGCGTTTTGCCACACGCGGCTTTGACGAAGACAAGCTGCTGACC 
GCCGCGCAAACCGCGTTCGACCACGGTTTTTACGATATGGCGGTCAACAGCGCGGAACGC 
ACCGACCGCAAACTCAACTACACCTTGCGCTATATTTCGCCGTTTAAAGACACGGTAATC 
CGCCACGCGCAAAATGTTAATGTCGATCCGGCTTGGGTTTATGGGCTGATTCGTCAGGAA 
AGCCGCTTCGTTATAGGCGCGCAATCCCGCGTAGGCGCGCAGGGGCTGATGCAGGTTATG 
CCTGCCACCGCGCGCGAAATCGCCGGCAAAATCGGTATGGATGCCGCACAACTTTACACC 
GCCGACGGCAATATCCGTATGGGGACGTGGTATATGGCGGACACCAAACGCCGCCTGCAA 
AACAACGAAGTCCTCGCCACCGCAGGCTATAACGCCGGTCCCGGCAGGGCGCGCCGATGG 
CAGGCGGACACGCCCCTCGAAGGCGCGGTATATGCCGAAACCATCCCGTTTTCCGAAACG 
CGCGACTATGTCAAAAAAGTGATGGCCAATGCCGCCTACTACGCCGCCCTCTTCGGCGCG 
CCGCACATCCCGCTCAAACAGCGTATGGGCATTGTTCCTGCACGCTGACGTACCGATGCC 
GTCTGAAACCCGCCCGGTCTTTCAGACGGCATTTTTATCCCGAACGGCATTGACGGCGAA 
CC AT AAAT AT AAGACAATCCGAAAATTGTTTTTCCTGCTTTTTCAAGCAGCTTGAC AC GG 
CACAAGCCGACCCGTTAGGAGGTGATGTTTCCGTCACGGCGCGTATCCCGCCGCCGCAAG 
GCACAGCGATACGGTAAACTTTCAACACCGTCTGCCCTACCCTTTCCACCGATATGATGG 
GCAGATGAAACAACCGAATTTATTAAAGGAAATAAAATGCCTGCAATCCGCGTAAAAGAG 
AATGAACCATTTGAAGTCGCTATGCGCCGTTTCAAACGCGCCGTAGAAAAAACCGGCCTG 
CTGACCGAGCTGCGCGCCCGCGAAGCCTACGAAAAACCGACTACCGAACGCAAACGCAAA 
AAAGCGGCAGCCGTAAAACGCCTGCAAAAACGCCTGCGCAGCCAACAACTGCCGCCCAAA 
ATGTACTAAACGTTCAAGTACAGATTACAGGTCAGCCCTGTGATATGAGGACACACCGCA 
AGACCTGCTCTGCGGTGTGTTTTGCTTTTCAGACGGCATCGAAACCCGCCGTTTCCATCC 
GACATCCCAGCGAGGACATCATGAGCCTGAAAATCCGCCTTACCGAAGACATGAAAACCG 
CGATGCGCGCCAAAGACCAAGTTTCCCTCGGCACCATCCGCCTCATCAACGCCGCCGTCA 
AACAGTTTGAAGTGGACGAACGCACCGAAGCCGACGATGCCAAAATCACCGCCATCCTGA 
CCAAAATGGTCAAACAGCGAAAAGACAGCGCGAAAATCTACACTGAAGCCGGCCGTCAGG 
ATTTGGCAGACAAAGAAAACGCCGAAATCGAGGTACTGCACCGCTACCTTCCCCAAATGC 
TTTCCGCCGGCGAAATCCGTACCGAGGTCGAAGCTGCCGTTGCCGAAACCGGCGCGGCAG 
GTATGGCGGATATGGGTAAAGTCATGGGGCTGCTGAAAACCCGCCTCGCAGGTAAAGCCG 
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ACATGGGCGAAGTCAACAAAATCCTGAAAGCCGTGCTGACCGCCTGATTGCCCGAATATC 
GGACAAAATGCCGTCTGAAGCCCGTATCGCAGGTTCAGACGGCATTTTCAATATCCCAAT 
ATCGAATCGGCAGGGGCAACACGGTTTTGATACGCCGAAACGGGTTTTGCCGATAAACAG 
ATTCCGTTTGCGCCCCATCGGACAAAATGCCGTCTGAAACACGATTCCGTTCAGACGGCA 
TAGATTTATTTGACCAATTTCAAGCCTTTTTTGGCGGGTCGGGGCGCGGTTTCGGCAGAG 
GTGTTTTCAGGCGGCGTATCGGGGCGGTACGCTTCCAACTCAAACCCCATACCTTCTCCG 
GTCTCCCGTGCGAAAAGGCTGAGGACGTGTCCGACAGGTATCCATATATCGTGCGCCTGT 
CCGCCGAAGCGGGCGGAAAAGCTGATCCAATCGTTGTCGATTTGAAGGTTTTGCGTGGCG 
GTCGCGCCGATGTTGAGCATAATTTCGTTGTCGCGGACGTACTGCATGGGGACGCGCGTG 
TGTTCGTTGACCCAGACAAGGATGTGCGGTGTGAGGCTGTTGTCGCTGCACCATTCGCAG 
AGGGCGCGGAGGATGTAGGGTTTGGTGGAAGTGGGCATAATGGGTTCCGTGTTGTACGCC 
AAAATAGGAAAATGCCTGCAAAACGGTGGGTTTTGCAAGCATTTCGGACTTATTTGCGCA 
TGGCTTTTTCGGCGGGTGTCAGTGCTTCGATAAAGGCTTCGCGCTGGAAGATGCGCTCGG 
CGTATTTGAGCAGCGGCGCGGCACTTTTGCCCAGTTTGACATCGTAGTGGTCGAGCCGCC 
ACAGCAGCGGAGCAAGGGCGACATCAATCATAGAAAAATCTTCGCCGAGGATGTATTTGC 
TTTTGCTGAACGAAGGGGCAAGCATGGTCAGACCGTTGCCGATGGCTTCGCGCGCTTTTG 
CCTGTTCCTTGTTGGTGGCGGCGGGGTTTTCTAACACTTGGACGTGGTTGAACAATTCTT 
TTTCCATACGGTACAGCACCAGCCGGCCCCGACCGCGCATAACGGGATCGCCGGGCATCA 
GCTGCGGATGGGGGAAGCGTTCGTCAATGTATTCGTTGATGATATTGGACTCGTGCAGCA 
CCAAATCGCGCTCGACCAGCACGGGAACTTGGTTATACGGATTCATGACGGCGAGGTCTT 
CGGGTTTGTTGTAAATATCGACGTCTTTGATTTCAAAATCCATACCTTTTTCGTACAAAA 
CGAAGCGGCAGCGGTGGCTGAAGGGGCAGGTAATGCCGGAATAGAGGGTCATCATAATAA 
TTGTCGCTCCTGTGTGATGCCTGCAAAACGGCTGATTTATAGTGGATTAACAAAAACCAG 
TACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCGAG 
TGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGT 
TAATCCACTATATAAAGGTTTAATCGCGCAATTATACGCGATTTCCGGCACTTAATCCAG 
AAATTCGGCTCAATCTGTTGTTTTTTATATATTTTCCCCGATTTTCCGTATCAGTGCGAA 
CTTACTGTCTTTGTTGCGCGGACGCGCACCCTGCCAAACCGTCTGCCAGCCTTGCGGCGC 
ATCCGCATTTTGGGGCAGGAGGACGATGCGGTAGCGGCATTGTACATCGCCGACGCGGTG 
CGGCAATGTGCCGTACTGCGTCCAAACAATCCGCGTGTGCAGGTCGCCGCCGCCTATGCC 
GATACACTCGATGCCGTCTGAAAGCTCCCGTTTCAATTCCGGGGAAAGCGATGCCTCCAT 
ACTCCGGACGACCGGCGCGTGGCTTTTCGCCGCGTCCAGCCACGGCAGGAACAGCGTCAT 
CAGCAAAGCCCAGGTCAGGGTAACGCCTGCCGCCCAGTTGGTAACCGCCTGCCTGCCGCG 
TATGTTTTTCCGGGTAATCGCCCACAGCCACAAGGGTGTGAACAGTACGGCAACCGCCAT 
CGGAATGGGATCGATATCAGGAACATAATACGGGCTGAAATAGGCGGCGCGTTCGGCAAG 
CTTGGCGGGCCAGCCGTAATTCATGGCGAAAAAGCCCGTCCACAGGAACACGGCAAACAG 
TCCGAACGCCATAATGCCGAACCAGTTGACAAACGCCGCCGCGCCGCGCCTCAGGCTGTC 
CAGTTGCGCCGCGCCGAACAGGGCAAGCGGCGGAAGCAGCCAGACGAGGTTATCCTGAAA 
ACGCTGCGGATTGACGGCAAGCAGCACCAAAACGGCAAGCATCCAGACGACGCCCAAAAT 
CCCCCAGTCGGTCGAAAACAGGCGCGTGCGGCAAACCGTCCAAACCGCCAGCGGCAGCGC 
GGGCAATGCAAACCAAAGCAGGTTTTTCAGATAGTAAAACAAACTGAATGCCGTCTGAAC 
GTGCCGCACGCCGCCGAACGTACCGAAAACGTGATAGTCGAGCCATTGCGCGAACAGCGC 
GGGCTGCGTTTTTGCCAAGAGCAGCGGGTAAACGGTCATAAGCGGCAGGGCAAAGGCAAG 
TGAGGCGACTGCCGTCAACATCAAACGCCTGCTTTGCCACGGACGGAAAAACATCAGTAC 
GGGCAAGGGCAGCATCAGGGCAAATGCTGCCGGATAAGCTGCTGCCAACGACATCAGCGT 
CCAGCCCGTACCGAGCAGAAAAGAGGCGGCAATCACGCGCCGGCGAGCCAAAGAATAACC 
GTGCAGCACCAGTCCGGCGGCGGCAAAGGCGGCGGCAGCGGGGTTGAGGAAATGGGCAAC 
TGGAATCAGCCCGATACAGCCGATGAGAATCAGGACGACGCTGCGCCCGTGGTGTCTGCC 
CAAAAAGTTGAAACCGGCAAAGCCGCAGGAAGTCAGTCCGATAACGGCAAAAAATACGCC 
TGCAAAGCGTGCGGCATCGTATGAGTCGGCAGCCCACGGCGACAGCAAATGTTTGAACGC 
GGCGGCAACCCAAAGATACACGGGCGGTATGCCGAAATCGGTTTGACCGAACAGATGGGC 
AACCAAGGGGGTGGGGCTGCCTGCCAGTGCTTCGACGGCGGTATAGACGGCAGGTTCGTC 
AGGATTCCACAAATCGTGGGAAAACACGCCGGGCCACAACCAGGCAAACGCCATCAACAG 
CAGCAGCCACGGCTTTTCGTGGGTTTTGGCGGGCGGGCGGGCATCGGGCGGGGTATAGGT 
CAGCATAAGCGTGAGAAAAAATGGACGGATTGCCAAGTGTAGCAAATATTCGCACAAAGG 
TCGTGCAGAGACTGCTTCAGACGGCATCAGACACAAAAAGACCGGCAACAAAAAAGACTG 
CACATGGCAGTCTTTGCAGATACTATCTTTTTCATAATATTTTTTCCTAGCCCAACACAG 
TCCATAGCATATCAAAACTGTTGTTTTCAACCAGGATATATATCCCCAATCCTAAATAAA 
CAACAGCAACAAACCATCTGCTATATTTTTCCAAAGTTTCTCCAACAGAAGGGACTTGTG 
CTAATTTTTGGGCAGAAAAAACCAAGAGATAAATCATGACTAGAAAGGTAAGTAAAGCCA 
CTATCAAATTCGCTAAATTTAAGGTAGTAAAATATGGGACAAAGACACCAATATTGTCAG 
CACCACAACTTGCAAAAGTAATCATAGCGACTAGAAAAATCAGGTTTTTATTATCTTTGC 
GCAAACCCTCTTTGGCAATAGCCTCTCCATCAGAATCTCCTAAAAGCAAAACTTTGATGC 
CTAGGAGAATTGGAATCAAGCCGAGCAAACCTAAAATCTCTTTACTAGGAATATAATCTA 
AGACAAATGCAAAAAGTAAACTTAGCAATATCAGACTAACAGAGCCTAGAAATTGTCCTA 
AATAGATGTTAATGATGTCTTTTCTACTTTTTCTTTTGGCAAAAAATAACATTAGGATAA 
TAAGTAAGTCTACGGCTGTCCCAGAATACAGGATTATTGAAGTAACGACATTTTGAATCA 
TAAAACATCTCATTCAAATATATTTTTAAATGTATTCAAACATTAAACCTTGTAGATGTC 
AACTTCAACCCCGTCAAAATATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCT 
TAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTA 
TTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATAGATA 
AGAAGTCAGTGTGCCAAATATTAAAAAGCCCTGCCATCGAAATGATGGCAGGGCTTAATT 
CTTGCAAAGCGGCAATCAGCGTTTGAACAGGTTGCCGAATTTGTTGTTGAATTTGTCCAC 
GCGGCCGGTGGTATCAACGATTTTTTGGGTGCCGGTATAGAACGGGTGGCACAGGGAGCA 
AACCTCGATATTGAAGTTTTCTTTTTCCATCGCGGATTTGGTTGCGAATTTGTTGCCGCA 
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AGAGCAGGTAACGTTGACTTCGTGGTAGTTCGGGTGAATACCTTGTTTCATTTGATTTCC 
TTTCAAAAAAGCGGGCATAGGGGATGTACCTATGCTACAGACAAGTCCGACATTCTCGCT 
ATTTTCTGTTGTTACGTCAAGAGTATATTCGATAAAATGTATAGTGGATTAACAAAAACC 
AGTACAGCGTTGCCTCGCCTTGCCGTACTATCTGTACTGTCTGCGGCTTCGTTGCCTTGT 
CCTAATTTTTGTTAATCCACTATAAAAAGTTCTTTTGAGGGAGGTTTGATGGGATCAAAA 
TTCTTTTTCCTGCTGCTGCGTTTTGCCGGTTCGGGGTTGCCGCCGTCACATATGCGCGGC 
ATCGGCATCGTCGGCAGACGGGTGCGCGGTTTTTTGGCGCGGCGGGTTTCTCCGCATATC 
GGACGCGGGGTCAATATCGAACGCGGGGCGTATGTGTTTCCGGATACGGTTTTGGGCGAC 
GGCTCGGGCATCGGGGCAAACTGTGAAATCTGCCGTGGGCTGGTGGTCGGCAAAAATGTG 
ATGATGGAGCCGGAATGTCTGTTTTATTCAAATAACCACAAGTTTGACCGTTCAAAAAAC 
GCTTTGAGGGCTACACGGAAATCCGTCCGATTACGTTGGAGGACGATGTCTGGCCGGGGC 
ACAGGGTGATTGTAATGGCGGGCGTAACCGTCGGACGCGGTTCGGTCGTGGGCGCAGCGC 
GGTGGTTACAAAAGACATTCCGCCCTACTCTTTGGCGGCAGGCAATCCGGCAGTGGTGAA 
AAAGAATCTGCCGGAAGGTTGAATGCCGTCTGAACGTGTCGGGGCGGATGATCTGAAAAA 
ACAGGAACATCGTTTCTGTTTTTTGCGCTTCAGACGGCATCGCTATTGCGCCACGCGGTA 
TCGATTTCTTGGTAGAGTTTGCCGAAATCGGGTTCGCCGACGTAGGTTTTGAGGATTTCG 
CCTTTTTTGCCGATAAGGACGGAAGTCGGATAAACCTGTGTGCCGAACGCCTGTCCGACA 
GCTTTGTCCGCATCATACATGACGGTAAACGGCAAACCGTAGTCTTTGACATATTGGCGG 
ACGCTTTCTATCGGATCGATGGGCTGGGCGACGGCAAGTACTTGGAAGTTTTTGTTTTTA 
TAGTCATTTGCCGTTTTAATGATTTTGGGCATTTCGCTCACACAACCCGGACAGGAGGGA 
AACCAAAAATTAATCAGGGTTACTTTGCCTTGCAGGTCGGCGTTGGAAACGGTTTTTCCG 
TGCAGGTCGGGCAGGGAGAAGGCGGGCGCGGTTTTGCTGTCGGGGATGAGGACGATGGCA 
AGGAGGATGCCGATCAGTGCGACGACGGCGGCGGTGAGTATTTTTTTCATTCGGACAAGG 
CTTCCAATGCGCGGGCAAGGGTGGCGGGCAGGCTGACGGTGCGTTGTGTGGCGGCGTGGA 
CGGGCATCAGGGTGATGTCGGCTTCTGCGGCGGTTTTGCCGTTTGGCAGTGTAATCGTCT 
GGGTCAGCACAATACGGCGCGTGCCGGGGGTTTTCAGGCGGCATGAAAACTGCAATACGT 
CGCCTTCGACGGCGGGGCGGCTGTATCGGATGTCGATGCGGGCGACAATCAGTATGAGGC 
CTGCCAACTCGTGCAGCAGTCCGCGTTCTTCAAAAAACGCCCAGCGCGCTTCTTCGAAAA 
ATTCGAGGTAGCGCGCATTGTTGACATGGCCGTAGCCGTCGAGATGGTAGTTGCGGACGG 
TCAGCTTCATCAGTTCAGGTTGATGGGTTGGAAGGCTTCGCGGGCAAGCGGTTCGTGTTC 
GAGGTCGGTGATGACGGTAGAAAGCTGGATGTCGAACCATTCGTTGAAAATGTCGGCATC 
GAGCGCAGGCCACTCGCGTTCGTCTTCGCACCAGTCGGCAAGTTCGGCGGCGAAAATGTC 
TTCAAAACGGGCTTCGATTTCGTCCCATACTTCGTCGGCGGTTTCGCACGGGCGGACAAG 
GTAGGAATTGGCGTCGGCTTGGATGTCTTCAAGAGTCAGTCCGTCGAGGTGGTTGCCCGG 
CAGGGTTTGCAGCCAGTTCCAAAAAGGTTCTAAAGGGATGAGGACGAATACGCTGCGGTT 
GACTTCGTACATGGTTTTTCCTTTGCTGTCGCGCGGTATGCGCAAAAAAGAGATTATAGC 
CCAATCTGTGGTTTCGGACTGTCCGTTCCGACAGAAGGGAATGCCGTCCGAACACGGATT 
TTCAGACGGCATGGCTTTAAGGTTGTGTTCCAGGTTGCGTTTCGGCTTCCCCTGCTGCTT 
CTGCCTGTGTTTCGGATACGGAATCTTCTTGAACGGCAGTTTCCGCCGCGCCGGTTTCGG 
CACTTTCGACCAATTCGTCGATGTCGATGTTATCTTCCGTACCTTCGGCAGGTGTTGCAC 
CGGTCTGCCGCGCACGGACTTTCATATAGAGGTCGCGCGTGTAGCTGTATTTGTCGATGG 
CGGCTTCGTCCAGACTGTCGGTCAAATCGAGCAGGCCTTCGCGCGTACTGACGGCGGATA 
CGGCAGTCGTGCCCCAGCGTCCGACAGGGGTGCGGAAGACGATATTCTTGGGCGAATAAA 
CGGAGGTAATACCCGTGCCGAGCGCGTCGCGGACGGTGGACGGCCCTAAGACGGGCAACA 
CGAAATAATTGCTGTTTTTCCATCCCCACGAGGCAAACGTGTCGCCCAAGGTGTTTTTAT 
TGTCGGGAATGCCGCCCGCGCCGGCGATGTCGATAAGCCCGCCCAAACCGAAAGTGGTGT 
TGATGCCGACGCGGACAAGGTCTTCGCTTGCGCGTTTGATGTCCAAGCGCAAGATATTGC 
TGCCGAAGCTGACCACGTCGCACAGGTTGTTAAAAAAATTGGACACGCCGGCGCGGACGG 
GTTTCGGCGCAACTTTGCGGTAGCCGCGCGCGGCAGGGGCGAAAATGTAGCGGTCGGCTT 
GGTCGTTGAATTTGAAAACGGCGCGGTTGTAGCCTTCATAAGGGTCGGCGGGGCGGGTTT 
CGGCAAATGCAGGGGCGGAAGCGAACCCGATCAGCAGGAGGAAGGCATAGGCGGTTTTTT 
TCATGATTTCAGCCAGTCTTTGATTTCGTACAGTTCGGACAGCGCGCGCACGGATTCGGG 
AATGCCGGTCAGCCTGACGCTGCCTTTGCAACCGCGCAGCACTTCGAGCAGCAGCGACAC 
GCAGGCGGAATCGGCGCGTCCGACGCCGCTCAAATCAACCGCGCAGGTGTCTTTCAGACG 
ACATTGCTGTCTGAAGCGGGTAAAAGCGGCGGCGGTCAGGGTTTTGACGGTGATGTCGCC 
GCCGATGTGCAATATTCCGTTTTTGAGTTCTGTATGCATAGCGTTTGCTCGGAAAACCCA 
TACCGCCCTCGGACGGTATGGTTTGTCGGTTATTTGCCGCCGTTTTTGGCTTTCAACTCG 
GCAATCAGTCCGTCCACGCCTTTCGCTTTGATAATTTCGCCGAATTGGTTGCGGTACACG 
GTAACCAGGCTCGCGCCTTCGATGGCGACGTTGTAGGTACGGTATTTACCGCCGCTTTGG 
TAGGTGGTGAAGTCCATGTTGACGGGTTTTTGCCCGGGTACGCCGACTTCGGCGCGGACG 
ATGATTTCTTTGCCGCCTTTATTGACGATGGGATTGTCTTTGACGTTGACGTTGGCGTTT 
TTTAATTTCAGCATCGTGCCGGAATAGGTGCGGATCAGCAGGGTTTGAAATTCTTTGGCC 
AACGCTTGTTTTTGCGCGTCGGACGCGGTGCGCCAAGGGTTGCCGACCGCCAATGCGGTC 
ATACGTTGGAAATCGAAATAGGGAATCGCATAGGCTTCGGCTTTTTGGCGAGCGGTGTTG 
GCATCGCCGTTTTTTAAGATGCTCAATACTTGAGTGGCGTTTTGACGGATTTGGCTTACC 
GCGTCGGCAGGGGCGGCAAATGCCATGCCGATGCTCAAAATACCGATGCCCAATGCGCTG 
ATGAGGGAGGATTTTTTCATGATTAAGTGTCCTAGTTTGAATATGATGGCATACGTTTAT 
TCGGCGGCTTTTTCCGCATTGCCGCCGTCGGCATTTTTCTCGGCAAAACTCGTCATGAAT 
TTGCCGATAAGGTTTTCCAGAACCATTGCAGAACTGGTTACGGAGATGGTGTCGCCGGCA 
GCAAGGTTTTCCGTGTCGCCGCCCTGCTGCAGCCCGATGTACTGCTCGCCCAAAAGTCCC 
GAAGTCAGGATTTGCGCGGAAACGTCGCTGCTGAACTGATACTTGCCGTCCAAATCGAGG 
CGCACCCTCGCCTGATAGGATTTCGGGTCAAGTCCGATAGCGCCGACGCGCCCGACCAAT 
ACGCCTGCGGATTTGACGGGGGCATTGACCTTCAAACCGCCGATGTCGCCGAAATCGGCA 
TAAACGGCGTAAGTTTTGTCCGAACCGCCGAACGCCGCACCGCCGGCCACGCGGAAAGCG 
AGAAAGGCAACCGCCGCCGCGCCAATCAGGACGAACAGTCCGACCCAAAATTCCAATATG 
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TTCTTTTTCATTAAAGTTCCTTGAATATCCGATGTTCCGCGTTTCGTCTTCAGACGGCCT 
GTCAATCTGTAAACATCCACGCGGTCAATATAAAATCGACCGCCAAAATCGTCAGGGCGG 
ACGAAACCACCGTGCGCGTGCTGGCGCGCAAAATGCCTTCCGAAGTCGGGACGCAATGGA 
AGCCCTGATGCACGGCAATCAGCGTTACCGCCACGCCGAACGCGGCGGATTTGATCAGAC 
CGTTGATTACATCGTAATGTATCGTGATGTTGTTCTGCATTTGCGACCAGAAAATACCGC 
TGTCCAAGCCCAGCCAGGTTACACCAACCAAATACGCACCGAAAATGCCCGCCACGTTGA 
AAATCGAAGCCAAAAGCGGCATGGAAAACACGCCCGCCCAAAAGCGCGGCGCAACCACGC 
GGGCGACAGGGTTTACCGCCATCACATTCATCGCTTCGAGCTGTTCGGTCGTTTTCATCA 
GACCGATTTCGCTGGTCATCGCACCGCCCGCGCTGCTGGCAAACAAAATCGCTGCCAATA 
CCGGACCCAGCTCGCGCAATAGCGAAGCCGCGACCATATAGCCCAAAATATCGGCGGATT 
TGAATTTCGACAACTGCGTATAGCCCTGTAAACCCAAGACCATGCCGACAAACAGCCCCG 
AAACGGCAACAATCAACACCGACAGCACACCGGCGAAATACACTTGGCGCACGCTCAGGC 
GCGGACGGACGAAAGCCGTACCGGACTTCGCCAGAATGTTCAGCAGAAACAGCGTGATAC 
TGCCGAGGGATTGAATAAGGCCGAGGGTTTTCGCCCCGACGGAACGGATAAAGTTCATAA 
ATTTCTATGTGTAAAGTTCAACGGTTTCAGACGGCATCAACTCATTTATCCCAACAGGTC 
CTGCTGCAACGACGTTTGCGCCGGATAACGGTATGCTACGGGGCCGTCTGCCAGCCCGCC 
GACAAACTGGCGCACCCAAGGCGAATCCAGTTCGCGCATTTCCTGCGGCGAGCCGGAGAA 
CATAATTTCGCCGTGCGCCAAGAAAATCACCTGATCGACGATTTCCAAAGATTTTTCAAT 
GTCGTGCGTTACCATAATACTGGTCGAACGCAAAGCCTTGTTGACGCGGCTGATCAAGTG 
GGCAATCACGCCCAAGGAAATCGGATCGAGGCCGGTAAACGGCTCGTCGTACAACATAAT 
TTCAGGGTCGAGCGCAATCGTGCGGGCAAGCGCGACGCGGCGCGACATCCCGCCGGACAA 
CTCGGACGGCATCAGGTTTTCCACACCGCGCAGACCGACCGCGTTCAATTTCAACAAAAC 
CAAATCCCGAATCACCGCTTCCGGCAGGCGCGTCAGTTCGCGCATCGGAAAAGCGATATT 
GTCGAATACCGACAAATCAGTAAACAGCGCGCCGTGTTGGAACAATACGCCCATACGGCG 
GCGGTGTTCATACAACTCGTCAGCCGAAAAGCCCGCCAAATCCCGTCCTTCAATCAAAAC 
CTGCCCGGACTGCGGACGAATCTGTCCTGTAATCAGTCGCATCAGCGTGGTTTTGCCGCT 
GCCCGAACCGCCCATTACGGCAGCAAAATTGCCTTGCGGAATGCTGAAATTGATGTTCTT 
CAGAATCGGGCGGTCGCCATACGCGAAGGCGACGTCTTTCATTTCGATAAAGGGGGATGG 
GCTCATGTACGGACGGACGGTAGGTTTGACGGCGTGTATTTTAAGGCTTATCGGGAAGAC 
GGGCAATTTTCAGACGGCATACGGACGGTAAATGTTGTGAAAATGCCGTTGTCGGCGGCG 
GATTGTTTGCTGTGGCGAAAAATGTTATCTTTCAAATGATAACCTTTATCAGAAAACTAT 
GGAAAAAGCAGAACATTTGAACAGCAGCCGGTTCGTCAATCTAGTCAAAAGCGGCGGCGG 
CAGCTATGTGGAGGGCAGCTACCGTTTCGATACTTTGTCCAACGGCATTTCCATCCACGG 
CGGCACAGTAACGGCACGGTGTGATTTTTGCAGCAGCCGCCTCGCCGAACCTTATGTGTC 
GTTCGTGCTCTTGCTGGAAGGCAGTTTGGACTTCGGCATCAACCGCTGCCGCTTCCAAAT 
CGATGCGGACGGCGGCAAGATTGTCCTAATTGCTGTCGGGGAAGAAGTCCTGTTCAGCCG 
CTATCTTTACCGAGGCGGCAAAACGGTCAAAATGACCATTAAAGGTATGGAACAATGGCT 
GCTGCGTCCGGAATACGCGCGTTTCGCACCCCTGCTTTACCGCGAACCGGTCAGGATATG 
GGATTTGCCCCCGAACCTGCGCGGCTTGGCGGCATCCTGCCTGAAAGCCGTCCCAAAGGG 
GCATTTGGGCGAAACATTGCGCCGCGAGGCGGACGTGTTGCGGCTGCTGTCGGACTTGTG 
GGACACGGTTTCAGACGGCATCGGGCCGGCGGCGGGGCAAACGGCGGAAGCAGACGCTAT 
GCCGTCTGAAGACTTCAGCCGCACCCTAAATGCCGCGTTTGCCGACGGCGCACACCAAGT 
CAACGGGCTGACAGACGCGCTGAACATCAGTGAAAGGACGCTGCAACGCCGTATGCGCGA 
CCATTTCGGCATTACGGCAAGCGAATGGCTGCACCACAAACAAATGCAGCACGCGCTCTA 
TCTGTTGCAAAACGGGGGAAAAAGCATAGGCGAAACCGCATATTTATGCGGCTACCGCCA 
CGTTTCCAGCTTTACTCAGGCATTCAGGCAATATTTCGGCAGCACGCCTGCGGAAACCAA 
AAAAGAAAACCGGTAAGCCGCATTTGATTTCAAACCCGAAATCCGCGTGTATAGTGGATT 
AACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAAGTGC 
TCAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGT 
CCTGATTTTTGTTAATCCACTATAAAAAACTTGTACGGCAATTTATTTGGGAATAAACTA 
AAACTACATCTAACTACAAAACTGGAGAACCCGAAATGAAACAATTGGCCATGTACATCA 
ACGGACGCTTTGAAAACGATTTCAACGGCGAATGGCGCGACGTATTGAACCCGTCCACCG 
AAGAGGCCATCGCCCGCGAACCCAAAGGCGGCAAGGCGGACGTTGACCGCGCCGTCGCGG 
CGGCGCGTGCGGCGCAACCGGCTTGGGAGCGTCTGCCTGCGGTCGAACGCGGCGCGTATT 
TGCGTAAAATCGCCCAAGGCATACGCGAACGTGCCGACGAGCTGACCGACACCATCGTTG 
CCGAAGGCGGCAAAACCAAAGACTTGGCACGCGTGGAAGTCATGTTCACCGCCGACTATC 
TCGATTATCAGGCCGAATGGGCGCGCCGCTACGAAGGCGAAATCATCCAAAGCGACCGCC 
CGCGCGAAAATATTTTATTGTTCAAACGTCCGCTGGGCGTAATTGCCGGCATTTTGCCGT 
GGAACTTCCCCTTCTTCCTGATTGCCCGCAAAATGGGCCCCGCTTTGGTAACGGGCAACA 
CCATCGTCGTCAAACCCAGCAGCGTAACCCCGATCAACTGCCACATCTTCGCCGAAATCG 
TCGATGCGGTCGGACTGCCCGCAGGCGTGTTCAACGTGGTGAACGGTCCCGGCGCGGAAA 
TCGGCAATGCCTTGTCCGCCCATCCGCAAGTCGATATGGTCAGCCTGACCGGCTCCGTCG 
AAGCAGGCCGCCAAGTGATGGAAGCCGCCTCCGCCAACATCACCAAAGTTTCGCTGGAAC 
TCGGCGGCAAAGCGCCTGCCATCGTTTTGAAAGATGCGGATTTGGACTTGGCGGTGAAAT 
CCATCTTGGCTTCGCGCGTCGGCAACACCGGTCAAATCTGCAACTGCGCCGAGCGCGTCT 
ATGTCCACAGCAGTCTGAAAGACGCATTCATTGAAAAAATGACCGCCGCGATGAAAGGCG 
TGCGCTACGGCAACCCTGCCGAAGCCGAAGCAGGCGCGCTGGAAATGGGCCCGCTGATTG 
AAGAACGCGCCGTCAAAGCCGTTGCCGAAAAAGTGGAACGGGCAGTCAAACAAGGTGCGA 
AATTGGTTTGCGGCGGCAAACGCGCCGAAGGACGCGGTTATTTCTTCGAGCCGACCCTGC 
TGACCGACACCGACAACAGTATGGACATTATGAAAGAAGAAACCTTCGGCCCCGTGCTGC 
CCGTTTCCGCTTTCGACACGCTCGACCAAGTCATCGCCTTGGCAAACGATTGCGAGTTTG 
GTCTGACCAGTTCTGTTTATACGACTAATTTAAACGAAGCCTTCTACGTTACCCGCCGCC 
TGCAATTCGGCGAAACCTACATCAACCGCGAAAACTTTGAAGCGATGCAGGGTTTCCACG 
CCGGTTGGAAAAAATCCGGTATCGGCGGCGCGGACGGCAAACACGGTTTGGAAGAATATC 
TGCAAACCCAAGTCGTTTATTTGGAAACCGACATTTAATGCCGCTTTAAAACCCCGATAG 
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AAAATGCCGTCTGAACCCGTTTTCAGGTTCAGACGGCATTTTTATTGCTTCACCGGCAAT 
CAGTCATGACCGAGGTCGATGTTTTTGTCTTTGTATAGTGGATTAACAAAAATCAGGACA 
AGGCGGCGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTCGGTGCTTCAGCA 
CCTTAGAGAATCGTTCTCTTCGAGCTAAGGCGAGGCAACGCTGTACTGGTTTTTGTTAAT 
CCGCTATATTCCGCCATCTCTAAGATTTACAGCGATACACGGGTAATTTAAGGAATGCCC 
AAACCGTCATTCCCGCCACTTTTCGTCATTCCCGCGAAAGCGGGAATCTAGAATCTCGGA 
CTTTCAGATAATCTTTGAATATTGCTGTTGTTCTAAGGTCTAGATTCCCGCCTGCGCGGG 
AATGACAAATCCATCCGCACGGAAACCTGCACCACGTCATTCCCACGAACCCACATCCCG 
TCATTCCCACGGAAGTGGGAATCTAGAAATAAAAAGCAACAGGCATTTATCGGAAATAAC 
TGAAACCGAACAGACCTAGATTCCCGCCTGCGCGGGAATGACGGCTGCAGATGCCCGACG 
GTCTTTATAGCGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGAT 
AGTACGGAACCGATTCACTTGTTAAAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGC 
CGTACTGGTTTTTGTTCATCCACTATAACTAGGGAAATTCAAATTAAGTTAGAATTATCC 
CTATGAGAAAAAGCCGTCTAAGCCGGTATAAACAAAATAAACTCATTGAGCTATTTGTCG 
AAAGTTCAAATTTCCATTTTAAAACAATTAGTAAAATCGAGTTTATCCTAGTTGTCCAAG 
ACAACCCCTATAATAATATAATTCAAAATATAAAAATGGGTTACATCTAAACATTACGGA 
ATTTTTATTCCCTCGCCTGAATTCTATTGTCAGATTCAAGGAGACCTCATCATGCGAACG 
ACCCCAACCTTCCCTACAAAAACTTTCAAACCGACTGCCATGGCGTTAGCTGTTGCAACA 
ACACTTTCTGCCTGCTTAGGCGGCGGCGGAGGCGGCACTTCTGCGCCCGACTTCAATGCA 
GGCGGTACCGGTATCGGCAGCAACAGCAGAGCAACAACAGCGAAATCAGCAGCAGTATCT 
TACGCCGGTATCAAGAACGAAATGTGCAAAGACAGAAGCATGCTCTGTGCCGGTCGGGAT 
GACGTTGCGGTTACAGACAGGGATGCCAAAATCAATGCCCCCCCCCCGAATCTGCATACC 
GGAGACTTTCCAAACCCAAATGACGCATACAAGAATTTGATCAACCTCAAACCTGCAATT 
GAAGCAGGCTATACAGGACGCGGGGTAGAGGTAGGTATCGTCGACACAGGCGAATCCGTC 
GGCAGCATATCCTTTCCCGAACTGTATGGCAGAAAAGAACACGGCTATAACGAAAATTAC 
AAAAACTATACGGCGTATATGCGGAAGGAAGCGCCTGAAGACGGAGGCGGTAAAGACATT 
GAAGCTTCTTTCGACGATGAGGCCGTTATAGAGACTGAAGCAAAGCCGACGGATATCCGC 
CACGTAAAAGAAATCGGACACATCGATTTGGTCTCCCATATTATTGGCGGGCGTTCCGTG 
GACGGCAGACCTGCAGGCGGTATTGCGCCCGATGCGACGCTACACATAATGAATACGAAT 
GATGAAACCAAGAACGAAATGATGGTTGCAGCCATCCGCAATGCATGGGTCAAGCTGGGC 
GAACGTGGCGTGCGCATCGTCAATAACAGTTTTGGAACAACATCGAGGGCAGGCACTGCC 
GACCTTTTCCAAATAGCCAATTCGGAGGAGCAGTACCGCCAAGCGTTGCTCGACTATTCC 
GGCGGTGATAAAACAGACGAGGGTATCCGCCTGATGCAACAGAGCGATTACGGCAACCTG 
TCCTACCACATCCGTAATAAAAACATGCTTTTCATCTTTTCGACAGGCAATGACGCACAA 
GCTCAGCCCAACACATATGCCCTATTGCCATTTTATGAAAAAGACGCTCAAAAAGGCATT 
ATCACAGTCGCAGGCGTAGACCGCAGTGGAGAAAAGTTCAAACGGGAAATGTATGGAGAA 
CCGGGTACAGAACCGCTTGAGTATGGCTCCAACCATTGCGGAATTACTGCCATGTGGTGC 
CTGTCGGCACCCTATGAAGCAAGCGTCCGTTTCACCCGTACAAACCCGATTCAAATTGCC 
GGAACATCCTTTTCCGCACCCATCGTAACCGGCACGGCGGCTCTGCTGCTGCAGAAATAC 
CCGTGGATGAGCAACGACAACCTGCGTACCACGTTGCTGACGACGGCTCAGGACATCGGT 
GCAGTCGGCGTGGACAGCAAGTTCGGCTGGGGACTGCTGGATGCGGGTAAGGCCATGAAC 
GGACCCGCGTCCTTTCCGTTCGGCGACTTTACCGCCGATACGAAAGGTACATCCGATATT 
GCCTACTCCTTCCGTAACGACATTTCAGGCACGGGCGGCCTGATCAAAAAAGGCGGCAGC 
CAACTGCAACTGCACGGCAACAACACCTATACGGGCAAAACCATTATCGAAGGCGGTTCG 
CTGGTGTTGTACGGCAACAACAAATCGGATATGCGCGTCGAAACCAAAGGTGCGCTGATT 
TATAACGGGGCGGCATCCGGCGGCAGCCTGAACAGCGACGGCATTGTCTATCTGGCAGAT 
ACCGACCAATCCGGCGCAAACGAAACCGTACACATCAAAGGCAGTCTGCAGCTGGACGGC 
AAAGGTACGCTGTACACACGTTTGGGCAAACTGCTGAAAGTGGACGGTACGGCGATTATC 
GGCGGCAAGCTGTACATGTCGGCACGCGGCAAGGGGGCAGGCTATCTCAACAGTACCGGA 
CGACGTGTTCCCTTCCTGAGTGCCGCCAAAATCGGGCAGGATTATTCTTTCTTCACAAAC 
ATCGAAACCGACGGCGGCCTGCTGGCTTCCCTCGACAGCGTCGAAAAAACAGCGGGCAGT 
GAAGGCGACACGCTGTCCTATTATGTCCGTCGCGGCAATGCGGCACGGACTGCTTCGGCA 
GCGGCACATTCCGCGCCCGCCGGTCTGAAACACGCCGTAGAACAGGGCGGCAGCAATCTG 
GAAAACCTGATGGTCGAACTGGATGCCTCCGAATCATCCGCAACACCCGAGACGGTTGAA 
ACTGCGGCAGCCGACCGCACAGATATGCCGGGCATCCGCCCCTACGGCGCAACTTTCCGC 
GCAGCGGCAGCCGTACAGCATGCGAATGCCGCCGACGGTGTACGCATCTTCAACAGTCTC 
GCCGCTACCGTCTATGCCGACAGTACCGCCGCCCATGCCGATATGCAGGGACGCCGCCTG 
AAAGCCGTATCGGACGGGTTGGACCACAACGGCACGGGTCTGCGCGTCATCGCGCAAACC 
CAACAGGACGGTGGAACGTGGGAACAGGGCGGTGTTGAAGGCAAAATGCGCGGCAGTACC 
CAAACCGTCGGCATTGCCGCGAAAACCGGCGAAAATACGACAGCAGCCGCCACACTGGGC 
ATGGGACGCAGCACATGGAGCGAAAACAGTGCAAATGCAAAAACCGACAGCATTAGTCTG 
TTTGCAGGCATACGGCACGATGCGGGCGATATCGGCTATCTCAAAGGCCTGTTCTCCTAC 
GGACGCTACAAAAACAGCATCAGCCGCAGCACCGGTGCGGACGAACATGCGGAAGGCAGC 
GTCAACGGCACGCTGATGCAGCTGGGCGCACTGGGCGGTGTCAACGTTCCGTTTGCCGCA 
ACGGGAGATTTGACGGTCGAAGGCGGTCTGCGCTACGACCTGCTCAAACAGGATGCATTC 
GCCGAAAAAGGCAGTGCTTTGGGCTGGAGCGGCAACAGCCTCACTGAAGGCACGCTGGTC 
GGACTCGCGGGTCTGAAGCTGTCGCAACCCTTGAGCGATAAAGCCGTCCTGTTTGCAACG 
GCGGGCGTGGAACGCGACCTGAACGGACGCGACTACACGGTAACGGGCGGCTTTACCGGC 
GCGACTGCAGCAACCGGCAAGACGGGGGCACGCAATATGCCGCACACCCGTCTGGTTGCC 
GGCCTGGGCGCGGATGTCGAATTCGGCAACGGCTGGAACGGCTTGGCACGTTACAGCTAC 
GCCGGTTCCAAACAGTACGGCAACCACAGCGGACGAGTCGGCGTAGGCTACCGGTTCTGA 
CGGACAGGAAGCAGACAGCCGCAAAGATCACGGTCTTTGCGGCTGTTTCTTATGAAAAGA 
AAACCCTATTCCAATTGCCTGCTTCTATTGTTTCAAGACTTCTTCCAAAGATTCGGCATT 
AATCAGATGTATAGCGGATTAACAAAAATCAGGACAAGGCGGCGAAGCCGCGGACAGTAC 
AAATAGTACGGAACCGATTCACTCGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAG 
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CTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCGCTATATTCCACCATCTCTAAG 
ATTTACAGCGATACACGGGTGATTTAAGGAATGCCCGAACCGTCATTCCCGCCACTTTCC 
GTCATTCCCGCGAAAGCGGGAATCTAGAATCTCGGACTTTCAGATAATCTTTGAATATTG 
CTGTTGTTCTAAGGTCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCGCACGGAA 
ACCTGCACCACGTCATTCCCACGAACCCACATCCCGTCATTCCCACGAAAGTGGGAATCT 
AGAAATGAAAAGCAACAGGCATTTATCGGAAATAACTGAAACCGAACAGACTAGATTCCC 
GCCTGCGCGGGAATGACGGCTGCAGATGCCCGACGGTCTTTATAGCGGATTAACAAAAAT 
CAGGACAAGGCGGCGAAGACGCAGACAGTACAGATAGTACGAAACCGATTCACTCGGTGC 
TTCAGCACCTTAGAGAATCGTTCTCTTCGAGCTAAGGCGAGGCACCGCTGTACTGGTTTT 
TGTTAATCCACTATACTTGGAGCTGGTCTTGCTTTTCGCCTAATTCTACGTTTTCAAACG 
GTTGCAGCTGGTGGTCTGCCATAAAGGTCTCCTTATTGTATTTCAGGTTGGAAATCGGAA 
TTTGTTTTCACAATTTTACACCTTCGCCCCCGCTTTCTCTACATAAAATTACATTTTGCC 
GATATTTGCCGAATTGTCTGAAAATATGTGTAATAAGGGGCGTATAATCAAAACATTTGC 
CCCGGATTGCCATGCCTTATTTCGCCCTGTTTGACGATGCCGTAAGCGGCCGCGCAAAAC 
GCTATCAAAATCATGTGGAAAGCCGTTTTTTCCGTCCCGAAGAACTCGATGCTTTGGACG 
GCGCGCTGCAATCGGGCTGGCAAAAAGGGCTGCATTCGGTGTTGTTTGCAGACTACGGAT 
TCGGTTTGCCGCTGACGGGGGTTGAGTCCGAACGCGGCGGCAATCTTGCCCTGCACTGGT 
TTGCCAACTGCGCCGACATCGATGCCGAAAGCTGGCTTGCCCGACACTCAGACGGCCTCC 
CCGCCGGCATTTCCACGCCGCAACCCTCCGTATCCGAAACCGATTACCTCGACCGCATCC 
GCCAAATCCACGAAGCCATCCGGCGCGGCGACACCTATCAAATCAACTACACCACCCGCC 
TGCACCTGCAAGCCTACGGCAATCCCGTCAGCCTCTACCGCCGCCTGCGCCAGCCCGTCC 
CCTATGCCGTCTTGTCCCACCTGCCCGATGCGGAGGGGCAATCCGCGTGGACGCTGTGTT 
TCTCGCCCGAACTCTTCCTCAAAATCGGTTCGGACGGCACCATCAGCACCGAACCGATGA 
AAGGCACCGCGCCGATTTTGGGCGACGGACAAGACGAACGCCGCGCCGCCGAGTTGCAAG 
CAGACCCGAAAAACCGCGCCGAAAACGTGATGATTGTCGATTTGCTGCGTAACGATCTCG 
GCAAAATCGCCCAAACCGGCACAGTATGCGTACCCGAACCGTTTAAAGTATCGCGTTTCG 
GCAGCGTTTGGCAGATGACCAGCACCATCCAAGCCCAAGCCTTGCCGCACACCTCGTTCG 
CCGACATCCTCCGCGCCGCCTTCCCCTGCGGCAGCATCACCGGCGCGCCCAAAAAAATGA 
GTATGCAGATTATCGAATCGCTCGAAGCCGAAGCGCGCGGACTTTATACGGGCAGCATCG 
GCTATTTGAACCCGTGTTCCGGCGGCTTGGGGTTTGAAGGCACGTTCAACGTCGTTATCC 
GCACCTTGTCGCTCACGCCGCTTTCAGACGGCATTTATCAAGGCGTGTACGGTGTCGGTT 
CCGGCATCGTCATCGACAGCGACCCCGCCGCCGAATATCGCGAATGCGGCTGGAAAGCCC 
GTTTCCTCAACGAATTGCGCCCCGACTTCGGCATTTTTGAAACCCTGCGCGCGGAAAACG 
GACGCTGCACCCTGCTCGACCGCCACCTATGCCGTCTGAAAACCTCCGCCCAAGCCCTCA 
ACCTGCCCCTGCCCGACGGCTGCGAAAATCAAATCAAACAATACATTGCCGACTTGCCCG 
ATGGCGCGTTCCGCGTCAAAGCCCTGCTCGCTTCAGACGGCATCAGCCTGTCCCGCGCCG 
TTTTAAACCGTCTGACCGACAAACAACGCGTCATCATTTCGCCCGCCGTCCTGCCCGCAC 
AAAACTACCTGCGCCGCTTCAAAACCACCTGCCGCGCCCTCTTCGACCAAGCGTGGCAAA 
CCGCCGAAACACAAGGCGCGTTCGACAGCCTGTTTTTCAATTCAGACGGCATCCTGCTCG 
AAGGCGGCAGAAGCAACGTCTTCATCAAACATCGCGGACAATGGCTCACACCCTCTTTAG 
ATTTAGACATTTTAAACGGCATAATGCGCCAAGCCGTATTGGACGAACCGCAAAAATATT 
TGCAAACAAATCAAGTAATCGAAACACACATCACACAAAAAACACTGCAAGAAGCCGAAG 
AAATCCGCCTCTCCAACGCCTTGCGCGGCGTATTTGCCGCCGCCCTTGCCTGAACGCGCA 
AAAATGCCGTCCGAACCTGTTTCCAAAGTTCGGACGGCATTATCCCACCATTCAAAACCG 
CCAATCCGCCGACACAAACACCTCGCTGTTGCGGCGTTTCGCATACGGCACATTACTTTC 
CGTCCTGCCGAAACGATAATTCAACGCCGGCACGATACCTTTGTACGACAACTTGTCGTG 
GCTCAAAGCCAGCGAGACATTCCATTCGCGGTTGCGTTGCGCCTCTGTCGAGAAAGCCGC 
AATGCCCTTATAGTTGCGGCGGGCATAAGACGCGGAAACCCGACTGTTCAAACCGCCCAA 
CTGCCGCCACTCCTGCGCCCAACCGGCATAAACACCGTTGCGCCGGTAGGCGGCATTATT 
GACCGCGCCGCCCACCGTTTCGCGTTTCGGCACAAACCGCACAAACTGCCAGCCGCCGAA 
CACAGTTGCCGATTCGCCCAAACGTTTTGCCGACGAAACATAAAACCCGTCCTGCCTGCC 
GTTATTGTATTCCGCCCTATCCTGTTCGCGGTAGCGTTGGCGGTAATGTTCCAGCGCGAC 
CGAAAATTGCCATCCCGGGTTTGGGCGGTAAGTATGGGACAGCTGCACGCCGACTCCGTG 
CGCCAGCATATACGGCGGCAGGCGGCGGTTGTTTACCCGTTTTGTTTTCGCATCAAAGCC 
GTCGCTGCCCGACAACTGCACCTGATAAAACGGCAAAATCCCCGCCGTCTGCCGTGCATT 
TTTATACTGCCAACCCAAATACGCCCTGCCGAACCCGTCATCATAAGCTGATTTTTTACT 
GAAATAATAGCTCGTGCCGCCGATATTGGAACGGAACAACAAATAATGATTATCTGCCAA 
CGGCGTCAGCTTTTCCGCCTCGATTTCATAATTCAACCCTGCCGCCCGCTCCGCCCGGCT 
GACACTGCATATCTGCCGGCCTCCGTTTTGCCGGCAATATTGCGGCGCGGCATTATTGGC 
ATTTCTATTGACCGCCGGACTGATGCCGCCCGAAAAACGCCAGCCCGTCAGCCCCTCCGT 
TTTTTTCCGAAAACGCCCCACATTTTCCAAAACCGGTGCCGGCAAATCCAATTTTGCCGC 
CTCCGCAAAATGCCTTTCTGCCGACTTCAGCCGGAAATCGTCAAACTCCGCCGCCGCCAA 
ATCCAGCAAAATCCGCTCGTCTGCCGCATTTTCCCCGTGCAGTTCCCGATACCGCGCCAC 
CGCCTCCGCCGGCCTTCCCGCCAATTTCGCCAGCAAAGCCCGCGCCCTGCCGTACAAAAC 
CGCGTCATAATCCGGCAGCTTGGCATACAAATCCGCCAACGAAGCGATTAAATCCGCCTG 
ATTGCCGTTGAGCGCGTCGCGCAAACTATGTTCCAACATTTTCGGATGCGCCAACAAAAA 
ATCCCCGTCAACCACGCGCGGGGCATCATTTTCAACTTTCCAATCTGATTCCGCCCACTT 
ATCCGACACCGACCGCTGCACCTGCAACAATGCCTTGTCATCCAAAATCGCGGGCGCATC 
CGCCCCATAGGCGGCAGAAACACCTGCCGCACACCAAACAACCAAAAAGCCGTATCTGAA 
ATACAACATACCCTGTCATTTACCTTTCTGGCAAACACGCCGCCGAAGCACGTCAAACCA 
TCCGAAAAACAGGCAGAAACCCGTGAAAACCGGCTTTGCCGCCTGAAAGCAGGCAAACAA 
AAACCGCCGCCCGATTTTCAAAGGGCGGATTTCACATTTATAGTGGATTAACAAAAATCA 
GGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTCGTGCTTA 
AGCACCTTAGAGAATCGTTCTCTTTGAGCTGAGGCGAGGCAACGCCGTACTGGTTTTTGT 
TAATCCACTATAACAGCAACCCTGTCGCCGTCATTCCCGCAAAAGCGGGAATGACGAAGC 
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TATCCGCACAGAAACCTGCACCACGTCATTCCCACGAAAGTGGGAATCCAGAACGTAAAA 
TCTGAAGAAACCGTTTTATCCGATACGTTTCCGCACCGACAGACCTAGATTCCCGCTTTC 
GCGGGAATGACGGCGGAAAGGTTGCTGTTTTTCCGATAAATTCCTGCCGCTCTTCGTTTT 
TGGGATGGCGGGAAATAAAACAAAAGCGCGCGTATCAAAAAACAAAAATGCAAAGAACGG 
CGTTGGCAATTTTAAGGTTTGCGCCTTAGCCGCACTTATTCGCAAAAAAAACCGCACGGC 
GTTGACCGTGCGGTTTTTTATCTGAAAGCTTCAGACGGCATTGCTTACATCATGCCGCCC 
ATACCACCCATGCCGCCCATATCAGGCACAGCCGGTTTGTCTTCGGGGATTTCAGCGATC 
ATGCAATCAGTGGTCAGCATCAAGCCGGCGATAGATGCGGCGTGTTGCAGCGCAGAACGG 
GTTACTTTGGCGGGGTCGAGTACGCCCATTTCGATCATATCGCCGTATTCGCCGCTGCCA 
GCGTTGTAACCGTAGTTGCCTTTGCCTTCCAATACTTTGTTCACAACCACGCTGGGTTCG 
CCGCCTGCGTTGGCAACGATTTGGCGCAGCGGAGACTCAACGGCGCGCAAGACGATTTGT 
ACGCCTGCGTCTTGGTCGGCATTGCCGGTGTGCAGGTTTTCCAAAGCAGCACGGGCACGC 
AACAGGGCTACGCCGCCGCCTGCAACCACGCCTTCTTCAACGGCTGCGCGGGTAGCGTGC 
AGCGCGTCTTCCACGCGGTCTTTTTTCTCTTTCATTTCGACTTCGGTCGCGGCACCGACT 
TTGATGACTGCCACGCCGCCTGCCAATTTAGCCACGCGCTCTTGCAGTTTTTCTTTGTCG 
TAATCGCTGGTTGCGGTTTCGATTTGTTGGCGGATTTCGGCAACACGCGCTTCGATTTGG 
GCTGCGTCGCCAAAGCCGTCGATGATGGTGGTGTTTTCTTTACCGATTTCGATGCGTTTG 
GCTTGACCCAAGTCGTCCAAAGTCGCTTTTTCCAAAGACAGACCGACTTCTTCGGAAATC 
ACCACGCCGCCGGTCAGGATGGCGATGTCTTGCAACATCGCTTTGCGGCGGTCGCCGAAG 
CCAGGGGCTTTGACGGCAACGGTTTTCAGGATGCCTCGGATGTTGTTCACGACCAAAGTC 
GCCAAGGCTTCGCCTTCTACGTCTTCAGCGATAATCAACAGCGGACGGCTGGCTTTTGCC 
ACTTGTTCCAAAACAGGCAGCAGGTCGCGGATGTTGCTGATTTTTTTGTCGAACAACAAT 
ACAAACGGATTGTCCAAAGCAGCGATTTGTTTTTCCGCATCGTTGATGAAGTAAGGAGAC 
AGGTAGCCGCGGTCGAACTGCATACCTTCAACTACGTCCAGCTCGTTTTCCAAAGACTTG 
CCGTCTTCAACGGTAATCACGCCTTCTTTGCCGACTTTTTCCATCGCTTCGGCGATAATC 
GCGCCGACTTGTTCGTCGGAGTTGGCGGAAATAGAGCCGACTTGGGCGATTTCTTTAGAA 
GTGTCGCAAGGTTTGGCGATGTTTTTCAGTTCGTCAACCAAAGCGGCGACGGCTTTATCG 
ATACCGCGTTTCAGGTCGGTCGGATTCATACCTGCGGTAACATATTTCATACCTTCGGCA 
ACGATGGATTGCGCCAGTACGGTGGCGGTAGTCGTACCGTCGCCTGCCACGTCGTTGGTT 
TTGGACGCAACTTCTTTCACCATTTGCGCGCCCATATTTTCAAACTTGTCTTTCAGTTCG 
ATTTCTTTGGCGACGGTTACGCCGTCTTTGGTGATGTGCGGGCCGCCGAATGCGCGGTCA 
ACGACTACGTTGCGACCTTTGGGGCCCAAGGTTACGCGGACGGCGTTTGCCAGAATGTTC 
ACGCCGTTTACCATTTTTTGACGGACTTCATTGCCGAACTGTACGTCTTTTGCTGCCATT 
TCAATTCTCCAAAAATCATTAAAACTGTCTGATAAAACCGTTTATGCCGTCTGAAGGCGG 
TTTGCCGTTTCAGACGGCATCGTGTCCGTATTTATTTTTCAACGATGCCGAAAATATCTT 
CTTCGCGCATTACCAACAGCTCTTCGCCGTCGGCTTTTACGGTTTGGCCGCTGTATTTGC 
CGAAGATGATTTTGTCGCCGACTTTGACATCCAGCGGACGGCGGCTGCCGTCTTTACCGA 
TTTTGCCCGCGCCCACGGCGATGACTTCGCCCATATCGGGTTTTTCGGCGGCCGCACCCG 
GCAAAACGATGCCCGATGCGGTTTTTTCTTCAGCTTCCAAGCGTTTGACGACAACGCGGT 
CGTGTAAAGGACGGATGGTCATATTTATGCTCCGATAAAATAGTTTGAAAACAATCATCT 
GCCCGAACGGTTCAGGCAGATTGAAGTGGAAACCGGACAGCCGTCAAGCAGCTGCCCGTA 
TAAGTCGGCAAAATTAGGGTGTGTGCGGGTAAATTCAAGTGAGGCGGAAAAAATTTATTT 
CCGCCGTTTTTTATAGTGGACTAAATTTAAGGGGCTGTACTAGATTAGCAGATATGTTAC 
CCTCGAAATATGAAGATAACGCACTGCAAATTAAAGAAAAAAGTACAGAAAGAACTGCTC 
CGTTTTTTGTACTGGAAGTTACCGCCCGTTCTGCCGCCGATATTTTGGGTATCCATCCCA 
ATTCGGCAGCACTGTTCTACCGTAAAATCCGCACGGTTATCAACCATCATTTAGCCTTGG 
CTGCCGATGAGGTTTTTGAGGGCCCTGTCGAGCCGGACGAAAGCGATTTCGGCGGACGGC 
GTAAAGGTAGACGTGGTCGCGGTGCAGCAGGAAAAGTGGTTGTCTTCGGCATTCTGAAAC 
GCAACGGACGGGTCTATACCGTTGTGGTGGATAATGCCAAGTCTGAAACGTTACTCCCTG 
TCATCAAGAAGAAAATCATGCCGGACAGTATTGTTTATACCGATAGTCTGAGCAGCTGCG 
ACAAGTTGGACGTGAGCGGTTTCATTTATTACCGCATCAACCATTCCAAGGAATTTGCAG 
ACCGTCAGAACCACATTAACGGCATTGAGAATTTTTGGAATCAGGCAAAACGTGTCTTGC 
GAAAATACAATGGAATCGATCGTAAATCTTTCCCGCTGTTCTTGAAAGAATGCGAATTTC 
GATTTAACTTCGGCACACCGTCTCAACAGCTTAAAATCCTGCGGGATTGGTGTGGGATTT 
AGGGCTAATCTAGTACAGCCCCTAAAATTTTTCGTTTTCAAGCCTTCACCGCTTGCCATC 
AGCGTTAAATTTTTTTACGATAAGCACATAGATTGTAAACAATCGGCCACAAGCCGGTTT 
GTTTTTTCAGAAGACATTATCCCTGTCAGACGCTATTTCTATATATTTCGCCTATAATGG 
CTTGTTTTTAATAAATAATTCAAGAGGTATCAACGTGTCTGATTCCAAGACGAAAGAACG 
CGCCACATTCGGCACGCGCCGCGCGTTTATGATTGCCGCCATCGGGTCCGCCGTCGGCTT 
GGGCAATATTTGGCGTTTCCCCTATATTGCTTTTGAAAACGGCGGCGGCGCGTTCATCCT 
GCCCTATCTGGTCGCGCTTCTGACGGCGGGCATCCCGCTGCTGCTGCTCGATTATGCCAT 
CGGCCACCGTTACCGTGGTTCTGCGCCCTTGGCTTTCCGCCGCCTCGGACGATGGTTTGA 
GCCGGTCGGCTGGTGGAACGTGATGACCAATATCGTCATCTGCATCTATTACGCGGTAAT 
TATCGGTTGGGCGGCAAGCTATACCTATTATTCGGTCAACGCCGCCTGGGGTGCGGATCC 
GCAGGGTTTTTTCTTTAAGGACTTCCTGCAAATGGCGGGCCCGGAAGCCTTGGGTTTGGA 
TTTTGTCGGCAAAGTCGCCGGTCCTTTGGCGGGCGTGTGGGTTTTTACCGCCGCCATTAT 
GGCGTTGGGCGTGCAAAAGGGCGTGGCGCGCGCCTCGTCGTTCTTTATGCCGCTGCTTTT 
GGTGATGTTTTTGATTATGGTCGGCATTTCACTAACCCTGCCGGGTGCGGCAAAGGGCTT 
GGACGCATTGTTTACGCCCGACTGGTCGAAACTCGCCGATTCCAAGGTCTGGGTGGCGGC 
ATACGGGCAGATTTTCTTTTCGCTTTCCATCTGCTTCGGCATTATGGTTACCTATTCTTC 
TTATTTGAAGAAAAAAACCGACTTGGGCGGAACGGGGCTGGTGGTCGGTTTTGCCAACAG 
CAGCTTTGAACTGCTCGCGGGCATCGGCGTGTTTGCCGCATTGGGCTTTATGGCGCAGGC 
GGGCGGTAAGGCGGTCAACGAGGTTGCCTCAGGCGGCATCGGTTTGGCGTTTATCGCCTT 
TCCGACCATTATCAACCAGGCACCGATGGGCTGGCTGATCGGCATATTGTTTTTCGGTTC 
GCTGGTGTTCGCCGGCGTTACGTCGATGATTTCCATCCTTGAAGTGATTGTGGCGGCGAT 
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TCAGGACAAGCTGAACATCGGGCGCGTCAACGCCACGCTGCTGGTCTGCATTCCGATGGG 
CATTGTTTCCACGCTGCTGTTCGGTACGGCGACGGGGCTGCCGGTTTTGGACGTGATGGA 
CAAATTCGTCAACACCTACGGCATTGTTGCCGCCGGCTTTGTTTATGTTGCCGCCATCAT 
CATCAGCGGCAGGCTGCCGGAATTACGCAAGCACCTGAACGCTTTGTCCTCCATCCGCAT 
CGGCGGCTTGTGGACGGTCTGCGTCGTGGTTACCGTCGTGATGCTCGGCTATATGCTGTT 
TAAAGATACCAGCGGCCTGATGGAGAAAAATTACGAAGGTTATCCGGATGGTTTCCTCAG 
TATTTTCGGCTGGGGGATGTCGGCGGCGTTGGTCGTGTTCGGGCTGCTGCTGTCGTTGCT 
GCCTTGGAAACACGGTCAGGATTTCAACGTCAAAGACGAACACGAACATGAACAAGGAGA 
AGAAAAATGAGTACTTCCGCCATTGTGATGATGATTGTCTCAATCGTGATAATCTGGGGA 
GGGCTGCTGCTTTCCCTGTTAAGGCTGCCGAACGAGTAAGCCTTTAGAGCGTTAAAAATG 
CCGTCTGAACCGCTTCAGACGGCATTTTGATGTTCGGCTTGCAGGCAGGCGAGTTCGTTT 
GCCATTTGCTGTTCCAAGGTTTCGCGCCGGCGGATGAGTCGGTATTCGTTGCCGTCCACC 
AACACCTCTGCCGCACGGTTGCGCGCGTTGTAATTGCTCGCCATACTGGCCCCGTATGCG 
CCCGCGCTGCGGATAAGCAGCAAATCCCCTTCTTCGCAGGCGATGGTGCGGTCTTTGCCG 
AGGAAGTCGCCGGTTTCGCAAATCGGACCGACGATGTTGGCGGTCAGCGTCGCGATGTCT 
TTGGTTTCGACCGCCTCGATGTGATGATAGGCATCATAAAGCGCCGGGCGCATCAAATCG 
TTCATCGCCGCATCGACCATCACAAAGTTTTTCTCTTCGCCGTATTTGACAAACTCGACG 
CGTGTCAGCAGCGAACCTGCGTTGCCGACCAGGCTGCGGCCGGGCTCAAGAATGAGTTTC 
AGACGGCGTGTGCCGATCAGTTTTTGAACGGCTTGGGCATACGCGCCCAAATCAGGCACA 
TTTTCGTCTTGGTAAACAATGCCGACGCCGCCGCCTAAGTCTAAATGTTCCAAAACAATG 
CCTTCGGCGGCAAGCGCGTCAACCAAAATCAAAATGCGCTCGCAGGCTTCGACCAGCGGG 
CTTAAGTCGGTCAGTTGCGAACCGATGTGGCAGTCGATGCCGATGATTTTCAAATTGGGC 
TGTTGTGCGGCATAGTGGTAGGCTTCGAGCGCGTCGGCGTAGGCGATGCCGAATTTGTTG 
GCTTTCAGACCTGTGGAGATGTAGGGATGGGTTTTTGCATCGACATCGGGGTTGATGCGC 
AGGGAGACGGGCGCGGTTTTACCCAAACGTGCGGCAACTTTCTGAATACGGTCGATTTCG 
GGGATGCTTTCCATATTGAAGCATTTCACGCCTGCATTCAGCGCGAACTCGATTTCCGCC 
TCGCTTTTGCCTACGCCTGAAAATATGGTTTTTGCCGCGTCGCCGCCTGCCGCCAAAACG 
CGTGCCAATTCGCCGCCGGACACAATGTCAAAACCGCTGCCCAGCGAGGCGAAGTGTTTG 
ATAATGCTCAGATTGCCGTTTGCCTTGACGGCGTAACAGACGAGCGGGTTCAAAGCGGCA 
AACGCGGTTTGGTAGTGTTCAAATGCTTCGGTCAGCGCGGATTGGCTGTACACATAAAGC 
GGTGTGCCGAATGCTTCAGCAAGGCGGGGGTAGGGGACTTGTTCGCAAAATAGGGTCATG 
TTTTCGTTTTCATTTTTGGGTTTGTGGAGCGGATTGCGGTTTGCTTTGAAGTTGCAAACC 
GGTTTGGATTACGCCGAAACGCGCCTTGTCGCCTTCTTTGGGCAGGTAGAGGTCGCCTTT 
GTAACCGCAGGCCGAGAGCAGGAGGGCGGTTGCCGCCGCAAAAAATACGCCGTATTTCAT 
CGGTAAACTTCCTTCATAAGCGCGAATGTGGCAAGATTCGGCATCTTAAACAAAAAACAC 
GCAAAAAGCTATGATGACCGAAAGCGAGTTTATCCGCGCGAGCGAAGCATTATTTGAACA 
CATCGAAGACCAAATCGACGAAAACGGCTGGGATTTCGACTGCCGGTTTGCCGGAAACGT 
CCTGACCATCGAAGCCGGAGACGGCGCCCAAATCATCGTCAACCGCCACACGCCCAATCA 
GGAATTGTGGATTGCCGCAAAAAGCGGCGGCTACCATTTCGCCGAGCAAAACGGCAAATG 
GCTGGCAACGCGCGACGGACGCGATTTTTATGACGTTTTAAACGAAGCCCTGAGCGCGGC 
TTCGGGCGAAGCGGTGGAAATTGCGGAATTGTGATTTGGGTGTTATCACGGAAAGAAAAA 
ATGAACACACGTCCCTTTTATTTCGGACTGATATTTATCGCGATTATCGCTATACTTGCT 
AACTATTTAGGAAACACTGATTTTTCCCATCATTATCATATCAGTGCTTTAATTATTGCT 
ATCTTGCTGGGAATGGCAATCGGCAATACCATTTATCCGCAATTTTCGACACAAGTGGAA 
AAAGGCGTTTTGTTTGCCAAAGGCGCGCTTCTTCGCACTGGCATTGTGTTGTATGGTTTT 
CGCCTCACTTTTGGCGATATTGCCGATGTAGGATTAAATGCGGTTGTCACTGATGCAATC 
ATGCTAATTTCAACCTTCTTTTTTACCGCACTTTTAGGCATTCGTTATCTAAAAATGGAT 
AAACAATTGGTTTATCTCACTGGGGCAGGTTGCAGCATTTGCGGTGCGGCAGCAGTGATG 
GCGGCAGAGCCTGTTACTAAAGCAGAATCCCATAAAGTTTCAGTGGCGATTGCCGTAGTG 
GTCATTTTCGGGACGCTTGCTATTTTTACTTACCCCTTGTTCTACACGTGGTCACAACAT 
TTAATTAACGCCCATCAATTCGGTATTTATGTTGGTTCTAGTGTACACGAAGTGGCTCAA 
GTGTATGCGATTGGGGAAAATATTGATCCTATCGTGGCGAATACTGCCGTCATTTCCAAA 
ATGATCCGAGTGATGATGCTCGCCCCCTTTTTATTAATGCTTTCTTGGTTATTAACACGT 
AGTAATGGAGTATCAGAAAATACATCACACAAAATTACAATTCCTTGGTTTGCTGTACTT 
TTTATTGGTGTTGCCATTTTTAATTCTTTTGATTTATTACCAAAAGAACTCGTGAAATTA 
TTCGTTGAAATCGATTCTTTCTTATTAATTTCATCAATGGCTGCGCTTGGCTTAACGACG 
CAAGCAAGCGCAATCAAAAAGGCAGGATTAAAACCGTTTGTTTTAGGAATACTAACTTAT 
TTATGGCTAGTGGTTGGTGGATTTTTAGTGAACTATGGAATATCAAAATTAATATAAAAT 
TCACTAAAGAGAGCGTTACCCAATGGCACAATTACCGCTATATCTGACTTCTGAAATCAA 
AGACTTTACTGTCGGCACGCCTAAAGTTTTAGAATCATTTTCCAAACATATCCCTTATGG 
TGTCGTCTTTGAAGACGACGGCGACACAGGCTACTTCTATGCCGCTTCGCAAGACGGGAT 
TTTAGATGCCTTGCACATCTATAATGTCGAAGATGTATCCGACAAACATATCCCCAATCA 
TGTCTTGATTTTATGGGATGATGCCTGCACCATAGCCGCATTGTGTATCAACGACTACAT 
TCATGCCGTCTATGATTTTGTCGAACAGGCAGGATATTGCCGCAACGGCTTCCCTGAAGC 
AGGCGGCGAATGGGTGAAAGTCGAAAACCGCGTCTTGGATGATGAATTGCTGGACAAAAT 
CCTATCCCGAAAATCTACATAACCCTCACAAAAGGATACCCAAATGCCCCTACTAGACAG 
TTTCAAAGTCGATCACACCCGTATGCATGCCCCCGCCGTACGCGTGGCGAAAACCATGAC 
TACGCCCAAAGGCGACACCATTACCGTGTTTGACCTGCGCTTTTGCGTTCCCAACAAAGA 
AATCCTGCCTGGAAAAGGCATACACACGCTGGAGCATTTGTTCGCAGGTTTTATGCGCGA 
CCACTTGAACGGCAACGGCGTGGAAATCATCGACATTTCCCCGATGGGCTGCCGCACCGG 
TTTTTATATGAGTCTTATCGGCACGCCTTCCGAACAGCAGGTCGCCGATGCGTGGCTGGC 
TTCGATGCAGGATGTTTTGAATGTCAAAGACCAAAGCAAAATCCCCGAGTTGAACGAATA 
CCAATGCGGCACTTATCAAATGCACTCGCTCGCCGAAGCGCAGCAAATCGCGCAAAACGT 
GTTGGCGCGCAAAGTGGCGGTGAACAAAAATGAAGAGCTGACGCTGGATGAAGGGCTGCT 
GAACGCCTAATCCGCCAAAAATGCCGTCTGAACAAGGGTTTCAGACGGCATTTGCCTTTT 
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CCGTTATAATCCGGGGTTGTCCGGGGGCGGGTTTTAAGCCGGCATCGTCCTTCCCTATTT 
TTTTCTGTCCCTTATCGGTTTTAAGCGGGTTTTTTATGTCCAACAGACCTACACTCCTCC 
TCGTTGACGGATCGTCCTACCTCTACCGTGCGTATCACGCGATGGGGCAAAACCTGACCG 
CCCCCGACGGCGCGCCGACGGGTGCGCTGTATGGTGTATTGAATATGTTGCGCCGTTTGC 
GGTCGGAATATCCGCACGATTATTGCGCGGTGGTTTTTGATGCGAAAGGCAAAAATTTCC 
GCCATCAAATGTTTGAAGAATACAAGGCGACGCGCCCGCCGATGCCCGACGATTTGCGCC 
CGCAGGCGGAAGCACTGCCGGATTTAGTGCGCCTGACAGGCTGGCCGGTATTGGTGATTG 
GGCAGGTGGAGGCGGACGATGTGATCGGCACGCTGGCGAAACAGGGGGCGGAACATGGTT 
TGCGAGTCATTGTTTCGACCGGCGATAAGGACATGGCGCAGTTGGTGGATGAGCGCGTTA 
CGCTGGTGAACACGATGAGCAGCGAAACGCTGGACATTGAAGGCGTGAAGGCAAAATTCG 
GCGTGCGCCCCGACCAAATCCGCGATTATCTCGCGCTGATGGGCGACAAGGTGGACAACG 
TGCCGGGCGTGGAAAAATGCGGCCCGAAAACGGCGGTGAAATGGCTGGAAGCCTACGGTT 
CGCTGGCTGGTGTGATGGAACACGCTTCGGAAATCAAGGGCAAAGTGGGCGAAAACCTGC 
AAGCCGCGCTGCCCCAACTGCCGCTGTCGTATGATTTGGTCACGATTAAAACCGATGTGG 
ACTTGCACGCCGAGCTTTCAGACGGCATCGAAAGCCTGCGCCGTACTACGCCGAAATGGG 
CGCAGCTGGTTGTCGATTTCAAACGCTGGGGCTTCCGCACCTGGCTGAAAGAAGCGGAAT 
CAAACATGAATACCGGCTCGACCGATGATTTGTTCGGCAGCGACAGCATCGGCGAGCAGG 
CGGCTTTGAATGCGGAAATGCCGTTTGAAAAACAAGCCGAAAAAGCCACCGCCCCCGAAA 
AACTGGATTATCAAGCCGTTACCACCGAAGCGCAGTTTGCCGCTTTGTTGGACAAACTGT 
CGCGGGCGGACACAATCGGCATCGATACGGAAACCACGTCATTAGACGCGATGAACGCCT 
CGCTGGTCGGCATCAGCATCGCTTTCCAAGCAGGCGAAGCGGTTTACATCCCCGTAGGAC 
ACAGCCTGACCGCCGCGCCTGAACAGCTTGATTTACAAGACGTATTAGGCCGTCTGAAAC 
CGCATTTGGGAAACCCCGCCCTAAAAAAAATCGGGCAAAACCTCAAATACGACCAACACG 
TTTTCGCCAACTACGGCATCGCCCTGAACGGCATTGCCGGCGACGCCATGCTCGCTTCCT 
ACATCATCGAGAGCCATCTCGGACACGGCTTGGACGAATTGTCCGAACGCTGGCTCGGCT 
TGGAAACCATTACCTACGAATCGCTGTGCGGCAAAGGCGCGAAGCAAATCGGTTTTGCCG 
ATGTCGCCATCGGGCAGGCGACCGAATACGCCGCCCAAGACGCCGATTTCGCCCTGCGCC 
TCGAAGCGCACCTGCGCGCGCAAATGGACGAAAAACAGCTTGAAATGTATGAAAAAATGG 
AGCTGCCCGTCGCGCAGGTATTGTTTGAAATGGAACGCAACGGCGTGCAAATCGACCGCG 
CCGAACTCGCCCGCCAAAGCGCGGAACTCGGCGCCGAGCTGATGAAGCTCGAACAGGAAG 
CCTATGCCGCCGCAGGCCAGCCGTTCAACCTCAATTCGCCCAAACAGCTGCAAGAAATCC 
TGTTCGACAAAATGGGCATCCCCACCAAAGGCCTGAAAAAAACCGCCAAAGGCGGCATTT 
CCACCAACGAAGCCGTGCTCGAACAGCTCGCGCCCGACTACCCCCTGCCTAAAATCATCC 
TGCAAAACCGCAGCCTGGCGAAGCTCAAATCCACCTACACCGACAAACTACCCGAAATGA 
TTTCCCCCAAGGACGGCCGCGTGCATACCACCTACGCCCAAGCCGTCGCCATTACCGGCC 
GCCTCGCCAGCAACAACCCCAACCTGCAAAATATCCCCATCCGTACCGAAGAAGGGCGTA 
AAGTCCGCCGCGCCTTTACCGCACCGCAAGGCAGCGTCATCGTTTCCGCCGACTATTCCC 
AAATCGAGCTGCGCATTATGGCGCACCTCTCCGGCGACAAAACCCTGATTGCCGCGTTCC 
AAAACGGCGAAGACGTACACCGCCGCACCGCCGCCGAAGTGTTCGGCACTGCGCCCGAAA 
ACGTCTCGTCCGAGCAACGCCGCTATGCCAAAAGCATCAACTTCGGCTTAATTTACGGTA 
TGGGGCAATACGGTTTGGCAAAATCATTGGGCATCGACAACCTTTCCGCCAAAAACTTTA 
TCGACCGCTACTTCGCCCGCTACCCCGGCGTCGCCGAATACATGCAGCGCACCAAAGAAC 
AAGCCGCCGCCCAAGGCTACGTCGAAACCCTGTTCGGCAGAAGGCTCTACCTGCCCGACA 
TCCGCAACAAAAACGCCAACGCCCGCGCCGGAGCCGAACGCGCTGCCATCAACGCCCCCA 
TGCAGGGCACCGCCTCCGACCTCATCAAACGCGCCATGATAGACGTGTCCCGCTGGCTTT 
CAGAGTGCGAAGCCTCCCCGTGGGACGAACTCTTACAAAGCAAACTGATTATGCAGGTGC 
ATGACGAACTGGTGCTGGAAGTCGTTGAAACCGAACTGGATTTTGTCAAAGAAAAACTGC 
CGCAGATTATGGCGAAAGTGGACGGCGGATTATTGGATGTACCGCTGGTGGCTGAGGTTG 
GCGTAGGGGAGAATTGGGAAGAGGCACATTGATTGAAAGGTGTTATATGCTATCTTTATT 
TAAATAAAATTTAATTTTTGGTATATTTTTTCTAAATGTTCCTATAGTATAGTGGATTAA 
CAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCAC 
TTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGACAACGCTGTAC 
TGGTTTTTGTTAATCCGCTATATTCCGCCATCTCTAAGATTTACAGCGATACACGGGTGA 
TTTAAGGAATGCCCGAACCGTCATTCCCGCAACTTTTCGTCATTCCCACGAAAGTGGGAA 
TCTAGAAATAAAAAGCAGCAGGAATTTATCGGAAATAACTGAAACCGAACAGACTAGATT 
CCCACCTGCGTGGGAATGACAATTCGAGACCTTTGCAATAACATAGGTTACTAAAATTTT 
ATGCTCAATCTCATTTTCAAAATGCAAAACTTTTCTGATTTTTCCTACTTTTTGCTCAAT 
ATTAGGAAGGTTTTAGGCAATTGAAAATTTTTTGGCGCATTTTTATGCGTCAAATTTCGT 
TAACAGACTATTTTTGCAAAGGTCTCAATTCATAAGTTTCCCGAAATTCCAACATAACCG 
AAACCTGACAATAACCGTAGCAACTGAACCGTCATTCCCGCGCAGGCGGGAATCTAGACC 
TTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGATTCCCGCTTT 
CGCGGGAATGACGAAAAGCAAGCCGTAGGTCGGATACTTGTATCCGACAAAAGCCTGCCA 
TCTCAAATAGCCGTCGGATTCGAGAATCCGACCTGCCAAACCGGGCGCGGACGCTCCGGC 
CGGCAGTTAGTACGCAAATCGAACAGAACATCACAAAAAAGCCCGATTCGGATTTTCCAA 
TCGGGCTTTTTTGCGCCCGTTTTGTCATCCCGTGAAATATCCGCATGACAAAAATATAGT 
GAATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAGATAGTACGGTAAG 
GCGAGGCAACGCTGTACTGGTTTAAATTTAATTCACTATAATGCAAAATCATGACAAAAC 
CGGCGCGAGGTTACACAAACGGATGAAATCAACCGATATTCAAACACAGTCATTTTTAGC 
GCATTTTCAGCGTATCGTTAATGCGGAAAATTTCGTGAACAGGTTTTTTGCACAGGCCTC 
CGCCTCGTTTCGCGGGATGGGAAACCGTATTAGAAAACGGACGCACGCAACATAAACCCC 
GAAAGTGATGATAAGATGATGATTTAACGTACTGCTTTAATTATTTAAGGAATTATCGTG 
TTTCCCGACAAATACAAGTTGAGTTTGAAAGAAAATATTTTTTTGGCAAAGAAAGTATTG 
GTTGCCCAAATTCACAACCTCAGTCGTTTTGAGAATTGTCAGACGACCTTGTTGCAGACC 
GAACAAATTATCCATGGCAAAAATGTAGCCTCCGCGTCACTGGAAGACATCCAAACCATC 
TTGAACCTGAAACGTGCCTATCAATATGTGATTTCGCATATTTCAAACGGCGAACCGGTC 
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GATATTTCACTCCTTAAAAAAATCAACAACATTGTTGCCAAGGACGATTCTTTGGCACCC 
GGTGATTTCCGTACCGGTTCGGTCGGCGTAACGCTATTGGACGGTTCCCGTCATGCCCCG 
AATCCAGTGAAGGAAATTGAAGTGGCCCGCGTGTTACAAAATATCGGACTGCAAAGCGGT 
TCGACGACGGAGGCAGCCGTCCGTTTTATGCTTTATTGTATGCGGCAGCAGGTTTTTTGG 
GACGGCAACAAACGAACGGCAACCTTATTTGCCAACGGTCTGATGATGGCGGGGGGCTGC 
GGCATCTTGGAAATCTCCGAAATGCAGATGCCGCAATTCAATGAAAAACTGTCCGCATTC 
TATCGCTCCGGCGACGATACCGATATTTCCAAGTTTGTGTATCAAAATTGTATATCGGGC 
ATAGACTGAGACCTTTGCAAAATTCCCCAAAACCCCTTAAATTCCCACCAAGACATTTAG 
GGGATTTTCCATGAGCACCTTCTTCCAGCAAACCGCCCAAGCCATGATTGCCAGACACAT 
CGACCGTTTCCCGCTATTGAAGTTGGACCAGGTGATTGATTGGCAGCCGATCGAGCAGTA 
CCTGAACCGTCAAAAAACCCGTTACCTTAGAGACCACCGCGGCCGTCCCGCCTATCCCCT 
GCTGTCCATGTTCAAAGCCGTCCTGCTCGGACAATGGCACAGCCTCTCCGATCCCGAACT 
CGAACACAGCCTCATTACCCGCATCGATTTCAACCTGTTTTGCCGTTTTGACGAACTGAG 
CATCCCCGATTACAGCACCTTATGCCGCTACCGCAACCGGCTGGCGCAAGACGACACCCT 
GTCCGAACTGTTGGAACTGATTAACCGCCAACTGACCGAAAAAGGCTTAAAAGTAGAGAA 
AGCATCCGCCGCCGTCGTTGACGCCACCATTATTCAGACCGTCGGCAGCAAACAGCGCCA 
GGCTATAGAAGTCGATGAGGAAGGACAAATCAACGGCCAAACCACACCGAGTAAGGACAG 
CGATGCCCGTTGGATAAAGAAAAACGGCCTCTACAAACTCGGTTACAAACAACATACCCG 
TACCGATGCGGAAGGCTATATCGAGAAACTGCACATTACCCCCGCCAATGCCCATGAGTG 
CAAACACCTGCCGCCTTTGTTGGAAGGACTGCCCAAAGGTCGACCGTCTATGCCGACAAA 
GGCTACGACAGTGCGGAAAACCGGCAACATCTGGAAGAACATCAGTTGCAGGACGGCATT 
ATGCGCAAAGCCTGCCGCAACCGTCCGCTGACGGAAACGCAAACCAAACGCAACCGGTAT 
TTGTCGAAGACCCGTTATAGTGGATTAAATTTAAATCAGGACAAGGCGACGAAGCCGCAG 
ACAGTACAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCACTA 
TATGTGGTCGAACAGAGCTTCGGTACGCTGCACCGTAAATTCCGCTACGCTCGGGCAGCC 
TATTTCGGACTGATTAAAGTGAGTGCGCAAAGCCATCTGAAGGCGATGTGTTTGAACCTT 
TTGAAAGCGGCCAACAGGCTAAGTGCGCCCGCTGCCGCCTAAAAAGCAGCCCGGATGCCT 
GATTATCGGGTGTCCGTGGAGGATTAAGGGGGTATTTGGGTAGAATTAGGAGGTATTTGG 
GGCGAAAATAGACGAAAACCTGTGTTTGGGTTTCGGCTGTCGGGAGGGAAAGGAATTTTG 
CAAAGGTCTCAGACTATTTCGGCACGGACGAAGATATAGATTTCCCCGACCCACCAAACA 
TGGGCTAAAAATCAATTTGACGGTTATCAGACAATGGAGCAGGCACAAGGCGGCGGCAGA 
AAAAGGGTTTGACAGCGCACGGTGGCATCGTCAGACCCCTTTCGGCATATCCGGCGGTTA 
CCAGCGGTAGCCTAATTTGATGCCCGCGCTGTGTTGCGCTTCCAGTTGCGGGCCTTTGGC 
GGCGGCAGCGTGGAGGGACAGCGTGAAACCTTTGATTTCGGCGTTTACGCCCCATTCCGC 
ACTGCGGGTTTTGCCGAAATCCTGAGCCAATACGGCGGTATTGACGCGTGTTCGGACTTT 
GCCCGAAGCGGCATCGGTATAGGACAGGCTCAAATAAGGCGTGATGGAAATGTGTTGCGC 
CGGTTTGAATGAATAATCTGCCTTAATGCCCGCGCGGTAGCGGTTGAATGCAAGGCCGGG 
GGTGGCGATATTGACGTTTTCGTAGCGGTAATCCGCTTTTTGGACGAAATAGCGCGTTGC 
GCCGATGTGCGGTTCGATGCCGAATCCGCCGAAACCGGCGCGGTATCGTGCCTGAATGCC 
GTAATGCAGCACGCGGCGGCGGATTTTGCCTCCGATGCCGTCTGAAAGGCTGCCGCTGCT 
AAAACCCGCGCCCGCGCTGATGCCGATGTAGAACCTGTCGATGCCGTATTGCCCGAAAAC 
GGCGCCGTGGGCAAGCCGTGCCGAGTTGCCGATGCCGTCGTCGAAGGTGTTTTCGGTCCG 
GTTGTGCGAAAACAGGATGCCGACGCGCCCGCTGCCGAGGTTTTTCTGCATACCGATTTG 
GCGCAGGTCGGTTTGTTGGCGGTAGGCGCGGAAATCTTGCGAACGGTAGTGTTTGGTGTC 
CCGGATGCCGCTTGTCCAAACGGCGTTGCGGCGGTCTTCGGCAAATACGCGGTCTAATTC 
GTCCTGTACGGCGAAAACGCTGTTGAGCGTGGCGGAAAATTCACTCAAACCGCTATTGGC 
ATAACGGCTGATCAGGTCGCGCTGCGGTTGGGGCTGCGGTTGGGGTTGCAGTTGCGGCAA 
ATCCCGGCGGGCGCGGCGGGCGCGGGGGAAGGCGGTGGTAGCCGGCCGGGTTTCCGCTTC 
GCGCTGTTTCGCCAAGGCGGTGTCTTTATCCGCCTGCACCCGTTTTTTCTCTTCCTCCGC 
CTGCATAATGCCGACATTTTCCCCGCCTGCCTGCCGGGCCGGTTCGGCAACGCTTTCTGT 
CTTTTCGACGGCATCGCGCCCGGCCGCAATCAGCGCGTCAAGGCTTTGCGCGTTGTCTTT 
TTCCGCCTGTTTTTTGGCTTCTGCCTTGCCGAGTTTGTCGGAAAGCTCTTGTTCTTTGAC 
CGGATTATGCAGGCGGAACTCGCCGTCTTTGCGGATGAGTTGGTAACGCCACGCGCCGGC 
ATCGACGTGTTCGTTTTGCAGGGTGAAATTAAGGTTTTCGGACAGCGGTTTGTTGTCTTT 
TCCTTCCACTACCGTCAATTGTTCGAGGCTTGCAGGTTCGTTGCCGGTATTGTTGACCGC 
CAAGGTGTAAGTGCCTTCGGAACTTTCCGCCAGCTTCAATTTGTCGCTGCGGTAGCCGAA 
GAGTTCCGACATAAAGCGGAATGTTCCCTGACCGTTCAATTTGCCGTTTACCGTCAGCGT 
GTTGAAACGGGATTCTACCGAAGTTGGCGGTGTAACGGATAATAGGGAACGGCGCGAACG 
GCGCGAACGGCGGCGCGGCGCATCTGTCGCACTGCCGGTTTGCGCCCCTGCCGCATCGTG 
GCGATAGGCGGAATTGAGTGTAATGGTGGCGTTGTCAAGGTTTAAATTGCCTAATTCCGT 
GCCTGACGGCAGCGTCCATTCGCTGTCTTTTAAGTGTAATGCCGTATCCTTGCCGCCGCT 
GATTTGTCCGGTAAAGCGGCTGCTTTCAAAATGGAATACTGCCTTATCGGCTAGGGAGAC 
ATTACCGTTGAGTGCGGAATGGCTTACGTTTGCCTTAGCGTTGCCGGAAAGCGTCAGACT 
GCCGTTTTGTACGGCGTGGTCGCTTAGATTAAATGAAGCATTGCCCGAAGCCGATGTGTT 
GCCGTTTAATGTGGCTTGATTAAATGTTGCTTGGGCATTGCCCACGAGGCTAAGGTTGCC 
GTTTTGGGTGGCGTTGTGGCTGACTGTATAACGTGTATCGCCATTTGCACTAAGATTGCC 
GTTGAGTGTGGCAAGCCCTGTGAGATTTAAATGAGCGTGATCGGCAAGATCGACATTGCC 
GCTGATGTCGGTCTTAGTCAATGAAGCAATCACTTTATCGTCGGTAATGGTTTTTTCGAC 
ACAATTTGTCAGACCCGTCCAGTCCGAACGTGTACAGATTGTGTGGCTTTGATGCGGTGC 
GACACCAAAAACTGCTTGGGCGTGATTGCTCAAATGCCAATCGCCTTTCACTTTGGCAAC 
ATTGCGGGAAACCACCGCCTGTCCGCCTTTAATTTGGAAGTTTTCCGCTTTAAATGTGCG 
GTTGATCCAGTCGTTGTCCCACACGATTTCCCCGCGAGGAATGCCCTCTTTTTGCGACCA 
ATGGTCGTTTAAATGATTGTAGGCGTGCGGTGTTGGTCTGCCGCTGAAAAACAGTTTGCC 
GTTTGTTTGCGTGATGTTGCCGTTTAAATTTGTTCCGCCGGAAAGCAGCAGGGTGCGGTC 
TTCTGCGGCGGGCTGGTAAACAAGGTTGAGCCGCCCGTTCGTTTTGGTCGTATCTTTCTC 
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GCCAAACCAACCGTTGTAGGCAATTTCTTTTTTGCTATCCAAGCTGTTGTTATTGCCGGT 
TGTAGCAATATCTTTATTGCCTGTAATGGTAACGGTGGATTCTTTGTCTTGATTGTGGTT 
GACAATCATCGCCCCTTCATCGGTATTTTGAATACGGTGGAACGAAAGCGAATGCCCGTT 
TAAATCCAAACGTCCGCCGCGAAAGCCGAAATAGAGTTTGTCGGGGTTGAACTGATTATC 
GGCATTCAGTTGCACCGTACCCCTGCCGCTGACCAAGCCGATTTCACTAAAGGCTTGTTT 
TTTGCCTTTATCGTCTGCCTGCTGATCCAAAATGACTGTACCGTCGCCCACGCTGATCGA 
GCCTTGGTTTTCCCCTTTGGCTTGAACGTGCAGCGTGCCTTTGCCGATTTTGGACAGGCG 
GTCGTTTGCCACGCCGTTTACTTTCCAAGTAACGGTACTGTCTTCACTGATATGAACGCC 
CGCGCCTTGCCAAGTTTCGTTATTTTCAGGCGAGACCGTAAAATCTCCTTGGAAATATAA 
TCCTCCAGCACCTTGATTGATGTTGCTGGTAAGTATCAATTCGCCTTTTCCTTCGTCAAT 
AAAGGAAATATTTTCTCCATTATTCAGTCTGGGTCGATAACTGTTGACACCACCTGCAGC 
ATGATAAACAGGTTCTCTTGCTGTCTCGGATAAAGAAACATTAAACAATTGAACGGTTCG 
TGTTTTTAATCTATTAGGCAGAGAATTGTGTTCATGTTTGGCATTGATTTTTCCTGTGCC 
ATTATTATCGTCGTTAAAAGAGTATTTCCCATTTTGACGTGGTTCGTAGAATACTGAATG 
GGTATCTCCAGCAAAGATTTCATCATAGAACCAATCTTTACGAACCAGCTGGAAGCCATT 
GCTTTTTCCTATATAGGGGTTGCCCGTTTGCAATACCCCATTAATTAACCACTTTTGCTT 
TTGGGCATCATAGATAAACATTGGTGAGCCACTGTCGCCAAATGAGCCTCCTGTTGGTAA 
AAAACCATATGGGCTATGTTTAATTTTTTCACTACCTAAGTTGACTGTGCCACCACCTGA 
TCCATTTTGTGCAAAGGTATTGCCACCAACGAGCCAAGAATACGCACTTGCAATATGATA 
TGAACTTTCGCGGTTATTGGGCTCATCTTCATCAGATCGCCAATATTGCCTGCCTGCCCC 
AATACGAACACGGTCAGGGTAATTATTTTGATCGATATATTTCCGCCCATCCATATAACT 
GGTCATTTCAACAGGTTCTGCATCTGTGACAAATTTATGCAAACGCGGCATATGATAATC 
GCCGCCATAAGGATGGCCTTTAGTCCCTGCTTTATAATTATTCCGTTTCACAATTTTATA 
AGTAAAACGATGTTGATCGGGATTTCTTCCTTCCGCACCAAAATCAACGTTGTTATAGCC 
GCCGTTATGTGCCACGCTCACAATATATTGATCGCCCACCAATGCCGCCACGCCGTTACG 
CGACACCACAGAAAAATCAATCATCGGGGCTTTTGTCATTGATTTGCCGACCAACTCCCC 
TTTTTTGTTGTAAACCTCAATATCTTTCGCCCCGACTGCAAACTTGCCTTTATTTTCGGC 
AAAGTCGCGATAGTATTGGTAGTTGATGCCGAAATAAGTGTGTCCCGCCCAGGCTTGGGG 
AAGAATGCCGAACGACAGGCATATGGCTAAGTAAGCAGGCGAGAAGCGGATGCGGCCGGT 
TTTCGGGGCTTTGCGGTGTGTTTCGGTTGTCCGTTTGTCGGTTGTTTTCATTATTTTTCC 
TTATCTGACGGGATTCGGGTTTGTTTGGGAGGGCGCGGCTTCCGCTTCCGGGCGGCGCGC 
GGGATGTGCCTATATGTGCGGTTCGGCGTTCGGGCGGATATGAAGCACGCCCTAGGATTT 
GTCATTAATTTTTGCCTTGGTCTCGGCTTCTTCCAATCACGAAAGCACCCGCCAAGGCAA 
ACACTGTGCCGCCGGCAAGGGAGGCGGCGGTTGCGGGGTAGCCGCTCCATACGAGGAAGA 
CGGCAAAAAGCAGTATCAGGATGGCGCTGATGAAGCCGTACAGTTGCCCGCGCCTGTTGA 
AGGTTTGGTCTTGCCGTATGGTTTCGTGCCGGACGGCTTGTTCTTTTTCCGCCATTGCCA 
TAATGCGGTCTGCCCCGTTGCTGATAATGTCGTTGTATTGCGCCAAGTCGGACGGCGGCG 
GCAACGGTCCCGAATGGAAACACCGGGCTATCATTATTTGCACGTACTCGTCGGACAGGA 
TTTGCTCGACAAGCTCCGGGGATTTGACGACGGTTTCGACAGCCTGCCGCGCCTTGTCCT 
GTGCGTTTTCGGTCATTTTCGCGCTTTCTCTATGGCGCGTTGAAAATCGCCGCCGATGTT 
TTTGAGATCGTCGGCGGGATTGGGGCGGATGGCGGTTTTTGCGGGATGGAACAGACCCAG 
CAGCGAGCCTATACCGAGCAGGAGGGCGTATGTGTTTCGTTTTTTCATATGGTTATATAT 
TAGGTCAGGCGGACGGATTTATCAAGCATTTTTGCGGTTTTATACCGTCTGAAAGCCAAA 
CCGTCGGACTTCAGACGGCATTTGCTATAATCGCGGCTGTTTTGAATTTTCGGGGGTTTT 
ATGTCGGATAACGTTCCAACGATTGCGGCAGTCGCTACCGCACCAGGGCGCGGCGGCGTG 
GGCGTGATACGCATATCGGGGAAAAACCTGCTGCCGATGGCGCAGGCTTTGTGCGGGAAA 
ACGCCCAAGCCGCGTACCGCAACCTATGCTGATTTTACGGACACGGACGGACAGGCAATC 
GACAGCGGGCTTTTGCTGTTTTTTGCCGCACCGGCAAGTTTTACGGGTGAAGATGTCATC 
GAGCTTCAGGGACACGGCGGGCCGGTGGTGATGGATATGCTGCTGAACCGCTGTTTGGAA 
TTGGGCGCGCGCCTTGCCGAACCGGGCGAGTTTACGAAGCGTGCGTTTTTGAACGACAAA 
CTGGACTTGGCACAGGCGGAAGGCGTGGCGGATTTGATTGACGCATCCAGCCGTTCGGCG 
GCGCGTCTGGCTTTGCGCTCGCTCAAGGGCGATTTTTCGCGGCGGATACACGGTCTGGTC 
GAAGACTTGATTACCTTGCGGATGCTGGTCGAAGCGACGTTAGATTTTCCCGAGGAAGAC 
ATTGATTTTCTCGAAGCGGCAGACGCACGCGGCAAACTGGACGGCTTGCGCCGCGCCGTG 
GATGATGTGCTTGCCAACGCGCAGCAGGGCGCGATTTTGCGCGAAGGTCTGAATGTCGTA 
TTGGTCGGCGCGCCGAATGTGGGCAAGTCCAGCCTGCTGAACGCGTTGGCGGGCGACGAA 
GTGGCGATTGTTACCGATATTGCCGGAACGACGCGCGACGCGGTCAGGGAACGTATCCTG 
ATTGACGGCGTGCCGGTGCATATTGTCGATACGGCAGGTTTGCGCGAGACGGACGACGTG 
GTCGAGCGTATCGGCATCGAACGCAGCCGCAAAGCCGTATCCGAAGCCGATGTCGCGCTG 
GTGTTGGTCGATCCGCGCGAGGGTTTGAATGAAAAGACACGGGCGATTTTGGACGCGTTG 
CCGCCGGAGTTGAAACGCATCGAAATCCACAGCAAATCCGATTTGCACGCACACGCGGCA 
GGCGGGTTCGGTACGGGCGCGGAAACCGTCATCGCGTTGTCGGCGAAAACCGGCGACGGC 
TTGGACGCGCTGAAACGGACGTTGTTGCGCGAGGCCGGTTGGCAGGGCGAAAGCGAAGGG 
TTGTTTTTGGCGCGGACGCGGCACGTCAACGCACTCAAAGCAGCGCAGGAAGAATTGTCG 
CTGGCGGCATTGTGCGGCAACCATCAAATCGAGCTGTTTGCCGAACACTTGCGCTTGGCG 
CAGGTCGCATGCGGCGAAATCACGGGCGAGTTTACGGCGGACGACCTGCTCGGCGTGATT 
TTTTCGAGGTTTTGTATCGGAAAATAAACGGATCGAAAGCATCGTGGTGGTGTCCGGCTG 
AACATTCCGTTATCCCATAAAAACGGGAATCCGATCCGTTTGGTTTTATAGTGGATTAAC 
AAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACT 
TGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACT 
GGTTTTTGTTAATCCACTATAGTTTTTTTGAATTTCGGGCAACGCTTGAATCTTCATTCC 
GCGCAGGCGGAAATTATCGGTGCGGTACGGCAACTTTTTTCGATATGAAAAGACCGTCAT 
TCCTGTAAAAACAAAAAATCAAAAACAGAAAATTGAAATTCGTCATTCCCGCGCAGGCGG 
GAATCCAGGACGTAAAATCTATAGTGGATTAACAAAAACCAGTACAGCGTTGCCTTGACT 
TAGCTCGAAGAGAACGATTCTCTAAGGTGCTGAAGCACCGAGTGAGTCGGTTCCGTACTA 
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TCCGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAGAAA 
CCGTTTTTCTCGATAAGTTTCCGTGCCGACAGACCTGGATTCCCACTTTCGTGGGAATGA 
CGGTGGAAAAGTTGCCGTGATTTCGGATAAATTTTCGTAACGCATAATTTCCGTTTTACC 
CGATAAATGCCCGCAATCTCAAATCCCGTCATTCCCCAAAAACAAAAAATCAAAAACAGA 
AATATCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAG 
ATTATCTGAAAGTCCGGGATTCTAGATTCCCACTTTCGTGGGAATGACGAATTTTAGGTT 
TCTGTTTTTGGTTTTCTGTCCTTGCGGGAATGATGAAATTTTAAGTTTTAGGAATTTATC 
GGAAAAAACAGAAACCGCTCCGCCGTCATTCCCGCACAGGCTTCGTCATTCCCGCGCAGG 
CTTCGTCATTCCCGCATTTGTTAATCCACTATATTCCCGCCGTTTTTTTACATTTCCGAC 
AAAACCTGTCAACAAAAAACAACACTTCGCAAATAAAAACGATAATCAGCTTTGCAAAAA 
TCCCCCCCCCCCTGTTAATATAAATAAAAATAATTATTAATTATTTTTCTTATCCTGCCA 
AATCTTAACGGTTTGGATTTACTTCCCTTCATACTCAAGAGGACGATTGAATGAATACCC 
CATTGTTCCGTCTCAGCCTGCTCTCGCTTACCCTGGCGGCAGGTTTTGCCCATGCGGCAG 
AAAATAATGCCAAGGTCGTACTGGATACCGTTACCGTAAAAGGCGACCGCCAAGGCAGCA 
AAATCCGTACCAACATCGTTACGCTGCAACAAAAAGACGAAAGCACCGCAACCGATATGC 
GCGAACTCTTAAAAGAAGAGCCCTCCATCGATTTCGGCGGCGGCAACGGCACGTCCCAAT 
TCCTGACGCTGCGCGGCATGGGTCAAAACTCTGTCGACATCAAGGTGGACAACGCCTATT 
CCGACAGCCAAATCCTTTACCACCAAGGCAGATTTATTGTCGATCCCGCTTTGGTTAAAG 
TCGTTTCCGTACAAAAAGGCGCGGGTTCCGCCTCTGCCGGTATCGGCGCGACCAACGGCG 
CGATCATCACCAAAACCGTCGATGCCCAAGACCTGCTCAAAGGCTTGGATAAAAACTGGG 
GCGTGCGCCTCAACAGCGGCTTTGCCAGCAACGAAGGCGTAAGCTACGGCGCAAGCGTAT 
TCGGGAAAGAGGGCAACTTCGACGGCTTGTTCTCTTACAACCGCAACAATGAAAAAGATT 
ACGAAGCAGGTAAAGGCTTCCGTAATAATTTCAACGGCGGCAAAACCGTACCGTACAGCG 
CGCTGGACAAACGCAGCTACCTCGCCAAAATCGGAACAAGCTTCGGCGACGGCGACCACC 
GCATCGTATTGAGCCATATGAAAGACCAGCACCGGGGCATCCGTACCGTCCGTGAAGAAT 
TTACCGTCGGCGGCGATAAAGAGCGAATAAGTATGGAACGCCAAGCCCCTGCTTACCGCG 
AAACCACACAATCCAACACCAATTTGGCGTACACGGGTAAAAACCTGGGCTTTGTCGAAA 
AACTGGATGCCAACGCCTATGTGTTGGAAAAAGAACGCTATTCCGCCGATGACAGCGGCA 
CCGGTTACGCAGGCAATGTAAAAGGCCCCAACCATACCCAAATCACCACTCGGGGTATGA 
ACTTCAACTTCGACAGCCGCCTTGCCGAACAAACCCTGCTGAAATACGGTATCAACTACC 
GCCATCAGGAAATCAAACCGCAAGCGTTTTTGAATTCACAATTTAAAATTGAAGATAAAG 
AAAAAGCAACTGATGAAGAGAAAAATAAGAACCGTGAAAATGAAAAAATTGCCAAAGCCT 
ACCGTCTGACCAACCCGACCAAAACCGATACCGGCGCGTATATCGAAGCCATTCACGAGA 
TTGACGGCTTTACCCTGACCGGCGGGCTGCGTTACGACCGCTTCAAGGTGAAAACCCACG 
ACGGCAAAACCGTTTCAAGCAACAACCTTAACCCGAGTTTCGGCGTGATTTGGCAGCCGC 
ACGAACACTGGAGCTTCAGCGCGAGCCACAACTACGCCAGCCGCAGCCCGCGCCTGTATG 
ACGCGCTGCAAACCCACGGCAAACGCGGCATCATCTCGATTGCCGACGGCACGAAAGCCG 
AACGCGCGCGCAATACCGAAATCGGCTTCAACTACAACGACGGCACGTTTGCCGCAAACG 
GCAGCTACTTCTGGCAGACCATCAAAGACGCGCTTGCCAATCCGCAAAACCGCCACGACT 
CTGTCGCCGTCCGTGAAGCCGTCAATGCCGGTTACATCAAAAACCACGGTTACGAATTGG 
GCGCGTCCTACCGCACCGGCGGCCTGACTGCCAAAGTCGGCGTAAGCCACAGCAAACCGC 
GCTTTTACGATACGCACAAAGACAAGCTGTTGAGCGCGAATCCTGAATTTGGCGCACAAG 
TCGGCCGCACTTGGACGGCTTCCCTTGCCTACCGCTTCCAAAACCCGAATCTGGAAATCG 
GCTGGCGCGGCCGTTATGTTCAAAAAGCCGTGGGTTCGATATTGGTGGCAGGTCAAAAAG 
ACCGCAACGGCAAATTGGAAAACGTTGTACGCAAAGGTTTCGGTGTGAACGATGTCTTCG 
CCAACTGGAAACCGCTGGGCAAAGACACGCTCAATGTTAATCTTTCGGTTAACAACGTGT 
TCAACACGTTCTACTATCCGCACAGCCAACGATGGACCAATACCCTGCCGGGCGTGGGAC 
GTGATGTACGCTTGGGCGTGAACTACAAGTTCTAAAACGCACATCCCGAAAAAATGCCGT 
CTGAAAGCCTTTCAGACGGCATCTGTTCTGATAATTTGATATATAGTGGATTAACAAAAA 
CCAGTACGGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCAC 
CAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTT 
TTGTTAATCCACTATAAAGACCGTCGGGCATCTGCAGCCGTCATTCCCGCGCAGGCGGGA 
ATCTAGACCTTAGAACAACAGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTAGAT 
TCCCGCTTTCGCGGGAATGACGAAAGGTTGCGGGAATGACGAAAAGTGGTGGGAATGACG 
AAAAGTGATGGGAATGACGAAAAGTGATGGGAATGACGGTTCGGGCATTCCTTAAATTAC 
CCGTGTATCGCTGTAAATCTTAGAGATGGCGGAATATAGCGGATTAACAAAAACCAGTAC 
GGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGA 
ATCAGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAA 
TCCACTATAGATTATCATTTATCCTTTCTAAAGCCGTTCCGGTTTGTCCGACCGGCGGCT 
TTGCCCCAATATCCCCATTTTGGAGACACCTATGTTACGTTTGACTGCTTTAGCCGTATG 
CACCGCCCTCGCTTTGGGCGCGTGTTCGCCGCAAAATTCCGACTCTGCCCCACAAGCCAA 
AGAACAGGCGGTTTCCGCCGCACAAACCGAAGGCGCGTCCGTTACCGTCAAAACCGCGCG 
CGGCGACGTTCAAATACCGCAAAACCCCGAACGCATCGCCGTTTACGATTTGGGTATGCT 
CGACACCTTGAGCAAACTGGGCGTGAAAACCGGTTTGTCCGTCGATAAAAACCGCCTGCC 
GTATTTAGAGGAATATTTCAAAACGACAAAACCTGCCGGCACTTTGTTCGAGCCGGATTA 
CGAAACGCTCAACGCTTACAAACCGCAGCTCATCATCATCGGCAGCCGCGCCGCCAAGGC 
GTTTGACAAATTGAACGAAATCGCGCCGACCATCGAAATGACCGCCGATACCGCCAACCT 
CAAAGAAAGTGCCAAAGAGCGCATCGACGCGCTGGCGCAAATCTTCGGCAAACAGGCGGA 
AGCCGACAAGCTGAAGGCGGAAATCGACGCGTCTTTTGAAGCCGCGAAAACTGCCGCACA 
AGGTAAGGGCAAAGGTTTGGTGATTTTGGTCAACGGCGGCAAGATGTCGGCTTTCGGCCC 
GTCTTCACGCTTGGGCGGCTGGCTGCACAAAGACATCGGCGTTCCCGCTGTCGATGAATC 
AATTAAAGAAGGCAGCCACGGTCAGCCTATCAGCTTTGAATACCTGAAAGAGAAAAAT CC 
CGACTGGCTGTTTGTCCTTGACCGAAGCGCGGCCATCGGCGAAGAGGGTCAGGCGGCGAA 
AGACGTGTTGGATAATCCGCTGGTTGCCGAAACAACCGCTTGGAAAAAAGGACAGGTCGT 
GTACCTCGTTCCTGAAACTTATTTGGCAGCCGGTGGCGCGCAAGAGCTGCTGAATGCAAG 
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CAAACAGGTTGCCGACGCTTTTAACGCGGCAAAATAATGAAACGGCGGCATTCGATGCCG 
TCTGAAACACGGATGCAAACCGCCTCCTGTGTTTCAGACGGCATTGCCCGATACGGAGGC 
TTCAAACAAGGCTTTCCGCTCCGACGGTTCGGACTGCCTTGTTTGAATCTTCTACGCCTT 
AACGCTTTTCCCTTCTGTTTATGACTGCCAAACCTTTTTCCCTCAACCTGACCAACCTGC 
TGCTGCTGGCGGTGTTGTTTGCCGTCAGCCTGTCGGTGGGCGTTGCCGATTTCCGCTGGT 
CTGATGTGTTTTCACTGTCCGACAGCCAGCAGGTCATGTTCATCAGCCGCCTGCCGCGCA 
CGTTTGCGATTGTGCTGACGGGCGCGTCGATGGCGGTGGCCGGCATGATTATGCAGATTT 
TGATGCGCAACCGTTTTGTCGAACCGTCGATGGTGGGCGCAAGCCAAAGCGCGGCTTTAG 
GTTTGCTGCTGATGACCCTGCTGCTGCCGGCCGCGCCGCTGCCGGCGAAAATGTCGGTTG 
CCGCCGTTGCCGCGCTGATCGGGATGTTGGTCTTTATGCTGCTGATCCGCCGCCTGCCGC 
CGACCGCGCAACTGATGGTGCCTTTGGTCGGGATTATTTTCGGCGGTGTGATTGAGGCGG 
TAGCCACCTTTATCGCGTATGAAAACGAAATGCTGCAAATGCTCGGCGTGTGGCAGCAGG 
GCGATTTTTCGAGCGTGCTGCTGGGGCGGTACGAGCTGCTTTGGATTACGGGCGGTTTGG 
CGGTGTTTGCCTATCTGATTGCCGACCGGCTGACGATTTTGGGGCTGGGCGAAACGGTAA 
GCGTGAATTTGGGTTTGAACCGGACGGCGGTGTTGTGGTCGGGTTTGATTATTGTGGCTT 
TGATTACGTCGCTGGTTATCGTTACGGTCGGCAATATTCCGTTTATCGGGCTGGTCGTGC 
CGAACATCATCAGCCGCCTGATGGGCGACAGGTTGCGCCAAAGCCTGCCTGCGGTGGCCT 
TGCTGGGCGCATCTTTGGTGTTGCTGTGCGACATTATCGGACGCGTGATTGTGTTTCCGT 
TTGAAATTCCGGTCTCTACGGTTTTTGGTGTATTGGGTACGGCTTTGTTTTTGTGGCTTT 
TGTTGAGGAAACCCGCCTATGCCGTCTGAAAAAAATATCGGTTTTATGGCAGGAAGCAGC 
CGCCCGTTGTGGGTCGCCTTTGCGCTGTTGCTGGTTTCCTGCGTCCTGTTTATGACGCTC 
AACGTCAAAGGCGATTGGGATTTTGTTTTGCAACTGCGGCTGACCAAACTTGCCGCGCTG 
CTGATGGTCGCCTATGCGGTCGGCGTGTCCACGCAACTCTTCCAAACGCTGACCAATAAT 
CCGATTCTGACCCCTTCAATTTTGGGTTTCGATTCGCTGTATGTGTTTTTGCAGACCTTG 
CTGGTGTTTACGTTCGGCGGCGTGGGCTATGCTTCCCTGCCGTTGACGGGCAAATTCGGC 
TTTGAACTGGTCGTCATGATGGGCGGCTCGCTGCTGCTGTTCTACACGCTCATCAAACAG 
GGCGGACGCGATTTGTCGCGCATGATTTTAATCGGCGTGATTTTCGGGATTTTGTTCCGC 
AGCCTGTCGTCGCTGCTTTCGCGCATGATCGATCCCGAAGAATTTACCGCCGCGCAGGCG 
AATATGTTTGCCGGATTCAATACCGTCCACAGCGAGCTTTTGGGCATAGGCGCGCTGATT 
CTGCTCGTCAGCGCGGCGGTCGTTTGGCGCGAACGCTACCGCTTGGACGTTTACCTTTTG 
GGGCGTGACCAAGCCGTCAATTTGGGCATCAGCTACACGCGCAACACCTTATGGATACTG 
CTTTGGATTGCCGCATTGGTGGCGACGGCGACCGCCGTGGTCGGCCCCGTAAGCTTTTTC 
GGGCTTCTCGCCGCCTCGCTTGCCAACCACTTTTCCCCGTCGGTCAAACATTCCGTCCGC 
CTGCCGATGACGGTTTGTATCGGCGGCATCCTCTTGGTCGGCGGACAGACCGTGTTCGAA 
CACCTGCTCGGTATGCAGGCAGTGTTGAGCGTAGTAGTAGAATTTGCCGGCGGACTCGTT 
TTCCTCTATCTCGTTTTAAAACACAAAAAATGACGGATGCCGTCTGAACGGCCGCCGCCC 
CGAAAGGACAAACCATATGACACAAGAACATTTCCCATCATTCTTCAACCAAGCCCCGAC 
CATTACCGTCCAAGACGCATTGGCCGAATTCCTCGGCGCGGCCGAAAACGGCATCCTCAC 
TTACCGCTACGCCGATGCCGTGCGCCTGTGCGGACATTCCTGCCCGACCGTCGCGGGCGC 
GTACCTGATGGTTATCAAAGGTCTGAAAGCACTTTACGGCGAAGAGCTGCCCGAACGCGG 
CGGCATCGAAGCCTTTATGCAGGGCGCGCGCGACGAAGGCACGGTCGGCGTAACCGCGTC 
CGTCGTCCAACTCCTCACCGGCGCAGCCCCCGAAACCGGCTTTGGCGGCATCGGAATGCA 
GGGACGCTTTGCCCGCCGCCACCTCTTATCCTTTGGTGTAGGCGAAATCAACGGCACACT 
GACCCTGCGCCGCAAAGACAACGGCAAAACCGTCGCCGTCGGCCTCAACGCCGCCCTGCA 
ACCCTTCGCACCCGAAATGCGCGACATCATGCCCAAAGCCGTCAGCGGCAGCGCAAGCGC 
AGAAGAACTCGAACGCTTCGGACAACTCTGGCAGGCACGCGTTAAAGCATTTTTAACCGA 
ATCGGCGGACGACCCGCAGTTCGTCATCGTCCGCGAAGTGTGAGCGTTCAGACGGCATTC 
CGAATTTCAAATGCCGTCTGAACCCCGCCAAACAACAACAAACCTACGCCCGACAAGCAT 
CCGCCATGATTACCATCCGCAACGTCAGCTACCGCATCGGCACACGCCCCATCCTCGACA 
ACGTCAGCCTCGACATCCCCGAAGGCGGCATTACCGCCCTCGTCGGCCCCAACGGTGCGG 
GCAAATCCACCCTGTTTTCCTTTATGGCGCGGCTGCGACCGCTTGAAAGCGGCAGCATCG 
CCTACCGAGGCAAAAATCTTGCCGATACCCCCACCGCCGAACTCGCCAAAACCCTGTCCA 
TCCTCACCCAAGAAAACAGCATCATGAGCCGCATCACCGTGCGCGACCTGCTGATGTTCG 
GCCGTTACCCCTACCATCAAGGCAGACCGACTGCCGAATGCCGCCGTATCGTTAACGGTG 
CAATCGAAGAATTCCACCTGCAAGACCTCTCCGACCGCTACCTGACCGAGCTTTCCGGCG 
GCCAACGCCAACGCGCCATGATTGCGATGGTGTTCTGCCAAAGCACCGACTACGTCCTTT 
TGGACGAACCGCTGAACAACCTCGATATGTATCACGCCCGCTCGCTCATGCAAATCCTGC 
GCCGGCTGACCGACGAACACAAGCGCACCACCGTCGTCGTATTGCACGACATCAACCAGG 
CAGCAGCCTACGCCGACCACGTCGTCGCCATGAAAAACGGCCAAGTCGCCATGCAGGGCA 
AACCCAACGATATTTTCACCGCCGCAAACATCAAAACCCTATTCGATATGGACGTCGACG 
TCCTCGATTACGAAGGCAAAAAATTGGTTATCCACCATATCTAAATCCGACAAAAAGGCC 
GTCTGAACATTCAGACGGCAACCCATATCCTGACAAAATTAAGACACGACACCGGCAGAA 
TTGACATCAGCATAATATGCACATATTAACAGATATTAATGCCGAACTACCTAACTGCAA 
GAAT T AAAT AAAT AAAT AAATAAAT AAATAAAT AAAT AAAT TGCGAC AAT GT AT TGT AT A 
TATGCCTCCTTTCATATATACTTTAATATGTAAACAAACTTGGTGGGGATAAAATACTTA 
CAAAAGATTTCCGCCCCATTTTTTATCCACTCACAAAGGTAATGAGCATGAAACACTTTC 
CATCCAAAGTACTGACCACAGCCATCCTTGCCACTTTCTGTAGCGGCGCACTGGCAGCCA 
CAAGCGACGACGATGTTAAAAAAGCTGCCACTGTGGCCATTGTTGCTGCCTACAACAATG 
GCCAAGAAATCAACGGTTTCAAAGCTGGAGAGACCATCTACGACATTGGTGAAGACGGCA 
CAATTACCCAAAAAGACGCAACTGCAGCCGATGTTGAAGCCGACGACTTTAAAGGTCTGG 
GTCTGAAAAAAGTCGTGACTAACCTGACCAAAACCGTCAATGAAAACAAACAAAACGTCG 
ATGCCAAAGTAAAAGCTGCAGAATCTGAAATAGAAAAGTTAACAACCAAGTTAGCAGACA 
CTGATGCCGCTTTAGCAGATACTGATGCCGCTCTGGATGAAACCACCAACGCCTTGAATA 
AATTGGGAGAAAATATAACGACATTTGCTGAAGAGACTAAGACAAATATCGTAAAAATTG 
ATGAAAAATTAGAAGCCGTGGCTGATACCGTCGACAAGCATGCCGAAGCATTCAACGATA 
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TCGCCGATTCATTGGATGAAACCAACACTAAGGCAGACGAAGCCGTCAAAACCGCCAATG 
AAGCCAAACAGACGGCCGAAGAAACCAAACAAAACGTCGATGCCAAAGTAAAAGCTGCAG 
AAACTGCAGCAGGCAAAGCCGAAGCTGCCGCTGGCACAGCTAATACTGCAGCCGACAAGG 
CCGAAGCTGTCGCTGCAAAAGTTACCGACATCAAAGCTGATATCGCTACGAACAAAGCTG 
ATATTGCTAAAAACTCAGCACGCATCGACAGCTTGGACAAAAACGTAGCTAATCTGCGCA 
AAGAAACCCGCCAAGGCCTTGCAGAACAAGCCGCGCTCTCCGGCCTGTTCCAACCTTACA 
ACGTGGGTCGGTTCAATGTAACGGCTGCAGTCGGCGGCTACAAATCCGAATCGGCAGTCG 
CCATCGGTACCGGCTTCCGCTTTACCGAAAACTTTGCCGCCAAAGCAGGCGTGGCAGTCG 
GCACTTCGTCCGGTTCTTCCGCAGCCTACCATGTCGGCGTCAATTACGAGTGGTAAGCAG 
CATCTCCCGATAAAGAAACCGCAGCCCTGCAAGGCTGCGGTTTTTATTTTCTATCCGGCC 
GTCAGACTGCCGCGTCCGAACGTTCGCCCGTGCGGATACGGATTGCCTCCTCAACCGGCA 
GCACAAAAATCTTGCCGTCGCCGATTTTTCCCGAACGCGCCACCTCGAAATCACGTCAAT 
CGCGCGTTCCACAGCATCATCCGCCAACACCAGCTCGATTTTGATTTTGGGCAGGAAATC 
GACGGCGTATTCCGCGCCGCGATAGATTTCCGTATGCCCCTTCTGCCTGCCGAACCCTTT 
GACCTCGCTGACGGTCATGCCCGTAATGCCGATTTCCGTCAACGCCTCGCGCACGTCGTC 
GAGTTTGAACGGTTTGACAATCGCCTCGATTTTTTTCATAAAATTTCCTTTGAACAAACA 
ATACAAACACATCCGAAAAACGGGAACCTCCCGTCAGATTGTCAACATTTTAAGCCAAAA 
TACCCAAGCAATACAGCCCCGTTGCGCGTATAATGACAGATTTTCCAACCGCATTTGAGA 
GCCGAATCCATGTCTGTCGTTTTGCCCTTGCGCGGCGTTACCGCCCTTTCCGATTTCCGT 
GTTGAAAAACTCTTGCAAAAAGCCGCCGCACTCGGTCTGCCCGAAGTCAAATTAAGCAGC 
GAATTTTGGTATTTCGTCGGCAGCGAGAAAGCACTTGATGCCGCGACTGTCGAAAAACTG 
CAAGCCTTGTTGGCGGCGCAAAGCGTTGAACAAACGCCAAAAGCGCGCGAGGGCTTGCAT 
TTGTTTTTGGTCACGCCCCGTTTGGGTACGATTTCGCCGTGGGCTTCCAAGGCGACCAAT 
ATCGCGGAAAACTGCGGTTTGGCAGGCATCGAACGCATCGAGCGCGGTATGGCGGTGTGG 
CTGGAAGGTCGTCTGAACGATGAACAGAAACAGCAATGGGCGGCTTTGCTGCACGACCGC 
ATGACCGAAAGCGTGCTGCCCGATTTTCAGACGGCCTCCAAATTATTCCACCATCTCGAA 
TCCGAAACTTTCTCCGGCGTCGATGTTTTGGGCGGCGGTAAAGAAGCTTTGGTCAAAGCC 
AATACCGAAATGGGCTTGGCACTTTCCGCCGACGAAATCGATTATCTGGTCGAAAACTAT 
CAGGCTTTGCAGCGCAATCCGTCCGATGTTGAATTGATGATGTTCGCGCAGGCAAACAGC 
GAACACTGCCGCCACAAAATCTTCAACGCCGATTTCATCCTCAACGGCGAAAAGCAGCCC 
AAATCCCTCTTCGGTATGATACGCGACACACACAACGCGCATCCCGAAGGCACGGTCGTT 
GCCTATAAAGACAATTCGTCCGTAATCGAAGGCGCGAAAATCGAGCGTTTCTATCCGAAT 
GCGGCGGAAAACCAAGGCTACCGTTTCCACGAGGAAGACACGCATATCATCATGAAAGTG 
GAAACGCACAACCACCCGACCGCCATCGCGCCGTTTGCGGGTGCGGCGACGGGCGCGGGC 
GGCGAAATCCGCGACGAAGGCGCGACGGGCAAAGGTTCGCGTCCGAAAGCGGGCCTGACC 
GGCTTTACCGTGTCCAACCTCAATATTCCCGACCTCAAACAGCCGTGGGAACAAGACTAC 
GGCAAGCCGGAACATATTTCCTCGCCGCTGGACATCATGATTGAAGGCCCGATCGGCGGC 
GCGGCGTTCAACAACGAATTCGGCCGCCCCAACCTCTTGGGCTACTTCCGCACTTTTGAA 
GAAAAATTTGACGGTCAGGTTCGCGGCTATCACAAACCGATTATGATTGCCGGCGGCTTG 
GGCAGCATTCAGGCGCAGCAGACGCATAAAGACGAAATCCCCGAAGGCGCATTGCTGATC 
CAACTGGGCGGCCCGGGTATGCTTATCGGCTTGGGCGGCGGCGCGGCTTCTTCGATGGAT 
ACCGGCACAAACGACGCGTCTTTGGACTTCAACTCCGTGCAACGCGGCAACCCCGAAATC 
GAACGCCGCGCGCAGGAAGTCATCGACCGCTGCTGGCAGCTCGGCGGCAAAAACCCGATT 
ATCTCCATCCACGACGTAGGCGCGGGCGGCCTGTCCAACGCCTTCCCCGAACTGGTCAAC 
GATGCCAGACGCGGCGCAGTATTCAAGCTGCGCGAAGTGCCGCTTGAAGAACACGGCCTC 
AACCCGCTGCAAATCTGGTGCAACGAATCGCAAGAGCGTTATGTGTTGTCGATTTTGGAA 
AAAGATTTGGATGCTTTCCGCGCCATCTGCGAACGCGAACGCTGCCCGTTTGCCGTAGTC 
GGCACGGCGACTGACGACGGTCATTTGAAAGTACGCGACGATTTGTTCGCCAACAATCCC 
GTCGATTTGCCGTTGAACGTCTTGCTCGGCAAACTGCCCAAAACCACGCGCACCGACAAA 
ACGGTTGCACCGTCCAAAAAACCGTTTCACGCGGGCGATATCGACATTACCGAAGCCGCC 
TACCGCGTTTTGCGCCTGCCTGCCGTAGCCGCCAAAAACTTCCTGATTACCATCGGCGAC 
CGCAGCGTCGGCGGTTTGACGCACCGCGACCAAATGGTCGGCAAATATCAAACTCCAGTA 
GCCGACTGCGCCGTTACCATGATGGGCTTCAACACCTATCGCGGTGAAGCGATGTCTATG 
GGCGAAAAACCGACCGTCGCCCTGTTTGATGCGCCTGCTTCGGGCAGAATGTGCGTCGGC 
GAAGCCATCACCAACATCGCGGCGGTCAACATCGGAGACATCGGCAACATCAAACTCTCC 
GCCAACTGGATGGCGGCGTGCGGCAACGAAGGCGAAGACGAAAAACTCTACCGCACTGTC 
GAAGCCGTTTCCAAAGCCTGTCAGGCATTGGATTTGAGCATCCCCGTGGGCAAAGACAGC 
CTGTCGATGAAAACCGTTTGGCAGGACGGCGAGGAGAAAAAATCCGTGGTTTCACCGTTG 
AGCCTGATTATCTCAGCGTTCGCGCCTGTGAAAGACGTACGCAAGACTGTTACGCCTGAG 
TTGAAAAACGTCGAAGACAGCGTATTGTTGTTTGTCGATTTGGGCTTCGGCAAAGCGCGT 
ATGGGCGGTTCGGCGTTTGGTCAGGTGTACAACAATATGAGCGGCGACGCGCCCGATTTG 
GACGATACAGGTCGTCTGAAAGCCTTTTACAGTGTGATTCAGCAGCTTGTTGCCGAAAAC 
AAACTCTTGGCGTATCACGACCGCAGCGACGGCGGCTTGTTTGCCGTTTTGGTAGAAATG 
GCGTTTGCGGGGCGGTGCGGCTTGGATATAGATTTAAATTTATTGCTTGCACAAACATTT 
ATTACCAACCATACCGCTCTGTCTCAATCATTGCGGACTGAAGAGGTAAAAGCGTTGGCT 
GAATGGCAAGAAACCATTGCCCGCACATTATTTAATGAAGAGTTGGGTGCTGTTATCCAA 
GTTAGAAAACAAGATGTTGCCGATATTATCAATTTATTCTATCAACAACAGCTGCATCAT 
AATGTCTTTGAAATCGGTACGTTAACTGATGAGAACACGTTAATCATCCGCGACGGGCAA 
ACGCACCTTATTTCTGACAACCTAATCAAACTGCAACAAACCTGGCAAGAAACCAGCCAT 
CAAATCCAACGCCTGCGCGACAACCCTGCCTGCGCCGACAGCGAGTTCGCACTGATTGGC 
GACAACGAACGCAGCGCATTGTTTGCCGACGTGAAGTTCGACGTGAACGAAGACATCGCC 
GCGCCGTTTATCAACAGCGGCGCGAAACCCAAAATCGCCATCCTGCGCGAACAGGGCGTA 
AACGGGCAAATCGAAATGGCCGCCGCCTTTACCCGCGCCGGATTCGATGCTTACGACGTG 
• CATATGTCCGACCTGATGGCAGGCCGCATCCACCTCGGCGACTTCAAAATGCTGGCGGCG 
TGCGGCGGCTTCAGCTACGGCGACGTACTCGGCGCGGGCGAAGGCTGGGCGAAATCGATT 
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CTGTTCCACCCTGCTCTGCGCGACCAGTTTGCCGCCTTCTTCGCCGACCCGGACACGCTG 
ACATTGGGCGTGTGCAACGGCTGCCAAATGGTCAGCAACCTTGCCGAAATCATCCCCGGC 
ACGGCAGGCTGGCCGAAGTTCAAACGCAACCTGAGCGAACAGTTTGAAGCACGCCTGAGC 
ATGGTTCACGTTCCGAAATCAGCGTCGCTGATTCTGAACGAAATGCAAGGCTCCAGCCTG 
CCTGTCGTGGTCAGCCACGGCGAAGGCCGCGCCGACTTCGCGCTTCACGGCGGCAATATT 
TCCGCCGATTTGGGCATTGCGCTGCAATACATCGACGGACAAAACCAAGTGACCCAAACT 
TATCCGCTCAACCCCAACGGCTCGCCTCAAGGCATCGCCGGCGTTACTAACGCCGACGGC 
CGCATCACCATCATGATGCCCCACCCCGAACGCGTGTACCGTGCCGCGCAAATGAGCTGG 
AAACCGGAAGGCTGGACGGAACTGTCCGGCTGGTACCGCCTCTTTGCCGGCGCACGTAAA 
GCCTTGGGCTAACCGCCCTACTCAAACCAATGCCGTCTGAAGAATATTTCAGACGGCGTT 
CCGGCATACCATCCTTTAAACGGTATCCGTCCACCGAGGAACACTCATGAAAATCACCCC 
CGTCAAAGCCCTAACCGACAACTACATCTGGATGATACAGCACGGCAACCATGCCGTCTG 
CGTCGACCCTTCCGAACCCTCGCCCGTCTTGGAATTCCTCGTCCGCAACCGCCTCATGCT 
TGCCCAAACATGGGTAACTCACCCCCATCCCGACCACGAGGGCGGTGCGGCGGCACTCTG 
GCGCGGCTACATGGAATCGCCCGTTTACGGCGAATCCGACATCGAAGCAGCAACCCACAC 
CGTAACCGCCGGCACCCAATTCACCTTCGGCGACGGACAGGTTACCGTTTGGGCAACACC 
CGGCCACACAGACCGCCACACCAGCTACCTTCTCGAAACTTCAGACGGCATACACGTCTT 
TTGCGGCGACACCCTTTTTTCCGCCGGCTGCGGACGCGTGTTTACCGGCACAATCGAACA 
GCTTTACGACAGCTTCCAACGCTTCAACCGCCTGCCTGAAAACACCCTGTTCTATCCGGC 
GCACGAATACACCGCCGCCAACCTGCGTTTCGCCGCCCATATCGAGCCGGACAACGCCGA 
CATTCAGACGGCACTGAAAGCGGCGGCGCATACGCCTACCCTGCCCGTTACCCTCGCGCA 
CGAACGCCGCGTCAATCCGTTTTTGCGCGTCGACCTGCCGCACGTCAGAGACCGCGCCGA 
GGCATTGAGCGGGAAAACGTTAAACAGCAGCCTCGATACCTTTGTCGCGCTGCGTGAACT 
TAAAAACCAATACCGGACGAAATAAAACAACGGGAAAACGCAGCCATTCCTAGGATTTTT 
ATTAAAATCTTAAATAAAATCATACAATCATCGCCAATAGACGAAAGGACACCGTTGCCT 
TATAATCAAACAAAAACAAAATATATAATATAGTGGATTGAATTTAAATCAGGACAAGGC 
GACGAAGCCGCAGATAGTACGGCAAGGCGAGGCAACGCTGTACTGGTTTTTGTTAATCCA 
CTATATTGTTAATCCACTATATAAATCCAGCACAAAACGGGATCGGTGATTCTTGTCCGC 
AAGAATCGTTGATTTTCTCTATTACACGGATAATCATCATGCGCTTCACACACACCACCC 
CATTTTGTTCCGTATTGTCCACCCTCGGTCTTTTTGCCGTTTCCCCTGCTTACTCATCCA 
TTGTCCGCAACGATGTCGATTACCAATATTTTCGCGACTTTGCCGAAAATAAAGGCGCGT 
TCACCGTAGGTGCAAGCAATATTTCCATCCAAGACAAGCAAGGCAAAATATTAGGCAGGG 
TTCTCAACGGCATCCCCATGCCCGACTTCCGCGTCAGCAACCGCCAAACCGCCATCGCCA 
CCCTGGTTCACCCCCAATACGTCAACAGTGTCAAACACAACGTCGGCTACGGTTCCATAC 
AATTCGGCAACGACACCCAAAATCCAGAAGAACAAGCCTATACCTACCGCCTCGTATCAC 
GCAACCCGCACCCGGACTACGACTACCACCTTCCCCGCCTCAACAAACTGGTTACCGAAA 
TCTCACCTACCGCACTCAGCAGCGTACCCTTGCTTGGAAACGGCCAGCCAAAGGCCAATG 
CCTACCTCGATACCGACCGCTTCCCCTACTTTGTACGACTCGGCTCAGGCACGCAACAAG 
TCCGCAAAGCAGACGGCACGCGTACACGAACCGCCCCGGCATACCAATACCTGACCGGCG 
GCACGCCGCTGAAAGTATTGGGGTTCCAAAACCACGGCTTACTCGTCGGCGGCAGCCTGA 
CCGACCAACCCCTTAACACCTACGCAATCGCCGGAGACAGCGGTTCCCCCCTGTTTGCCT 
TCGACAAGCATGAAAACCGCTGGGTGCTTGCGGGCGTACTCAGCACCTACGCCGGCTTCG 
ATAATTTCTTCAACAAATACATCGTCACGCAACCCGAATTCATCCGTTCCACCATCCGCC 
AATACGAAACCCGGCTGGATGTCGGGCTGACCACCAACGAACTCATATGGCGCGACAACG 
GTAATGGCAACAGCACCCTGCAAGGGCTCAACGAACGCATCACCCTGCCCATTGCAAACC 
CTTCGCTTGCCCCACAAAACGACAGCAGGCACATGCCGTCTGAAGATGCCGGCAAAACGC 
TCATCCTATCCAGCAGGTTCGACAACAAAACACTGATGCTGGCAGACAATATCAACCAAG 
GCGCAGGCGCATTGCAGTTCGACAGCAACTTCACCGTCGTCGGTAAAAACCACACATGGC 
AAGGTGCAGGCGTTATCGTAGCCGACGGCAAACGCGTCTTCTGGCAAGTCAGCAACCCCA 
AAGGCGACCGGCTCTCCAAACTGGGCGCAGGCACGCTTATCGCCAACGGACAAGGCATCA 
ACCAGGGCGACATCAGCATCGGGGAAGGCACTGTCGTACTCGCCCAAAAAGCTGCTTCAG 
ACGGCAGCAAACAAGCATTCAACCAAGTCGGCATCACCAGCGGCAGGGGCACGGCCGTCC 
TCGCCGACAGCCAGCAAATCAAACCCGAAAACCTCTATTTCGGCTTCAGGGGCGGACGGC 
TCGACCTCAACGGCAACAACCTTGCCTTTACCCATATCCGCCATGCGGACGGCGGCGCGC 
AAATCGTCAATCACAACCCTGACCAAGCCGCGACACTGACGCTGACCGGCAACCCCGTCC 
TCAGTCCCGAGCATGTCGAGTGGGTGCAATGGGGCAACCGTCCGCAAGGCAACGCGGCGG 
TTTACGAATACATCAACCCGCACCGCAACCGTCGGACCGACTACTTCATACTCAAACCCG 
GCGGCAACCCGCGCGAATTTTTCCCGTTAAATATGAAAAACTCAACAAGCTGGCAATTTA 
TCGGCAACAACAGGCAACAGGCCGCCGAACAAGTCGCCCAAGCCGAAAATGCCCGCCCCG 
ACCTGATTACCTTCGGCGGATACTTGGGTGAAAACGCGCAAACGGGCAAAGCCGCGCCGA 
GTTACAGCAAAACCAATGAAGCAGCCATAGAAAAAACCCGCCATATCGCAAATGCCGCCG 
TATACGGCCGGCCCGAATACCGTTACAACGGCGCACTCAACCTGCACTATCGTCCCAAAC 
GCACCGACAGCACGCTGTTGCTCAACGGCGGCATGAACCTTAACGGGGAAGTCTTGATTG 
AGGGCGGCAATATGATTGTGTCAGGCAGGCCCGTACCCCATGCCTACGACCACCAGGCCA 
AACGCGAACCCGTTCTTGAAAACGAATGGACCGACGGCAGCTTCAAGGCTGCACGGTTCA 
CCCTGCGAAACCATGCCCGACTGACGGCAGGGCGCAATACCGCGCATCTGGACGGCGACA 
TAACCGCATACGATCTGTCCGGCATCGACCTCGGCTTTACCCAAGGCAAAACACCGGAAT 
GCTACCGCTCCTACCATAGCGGCAGCACCCACTGCACACCCAACGCCGTTTTAAAAGCCG 
AAAACTATCGTGCACTACCTGCAACGCAAGTACGCGGCGACATTACCCTTAACGACCGTT 
CAGAGCTCCGCCTGGGCAAAGCACACCTGTACGGCAGCATCCGTGCCGGCAAAGACACCG 
CAGTCCGCATGGAAGCAGACAGCAACTGGACACTTTCCCAGTCCAGCCACACCGGCGCAC 
TGACGCTTGACGGCGCACAAATTACCCTGAACCCCGATTTCGCCAATAATACACACAACA 
ACCGCTTCAACACACTGACCGTCAACGGCACACTTGACGGGTTCGGCACATTCCGATTCC 
TGACCGGCATCGTCCGAAAACAAAATGCCCCCCCCCTCAAACTGGAAGGGGACAGCCGCG 
GCGCATTCCAAATCCACGTCAAAAACACCGGACAAGAACCTCAAACAACCGAATCGCTTG 
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CACTTGTGAGCCTCAATCCGAAACACAGCCACCAAGCCCGATTCACCCTCCAAAACGGCT 
ATGCCGATTTGGGTGCCTACCGCTACATCCTCCGCAAAAACAACAACGGATACAGCCTGT 
ACAACCCGCTCAAAGAGGCCGAACTTCAAATTGAAGCCACGCGTGCGGAACATGAGCGCA 
ACCAACAGGCATACAACCAATTACAGGCAACCGACATCAGCAGACAGGTTCAACATGACT 
CTGACGCGACCAGGCAGGCACTACAGGCCTGGCAGAACAGTCAAACCGAACTTGCCCGCA 
TCGACAGCCAAGTCCAATATCTGTCCGCCCAATTGAAACAGACAGACCCGCTGACCGGCA 
TTCTGACGCGTGCCCAAAACCTGTGTGCCGCACAAGGATACAGTGCCGATATCTGCCGTC 
AGGTTGCCAAAGCCGCCGACACGAACGACCTGACACTCTTCGAAACCGAACTGGATACGT 
ATATAGAACGTGTAGAAATGGCCGAATCCGAACTTGACAAAGCACGGCAAGGCGGCGATG 
CGCAAGCCGTCGAAACAGCCCGGCACGCCTACCTGAACGCACTCAACCGTCTGTCCCGAC 
AAATCCACAGTTTGAAAACCGGCGTTGCCGGCATCCGTATGCCGAACCTGGCCGAACTGA 
TCAGCCGGTCGGCCAACACCGCCGTTTCCGAACAGGCCGCCTACAATACCGGCCGGCAAC 
AGGCGGGACGCCGCATCGACCGCCACCTTACCGATCCGCAGCAGCAAAACATCTGGCTGG 
AAACCGGTACGCAACAAACCGACTACCATAGCGGCACACACCGTCCCTACCAACAAACTA 
CCAACTATGCACATATCGGCATCCAAACCGGCATCACCGACCGTCTCAGTGTCGGTACGA 
TTTTAACCGATGAGCGCACAAACAACCGTTTTGATGAAGGCGTATCCGCCCGAAACCGCA 
GCAACGGCGCACATCTGTTCGTCAAAGGGGAAAACGGCGCACTCTTTGCCGCGGCAGATT 
TAGGCTACAGCAACAGCCGTACCCGATTTACCGATTATGACGGGGCTGCCGTCCGCCGCC 
ACGCATGGGATGCAGGCATCAACACCGGCATCAAAATCGATACCGGCATCAACCTCAGAC 
CCTATGCCGGCATCCGTATAAACCGCAGCAACGGCAACCGGTACGTACTCGACGGCGCAG 
AGATAAACAGCCCGGCGCAAATCCAAACCACATGGCATGCCGGCATCCGTCTCGATAAAA 
CCGTCGAACTGGGTCAAGCCAAGCTGACCCCCGCCTTCAGCAGCGATTACTACCATACCC 
GCCAAAACAGCGGTTCCGCCCTCAGCGTCAACGACCGTACCTTACTGCAGCAAGCCGCCC 
ACGGCACACTGCATACCCTGCAAATCGACGCCGGATACAAAGGCTGGAACGCCAAACTTC 
ATGCCGCTTACGGCAAAGACAGCAACACCGCCCGCCACAAACAGGCAGGAATCAAAATAG 
GCTACAACTGGTAACAAGCCGATAAAAATGCCGTCTGGAACCCGCGTTTCAGACGGCATT 
TGCGTTAAAAATAGTAAACCGTTCCAAAAGGGAGTAGAATAGTGCCGTTTCCAACCCTGC 
GCCTGTACCGTCAGGCTTTTATTATGGACCTTCCCAGTTCGTTTTTACTGAACACCCCAT 
CCGATTCAAACCCGCAATAACCATCCCGCCGGAATGCCTCCCCGCACACGGCGGGCGGAG 
CATTTATGAGCATCGAACCAACCCCTCCGAACCTTGAAAACGACGGTATCGAAAACGATG 
TAGAACGCGTTTCCGCCGATTTCGACCGTGTCCACTCCCTCTGCGAAATCCTCGAACCTG 
CTTTTGAACAAATCGAAAACGGTACACCGCTCGAAGACGCGCCGCTGCGCGACAAGCTGA 
CCGAGCTGACCGTCCTCTTGAGCGAGCTGCACCCTGCCGACGTGGCGGCGGTATTGGAAT 
CGCTACCGCCGCGCGAACGCAATATCGTCTGGATTCTGGTCAAACCGGAAGACGACGGCG 
AAGTATTGCTGGAAGTATCCGACGCGGTGCGCGAAACGCTGATCGAGTCGATGGACAAAG 
ACGAATTGTTGGCAGCGGTCGATGATTTGGACGCGGACGAATTGGCGGAACTGGCAGACG 
ATTTGCCGCACCAAGTGGTTTACGAAGCGCTACAAACCCGCGATGAGGAAGAACGCGCCC 
AAGTCAAAGCGGCAATGTCCTACGAAGACAACCAAGTCGGTGCGATTATGGACTTCGAGT 
TGGTCAGCATCCGCGCCGATGTCGCCTGTGAAGTGGTGCTGCGCTATCTGCGCCGCTTCG 
ACAGCCTGCCCGACCATACCGACAAGATTTTTGTGGTCGATGAAAACGACGTACTGCAGG 
GCGTGCTGCCCATCCGCAAACTTTTGGTCGCCGATCCCGAAGACTTGGTGGAAAACGTGA 
TGGCGAAAGATGTCGTGCGTTTCCGCGCCGAAGATGACGTGGAAGAAGCGGCGCAGGCGT 
TTGAACGCTACGACTTGGTTACCGCGCCCGTCGTCGATGAAAACAAAAAGCTCATCGGCA 
GGATTACCATCGACGAGATGGTGGACGTGATCCGCGAAGAATCGGAAGCGGATATGCTGA 
ATATGGCGGGTTTGCAGGAAGAGGAAGACCTGTTCGCCCCCGTGTGGGATTCGGTGAAAA 
ACCGCTGGATGTGGCTCGCCGTCAACCTCTGCACCGCCTTCCTCGCCAGCCGTGTTATCG 
GCGCGTTTGAAGGCAGCATCGAAAAAATCGTCGCACTCGCCGCGCTGATGCCCATCGTCG 
CCGGCATAGGCGGTAACTCGGGCAACCAGACGATTACCATGATTGTCCGCGCGATGGCGA 
TGGGGCAGCTGACGGATATGCAGGCGGGGCGTTTGCTGAAAAAAGAAGTCGGTGTCGCCT 
TGGTCAACGGCATCATTTGGGGAACGGTCATGGGCGCAGTATCTTGGCTGCTTTACGGCA 
GCCTCGGCATCGGGCTGGTTATGATTGCCGCGATGACGCTCAACCTCCTGCTGGCGGCAA 
CCGTCGGCGTATTAATTCCCGTGGTAATGGAAAAGTTCGGACGCGATCCCGCACTGGGCA 
GCTCGGTGCTGATTACCGCCGTTACCGACTCCGGCGGCTTCCTGATTTTCTTGGGGCTCG 
CCACCCTATTCCTGCTTTAAATGCCGTCTGAACCCGCGCAAAAATGCCGTCTGAAGCGGA 
AGCTGCTTCAGACGGCATTTGACTATTTATCCTTGTTGCACAAGATTATTGGACGGTATG 
CCGGGGCAGCCCTTTGGCAACGCCGACCACATCCTCCCCGAACAGCGCGTTGACATCGGT 
TTCGTCAAACACATATTTGCTGTGGCAGAAATCGCAATCGACTTCGATGCTGCCTTGTTC 
CACCACCACGCCGCCGACTTCTTCCCCGCCCAGCATCAACAGCATATCGCTGACTTTGCC 
GCGCGAACAGGTGCATGAAAATTCAAACGTTTCCGGCTCGAACACGCGCGGCGGCGTTTC 
GTGGAACAGGCGGTATAAAACGTGTTGCGCGTCCAGTCCTGCCAGCTCCTCCGCCGTCAG 
CGTGCGCGCCAGCGTACTGACGTGTTCCCATGCCTCTTCATCCAATACCTCTTCAGGCAG 
ACGCTGCACCAGCAGACCGCCCGCCGCTTCGTCGCTTGCAGACAGGACGATGTGCGTATC 
AAGCTGTTCGGAACGTTTCATATAGTTCACCAACATTTGCGCGATACCGCCGCCTTCCAA 
AGGCACTACGCCCTGCCAGGGTTCGCCGTCTTTGGGCTGCAGCGTCAGCACGAATACGCC 
GCCCTCGCCCAAAAGGTCGCCGAGGCTTTCGTCATCGGCTATTTCTGCGGTTTCGTCCCA 
ACGCGCGGTTGCACGGACGGTACGGTCGGAAGCCGCTTCCGCAACCAGCATTTTCAGCCG 
CCCCCGCCCCTGAACCTGCACAATCAGCGTGCCTTCGTTTTTGAGGTTGCCCGACAGCAA 
CACACCCGCCGCCAACAACTCACCCAAAGCGCGGCGGATGGCGGCGGGATAGTTTTTCTG 
TTTTACAATGTGCTGCCACACGTTTTCCAGACGGACGTGCAGCCCGCGCACGGGCATATC 
GTCGAAGATAAAGCGGGTACGCACATCGGCGCGGTTGATGGCGGTTTGATTCATGATTTT 
CTCTGACTGATTGTTCGGATGGCGGCTATATGGTTGCGGTCGGCGCGAAAACAAGACGGA 
CGGCGGATGCGCTTCCCAAATTATCAATAAATTATATAAAAATCAACATATTAACTCAAT 
CTAACAAGCCGTTTTTTGCCAAACAGCCGTTTTTTTATATACAATCAACAAGATATTTTC 
GACTGATACAGCATAACATCGCACGGCGGCACGATGCCTCCTGCGCGGAAACACCGATAT 
GGATTCTTTTTTCAAACCGGCAGTTTGGGCGGTTTTGTGGCTGATGTTTGCCGTCCGCCC 
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CGCCCTTGCCGACGAGTTGACCAACCTGCTCAGCAGCCGCGAGCAGATTCTCAGACAGTT 
TGCCGAAGACGAACAGCCCGTTTTACCCATCAACCGAGCCCCCGCCCGGCGGGCGGGCAA 
TGCCGACGAACTCATCGGCAGCGCGATGGGGCTTAACGAACAGCCCGTTTTACCCGTCAA 
CCGAGTCCCCGCCCGGCGGGCGGGCAATGCCGACGAACTCATCGGCAACGCGATGGGGCT 
TAACGAACAGCCCGTTTTACCCGTCAACCGAGCCCCCGCCCGGCGGGCGGGCAATGCCGA 
CGAACTCATCGGCAACGCGATGGGACTTTTGGGTATTGCCTACCGCTACGGCGGCACATC 
GGTTTCTACCGGTTTTGACTGCAGCGGCTTCATGCAGCACATCTTCAAACGCGCCATGGG 
CATCAACCTGCCGCGCACGTCGGCAGAACAGGCACGGATGGGTACGCCGGTTGCCCGAAG 
CGAATTGCAGCCCGGAGATATGGTGTTTTTCCGCACGCTCGGCGGCAGCCGCATTTCCCA 
TGTCGGACTTTATATCGGCAACAACCGCTTCATCCACGCGCCGCGCACGGGGAAAAATAT 
CGAAATCACCAGCCTGAGCCACAAATATTGGAGCGGCAAATACGCGTTCGCCCGCCGGGT 
CAAGAAAAACGACCCGTCCCGCTTTCTGAACTGATTTCCCAAGGAATACGCAATGAGTAT 
GCCCGAAATGCCCAAATGGTACGACGATGACGGACAGATCGTGTCCTGTACCGAAAAGGT 
CAAAGTGATGTCCGAAAATATGGCCGAGCTGTATCAGACGGCACAAGACGCGTTTGAAGA 
CGCGCTGCTGATGGGTTGCGGCGAACGTCAGTTGCGCGATTACCTGCTCGCGCTGATTGA 
AGGTTTGGAAAATCCCTACCGCAAAGTCTGAACACGCCCCGGTTGCTGCGGCACGGTTTA 
TCCGTGCCGTTTTTGCGTTTGTGCGCGGCTTCGGCTTTTCAGACGGCATATTTGACGTTA 
TGATTAAACAGTTAACAAGATTTATCACAACGCCGTCAAAAGACAGACACACAACATGAA 
CATCATCCGCGCGCTCCTCATCATCCTCGGCTGCCTCGCCACCGGCGAAACCGCCGTTTT 
CCTAGCAGGCATCAAACTGCCCGGCAGCATCGTCGGCATGGGCGTGCTGTTTGCGCTTTT 
GCAGGCGGGTTGGGTCAAAACGTCTTGGCTGCAACAGCTTACCGACGCGCTGATGTCGAA 
CCTGACGCTGTTCCTCGTGCCGCCCTGCGTGGCGGTCATCAGCTATTTGGATTTGATTGC 
CGACGATTGGTTTTCGATACTGGTTTCCGCCTCCGCCAGCACTTTGTGCGTACTGCTGGT 
TACGGGCAAAGTCCACCGGTGGATACGGGGTATTATCCGATGAACGAAATCCTCAGGCAG 
CCCAGCGTTCTGCTTTTCCTCACGCTTGCCGTGTACGCGCTTGCGATTATCGTGCGCACG 
CGCACGGGCAATATCTTCTGCAACCCCGTACTCGTCAGCACTATCGTGCTGATTGCCTAC 
CTGAAAATCCTCGGTATCGATTATGCGGTGTACCACAACGCCGCGCAATTCATTGATTTT 
TGGCTGAAACCCGCCGTCGTCGTGCTTGCCGTGCCGCTCTACCAAAACCGCCGTAAAATC 
TTCAACCAGTGGCTGCCCGTCATCGTTTCACAGCTTGCGGGCAGCGTTACGGGCATTGTT 
ACAGGGATGTATTTTGCCAAATGGCTGGGCGCGGAACGCGAAGTCGTCCTCTCGCTCGCG 
TCCAAATCTGTTACCAACCCCATCGCTATTGAAATCACCCGCTCCATCGGCGGCATTCCC 
GCCATTACCGCCGCCACCGTCATCATTGCCGGTCTGGTCGGACAGATTGCCGGTTACAAA 
ATGCTGAAGAACACGGTCGTCATGCCCTCGTCCGTGGGTATGTCGCTCGGCACGGCTTCG 
CACGCGATGGGGATTGCCGCCTCGCTCGAACGCAGCCGCCGTATGGCGGCATACGCGGGG 
CTGGGGCTGACGTTCAACGGCGTACTGACCGCGCTGATTGCGCCGCTGCTCATCCCCGTT 
TTGGGATTTTGAACCCGTTTCAGACGGCATTTCAGCCCATGCTGTCTGAACGCCGACACA 
CTCGCAAGGAGAACCGTTATGGCTGTCAACCTGACCGAAAAAACCGCCGAACAACTGCCC 
GACATCGACGGCATTGCCCTCTACACCGCCCAAGCAGGCGTGAAGAAGCCCGGGCATACC 
GACCTGACACTGATTGCCGTAGCCGCCGGCAGCACCGTCGGTGCAGTCTTCACGACCAAC 
CGTTTCTGTGCCGCGCCCGTCCACATCGCCAAATCGCACCTTTTCGACGAAGACGGCGTG 
CGCGCCCTCGTCATCAACACGGGCAACGCCAACGCGGGTACGGGCGCACAGGGCAGAATC 
GATGCTTTGGCAGTGTGTGCCGCCGCCGCCCGGCAAATCGGCTGCAAACCGAACCAGGTG 
CTGCCCTTCTCCACCGGCGTGATTCTCGAACCGCTGCCCGCAGACAAAATCATCGCCGCC 
CTGCCCAAAATGCAGCCTGCCTTCTGGAACGAAGCGGCACGCGCCATCATGACCACCGAC 
ACCGTGCCCAAAGCCGCCTCGCGCGAAGGCAAGGTCGGCGACAAACACACCGTCCGCGCC 
ACGGGCATCGCCAAAGGCTCGGGCATGATTCATCCCAATATGGCGACCATGCTCGGTTTC 
ATCGCCACCGATGCCAAAGTTTCCCAACCCGTCCTCCAACTGATGACGCAGGAAATCGCC 
GACGAAACCTTCAACACCATCACCGTTGACGGCGACACCAGCACCAACGACAGCTTCGTC 
ATCATCGCCACCGGCAAAAACAGCCAAAGCGAAATCGACAACATCGCCGACCCGCGTTAC 
GCCCAACTCAAAGAATTGTTGTGCAGCCTCGCGCTCGAACTCGCCCAAGCCATCGTCCGC 
GACGGCGAAGGTGCGACCAAGTTCATCACCGTCCGCGTCGAAAACGCCAAAACCCGCGAC 
GAAGCCCGCCAAGCCGCCTACGCCGTGGCACGTTCGCCGCTGGTCAAAACCGCCTTTTTC 
GCCTCCGACCCCAACCTCGGCAGGCTGCTCGCCGCCATCGGTTATGCCGGCGTTGCCGAC 
CTCGATACCGACCTCGTGGAAATGTATCTCGACGATATTTTGGTTGCCGAACACGGCGGA 
CGCGCCGCAAGCTACACCGAAGCACAAGGGCAGGCGGTGATGTCGAAGGCCGAAATCACC 
GTCCGCATCAAGCTGCATCGCGGACAAGCCGCCGCCACCGTCTATACCTGCGACCTGTCG 
CACGGATACGTTTCCATCAACGCCGATTACCGTTCCTGACCCGACACGGCTTCAGACGGC 
ATACATAAAATGCCGTCTGAACCGCCGGACAACATACCATGACCTCCACATTCCCCCGCC 
GCCTCGCCCGCAAAATCCGCCAAACCCGCCGCCTGTCGCGCAAAAGCATCGCCTTTCTGT 
TCCTTTTGGCAGGTTCGGCACTCGTCGCCCTGACCGCGCTGTTTTTTGCCCATCTTGCCG 
ATTTTGCGCTGGAACTGAACGCCAAACTGGTTCAACAATACCCGTGGTTCGCGTGGGTCG 
CGCTTCCTTTGGGTTTACCGCTTATTGCGTGGCTCACACGCAAATTCGCCCCCTTCACCG 
CCGGCAGCGGCATCCCGCAGGTCATCGCCTCACTGTCGCTGCCCTACGGCGCACAGAAAA 
CGCGGCTGATCCGCCTCGGGCAGACGCTGCTGAAGATTCCGCTAACCTTTTTGGGTATGC 
TGTTCGGCGCGTCCATCGGACGCGAAGGTCCGTCCGTGCAGGTCGGCGCGGCAGTGATGG 
GCGCGTGGGGCGCGTGGTGCAAGAAACACGGCTTGGCATTCAAAGGGATGCAGGAAAACG 
ATTTGATGGCGGCGGGCGCGGCGGGCGGTTTGGCAGCCGCGTTCAACGCGCCGCTGGCGG 
GCGTGATTTTCGCCATTGAGGAACTCGGGCGCGGCATCATGTTGCGCTGGGAGAGGCAAA 
TTCTTTTGGGCGTGCTCGCCTCCGGTTTCATACAGGTCGCCATTCAGGGCAACAACCCGT 
ATTTTTCCGGCTTCAACGGCGGCGTATTGGAACATATCTTTCTGTGGGTCGCACTGTCCG 
GCCTGGTTTGCGGCGCGGCGGGCGGGCTGTTCGGACGTTTGCTCTATCGCGGTGCGGCGG 
CGTTTGCACCGCGCAAGATACGCGGCTTCATCCGCAACCGTCCGCTGCTGCTGGCGGCAC 
TGATGGGGCTGCTGCTCGCCCTGCTCGGCACGTTCTACCAAGGCAAAACCTACGGCACCG 
GCTACCACGAAGCCGCCCAAGCCCTGCACGGCATCTACGAAGCCCCCTTCGGACTCGCCG 
CCGCCAAATGGCTCGCCACCGTATTCAGCTATTGGGCAGGCGTTCCGGGCGGCATTTTCA 
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CTCCCTCGCTGACCATAGGCGCGGTTTTGGGCGAGCATATCGCCGCCATCGCCGACATAT 
CGCAGGGTGCAAACATCATCGTCCTCATCTGCATGGCGGCATTTCTGGCGGGCGCGACAC 
AATCCCCGATTACTTCCGCCGTCGTCGTCATGGAAATGACGGGCGGACAAAGCCTGCTGT 
TTTGGATGCTAATTGCCTGCATTTTCGCCTCGCAGGTTTCGCGCCAGTTTTCGCCGCGTC 
CGTTCTACCACGCATCGGGAATGCGCTTCCGCCAGCGCGTGCTTCAAGAAACCGCCGCCC 
AAACCGGCAATGCGCCCGCAAGACCGCAAACAGCAAACAGCAAAACGGGAATGCCGTCTG 
AAAATTAAAACGCCCCCGATCAAACGCCGGCAGCCGCCTTGATTTGAATACCGTTCCGCC 
GCCGCTTGAAATTTCAGCAACAATGCCGTCTGAACGACAGAATGCGGTTTTCAGACGGCA 
TTTCCCCATCCCGATATTGCCTAAACAAAACCGAAGCGTTTGCTATAATTCTATTTTTTA 
CCGCATACGCACCAATCATGTTTCCCGATTTCTCCCAAACCCTCTCCAAAGACCGCCACT 
TCCTGCGTTCCGCCTTCAAAAATCCCAACAAATACGGCGGTTTGTCCAAAATCGAAGAAA 
AATACCGAAAATCGCACGAAATCTTTTTGAAGCGTTTGGCAGCCTTGCCAAAACCCGAAT 
TCGACAACACCCTGCCCGTTCACGAGAAGCTCGAAGAAATCAAAAAAGCCATTGCCAAGA 
ATCAGGTAACGATTATTTGCGGCGAAACCGGTTCGGGCAAAACCACGCAGTTGCCCAAGA 
TTTGCTTGGAACTCGGGCGTGGGGCGGCAGGATTGATCGGGCATACCCAGCCGCGCCGTT 
TGGCCGCGCGCTCCGTAGCAGAGCGGATTGCCGAAGAGCTGAAATCCGAAATCGGCAGCG 
CGGTCGGCTATAAAGTACGCTTCACCGACCACACCTCGCGCGATGCCTGCGTCAAGCTGA 
TGACCGACGGCATCCTGCTGGCGGAAACGCAGACCGACCGTTATCTCGCCGCCTACGACA 
CGATTATCATCGACGAAGCGCACGAGCGCAGCCTGAACATCGACTTCCTTTTGGGCTATT 
TGAAACAACTCCTGCCGCGCCGCCCCGATTTGAAAGTCATCATCACCTCGGCAACGATAG 
ACGCAGAACGCTTCTCCCGACACTTCAACGGCGCGCCCGTTTTAGAAGTGAGCGGACGGA 
CGTATCCCGTCGAAATCCTCTACCGACCGCTGACCGGCAAAGACGAAGACGACGCAGAAG 
TGGAGTTGACCGACGCGATTGTCGATGCGGCGGACGAATTAGCGCGACACGGCGAAGGCG 
ATATTTTGGTATTCCTGCCGGGCGAGCGCGAAATCCGCGAAACTGCCGAAGCCCTGCGCA 
AATCCACGCTGCGCCGCAACGACGAAATCCTGCCCCTGTTCGCACGCCTGTCGCACGCCG 
AGCAGCACAAAATCTTCCACCCCTCAGGCGCGAAACGCCGCATCGTATTGGCAACCAACG 
TCGCCGAAACCTCGCTTACCGTGCCGGGCATCAAATACGTCATCGACACCGGCCTCGCGC 
GTGTTAAACGCTATTCCGCACGGGCGAAAGTGGAGCAGCTTCATATCGAAAAAATCTCCC 
AAGCCGCCGCCCGCCAACGATCCGGCCGCTGCGGACGCGTCTCCGCAGGCGTGTGTATCC 
GACTGTTTTCAGAAGAAGATTTTAACAGCCGCCCCGAATTTACCGACCCCGAAATCGTCC 
GCAGCAACCTCGCCGCCGTCATCCTGCGCATGGCAGCATTGAAACTCGGCGATGTGGCGG 
CATTCCCGTTTTTAGAAATGCCCGATTCACGGTATATCAATGACGGTTTTCAGGTGTTGT 
TGGAGTTGGGGGCGGTGGAGGCCGTCTGAAAACAGGCAGACATAAAAGAAAATCCGCGTA 
GAGTGATGTAAACTTACCCTTGCTTTAATAAGTAGAAAATGGTGGGTTTACGTCCCCCCC 
TGCGGCTACTAAAAAAATATAAGAGTAAACAACCTTTTTGAAAGAAAAATGTATGGACGA 
AATTCAAATACCCAAAAAAGTGGAATTACAAACCAAACTAGAAAATGAAAAGATTGTTTT 
ATCGAAAGGTTCTACCACGAT-TATTGTTGGTGCTAATGGCACAGGGAAAACAAGATTAGC 
TGTTTATATTGAAGAACAATTAAAGGAAAAAGCACACAGAATTTCGGCTCATAGAGCATT 
AAAATTAAACCCTAATGTCAATAAAATACCAGAAAAGAGTGCCAAAACATATCTATCTTA 
TGGTCAGAACTGGGATGGAATCGATGTATCAAATAGAAAAAATTATAGATGGGATAATAA 
CTCATATACTCATTTACTCAACGATTTTGATTGGTTATTACAATATTTATTCGCTCAACA 
AAATAATATTGCGGTAGCAAATAATCAAAAGCTCAACCGTAATGAAAAAGTAACCAATTC 
AAAAACAAAGCTAGATATTTTGCAAGAAGCATGGGAAACATTATTACCACACAGAAAATT 
ACATATTACAGCAGATGATATTCAAGTCTCTGCTGTAGATAATGAGGAATTGTATTCTGC 
CTCAAATATGAGTGATGGAGAGCGAGCACTTTTCTATATTCTTGGACAAGTTTTGTCAGT 
AGATGACGGTTCTGTCTTAATTTTTGATGAGCCTGAATTACATATTCATAAATCAATTAT 
TTCAAATCTATGGGATAAAATTGAAGAATTACGACCTGATTGTTCATTTCTAATCATTAC 
ACACGATATTGAATTTGCTGCAACTCGAGTAGCTAAAAAATATGTTATCAGAAATTATTA 
TCCGACCCCTGCTTGGGATATTTCTGAAGTTCCTGAAAGTAATTTTGATGAAGAAACAAT 
AACGATGATTTTAGGTAGCCGTAAGCCAATATTATTTGTTGAGGGCAACAATAATAGTTT 
AGATATTGCTACTTACCGCTATTGTTATCCTGATTGGACCATCATACCCAAAGGGGCATG 
CAAAGATGTCATTCAATCAGTATCATCGCTGAAAAAATTAAGTAATGAAATGCCATTACT 
AAACTTAAAATGTTCAGGTATTGTCGATTTAGATAGTAGGGATGAAAGAGAAATTGAACA 
ATTAAATAATTTGGGTATTTACATTTTACCTGTATCCGAAATTGAAAATCTTTTTAGCTT 
AACTGATGTAGCAAAAGAGATATTGAAACTAAATCAATATTCAGATGAAGAATTACTCAA 
TAAACTTAATGGATTTAAATCCGAACTAATTAAATATATAGATAATGAATTAAAAGACGA 
TAAATTAGACGAATTTGTTGTAAAACAGGTTCGACGTAAAATTGATAATTATTTAAAAAA 
TATTGATTTATCCTCCAAAATAACAAGTACTGATATGAAAAAATCATTACTTAATGAAAT 
TTCTACTTTAACAGAACAGAAAATTGAAACATGGATTTCAGAAATTAAAAATGAAATTCA 
AAGAT GT ATT GAAC AGC AAGATT T GGAT AAATT ACTT ACT AT AT ATGAT AAT AAAGGAC T 
CTTGGCTAAATCAGCTTGTGTTTTAAAAGGAATGCGTAACAAACATGAATTTGAAAGCTG 
GATAATGAGAACATTAAAAGGAAGGAATAAAGATTTTATTGATGCAATCAGACAGAAACT 
TCCAATTCTGGATTAAATAAAACCATCTGAAAATTTACCTTCAGATACAGATATATTTCA 
TGAAAAATCATCAAACTACACTCTCTTTCCCTACTTCGAGTAGCCTGAAACCTTGCGCAG 
ACAAACAAGGCCTGTCTGAAGACCGCAGCCAATACCGCCTGACCAAACTCGGCGAACAAA 
TGGCGCACCTGCCTATCGACCCGAAAATTGCGCGTATTTTGTTAGTATTATTCCGTTTTT 
AAAAATGCCCGATTCGCGGTATATCAATGACGGTTTTCAGGTATTGCTGGAATTGGGGGC 
GGTGGAGGCCGTCTGAAAATAAAATCTTTCTTTATAAAAAGGCAGGCCATGTTTCATTTT 
CAGACGGCCTAAATCATTGAGAAACTAAAAACTATTAAAAAGGGAATATTGGGTTTTAAA 
ACTCAATCGGTAAATTTTTATTGTGAAATATTAATGATGAAAAAATCTTTCCTTACGCTT 
GTTCTGTATTCGTCTTTACTTACCGCCAGCGAAATTGCCTATCGCTTTGTATTTGGGATT 
GAAACCTTACCGGCGGCAAAAATTGCGGAAACGTTTGCGCTGACATTTGTGATTGCTGCG 
CTGTATCTGTTTGCGCGTTATAAGGTGACGCGTTTGTTGATTGCGGTGTTTTTTGCGTTC 
AGCATTATTGCCAACAATGTGCATTACGCGGTTTATCAAAGCTGGATGACGGGCATCAAT 
TATTGGCTGATGCTGAAAGAGGTTACCGAAGTCGGCAGCGCGGGTGCGTCGATGTTGGAT 
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AAGTTGTGGCTGCCTGTGTTGTGGGGCGTGTTGGAAGTCATGTTGTTTTGCAGCCTTGCC 
AAGTTCCGCCGTAAGACGCATTTTTCTGCCGATATACTGTTTGCCTTCCTAATGCTGATG 
ATTTTCGTGCGTTCGTTCGACACGAAACAAGAGCACGGTATTTCGCCCAAACCGACATAC 
AGCCGCATCAAAGCCAATTATTTCAGCTTCGGTTATTTTGTCGGACGCGTGTTGCCGTAT 
CAGTTGTTTGATTTAAGCAGGATTCCCGCCTTTAAGCAGCCTGCTCCAAGCAAAATCGGG 
CAGGGCAGTGTTCAAAATATCGTCCTGATTATGGGCGAAAGCGAAAGCGCGGCGCATTTG 
AAGCTGTTTGGCTACGGACGCGAAACTTCGCCGTTTTTAACCCGGCTGTCGCAAGCCGAT 
TTTAAGCCGATTGTGAAACAAAGTTATTCCGCAGGCTTTATGACTGCAGTGTCCCTGCCC 
AGTTTTTTCAATGCGATACCGCACGCCAACGGCTTGGAACAAATCAGCGGCGGCGATACC 
AATATGTTCCGCCTCGCCAAAGAGCAGGGCTATGAAACGTATTTTTACAGCGCGCAGGCG 
GAAAACGAGATGGCGATTTTGAACTTAATCGGTAAGAAATGGATAGACCATCTGATTCAG 
CCGACGCAACTTGGCTACGGCAACGGCGACAATATGCCCGATGAGAAGCTGCTGCCGTTG 
TTCGACAAAATCAATTTGCAGCAGGGCAAGCATTTTATCGTGTTGCACCAACGCGGTTCG 
CACGCCCCATACGGCGCATTGTTGCAGCCTCAAGATAAAGTATTCGGCGAAGCCGATATT 
GTGGATAAGTACGACAACACCATCCACAAAACCGACCAAATGATTCAAACCGTATTCGAG 
CAGCTGCAAAAGCAGCCTGACGGCAACTGGCTGTTTGCCTATACCTCCGATCATGGCCAG 
TATGTTCGCCAAGATATCTACAATCAAGGCACGGTGCAGCCCGACAGCTATCTCGTGCCG 
CTAGTGTTGTACAGCCCGGATAAGGCCGTGCAACAGGCTGCCAACCAGGCTTTTGCGCCT 
TGCGAGATTGCCTTCCATCAGCAGCTTTCAACGTTCCTGATTCACACGTTGGGCTACGAT 
ATGCCGGTTTCAGGTTGTCGCGAAGGCTCGGTAACGGGCAACCTGATTACGGGTGATGCA 
GGCAGCTTGAACATTCGCGACGGCAAGGCGGAATATGTTTATCCGCAATGAGTGGCGTAA 
A A AC C AAT AAAG AC AAAT T T AG AT GAT G TC GG GG A AG AT G C C C G AC C G AC A AG AC TAT G C 
AAAATATGAAAAACCAAGTACGCGGATCAGGCATGGATGCCCGATCCAATCCGGCCAATG 
TTTCAGACGGCCTGCAAAACAGTTCGGGTCATATCGGTACCAACACGCGTTACCGCCTGA 
CCAAACTCGGCGAACAGATAGCGCGCCTACCCATCGACCCGAAAATCGCGCGCATTTTGC 
TGGCGGCGAAGAAACACGACTGCATGGCGGAAATATTGGTGATTGCGTCCGCGCTGTCGA 
TTCAAGACCCGCGCGAGCGGCCGCTAGAAGCGCGCGATGCCTCAGCCAAGGCGCACGAGC 
GTTTTACCGACAAGCAGTCCGATTTCCTTGCCTATCTGAACATTTGGGACAGCTTCCAGC 
GCGAACGCGATAAAGGCTTGTCCAACAAGCAGCTGGTGCAGTGGTGCCGCCAATATTTCC 
TGTCGCACCTGCGGATGCGCGAGTGGCGCGAGCTGCACCACCAGCTTGCCCAAACCGCGA 
TTGAAATGGGTTTAACCACCAAGGAAGCCGCTTTCAGACGACCTCCCGAAGTCAGGCAGC 
TCACGTCGTCTGAAAATGCGGGTGACCAAGACCTATCTGCTAAACTCAAACAAAAACAAC 
TGGATAAAAAGCAACACCGCGCCCAAATCCGCGCCGCCAAAGAAGCGGGCTACGAACAAA 
TCCACCGCGCCCTGCTCACTGGCCTTATCGCCAACGTCGGCATGAAATCGCCCGACGGTA 
ACGACTACACCGGCGCGCGCGGCAGCCGCTTCCACCTTTTCCCCGCCTCCGCCCTGTTCA 
AAGCCAAACCCAAATGGGTGATGGCGGCAGAATTGGTTGAAACCACGCGCCTTTACGCGC 
GCGACGTCGCCGTTATCCAGCCCGAATGGATAGAGCAGGAAGCGCCGCACCTCGTCCGCT 
ATCATTATTTCGAGCCGCATTGGGAACAAAAACGCGGCGAAGTCGTCGCCAGCGAACGCG 
TGACGCTTTACGGTCTGACCGTATTGCCGCGCCGCCCCGTGTCTTACGGCAAAGTTGCCC 
CCGAAGAAGCGCGCGAAATCTTTATCCGCAGCGCGTTGGTGGCGCAGGAATGCGATTTGA 
AAGCGGATTTTTTTGTCCACAACAAAAAGCTGATTAAAGAAATTACCGAACTCGAACACA 
AATCGCGCAAGCAAGACGTGCTGGTCGATGACGAAGCCCTGTTTGCGTTTTATAACGAAC 
GACTGCCCGAAATGGCTTGGAAAGACGCGCAAGGCAGCGTTTGGGGAAGTGAAGATTCCG 
TACGGATTATTGAATCTGACAAAGCCGAGAGGTCGTCTGAAAATGAGCGCAACGAGTTTC 
GTAAAAACAAGCGTAATGGGTCTCGCCAAAATGAAAATCACGGCAACACCGTAGGTTGGG 
TTGAAAACCCAACATCAGCCGCAACTGCAAAAACTGTTGGGTTTGACAATCCAACCTACG 
CTGCCCAACAAACCACCCCCTCCCCCGTGGGGGAGGGTCGGGGAGAGGGCAAAACAGTTG 
CCGCACAAACCAACTTTTCCGCAACCGCAGCAAACCCTCTCCCTAACCCTCTCCCGCAGG 
AGAGGGAACAGAGTGCCGCAGCTTCAACGATTTCAGACGACCTGCGTCCTGCAAATCTGC 
AGCAAACCGCCCCCTCCCCCGTGGGGGAGGGCTGGGGAGAGGGCAAAACAGTTGCCACAC 
AAACCAACTTTTCCGCAACCTCAACAAACCCTCTCCCGCAGGAGAGGGAACAGAGTGCCT 
CAGCTTCAACGTTTTCAGACGACCTGCGTCCTGCAAATCTGCAGCAACCCTCTCCCTCCC 
CCGTGGGGGAGGGCTGGGGAGAGGGCAAAACAGTTGCCACACAAACCAACTTTTCCGCAA 
CCTCAACACTTTCAGACGACTCCAAACCCAAAAAGCAGCCTGCACCCCAAAAAAACCGTC 
TGAAACCCCTACCCCTCGCCGACATCCGCACCTTCCAAGCCTGGCTCAAAACCGCCGAGC 
GCGACAATCCGCGCCTGCTGTTCCTCAGCCGCGACGATCTGATGCAACACGCCGCCGCAC 
ACATTACCGAAGAACAGTTCCCCAAATTCTGGCAAACCGCAGACGGCAAATTCAAACTTT 
CCTACCGCTTCGAGCCGCACCATCCGCTAGACGGCGTGACCATGACCGTGCCGCTGACCG 
TCCTCAACCGCCTGCACGCGCCGTCGCTCGAATGGCTGGTGCCCGGCATGATACGCGAAA 
AAATCCAGTTGC AAAT CAAAGC ACT GCCCAAGCAAATCCGCCGCATCTGCGTGCCCGTGC 
CCGAATTCATCACCCAATTTTTAAGCCAAAACCCCGACCGCAACGCCCCCATCCTGCCCC 
AACTCGCCCAAGCCATCGCCAAAACCGCAGGCGACATCCGCATATTCGAGCAAATCAACC 
AAGACGAATGGGCCGCGTTCAGGCTGCCCGAACACTGCTATTTCAACCTCCGCATTATCG 
ACGACGGCGGACAAGAGCTTGCCGGCGGCCGCAAACTGCACGAATTGCAACAACAACTCG 
GTCAAGCTGCCGCCGTTACCTTCCGTGACAACACCCAAGAATTTGAGCGCGACAACGTCA 
CCGCATGGGACATCGGCACCCTGCCCGAATCCATCAAATTCGCACGCGGCAAACAACAGC 
TCACCGGCTATCTCGGCCTACAAAAAGAAAAAGACGGCCGCATCGCCCTGCGCCTGTTTG 
ATACCACAGAAGCCGCAGAGCAGGCACACCGTCAAGGTGTCATCGAATTGATGAAGCTGC 
AATTAAAAGAGCAGGTAAAGGATTTGAACAAAGGCATCCAAGGCTTCACCCAAGCTGCCA 
TGCTGCTCAAACACATCAACGCCGACACTCTGCGCGACGACCTCACCCAAGCCGTCTGCG 
ACCGCGCCTTTATCGGCGAAGACGAGCTGCCGCGCAACGAAAAAGCCTTCAAAGAACAAA 
TCAAACGCGCCCGCAGCCGCCTGCCCGCCGTCAAAGAAGCCCTCAGCCGCTACCTGCAGG 
AAACCGCCGCCGTCTACGCCGAACTCAACAGCAAACTCGGCAAACACCCATTGACCCACC 
TTCTAAGACTACGCCTGCAAACCCTGCTCGCCGCCGGCTTCGCCACCGGAACCCCGTGGG 
CACAATGGCCGCGCCTCCCCATCTACCTCAAAGCCATGACCCTGCGCCTCGAAAAATACA 
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GCAGCAACCCCGCCCGCGACGCAGCCCGCGAAGCCGATATCCAAGAGCTGGAACAAATGT 
GGCAGGAAAAAACAGACAGCCTGATTAAACAAGGTCTCCCCATTTCAGACGGCCTCGCCG 
CGTTTAAATGGATGATTGAAGAATTGAGGGTGTCGCTGTTCGCGCAGGAATTGAAGACAC 
CGTATCCGGTGTCGGTGAAGCGGCTGTTGAAAGAGTGGGAAAAAATTGAAAAATAAAAAA 
ACAGCCTGAAAAGTTTCAGGCTGTTTTTTTATTTGACTAATCGAAGTTTCCTATATCTAT 
TTAAGTCCCTCTCAACTAATCCAAAAGTTAAATCAGCAACATCTTTGGGGGATACGTTTA 
AATTTTCAGCAATCTGTTCAATACCAATGCCATCATTTTTTAAAATAGTAAGCATTTTAC 
GTAATGCGCTTGATATTTCCCTTTCCATTGGCTCTGGTTCGATAGTTCGATATTTTTTCT 
TTGCAAACAAAGGACAAAGATTGTGTATATACATCCTATCAGTAATCATTCCTAATTTAT 
GCATCCGATATGCTAAGGCAACAAGTGATACACCAAATCGTCTTTTGATTTTTAATAAAT 
TTTCAATAGTGATAGGAACATGACGATATAAGCGTAGTGCAGCCTCCGGCATTAAAAAAG 
CTGAAGCAAAGGCATTAGCCTCTTTTTCGATAATATCACGAGGTTCATCTTCTGTAATTT 
CACTATTTTTACTATGTTCCATACTGTATTTATCACGGATTAAGTGCCCTAATTCATGGG 
CAGCATCAAATCGACTACGTTCTGCAGATTTTTGTGTATTTAAAAATACAAATGGATGAT 
TTTCATACCAAGTACAAAAGGCATCAATGTCCTTTGTATCTAAAGATAATGAAAATACAC 
GAACACCCTTAACTTCAAGTAGGGTGATCATATTCGGAATAGGTTCATTGCCAAGCCCCC 
ATTCTAATCTTAGTTCCTGAGCAGCCTCTTCAGGAGAAATATCAGAAAAATCAGGCAATA 
CGGCTTGACTTAGTGTAAATTCTGTCTCGAGCCAGTCATTTAACAAAAAAGCCGTAATGC 
TATGATTTAATGCTTGTTTTTCAAGCCTCTTCGAGGTGCGTGAACGAGCACGAAAACTTA 
CTGCCTGAGATTTCAACTCAGGCAGTCTTTCGTCATTAGTAAAGAAATGAACTGGAAACT 
CTAATAAATTGGCTAATTCATTTAAATCAGGTATTTGCTCATCTTTTACATAGTTTCTAA 
CCTGTCGAGCGGTAATACCTAATAACTCAGCTAATTTTGTTTGCGTACAACCACGTTTAT 
CCAGCGCAAATTCCAGTCTCTCACGATTAAATGTCTGCATGATTTATCATTCAAATTATC 
CTGCTTTTTGTTTTCTTTCAACCAAAGGCTCATATTCTTCAACAGGTTGCTTACGTTCAA 
GCTCATCAAATTTAGTTAAATCAACATCAGCTAATATAATTCGCTGCTTGTACCCAGTTA 
TTTGATGACTAACAAAACCACTCGGTAAAGATAATTCAAGTTGCACTTTATTATACTTCC 
AGTGAAACAGCAGAACCCAAAACTGCACAGTATCAGGCAAATCTAGTTTTGAATTACGAA 
TAGCCTCCTCAAATCCCTTACCTTTCCTTGCGGTTGTCATTGGCATCCCGTGATGCCTAC 
CAACATCTGAAGTAGCAGTAGCCACAATAATACTTTTAGTTCGACATGGCGAGAGACATA 
GAAATGCACCACCCGACCAAGGCTCAAGCGTCCAGCCATCTTTACTTAAATATACCCTTA 
GAGCAAATGTAATTTCTGCTTGCCGATACATCCCCAATGTATTTCTGTCAGATAATGCTG 
CTTTGTCCTGAATATTATTATGCGCAGTAAGTACAATCTCTTTAAGCATCTCCTGAGATA 
AGTACTTGCTGATTTCACTTAAAGCAATATCACTATTTTGTTGCTCGACTATTTCTCCTA 
CTTCAAATGGGAAAGGTTCTGATAATGCAAATTCCACCATAAAAATTTCCTAATTTTATA 
CGTAATGTTTACACAATATATCAGGAAATATGAAAACGTACAACTATATCTATAAAGCAA 
TTAATAAGTAGCCTGCCCAACCGTGTCCTTATCTTTCGGCACACCCGACCTGCAAATCAC 
GCAAAACTTGGAATCCGTGTGTAGGGTGTGTGCGGTACATACGCACGCAGTCTTTTTAAA 
CCACAGCCCTTCCCAACTAAACCAAAAGGTCGTCTGAACCCTATTTTCAGACGACCTTTT 
GCCACTTTGTAAAACAAATCTTCCCACCATCCTCTCCCCAAACATCGCCCGAACCAGTAA 
ACTTCTCATATTTCAACAACTCCTTGGAAGCAAACCATGTCTGGTATCTACCTACCCCGC 
CTATTCCCGCCCCATATCGCCGAACGCGGCCTGTTGTATTTTCAGCAGGGCAAGGTTCTC 
GATGTCCGAAAAACTTCCGCCGGGCATTATCGGGCGGAGGTGTGCGGTTCGGAAAACTAT 
TGGGTATAGTTGAAGCTGGATAGTGATTTGTATATTAAAGACGAAGGCTGCAATTGTCCT 
TATATCTAAGAGTGCAAACATACCTTAAATTACTATATTGCATAGGCAAAATACAAGCCT 
ATAACGAATTGGAAACAAAATGCCGTCTGAAAACATCTTCAGACGGCATTATAAAATCTG 
TTCACCTTTTCAGATGAGTAATGTACACCCTTATACAATTTTTGCTACTATGCCCCATAA 
ATCCACGGCTAAAGATATCCTTATTATGTCCTATGATTTATCGAAACGACTTGTAATCGG 
CTTAGCATCAAGTGCCCTATTCGACTTATCCGAATCGGATAATATATTTAGAATGGAAGG 
GGCAGAAACCTATAGGCAATATCAGAGAGAAAAACAAAACCATCCCCTAAAAAAGGCGTT 
GTCTTTCCATTTATTAAAAAACTTCTGTCAATCAATGAAATAAACCCAAACGACCCAACG 
ATTGGGTTTATTCTTTTATCCAGAAACAATCCAGATACAGATTACGAGTCATAACTATAG 
GCTTAATATTACACGATTCTCATTCCATCAAGGCGGAAAACCGCACAAATACTGAAACAC 
TATCGATCGATTTGTAAACAAGCCTACTTAAGTAACTTGCAGTCCTTATCATTTCCTTTA 
AAATAATCCAGCCCGTCACTACACGAACTGGCGGACTTCTTGCAAATAAAGGTTACTAGA 
TTTTCATTCATCTTAATAATAAAAGGATTTTTATCTTTATCTATGGCTACCGCCTTCAAC 
ATGAATTTACTGTCTAAAGCCCCGCGCGCGATTCCATTCAAACGGATACAAAAGCCTTCT 
GCCTCTTTAATCGGCAAACTTGGCCACTTGGTAGATGTTTGTTTAAACCTCCCATTCTGC 
AGATAAAACTTTTCCATAAAATGTGCATTTTCTAACAAGGCTGCCCGCACTGCATTTATC 
TTTGCTTTCTCAACATAATTGCGATAGCTCGGATAAACAATTAAAGCAAGTACAGACAAT 
ATCAAGACCACTGATATTAATTCAACCAGCGTAAACCCCCGATTATCAGTCATTACTTTA 
CTTCCAATAAGAACAGATTATTCAACATATTTCTTTGAACAGACTTACTATCCCATTCAA 
CAGTATGCATATTTCCCACTCTATTTTTTAGCGGCCGGTATAGCCGGTTTGGCTGGGCCT 
TTTGGTGCGGGCGCGCCGACCGAAGCCTGGTCCTTCAGCTTCGCCAGCACCGCAGGGCCG 
ATGCCCTTTACCTTGGTCAAATCGTCTACAGACTTGAACGCACCGTTTTGCGCACGGTAT 
TCCGCAATGGCCTTCGCCTTCGCCGGGCCTATGCCCGGCAGCGCCTCCAACTCCTGCTGC 
GAAGCCGCATTGATGTTTACCGCCGCAAGGGAGAAGGCGCAGGAGAACAGCATACAGAAC 
AGCACGAACATTTTCTTCATGGTTTTTCCTTTAAGGGTTGCAAACAATAAACCGCATCTT 
GCGACGATAAAACGAGTCATTCTAAAATGAATATCCCAAAGTTTCAAGCCGTTCCTCCGC 
AAACCCGACCGGACACCGTACGGATGCCGTCCCGCCATCACCGACATTTTTTCCGGGCAA 
AGCAAACATTTTTTCCGGGCAAAGCAAAAACCCCCGAATAATCGGGGGTTTTCTGAATGG 
GTGTTTGGCAGTGACCTACTTTCGCATGGAAGAACCACACTATCATCGGCGCTGAGTCGT 
TTCACGGTCCTGTTCGGGATGGGAAGGCGTGGGACCAACTCGCTATGGCCGCCAAACTTA 
AACTGTTACAAATCGGTAAAGCCTTAATCAATATATTCGGTAATGACTGAATCAGTCAGT 
AAGCTTTTATCTCTTGAAGTTCTTCAAATGATAGAGTCAAGCCTCACGAGCAATTAGTAT 
GGGTTAGCTTCACGCGTTACCGCGCTTCCACACCCCACCTATCAACGTCCTGGTCTCGAA 
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CGACTCTTTAGTGCGGTTAAACCGCAAGGGAAGTCTCATCTTCAGGCGAGTTTCGCGCTT 
AGATGCTTTCAGCGCTTATCTCTTCCGAACTTAGCTACCCGGCTATGCAACTGGCGTTAC 
AACCGGTACACCAGAGGTTCGTCCACTCCGGTCCTCTCGTACTAGGAGCAGCCCCCGTCA 
AACTTCCAACGCCCACTGCAGATAGGGACCAAACTGTCTCACGACGTTTTAAACCCAGCT 
CACGTACCACTTTAAATGGCGAACAGCCATACCCTTGGGACCGACTACAGCCCCAGGATG 
TGATGAGCCGACATCGAGGTGCCAAACTCCGCCGTCGATATGAACTCTTGGGCGGAATCA 
GCCTGTTATCCCCGGAGTACCTTTTATCCGTTGAGCGATGGCCCTTCCATACAGAACCAC 
CGGATCACTATGTCCTGCTTTCGCACCTGCTCGACTTGTCGGTCTCGCAGTTAAGCTACC 
TTTTGCCATTGCACTATCAGTCCGATTTCCGACCGGACCTAGGTAACCTTCGAACTCCTC 
CGTTACGCTTTGGGAGGAGACCGCCCCAGTCAAACTGCCTACCATGCACGGTCCCCGACC 
CGGATGACGGGTCTGGGTTAGAACCTCAAAGACACCAGGGTGGTATTTCAAGGACGGCTC 
CACAGAGACTGGCGTCTCTGCTTCTAAGCCTCCCACCTATCCTACACAAGTGACTTCAAA 
GTCCAATGCAAAGCTACAGTAAAGGTTCACGGGGTCTTTCCGTCTAGCAGCGGGTAGATT 
GCATCTTCACAACCACTTCAACTTCGCTGAGTCTCAGGAGGAGACAGTGTGGCCATCGTT 
ACGCCATTCGTGCGGGTCGGAACTTACCCGACAAGGAATTTCGCTACCTTAGGACCGTTA 
TAGTTACGGCCGCCGTTTACTGGGGCTTCGATCCGATGCTCTCACATCTTCAATTAACCT 
TCCAGCACCGGGCAGGCGTCACACCCTATACGTCCACTTTCGTGTTAGCAGAGTGCTGTG 
TTTTTAATAAACAGTCGCAGCCACCTATTCTCTGCGACCCTCCGGGGCTTACGGAGCAAG 
TCCTTAACCTTAGAGGGCATACCTTCTCCCGAAGTTACGGTATCAATTTGCCGAGTTCCT 
TCTCCTGAGTTCTCTCAAGCGCCTTAGAATTCTCATCCTGCCCACCTGTGTCGGTTTGCG 
GTACGGTTCGATTCAAACTGAAGCTTAGTGGCTTTTCCTGGAAGCGTGGTATCGGTTGCT 
TCGTGTCCGTAGACACTCGTCGTCACTTCTCGGTGTTAAGAAGACCCGGATTTGCCTAAG 
TCTTCCACCTACCGGCTTAAACAAGCTATTCCAACAGCTTGCCAACCTAACCTTCTCCGT 
CCCCACATCGCATTTGAATCAAGTACAGGAATATTAACCTGTTTCCCATCGACTACGCAT 
TTCTGCCTCGCCTTAGGGGCCGACTCACCCTACGCCGATGAACGTTGCGCAGGAAACCTT 
GGGCTTTCGGCGAGCGGGCTTTTCACCCGCTTTATCGCTACTCATGTCAACATTCGCACT 
TCTGATACCTCCAGCACACTTTACAATGCACCTTCATCAGCCTACAGAACGCTCCCCTAC 
CATGCCGGTAAACCGGCATCCGCAGCTTCGGTTATAGATTTGAGCCCCGTTACATCTTCC 
GCGCAGGACGACTCGACCAGTGAGCTATTACGCTTTCTTTAAATGATGGCTGCTTCTAAG 
CCAACATCCTGGCTGTCTGGGCCTTCCCACTTCGTTTACCACTTAATCTATCATTTGGGA 
CCTTAGCTGGCGGTCTGGGTTGTTTCCCTCTTGACAACGGACGTTAGCACCCGCTGTCTG 
TCTCCCGAGGAACCACTTGATGGTATTCTTAGTTTGCCATGGGTTGGTAAGTTGCAATAA 
CCCCCTAGCCATAACAGTGCTTTACCCCCATCAGTGTCTTGCTCGAGGCACTACCTAAAT 
AGTTTTCGGGGAGAACCAGCTATCTCCGAGTTTGTTTAGCCTTTCACCCCTATCCACAGC 
TCATCCCCGCATTTTGCAACATGCGTGGGTTCGGTCCTCCAGTACCTGTTACGGCACCTT 
CAACCTGGCCATGGATAGATCACTCGGTTTCGGGTCTACACCCAGCAACTCATCGCCCTA 
TTAAGACTCGGTTTCCCTACGCCTCCCCTATTCGGTTAAGCTCGCTACTGAATGTAAGTC 
GTTGACCCATTATACAAAAGGTACGCAGTCACACCACTAGGGCGCTCCCACTGTTTGTAT 
GCATCAGGTTTCAGGTTCTGTTTCACTCCCCTCCCGGGGTTCTTTTCGCCTTTCCCTCAC 
GGTACTGGTTCACTATCGGTCGATGATGAGTATTTAGCCTTGGAGGATGGTCCCCCCATA 
TTCAGACAGGATTTCACGTGCCCCGCCCTACTTTTCGTACGCTTAGTACCGCTGTTGAGA 
TTTCGAATACGGGACTGTCACCCACTATGGTCAAGCTTCCCAGCTTGTTCTTCTATCTCG 
ACAGTTATTACGTACAGGCTCCTCCGCGTTCGCTCGCCACTACTTGCGGAATCTCGGTTG 
ATTTCTTTTCCTCCGGGTACTTAGATGGTTCAGTTCTCCGGGTTCGCTTCTCTAAGTCTA 
TGTATTCAACTTAGGATACTGCACAGAATGCAGTGGGTTTCCCCATTCGGACATCGCGGG 
ATCATTGCTTTATTGCCAGCTCCCCCGCGCTTTTCGCAGGCTTACACGTCCTTCGTCGCC 
TATCATCGCCAAGGCATCCACCTGATGCACTTATTCACTTGACTCTATCATTTCAAGAAC 
TTCTTTGACTTTGCCTAACATTCCGTTGACTAGAACATCAGACTTGAATTTCCTACTTTG 
ATAAAGCTTACTGCTTTGTTGTGTCTTAATCCTGCCTTTTGTGTTTCAGGATTAAGTCGA 
TACAATCATCACCCAAATACTGTGTTTGTTTTCTTTTCTCTTGCGAGAGATTTTTATCCT 
TTGCAAAGAATAAAAAATCAAAACAAACGCTTTGTCTTTGTTTGTTGATTTCGGCTTTCC 
AATTTGTTAAAGATCGATGCGTTCGATATTGCTATCTACTGTGCAAATCAAAACGAGCTG 
ATTATTATATCAGCATTTTGTTCTTGGTCAAGTGTGACGTCGCCCTGAATGGATTCTGTT 
CCATTCTTCCGTTTTGATTTGTACAGTATTGGTGGAGGCAAACGGGATCGAACCGATGAC 
CCCCTGCTTGCAAAGCAGGTGCTCTACCAACTGAGCTATGCCCCCGTTCTTGGTGGGTCT 
GGGAGGACTTGAACCTCCGACCCCACGCTTATCAAGCGTGTGCTCTAACCAGCTGAGCTA 
CAAACCCGGATTCTCTTCTTAAGCGAATCTTGCCTTCACTCAAGCTTCTTCCGCATCTTT 
TTCAGTTTACCGATAAGTGTGAATGCCTAAAGCCTCTTCTTTCTCTAGAAAGGAGGTGAT 
CCAGCCGCAGGTTCCCCTACGGCTACCTTGTTACGACTTCACCCCAGTCATGAAGCATAC 
CGTGGTAAGCGGACTCCTTGTGGTTATCCTACCTACTTCTGGTATCCCCCACTCCCATGG 
TGTGACGGGCGGTGTGTACAAGACCCGGGAACGTATTCACCGCAGTATGCTGACCTGCGA 
TTACTAGCGATTCCGACTTCATGCACTCGAGTTGCAGAGTGCAATCCGGACTACGATCGG 
TTTTGTGAGATTGGCTCCGCCTCGCGGCTTGGCTACCCTCTGTACCGACCATTGTATGAC 
GTGTGAAGCCCTGGTCATAAGGGCCATGAGGACTTGACGTCATCCCCACCTTCCTCCGGC 
TTGTCACCGGCAGTCTCATTAGAGTGCCCAACTGAATGATGGCAACTAATGACAAGGGTT 
GCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAGC 
ACCTGTGTTACGGCTCCCGAAGGCACTCCTCCGTCTCCGGAGGATTCCGTACATGTCAAG 
ACCAGGTAAGGTTCTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGGG 
TCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCAATTTCA 
CGCGTTAGCTACGCTACCAAGCAATCAGGTTGCCCAACAGCTAATTGACATCGTTTAGGG 
CGTGGACTACCAGGGTATCTAATCCTGTTTGCTACCCACGCTTTCGGGCATGAACGTCAG 
TGTTGTCCCAGGAGGCTGCCTTCGCCATCGGTATTCCTCCACATCTCTACGCATTTCACT 
GCTACACGTGGAATTCTACCTCCCTCTGACACACTCGAGTCACCCAGTTCAGAACGCAGT 
TCCCGGGTTGAGCCCGGGGATTTCACATCCTGCTTAAGTAACCGTCTGCGCCCGCTTTAC 
GCCCAGTAATTCCGATTAACGCTCGCACCCTACGTATTACCGCGGCTGCTGGCACGTAGT 
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TAGCCGGTGCTTATTCTTCAGGTACCGTCATCAGCCGCTGATATTAGCAACAGCCTTTTC 
TTCCCTGACAAAAGTCCTTTACAACCCGAAGGCCTTCTTCAGACACGCGGCATGGCTGGA 
TCAGGCTTGCGCCCATTGTCCAAAATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGGCCG 
TGTCTCAGTCCCAGTGTGGCGGATCATCCTCTCAGACCCGCTACTGATCGTCGCCTTGGT 
AGGCCTTTACCCCACCAACTAGCTAATCAGATATCGGCCGCTCGAATAGCGCAAGGCCCG 
AAGGTCCCCTGCTTTCTCTCTCAAGACGTATGCGGTATTAGCTGATCTTTCGATCAGTTA 
TCCCCCACTACTCGGTACGTTCCGATATGTTACTCACCCGTTCGCCACTCGCCACCCGAG 
AAGCAAGCTTCTCTGTGCTGCCGTCCGACTTGCATGTGTAAAGCATGCCGCCAGCGTTCA 
ATCTGAGCCAGGATCAAACTCTTATGTTCAATCTCTAACTTTTTAACTTCTGGTCTGCTT 
CAAAGAAACCAACAGGACAATGTTCAAAACATTATCTTGTCTGTCTTTCAAACAGTGTGA 
GACTCAAGGCACTCACACTTATCGGTAATCTGTTTTGTTAAAGAGCGTTGCGAATTATAA 
AGTATTCCTTCCGCCTGTCAAGATATCTCTCGATATCCCCAACATTCTGTGCTATACTTT 
TCAGTTCGTCCGCCACTTCTGCAGCAGCGAAGAACCGAACTATACGCCCACAGGGAAAAA 
CGGTCAATGCTTTTCTGAAGAAATTTTTTTAAAAATATTTATCTATTTGTTTATAAATTT 
AATTTATATCAGTCAATTTTATTTTCCATACAGAATTCTTCCAGTGCCCGATGGATATTT 
TCAGTCTGCCATTCGTTTTTTAAGGGTGCAACAATTTCGATTTGTCGGTTTTGGTAGTCA 
AATTGTATTTTCCATGCATACAGAAACATGGTTTCGGATTCTGTTCCGCCGTATAAGCTG 
TCGCCCAGAATCGGACTGCCCAAACTTTTCATCGCCACTCTCAATTGGTGCGTTTTGCCC 
GTATGCGGTTCTAGGATGAACAGCCGCAGTTTTTCGGCGATACTGATGCTGTGGAATCGG 
GTAACGGCGATATTTTCTGTATTGCGCGTCAACTTCCACATTCCACATCTGGATTTTTCC 
ATTCCGCCTTTAATCCAACCCTGCTTTTTGGACGGCTTGCGGTCGGACAGTGCCAAATAG 
GTTTTTTTGATGCTTTTGCCGGCAAACTGTCCGCTAAGGGCGGACGCGCTTTCTTTGTTG 
AGGGCAAACAGTAAAATGCCGCTGGTCTGTTTGTCCAATCGGTGCAGCAGCCACACACGC 
TCTACGCCCAACTGTATGGCGAGTGTTCGGGCCAGTCCGGTCTCGCCGCTGTCTTGGTGG 
ACGGATATGCCGCCCGGTTTGTTGATGGCGACGAAGTCTTGATGGCGGAACAAAATTTCC 
AACATATCCATATATGCCTTGCAAAAATAGAAGGGTTCAATTTTCGTGTTGATGTTCGGC 
AAGGATTTTTTCGTACACAGCTTGCGGCACGTAGCGGTGGATCGTTTCCGTCCAGCCTTC 
CGGCCCGACCAGTCCTTTGACCATAGTGGACGACACTTCGGCGATTTCGCGCGGCGGCAT 
GAGGAATACGGTGGATATTTCGGGGGCGAGGTCGCTGTTGATATGGCGCATGGAACGTTC 
GTATTCGTAATCCGAAGCAGAACGGATGCCGCGCACGATGAATCCTGCATCTACCTCACG 
GGCGTAATGCACCAGAAATCGGTTTTCAAATACATCGGTTCTGACGTTGGGAAACATTTT 
AGTAATATCGCACAACATATCCTGCCTTTCAGCGACGGTATAGGTGCTGCGTTTGTCGGG 
GTTAATGCCGATGGCGACGATGAGTTCGTCAAACATAGATTGCGCCTGCCGTATCATCCA 
CAGATGCCCCAATGTGGGCGGATCGAAACTGCCGGCATAAACGGCGCGGCGCGGTGTATT 
CGGTAACATTTGATTCCTCCCGGCTTCATAGTCGGCTGTGTGTTGGTGCGTGTGCATCCG 
TATTGTATGCCCAAAGTAAAATGCCGTCTGAAGCATTTTCAGACGGCATAGTCGGACGGC 
GTTTTACCGGCATCAATCCTCGCCGTTTAAAGACAACAGGATGTTCAGCAGGCTGCTGAA 
GATGTTGTAAAGCGAGATAAACAGTGTCAGTGCCGCGCTGATGTGGCTGTCTTCGCCGCC 
GTCGATGACGGTGCGTACCTGCCACATAATCATTAAGGAACTGAACAAGACAAAACCGGC 
GGAAATGGTCAGGGCGAGTGCGGGAATACCCAAAAACAGATTGGCAACCACGGCGACCAT 
CAGAATGACCGCACCTACGGTCAGGAAGCGTCCGAGCGCGTTCATATCGAGCCGGGTTCG 
GCGCGCCAAGGCGGACATCGTTAAAAAGACGGCGGCGGTCATCGCGGCGGCAATGCCGAC 
GATTTTCGCACCGTCGGCAATATGGAGCGCGTATTGCAGCACGGGGCCGATCAATACGCC 
CATACCGAATGTGAATACCATCAGCAGGGTAACGCCGGTATTGCTGTAACGGTTTTTCTC 
GATGAAGTGGATCATACCGTAGAAAAACGCCAACACGACGGCAAACCCTATCCAGCGCGA 
ACCGAAGGCGGCGTAAAAATTGAAACCGGCATTGGCGGCAAGTGCCGCGCCTGCGGAAGC 
CGGAATAAATGAAAATCCGAGCAGGCGGTAGGTTTTCTGCAGGACGGTGTTTTTAGAAAC 
CGTATGCGCGGTGTAGTCGTAAACGTCGTGTTGCATATCATCTGCTCCTGAAAGCGCGGT 
TGGGAATAATGGGGGATTTTAACATTGCCCAATGTCAAAATTTGTCCGGTTGCGTGAAGA 
TAAAGTTGTCCGGCGTATTTTAAAGGCCGTCTGAAGCAGTTTCGGACAGCCTGTGTTCAA 
AACGGAAAACCGTTATTGCGGAACGTATCCCTGAACGGCATCCGCGCCGTCGCCGAAGAA 
ATACTGCTCCATCTGCTGAGCCAGGTATTCGCGCGCGCGCGGATCGGCGAGGCTTAAACG 
GTTTTCGTTAATCAGCATCGTTTGGTGGCGCGTCCACGCCGCCCACGCTTCTTGCGATAC 
GTTTTCAAAAATGCGCTTGCCCAATTCGTTGGGAAGCGGCGGAAATTTCATGCCTTCGGC 
TTCTTTGTTGAGCTTGACGCAGAATACCATGCGTGCCATAGCGGATTCCTTTGCTGTGTT 
CAGAAATAACGGGGTGATTTTAACCGATTAGGGATACGGACAAAAGCCTTCTTATTCCCG 
ATGATAGGGATGGTTGTGCAGGATGGAAACGGCGCGGTAGAGCTGCTCGGTCAGAAAGAC 
GCGCACCATGCCGTGCGGCAGGGTCAGGCTGGACAGGCGCATCATCATGCGTGCCTGCTG 
TTTGAGGCGGTCGGTCATGCCGTCCGCGCCGCCGATGACGAAGCAGACGTGTTCGCCGTT 
TTGCCGCCAGCTTTTGAGGTGTTCCGCCAGCTCGACGGAGGTCGGTGCTTTGCCGCGTTC 
GTCAAGAACGACGAGGAACGCGCCTTGCGGAATGGCTTCAAGGATGCGTTTTTCTTCCGC 
CGCCATACCTTGGGCGGCATTCACGCCCGCGCCGCGTTTTTCGGGTTTGATTTCTTTGAG 
TGCGTAGGCGACGTCGCGTCCGAAGCGTTTGGCGTATTCGGCGACGGCCTCATCAACCCA 
GCGCGGCATTTTGGTGCCGACTGCCAAAACGGTGATGTTCAATGCTTTCTCCCTTACAGG 
AAAATGCCGTCTGAAGGTTCAGACGGCATCGGGAATCAGTCTGCCGCGTGCCACGGCTTC 
TGCATTCCGGCGTGGAAACTCGGTTTCTCGCCGCCCCAGAGGGTGTCGATGTCGTAGAAG 
TCGCGCACGGCAGGGAGCATGACGTGGACGACGAGGTCTCCTGCATCAACCAGCGTCCAT 
TCGCCGCTGTCGCCTTCGGTACTGAGGATTTCAAAACCGGCTTCTTTCAAATCGACGGCA 
ACGTTGTTGGCCAGTGCTTTGACTTGGCGCGTACTGTCGCCGCTGGCGATAATCATTCTG 
GCAAACAGCGAAGTTTTGTCTTGGGTTTCGAGAACGGAAATGTCTTTGGCTTTGATGTCT 
CCGAGGGCGTTGACGGCGACCCCGACCATTTTTTGCAGGTCTTGCAGTTCTTGTTCGTTC 
ATTATTTTCCTAACGGGATGTTTTCAGACGGCATTATAGCCGTTTCTTACTGATTTGACT 
TTATTTTTCATACAAACCGTGTTCGCGGATGTAGCGTGCGGCGGCAGGCGGGATGCCGTC 
TGAAACGCCTTGGCCGGCAAGGTTGCGGCGGATTTCCGTTGACGACACATTATGCATCGG 
GGCGGACAAGATGCGGACGCTGCCGTCCTGAAGGGACTTGCCCAGCCACGCGTGCAGTTC 
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GCGCGGGGTTTGGTGCAGGCTGTCGCCCTGCCTCATGGCGACGGCGATATTGGTTTCGCG 
CACGAGCATCTGCCATTTTTTCCATGTGTGCAGCTTCATCAGGCTGTCGCTGCCCATCAG 
CCACCAGAGTTGCGCGGATGGGAACTGCTGGCGGAAGATTTGGACGGTATCAAAAGTATA 
GGTTGCACCTTCTCGGACGATGTCGCAATCGCTGACGGCAAAACGCGCGTCTTCTGCCGT 
CGCCAATTCGACCATGGCAAGGCGGTCGGCGGCGGAAGCGGAGGCTGCGTCTTTGTGATA 
CGGGCCGCCTGTCGGCAGGAAAACAACCGCGTCCAAGCCGATTTCGTCGGCAAAGGCACG 
GGCGATATGAAGATGTCCGTTGTGTATCGGGTCGAAAGTACCGCCGAACAATCCGATTTT 
CTTCATGATGTTTCCATTCCTTCCGATAAGTCCATGCCGTCTGAAACACTGCCGTCCACA 
ACCAGCGTCAGTTTGCCGGTAACGGGATGGATGACCAGTCCGTGAACGGCGATATGGCGC 
GGCATCAGCGGATGGTTACGGATAAGGTCCACCGTGTGGCGCACGCTGTCTTCGACGTTG 
TCGAAACCGGTCAGCCAGCCGTCGAGGTCGATACCGGCATAACGCAGGGTTTCGATACGG 
TCTTCGGGAATCCGGCTTTCCCGGACGCGCCCGAGGAATTCTTCGGCATTCAGCCCCTGC 
ATACCGCAATCGTGATGGGCGATGACCATAATCTCTCTGACCTTCAGTTCAAACACGGCA 
ACCAAAAGGCTCCGCATCACCGAACCCCACGGGTGCGTAACCAGCGCGCCGGCATTTTTA 
ATCAGCTTGGCATCGCCGTTTTTCAAACCCAACGCGTCGGGCAGCAGCCCGATAATCCGC 
GCATCCATACAGGACAAAACTGCCAGCCCGCGTTCGGGGTATTTGTCGGTAAAGTATTTT 
TCATATTCGCCCGACTCGACAAACTGCCGGTTATGGGCAAGGATGTTATCCAACTCGCTC 
ATTTTGCCGTCCTCTGAAAAAGGGTTCACATTATAACGTTTCCGTCTGTTTTCCGCCTTC 
GCCGCCGTCCAACAGCAGGAAAATACCCAGCGCGAACGCCGCCAACAGCAATGTCAGCAC 
CATCGCCCGCGCGTAATTATCCTCACCCGCGCGTCCCAAATAGGCATAAATCAAAGTCGT 
CAGCGTCTGCCATTCCGGACGCGACAGAAACAATGTCGCCGCAAATTCGCCCACGCAGGT 
TGCCGCCGCCAAAGTCAGACCGCGCCGCAACGCCGGTTTCAAGAGGGGGAACGTGATGCG 
GCATGCCGTCTGAAAGCCGTTTGCACCCAAACCCGCCGCCGCCCTGCCGTAATCCGGCGG 
CAGTGCATCCCAGGCTGATAAAACATCTTTTGCCACAAACGGATACGCCAGCAGCGCATA 
CATCGCCAGCAGCAACGGCAACGAAGCCGTCCACTGCGGATAAAGCAGCAGCACGCCCGC 
CGAAACACAAACCGGCGACACCATAAACGGCAAAAACATCAGCCCGCGCATCCACGCCGA 
CCGCCGCGCCGCCGCCGCATACACCACACCCAAAACCGCCGCCGCATACACCGCCGCCGC 
CGAGAAGCGCAAAGTATTCCACACCGCCTGCCACGTTTCACTTTCCATTAACACACGCCA 
CGATTCGCCGGCCGACCACGCTTTCACAACAATTGCCAACAAAGGAAACAGGCAGCACAC 
AGACAACACCGCCGCCGCAAACGCCAGCAGCACATATTCCCCGACCGACTGCGGCGGCGA 
CGGCATCACAGGGGAAACCGCCTTATCCGAAACCGCGCGCCTGCCGAACCACGCATACAG 
CAACCCTGCCGCCGCCGTTACCCCCAACACCAGCCACACCAGCACCGAAGCAACCGCCAT 
ATCGAGTTCGAACATGACCAACTGGTAAATTTCCACTTCGACCGTGGCATAACGGCTGCC 
GCCCAGCAGCAGCGCCAGCCCGAACCCGGAAAAACAATACAGAAAGACAAGGCACACGCC 
GCCGGCAAGCCACGGGCGCAAAACGGGCATTTCAATGTCCCAAAACCGCCGCCACGCCCC 
CGCGCCCAACGTCCGTGCCGTCTGAAGCCGTGCCGCAGGCACTTGCACAAACCCCTGATA 
CGCCGCCCTGACCAACACAGGAAGGTTGAAAAACACATTGCCGTACAACAACAGATACGG 
CGTATCCTGCCTGCCGCGCCACAACAGCCCGTCCGCCCCGAACAGGGCCAGCACGCCCAC 
GCCCGCCACCAACGTGGGCATCACAAAAGGCAGCATCAGCAGGCGCAGCACCAAAGCCCG 
CCCCGGAAACGCCAGCCGCGCCAGCACCCACGCGACAGGCACGCCCAAAGGCAGCACCAG 
CACACAGGTTGCCGCTGCCTGAAATACCGTCCACGCCAAACGTTTGAGCATATAGGCATC 
CGACAGCACCGCGCGCCACGCCAAACCGTCATACGCCGCCACCGCCCACAAAGGCGCAAC 
GACCATTACCGCCAAAAAAGCCGAAGGCAGCAGGGCAAAAGCACCCCATACCACCCAACG 
CCGTCCATCCATCGCCTTCCCCACTTGAAACACTGATGTTGCGATTGTACCCAAAAGCCC 
CCACATACCGTATATTTCAATCCGACTACATACCGTATCCGCCTTCCTCCCGCCGTCTGA 
AATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCTGCAGACAGTACAAATAGT 
ACGGAACCGATTCACTCGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGC 
GAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATAAATCGTTCAAATAAACAGGAATA 
TAACTTCAGACAAACAACTTACCGCCCGATTTGTGCTATCGTTTTCGCACAACTTAAAAA 
AACCTGACAATTTTGTACTTTTATTACAGAGAAAGGCTTTACAAATGGACGGCTGGACAC 
AGACGCTGTCCGCGCAAACCCTGTTGGGCATTTCGGCGGCGGCAATCATCCTCATTCTGA 
TTTTAATCGTCAAATTCCGCATCCACGCGCTGCTGACACTGGTCATCGTCAGCCTGCTGA 
CGGCTTTGGCAACCGGTTTGCCCACAGGCAGCATTGTCAACGACATACTGGTCAAAAACT 
TCGGCGGCACGCTCGGCGGCGTGGCGCTTCTGGTCGGCCTGGGCGCGATGCTCGGACGTT 
TGGTCGAAACATCCGGCGGCGCACAGTCGCTGGCGGACGCGCTGATCCGGATGTTCGGCG 
AAAAACGCGCACCGTTCGCGCTGGGCGTTGCCTCGCTGATTTTCGGCTTCCCGATTTTCT 
TCGATGCCGGACTAATCGTCATGCTGCCCATCGTGTTCGCCACCGCACGGCGCATGAAAC 
AGGACGTACTGCCCTTCGCGCTTGCCTCCATCGGCGCATTTTCCGTCATGCACGTCTTCC 
TGCCGCCCCATCCGGGCCCGATTGCCGCTTCCGAATTTTACGGCGCGAACATCGGCCAAG 
TTTTGATTTTGGGTCTGCCGACCGCCTTCATCACATGGTATTTCAGCGGCTATATGCTCG 
GCAAAGTGTTGGGGCGCACCATCCATGTTCCCGTTCCCGAACTGCTCAGCGGCGGCACGC 
AAGACAACGACCTGCCGAAAGAACCTGCCAAAGCAGGAACGGTCGTCGCCATCATGCTGA 
TTCCCATGCTGCTGATTTTCCTGAATACCGGCGTATCGGCCCTCATCAGCGAAAAACTCG 
TAAGTGCGGACGAAACCTGGGTTCAGACGGCAAAAATAATCGGTTCGACACCGATCGCCC 
TTCTGATTTCCGTATTGGTCGCACTGTTTGTCTTGGGACGCAAACGCGGCGAAAGCGGCA 
GCGCGTTGGAAAAAACCGTGGACGGCGCACTCGCCCCCGTCTGTTCCGTGATTCTGATTA 
CCGGCGCGGGCGGTATGTTCGGCGGCGTTTTGCGCGCTTCCGGCATCGGCAAGGCACTCG 
CCGACAGCATGGCGGATTTGGGCATTCCCGTCCTTTTGGGCTGTTTCCTTGTCGCCTTGG 
CACTGCGTATCGCGCAAGGTTCGGCAACCGTCGCCCTGACCACCGCCGCCGCGCTGATGG 
CTCCTGCCGTTGCCGCCGCCGGCTTTACCGACTGGCAGCTCGCCTGTATCGTATTGGCAA 
CGGCGGCAGGTTCGGTCGGTTGCAGCCACTTCAACGACTCCGGCTTCTGGCTGGTCGGCC 
GTCTCTTGGACATGGACGTACCGACCACGCTGAAAACCTGGACGGTCAACCAAACCCTCA 
TCGCACTCATCGGCTTTGCCTTGTCCGCACTGCTGTTCGCCATCGTCTGACAGACGGAAA 
GGATAGTAAATGACTACGCATTTTGTCGTTATGGGCGTATGCGGCTGCGGCAAGACCACC 
GCCGCGCTGTCCCTGCAGAAACACCTCGGTCAATGTCCCTATGCCGAAGGCGACGAGTTC 
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CACACCCAAGCCAACCGCGACAAGATGGGCGCGGGTATTCCGCTGACCGATGAAGACCGC 
TATCCGTGGTTGGGCAATCTGCGCGACTGGATGACGCAACAGGCGCAAAACGGTGCGAAC 
CACACCATCGTAACCTGTTCCGCCCTCAAACGCGGCTACCGCGACATTCTGCGCGGAGCC 
GAAGGCAAAGCTGCCTTCATCCACCTCAGTCCGCCGCAAGACATCAACCTCGAGCGCATG 
ATGTCGCGCAAAGGACATTACATGAAAGCAGGGATGCTCGATTCGCAACTGGAAATCCTC 
GAGGAACTGGGCGAAGGCGAATACGGGGTCAAAATCGCCAACCCCGGCACGCCCGAAGCG 
GTCGAAGCCGATATTCTGAACTGGGTTGCCTCGGAAAACCTGCTTTGAAGCAATATGCCG 
TCTGAAGCCCGACACAGGATGGGTTTCAGACGGCATAAACATCGGGAACAGAATGGATTA 
CATTGATTTATAGTGGATTAACAAAAACCAGTACAGCGTTGCCTCGCCTTAGCTCAAAGA 
GAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTACTGTC 
TGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATAAAATGGAAAATACCCGG 
CTATCGTCTCATTTTCGTTTTAATCAGCCATAAAAATGCCGTCTGAAACCCTTTCAGACG 
GCATTTCTGTCAAACGCCGGACGCACTCAACCCAAACTCAACAGCAGGTTGCGGAACGCG 
TTCGGGTCTTTGATAAACGTCATCTCGCCCGCCTGCGGAAAATGAAAATCCAACAGGCGC 
GACACCCAAAAACGGATGCAGCCGGCACGTTGGGCGGTCGGGAAATACGCCTTTTCTTCG 
GCACTCAAGGGGCGCACGCCCTCATAACCGCCGATAAACGCCTTTTTCAACGCCTCATCC 
AACTTATTGTCCGCCGTCCTTGCCCAATCGTTGACCGCAATCGCCAAGTCATACATAAAA 
TTGCCCCGGCAGGCGTAATAGAAATCGATGAAGCCCGATACCTGACCGCCGTCAAGCAAC 
ACATTGTCTTTAAACAGATCGGCATGGATGATGCCCGAAGGCAGATGATTGCCGAGATTG 
TCCTTCAACGCATCGATTTCGGAACACAGCAGTGCGGCATCGTCTTGCGACAGGACGGGC 
AGCAGCCGGGCGCACGCCTCCGTCCACCACGCATTGTAACGCGGGTTTTCCATTTCCAAA 
GGGAAATCGGCGGCGGCAAGGTGCATTTTCGCCAACATCGCACCGGTATGAAAACACTGC 
TCAGCCGTCGGCAGCGCGGTATCCGAACCTTTCAGGCAGGCAACCAGGCAGGCAGGCTTA 
CCCGCCAAAACGGAATCAAGCCGGCCGTCTTTGCGCGCAACCGGCGCGGCAACCGCCACG 
CCCTTCATACTCAAATGCCGGTTAAGCTCCAGAAAAAACGGCAGCTCTTCCTGTTTCAAC 
ACTTCAAACACGGTCAGCACATAACGTCCCGAAGTCGTCGTCAGAAAATAATTGCTGTTG 
GTAATCCCCTGCGCGATGCCCTGCAGGGAAACAAATTCCCCCAAATCGTAACCGCTCAGG 
AAGCCGCGCATTTCATCATCGGAAACACTGGTATAGACAGACATATCAACTCACTTGCTC 
AAAAACGGGCAAACCCGCCGTCAGAACGCCGGACGGCAGGCAAACATATAATTCACATCG 
GTCGAATCGCACAGGGCATAAGTTTGCGACAACACATGGTAAGTCATACCCTTCGTATCC 
GCCACATCCAAGCCTGCCTGACGGCACATTCGCGCCAGCTCGGCAGGTGCGATGAATTTT 
TTCCAGTCGTGCGTGCCTTTGGGGACAAACTTCAACAGATATTCCGCCGCCACAATCAGA 
TGCAGGTACGATTTCGGGTTTTTATTGATGGTGGAAAAAAACACCATGCCGTCCGGTTTG 
ACCAGATTGGCACAAGCACGCACGATGGCGGCGGGATCGGGGACGTGTTCCATCATTTCC 
ATGCACGTTACCACATCGAACGAGTGCGGTTCCGCCTCGGCAAGGTCTTCCACGCGGATA 
CATTCGTATTCGATATCGGCGACATTGTTCAAAGCCGCGTGCAGGCGGGCGGTTTCCAAC 
GACTGCTCCGCCATGTCGATGCCCTTTACAAACGCCGCGCCGCGCCGCGCCATACTTTCC 
GCCAAGATGCCGCCGCCGCAGCCCACGTCCAAAACCCGTTTGCCGCACAAATCCGCGTGT 
CCGTCGATATAATCCAGCCGCAGCGGATTGATGTCGTGCAAGGTTTTGAACTCGCCCGAC 
TTGTCCCACCATTTGTCGGCAATCCGGCTGAATTTGGCGATTTCCCCCTCATCGACATTA 
TATTTTTTGTCGGACATTTTCCCTCCCATCTGACGAACCGCCCACTCCAAAACCCAAGAT 
TATACTATGGAACACAATGCCGTCTGAAAGCCTTTTCGGGCGGCGCGGCGCAAATACCTT 
ACAAATCCTTACACTTTACGGCATAATGGCGGCTCGCTTTTTCTGGCAGAAAGACAAAAT 
ATGCCCAACAAAACCCCTTCACTGTTCGGCGGCGCGATGATTATCGCCGGCACGGTCATC 
GGCGCAGGCATGCTCGCCAACCCGACCGCCACATCCGGCGTATGGTTTACCGGCTCGCTG 
GCCGTGTTGCTGTACACCTGGTTTTCTATGCTTTCCAGCGGCCTGATGATTTTGGAAGTC 
AACACCCATTATCCGCACGGCGCAAGTTTCGACACGATGGTCAAAGACCTGCTCGGACGC 
GGCTGGAACATCATCAACGGCATCGCCGTCGCCTTCGTTTTATACCTGCTTACTTACGCT 
TATATCTTCGTCGGCGGCGACCTGACCGCCAAAGGCTTAGGCAGCGCGGCAGGCGGCGAC 
GTTTCACTCACCGTCGGACAACTCGTCTTCTTCGGCATCCTCGCCTTTTGCGTATGGGCA 
TCCGCACGCTTGGTCGACCGCTTCACCGGCGTCCTTATCGGCGGCATGGTATTGACCTTT 
ATTTGGGCGGCCGGCGGGCTGATTGCCGATGCCAAGCCGTCCGTCCTCTTCGATACCCAA 
GCCCCCGCCGGCACAAACTACTGGATTTACGCCGCCACCGCCCTGCCCGTCTGCCTCGCT 
TCCTTCGGCTTCCACGGCAACGTCTCCAGCCTGCTCAAATACTTTAAAGGCGACGCGCCC 
AAAGTGGCTAAATCCATCTGGACGGGCACACTGATTGCGCTGGTAATTTACGTCCTCTGG 
CAAACCGCCATCCAAGGCAACCTGCCGCGCAACGAGTTCGCCCCCGTCATCGCCGCCGAA 
GGGCAAGTCTCCGTCCTCATCGAAACCCTGTCCAAATTCGCCCAAACCGGCAATATGGAC 
AAAATATTGTCCCTGTTTTCCTATATGGCGATCGCCACCTCGTTTTTAGGCGTAACGCTC 
GGACTCTTCGACTACATCGCCGACATCTTCAAATGGAACGACAGCATCTCCGGCCGCACC 
AAAACCGCCGCGCTGACCTTCCTGCCGCCCCTGATTTCCTGCCTGCTCTTCCCCACCGGC 
TTCGTTACCGCCATCGGCTACGTCGGCCTGGCGGCAACCGTCTGGACAGGCATCATCCCC 
GCCATGCTGCTCTACCGTTCGCGCAAAAAATTCGGCGCAGGCAAAACCTATAAAGTTTAC 
GGCGGCTTGTGGCTGATGGTTTGGGTCTTCCTTTTCGGCATCGTCAACATCGCCGCACAG 
GTATTGAGCCAAATGGAACTCGTCCCCGTATTTAAAGGATAAAGGCAAAATGCCGTCTGA 
AGCCCGCCGGCGGCTTCAGACGGCATTGCCGCAACAAACGGCAACCGTATTCCGGCACAC 
AGCGCATTACCCTGCCCCTCACGCACAAATCCCGCCCCGACAAACCGGGACGCAACCATA 
AAGGAACAATGATGAAGCTCAAAATAGACATTGCAACCAACAACTTCAAACACGGCGGCG 
GCACGGAACGCTACACATTGGATTTGGTAAAGGGTCTGAACAGACAAAACATCACACCGG 
CCGTTTATGCGACGAAATTTGATCACAGCATTCCTGAATACGCCCTAATCGAACCCCATC 
TTGTCGATCAACACCGGACGCTGAAAAAACTACGCTCATTCCTCTTTTCAAGCCGGCTCG 
CTCAAACCAGAAAAAACAGTGCCGCCAAACTGATTGCCTGCCACCACGCCGATTACGCCG 
ACCTCCTCATCTGCGGCGGCACACACTTGGGCTACCTGCACCATATGGCGCAAAAACCGA 
ACCTGCTCGACCGCCTCGCCATACGCCGCAACCGCAGCAACTACGCCACCGCCAAACTGA 
TTATGGCGCATTGCCATATGATGCGGCGCGAACTGGTCGGACTGTACGGCGTTCCCCCTG 
AAAGAATCCAAGTCGCCCCCCCCCCCCGCAGATACGGAACGCTTCTTTCCACAACCCGGA 
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GAAACTGCCGACCTGCGCGCCAAATACGGCTTTGCCGACCATGAAACCGTTTTCCTGTTC 
CCATCGACCGGCCACACGCGCAAAGGTCTGGAACTGCTTGCCGACTTTTTCGAACATACC 
AGCCTGCCCGTCAAGCTCGCCGTTGTCGGCTCCCCGCTTCCCCGCCCTATGAAAAACGTC 
GTCGGACTGGGCTTCTGCACCGATATGCCCGAACTCTACCGCGCCGCCGACTTTACCATT 
ATGGCTTCCCTGTACGAACCCTTCGGGCTGGTCGGCGTCGAATCCGTCCTATGCGGCACA 
CGCGTCGTCCTCTCCGAAAACATGGCATGTACAGAGGTCATGAACGAAGAAGCCGGCTTC 
TTTTTCTCACGCCAAAACCCGGAAACCCTGGCGCAAGCCGTTGCCCAAGCCGTCAGCCTT 
AAAAAACAGGGCGGACACCGCCTGTCCGACCCGATGCGGGCACTGAACTACAACCCGGCT 
TTAGACAAACACATCGGGCTGATTCTTGAAATGCTTGCCGCCTGACCGCGTCCCCAAACG 
GCATTGCCCCGCAACTTCCGCGCCGAGACTTTTGCAGCGGAAAATACGTCCGGCAGAAAA 
TCCGCCGTTGCAGGAGCAGGCAGGAAAACATCGGCAACCGCCCCCGAAACGCCGTACCCG 
CGCATTGCAAGCGGTTGCCGGAACAGGCGCGTTATCGCGCGGCACAGGCGCATTTCCACC 
GATATTTCAGTATAATGCCACCCCCGACCTGCCCCAATCCAAAGGAAACGCGATGAAACT 
CATCATTCTCGACCGCGACGGCGTCATCAATCAGGACCGCGACGACTTCGTCAAATCCGT 
TGACGAGTGGATACCTGTCGAAGGCAGCATGGATGCGGTGGCATTTCTGACGCAGGCAGG 
CTACACCGTCGCCGTTGCCACCAACCAATCCGGCATCGGGCGCAAATATTTTACCGTTCA 
AAACCTTACCGAAATGCACGCCAAAATGCACCGCCTCGTCCGTCAGGCAGGCGGCGAAAT 
CAACGGCATCTGGTTCTGCCCGCACACCGATGCCGACAACTGCAACTGCCGCAAGCCCAA 
ACCGGGTATGATTGAAGACATCATCGGACGCTTCAACGCCCAAGCCTCGGAAACCTGGCT 
GGTCGGCGACAGCCTGCGCGATTTGCAGGCAATCGATGCCGTCGGCGGCAAACCCGCGCT 
GGTTCTGACCGGAAAAGGCAAAAAAACGCTCTCCCAACACGGACACGAATTGCCCGAACA 
CACACAGGTTTTCGATACCCTGCTCGATTTCTCACAATACATCATGCAGGAAAACACCGC 
ACCGCAAGCCGACTGAACATACCGCATTCCGACAAGGCAAAACCATGCTCATCATCCGCA 
ACCTGATTTACTGGCTGATACTCTGTTCCACCCTGATTTTCCTCTTTCCCTTTATGCTGC 
TCGCCTCGCCTTTCCGGGACGGGGCGCACAAGATGGCGCGGGTCTGGGTCGGCATTCTCA 
ACTGGTCGCTCAAACACATCGTCGGGCTCAAATACCGCATCATCGGCGCGGAAAACATCC 
CCGACCGCCCCGCCGTCATCTGCGCCAAACACCAAAGCGGCTGGGAAACGCTCGCCCTTC 
AGGACATTTTTCCGCCGCAGGTTTACGTTGCCAAACGCGAGTTGTTCAAAATCCCCTTTT 
TCGGCTGGGGCTTGAAACTGGTCAAAACCATAGGCATAGACCGCAACAACCGCCGCGAAG 
CCAACGAGCAGCTCATAAAACAGGGGTTGGTGCGCAAAAACGAAGGCTATTGGATTACCA 
TTTTCCCCGAAGGCACGCGCCTTGCGCCCGGAAAACGCGGCAAATACAAACTCGGCGGCG 
CGCGCATGGCGAAAATGTTTGAGATGGACATCGTCCCCGTCGCCCTCAACAGCGGCGAAT 
TTTGGCCGAAAAACTCCTTTCTGAAATATCCGGGGGAAATCACCGTCGTCATCTGTCCGA 
CCATCCCGCACGCAAGCGGCAGCGAAGCCGAATTGATGGAAAAATGCGAACATCTCATCG 
AAACGCAACAACCGCTTATTTCCGGCGCAGGCCCGTTTGCCGCCAAAATGCCGTCTGAAA 
CCGCATGACCGCCTTTGTCCACACCCTTTCAGACGGCATGGAACTGACCGTCGAAATCAA 
GCGCCGTGCCAAGAAAAACCTGATTATCCGCCCCGCCGGCACACATACCGTCCGCATCAG 
CGTCCCACCCTGCTTCTCCGTCTCCGCTCTAAACCGCTGGCTGTATGAAAACGAAGCCGT 
CCTGCGGCAAACACTGGCGAAAACACCGCCGCCGCAAACTGCCGAAAACCGGCTGCCCGA 
ATCCATCCTCTTCCACGGCAGACAGCTTGCCCTCACCGCCCATCAAGACACGCAAATCCT 
GCTGATGCCGTCTGAAATCCGTGTTCCCGAAGGCGCACCCGAAAAACAGCTTGCGCTGCT 
GCGGGACTTTTTGGAACGGCAGGCGCACAGTTACCTGATTCCCCGCCTCGAACGCCACGC 
CCGCACCACACAACTGTTCCCCGCCTCCTCCTCGCTGACCTCTGCCAAAACCTTCTGGGG 
CGTGTGCCGCAAAACCACAGGCATACGCTTCAACTGGCGGCTGGTCGGCGCACCGGAATA 
CGTTGCCGACTATGTCTGCATACACGAACTCTGCCACCTCGCCCATCCCGACCACAGCCC 
CGCCTTTTGGGAACTGACCCGCCGCTTCGCCCCCTACACGCCCAAAGCGAAACAGTGGCT 
CAAAATCCACGGCAGGGAACTTTTCGCCTTAGGCTGACGCGGACCGGACCGACCCGCCGC 
TTTCAGACGGCATCCGTGCCGGAACAGGCACGCGCCCGCCCGATTCAAACCGCGATGACG 
CTTTGCCGCCGGTTCGGGGCAGGATGGCGGCACACACGCCGTCTGCCGCGTTTCATTTCA 
CACCGCTCTTCCGAAACCCGAAACCCGCCCGGTCCGACGTGCGGTATGAAACGCTTAAGC 
TGACGCGAAGTCTTTTACTGATTTGCCCGCGAAAATGCCGTCTGAAAGGTTTTCGGACGG 
CATTTTTTTTGCGTTTCCCAGGATGGCGGCGGATTCGTAAAAGGCGGTCAGGGTGGATTG 
TAGGATGGGTTGAGACCTGCCGAATCCGCCGCATCTGCCAAATCTACCGCCGTCATTCCT 
ACGAAAGTGGGAATCTAGAACGCGGGGTTAAGAAAACCTGCATCCCGTCATTCCCACGAA 
AGTGGGAATCCAGTTTTTTGAGTTTCAGTCATTTCCGATAAATTGCCTTAGCATTGAATG 
TCTAGATTCCCGACTGCGCGGGAATGACGAATCCATCCATACGGAAACCTGCACCGCGTC 
ATTCCCACGAAAGTGGGAATCCAGGACGAAAAATCTCCAGAAACCGTTTTATCCGATAAG 
TTTCCGCACTGACAGACCTAGATTCCCGCCTGCGCGGGAATGACGAATCCATCCATACGG 
AAACCTGCATCCCGTCATTCCTACGAACCTACATTCCGTCATTCCCACGAAAGTGGGAAT 
CCAGAATCCCAGACTTTCAGATAATCTTTGAATATTGCTGTTGTTCTAAGGTCTAGATTC 
CCGCCTGCGCGGGAATGACGGGATTTGAGGTTTCTGTTCGCGTCATTCCCACGAACCTGC 
ATCCCGTCATTCCCACGAAAGTGGGAATCTAGTTTTGTCGGTGCGGAAACTTATCGGATA 
TAGT GGATT AAC AAAAAT C AGGAC AAGGC GAC GAAGC C GC AGAC AGT AC AAAT AGT AC GG 
AACCGATTCACTTGGTGCTTCAGCACCTGAGAGAATCGTTCTCTTTGAGCTAAAGCGAGG 
CAACGCTGTACTGGTTTTTGTTAATCCACTATAAAATGGTTTCTTTAGATTTTACGTCCT 
AGATTCCCGCCTGCGCGGGAATGACGATTCGGGCACTCCTGACAGGGTAAATTCACAGGA 
TAGCGATTCGTAGCAACTGCATCCCCCCCCCCCAACAACTCCCCAAACAACGCCGCTCGC 
CCTGGGCGTTTGCCGTTTCCCTGCAAAATCTGCGATACAATGCAGTCTGAACATTTATCC 
GAATCCCAAATCCGATGGATACCGCACAAAAACAACGCTGGGCAATAACCCTATCCTATG 
ACGGCAGCCGCTTTTACGGCTGGCAGAAACAGGCTGACGGCGTACCGACCGTTCAGGCGG 
CATTGGAAACCGCGCTCGCCCAAATAGCAGGGGAAGCGGTTTCCACCACCGTTGCCGGCA 
GGACCGACACCGGCGTGCATGCCACCGCCCAAGTCGTCCACTTCGACACAACTGCCGCCC 
GTCCCCAACAGGCATGGGTGCGCGGCGTAAATGCCCACCTGCCCGAAGGCATTGCCGTTT 
TGGACGCCCGACAGGTCGCCCCCGAATTTCATGCACGATTTGACGCATACGGACGGCACT 
ACCGCTACCTGCTCGAATCCGCCCCCGTCCGTTCCCCCCTGCTCAAAAACAGGGCAGGCT 
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GGACACACCTCAAACTCGACATCGGGCAGATGCGGCAGGCTGCCGCCTTATTGGTCGGCG 
AACAAGACTTCTCCAGCTTCCGCGCCGCCGAATGCCAAGCAAAATCCCCCGTCAAAACCA 
TCTACCGCGCCGACCTTACCCAAAGCTCAGGACTCGTCCGCCTCGATTTGCACGGCAACG 
CCTTTTTGCACCACATGGTACGCAACATCATGGGCGCGCTCGTTTATGTCGGCAGCGGCA 
GACTCAGCGTCGAAGGCTTCGCCGCACTGATTCAAGAACGCAGCCGCCTCAAAGCCCCGC 
CGACCTTCATGCCCGACGGACTTTACCTGACCGGCGTCGACTATCCCGAGGCATACGGCA 
TCATCCGCCCCCAAATCCCCGAATGGCTTTAAAACATGCTTGTCGCGGAGATTTTGAAAT 
CGGACAAACTGTCAGGCAATCTTTTTCCATGTTGACACTACCTCATCAAGGTACTAACAT 
TGTTATTACATAAACAGGTGAATATGGTACGTATATGATTCTCAACATACGCAAAATGGG 
AAACTCGCAAGGCGTGATTCTGCCCAAATCATTATTGGGTCAAATAGGGGCAGTAGACAG 
CTTGGCTGTTACAGTTGAAAAGGGCAATATTATTTTAAGCTGTCCTACCGTTCGCAGGGG 
ATGGGCAGAAGCTGCCGCAATGCTTGTCGAAACCGAGCAGGAGCATTTTTTTTCCGAAAT 
TGAAAACGAAGCGGATAAAGAATGGATATGGTAGTACGCGGCGGAATCTATCTGGTCTCC 
TTAGACCCGACCGTAGGAAGCGAAATCAAAAAGACACGTCCTTGTGTCGTAGTCTCTCCT 
CCTGAAATACACAACTATCTCAAGACTGTGCTGATCGTTCCCATGACGAGCGGAAGCCGT 
CCTGCCCCGTTCCGCGTCAATGTCCGCTTTCAGGATAAAGACGGTTTGCTTTTGCCCGAA 
CAGATTAGGGCTGTGGATAAAGCCGGATTGGTCAAACATCTTGGCAATTTAGACAACAGT 
ACGGCTGAAAAACTGTTTGCAGTATTGCAGGAGATGTTTGCCTGATTGAATAGTCTGAAT 
GGATTGTGTTCATTATAGTGGATTAACTTTAAACCAGTACGGTGTTGCCTCGCCTTAGCT 
CAAAGAGAACGATTCTCTAAGGTGTTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGT 
ACTGTCTGCGGCTTCGTCGCCTTATCCTGATTTTTGTTAATCCACTATAAAGACCGTCGG 
GCATCTGCAGCCGTCATTCCCGCGCAGGCGGGAATCTAGAACGTGGAATCTAAAGAAACC 
GTTTTACCCGATAAGTTTCCGCACCGACAGACCTAGATTCCCGCCTGCGCGGGAATGACG 
GGATTTTAGGTTTCTAATTTTGGTTTTCTGTTTTTGAGGGAATGACGGGATGTAGGTTCG 
TAAGAATGACGGGATATAGGTTTCCGTGCGGATGGATTCGTCATTCCCGCGCAGGCGGGA 
ATCTAGAACGTGGAATCTAAGAAACCGTTTTATCCGATAAGTTTCCGTGCGGACAAGTTT 
GGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTAATTTTGGTTTTCTGTTTT 
TGAGGGAATGACGGGATGTAGGTTCGTAGGAATGACGGGATATAGGTTTCCGTGCGGATG 
GATTCGTCATTCCCGCGCAGGCGGGAATCTAGACCTTAGAACAACAGCAATATTCAAAGA 
TTATCTGAAAGTCCGAGATTCTAGATTCCCGCCTGAGCGGGAATGACGAAAAGTGGCGGG 
AATGACGGTTAGCGTTGCCTCGCCTTAGCTCAAAGAGAACGATTCTCTAAGGTGTTGAAG 
CACCAAGTGAATCGGTTCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGA 
TTTTTGTTAATCCACTCTAAAGACCGTCGGGCATCTGCAGCCGTCATTCCCGCGCAGGCG 
GGAATCCAGACCTTAAGGCAGCGGCAATATTCAAAGATTATCTGAAAGTCCGAGATTCTA 
GATTCCCGCCTGAGCGGGAATGACGAAAAGTGGCGGGAATGACGGTTAGCGTTGCCTCGC 
CTTAGCTCAAAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTAC 
TATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATCTCCT 
GCCGCAGGGGCGGGTTTTGCATCCGCCCGTTCCGAAAGAAACCACGTGCGCGTTTTTTGC 
CGTCTTTATAACCCCCGGTTTGCAATGCCCTCCAATACCCTCCCGAGTAAGTGTTGTAAA 
AATGCAAATCTTAAAAAATTTAAATAACCATATGTTATAAAACAAAAAATACCCATAATA 
TCTCTATCCGCCCTTCAAAATACACATCGAATTCCACACAAAAACAGGCAGAAGTTTGTT 
TTTTCAGACAGGAACATCTATAGTTTCAGACATGGAATCGCCGAAAACGTCGGCGGTAAA 
TGCAAAGCTAAGCGGCTTGGAAAGCCCGGCCGGCTTAAATTTCTTAACCAAAAAAGGAAT 
ACAGCAATGAAAAAATCCCTGATTGCCCTGACTTTGGCAGCCCTTCCTGTTGCAGCAATG 
GCTGACGTTACCCTGTACGGCACCATCAAAGCCGGCGTAGAAACTTCCCGCTCTGTATTT 
CACCAGAACGGCCAAGTTACTGAAGTTACAACCGCTACCGGCATCGTTGATTTGGGTTCG 
AAAATCGGCTTCAAAGGCCAAGAAGACCTCGGTAACGGCCTGAAAGCCATTTGGCAGGTT 
GAGCAAAAAGCATCTATCGCCGGTACTGACTCCGGTTGGGGCAACCGCCAATCCTTCATC 
GGCTTGAAAGGCGGCTTCGGTAAATTGCGCGTCGGTCGTTTGAACAGCGTCCTGAAAGAC 
ACCGGCGACATCAATCCTTGGGATAGCAAAAGCGACTATTTGGGTGTAAACAAAATTGCC 
GAACCCGAGGCACGCCTCATTTCCGTACGCTACGATTCTCCCGAATTTGCCGGCCTCAGC 
GGCAGCGTACAATACGCGCTTAACGACAATGCAGGCAGACATAACAGCGAATCTTACCAC 
GCCGGCTTCAACTACAAAAACGGTGGCTTCTTCGTGCAATATGGCGGTGCCTATAAAAGA 
CATCATCAAGTGCAAGAGGGCTTGAATATTGAGAAATACCAGATTCACCGTTTGGTCAGC 
GGTTACGACAATGATGCCCTGTACGCTTCCGTAGCCGTACAGCAACAAGACGCGAAACTG 
ACTGATGCTTCCAATTCGCACAACTCTCAAACCGAAGTTGCCGCTACCTTGGCATACCGC 
TTCGGCAACGTAACGCCCCGAGTTTCTTACGCCCACGGCTTCAAAGGTTTGGTTGATGAT 
GCAGACATAGGCAACGAATACGACCAAGTGGTTGTCGGTGCGGAATACGACTTCTCCAAA 
CGCACTTCTGCCTTGGTTTCTGCCGGTTGGTTGCAAGAAGGCAAAGGCGAAAACAAATTC 
GTAGCGACTGCCGGCGGTGTCGGTCTGCGCCACAAATTCTAATCTGCAAAGATTGGTATC 
AACAAAAAGCCTGTCGCCAGACAGGCTTTTTTCTGTTTGGCTTTTTCCTGTTTTCTGTTT 
GGCTTTTTCCTGTTTTCTGTTTCGCTGTTTTCTGTTTCGCTGTTTTCTGTTTCGCTGTTT 
TCTGTTTCGCTGTTTTCTGTTTCGCTGTTTTCTGTTTCGCTGTTTTCTGTTTGGCTTTTT 
TCTGTTTGGCTTTTTTCTGTTTGGCTTTTTCCTGTTTTTAGTCTTTTTTATTCAATGTCA 
AAATATGCCGTCATTCCCGCGCAGGCGGGAATCTAGTGCGTTGAGTTTCAGCTATTTAGA 
ATAAATTTTGAAACTTTAATCCCGTCATTCCCACGAAAGTGGGAATCCAGGACGCAAAAT 
CTCAAGAAACCGTTTTACCCGATAAGTTTCCGCACCGACAGACCTAGATTCCCGCCTGCG 
CGGGAATGACGGGATTTGAGGTTGCGGCATTTATCGGGAGCAACAGAATCCGCTCTGCCG 
TCATTCCCACGAAAGTGGGAATCTAGTTCGTTCGGTTTCGCTTGTTTTAAGTTTCGGGTA 
ACTTCCACTTCGTCATTCCCGCGCAGGCGGGAATCCAGTGCGTTGAGTTTCAGCTATTTA 
GAATAAATTTTGAAACTTTAATCCCGTCATTCCCACGAAAGTGGGAATCTAGTTTTTTGA 
GTTTCAGTCATTCCCGATAAATTGCCTTAGCATTGAATGTCTAGATTCCCGCCTGCGCGG 
GAATGACGGCGGAAAGATTCTATTTTTCCCGATAATCGCCCACAATCTCAAATTCCTTCA 
TTCTCTCAAAAAGAAAATCAGAATCCTAAATCCCATCATCCCCATCTATGTGAATATAAA 
AATTTTAAAAATTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTAGCTCA 
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AAGAGAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATCTGTAC 
TGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATTTTCACAAGCGA 
AAGAATGCCGTCTGAAGCCTTTTTTCCGGTTTTCAGACGGCATTTTTTGCTTGACGTTTA 
ACTGTAAATCTTCGCGCCTTTTTTGACGAACTCGACCGCTTTTTCCTCCATGCCCTGCCG 
TTGGGCTTTTTGCTTGTCGGCGTAGTCGCGCACTTCCTGCGTGATTTTCATCGAGCAGAA 
TTTGGGGCCGCACATCGAGCAGAAGTGGGCGATTTTCGCGCCTTCGGCAGGCAGGGTTTC 
GTCGTGGAAGCTCTCGGCACGTTCAGGGTCGAGGCTTAAGCGAAATTGGTCGCGCCAGCG 
GAACTCGAAACGCGCTTTGCTCAGGGCGTTGTCACGTAATTGTGCGCCCGGCCAGCCTTT 
GGCGAGATCGGCGGCGTGGGCGGCGAGTTTGTAGGTGATGATGCCGGTGCGCACGTCTTC 
TTTGTCGGGCAGCCCCAAATGCTCTTTCGGGGTAACGTAACAAAGCATCGCCGTGCCGTA 
CCAGCCGATATTGGCCGCGCCTATGCCCGAGGTGATGTGGTCGTAGCCGGGTGCGATGTC 
GGTAACGAGCGGGCCGAGCGTGTAAAAAGGTGCTTCAAAGCAGTGTTGCAGCTCTTCGGT 
CATGTTTTCTTTGACGCGTTGCAGCGGCACATGGCCGGGGCCTTCGATCATGACTTGTAC 
GTCATGTTTCCACGCTTTATCGGTCAATTCGCCCAAGGTGTGCAGTTCGGCGAATTGGGA 
TTCGTCGTTGGCATCGGCAATGCAGCCGGGGCGCAGGCCGTCGCCGAGGCTGAACGATAC 
GTCATACGCTTTCATAATTTCGCAGATTTCGTCGAAATGCGTGTAGAGGAAATTTTCCCG 
ATGATGTGCCAAACACCATTTCGCCATAATCGAACCGCCGCGCGAGACGATGCCGGTGAG 
GCGGTTGGCGGTCATCGGCACATAACGCAGCAACACGCCCGCGTGTATGGTGAAATAGTC 
CACGCCTTGCTCCGCCTGTTCGATGAGGGTGTCGCGGAACAAATCCCAAGTCAAATCTTC 
GGCGATGCCGCCGGTTTTTTCCAACGCTTGGTAAATCGGCACGGTGCCGATGGGGACGGG 
CGCGTTGCGGATAATCCATTCGCGCGTTTCATGGATGTGCGCGCCGGTGGACAAATCCAT 
AATCGTGTCCGCGCCCCAACGCAGCGACCACACCATTTTTTCGACTTCTTCGGTCAGGCT 
GGAGGTGACGGCGGAGTTGCCCAAGTTGCCGTTGATTTTGACACGAAAGTTGCGGCCGAT 
AATCATCGGTTCGAGTTCGGGGTGGTTGATGTTGGCGGGAATAATCGCGCGTCCGGCGGC 
GATTTCTTGGCGCACGAATTCGGGCGTGATTTGGTCGGGATGGGTCGGGATGTTCGCACC 
GAAACTTTGCCCCGCGTGCTGTTCCAAGAGTTTGGCGTATTCCGGTTTTTGGGACAATTC 
GTCTAATTTTAAACGTTCGCGTATGGCGACAAACTCCATTTCGGGCGTGATAATGCCTTG 
GCGCGCGTAGTGAAGCTGGGTTACGTTGCTGCCGCTTTTCGCGCGGCGCGGGCGGGTGAT 
TTGGTTGAAACGCAGATGGGCGGTTTTCGGATCGTGTGCGCGTTCGATGCCGTATTCGCT 
GGAGAGCTTGGGCAGGATTTCGGTATCGCCGCGTTCGTCCAGCCACGCGGTGCGGATGTG 
CGGCAGACCTTGTTTCAGGTCGATATGCGCCGCCGGGTCGCCGTACACGCCGCTGGTGTC 
GTAGACGGGAATCGGCGGATTGGCTTCCGTACCTTGCGCCGTGTAGGTGTCGTCCTGACG 
GATTTCGCGCAAAGGCACGCGGATGTCGTCGCGGCTGCCTTGCAGATACACGCGTTCCGA 
GTTCGGATATTTAAAGCAGATGCCGATGTCTTCGCTCAAGTCGGCAAGCTCGCGCGCTTC 
GTTGCCGGAAGTTTTGGCGGTTTTTTTTGGCGTAGTCATAAAAAAATGCTCCTGTTTTCT 
CGTTTAGAATTAAAGAAACAGGAGCGTTTTGCGTTTTCAGACGGCATTTGAAAACCAATG 
CCGTCTGAAAAGCAGAATCCGTGAAAACTCCCCACGCAGGTATTATCCCGATCGGGTGTA 
AAGGGTATTTCTCAGCCGCCTAAACATCAGGCAGCACCCCTGTTTCAATGTTAACCAAAA 
TTAAATCACGAACATGAACTTTTGTAAAGAAAATAATATTTCAAATCAGGCATAAACCGC 
CGGACGGCAAAATTTTATGATTTTTCGCGGAAGTAATGTTTGACAACATAAAAAATCTGC 
CGTATAGTTTCATCTTCTGACGCGGGATGGAGCAGCATGGTAGCTCGTCGGGCTCATAAC 
CCGAAGGTCGTAGGTTCGAATCCTGCTCCCGCAACCAAATATCAAACCCCTCGGTTCAAT 
GCCGAGGGGTTTTGTTTTGCCTGTTTCCTGTTTCCTGTTTCCTGCCGCCTCCGTTTTTTG 
CCGGATTTTCCTTCCGGCCGCAATATCGGAACGGCAGACCGCCGTCTGTTTGCGGTTGCA 
AATTCAGGCAGTTTGGCTACAATCTTCCGCATTGTCTTCAAGAAAGCCAACCATGCCGAC 
CGTCCGTTTTACCGAATCCGTCAGCAAACAAGACCTTGATGCTCTGTTCGAGTGGGCAAA 
AGCAAGTTACGGTGCAGAAAGTTGCTGGAAAACGCTGTATCTGAACGGTCTGCCTTTGGG 
CAACCTGTCGCCGGAATGGGTGGAACGCGTCAAAAAAGACTGGGAGGCAGGCTGCTCGGA 
GTCTTCAGACGGCATTTTTCTGAATGCGGACGGCTGGCCTGATATGGGCGGACGCTTACA 
GCACCTCGCCCTCGGTTGGCACTGTGCGGGGCTGTTGGACGGCTGGCGCAACGAGTGTTT 
CGACCTGACCGACGGCGGCGGCAACCCCTTGTTCACGCTCGAACGCGCCGCTTTCCGTCC 
TTTCGGACTGCTCAGCCGCGCCGTCCATCTCAACGGTCTGACCGAATCGGACGGCCGATG 
GCATTTCTGGATAGGCAGGCGCAGTCCGCACAAAGCAGTCGATCCCAACAAACTCGACAA 
TACTGCCGCCGGCGGTGTTTCCGGCGGCGAAATGCCGTCTGAAGCCGTGTGTCGCGAAAG 
CAGCGAAGAAGCCGGTTTGGATAAAACGCTGCTTCCGCTCATCCGCCCGGTATCGCAGCT 
GCACAGCCTGCGCTCCGTCAGCCGGGGTGTACACAATGAAATCCTGTATGTATTCGATGC 
CGTCCTGCCCGAAACCTTCCTGCCTGAAAATCAGGATGGCGAAGTGGCGGGTTTTGAGAA 
AATGGACATCGGCGGTCTGTTGGATGCCATGTTGTCGGGAAACATGATGCACGACGCGCA 
ACTGGTTACGCTGGACGCGTTTTGCCGTTACGGTCTGATTGATGCCGCCCATCCGCTGTC 
CGAGTGGCTGGACGGCATACGTTTATAGGATGCGCCATGCTTGAACTGAACGGACTCTGC 
AAACGCTTCGGCAATAAAACCGTCGCCGACAACATCTGCCTGACTGTCGGGCGCGGCAAA 
ATACTCGCCGTTTTGGGGCGGTCGGGCTGCGGAAAATCCACCCTGCTGAATATAATTGCG 
GGGATTGTCCGGCCGGACGGCGGGGAAATATGGCTGAACGGAGAAAACATTACCCGTATG 
CCGCCCGAAAAACGCCGTATCTCGCTGATGTTTCAAGATTACGCGCTGTTTCCCCATATG 
AGTGCGCTGGAAAATGCGGCATTCGGTTTGAAAATGCAAAAAATGCCGAAAGCCGAAGCC 
GAACGCCTCGCCATGGCGGCACTTGCCGAAGTCGGACTGGAAAACGAGGCGCACCGCAAG 
CCTGAAAAACTTTCCGGAGGCGAGAAGCAACGGCTGGCGTTGGCGCGCGCTTTGGTTGTC 
CGCCCTTCCCTGCTGCTGTTGGACGAATCGTTTTCCAGTTTGGACACGCATTTGC GCGGC 
ACGCTGCGCCGTATGACTGCCGAACGTATCCGAAACGGCGGCATCCCTGCCGTTTTGGTA 
ACGCATTCGCCCGAAGAAGCCTGTACGACGGCAGACGAAATCGCCGTGATGCATAAAGGG 
AGGATTCTACAATACGGTACGCCCGAAACATTGGTCAAAACACCATCCTGCGTGCAGGTC 
GCCCGACTGATGGGTTTGCCCAATACCGACGATAACCGCCATATTCCGCAACATGCGGTG 
CGTTTCGACCAAGACGGCATGGAGTGCCGCGTATTATCCCGTACCTGTTTGCCCGAATCG 
TTCAGCCTGTCCGTCCTCCATCCGGAACACGGCATCCTGTGGCTGAACCTCGATATGCGG 
CACGCCGGGGCGGTATCGGGCAAGGATACGGTACGCATCCATATCGAAGAACGGGAAATC 
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GTCCGCTTCCGCTGATGCTTCTTAAAAACAAAATGCCGTCTGAAAACCTTTCAGACGGCA 
TTTTTTTACCAAAGCAGCCATATTTTTTTATCAGGGCTGCAAAATTTTATCCGAAACAAC 
AACAATCTTTTCATCGTCATTCCCGCGCAGGCGGGAATCTAGAACGTAAAATCTAAAGAA 
ACCGTTTTTCCCGATAAGTTTCCGTGCCGACAGACCTAGATTCCCGCCTGCGCGGGAATG 
ACGGATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGACGAGACTTGAGAT 
GGCGGCATTTATCGGGAGCAACTGAAACCACCCTGCCGTCATTCCCGCAAAAGCGGGAAT 
CTAGAACCCAACACGGCAAAAATTTATCCGAAGCGACAACAATCTTTTCATCGTCATTCC 
CGCGCAGGCGGGAATCCAGAACGTAAAATCTAAAGAAACCGTTTTTCCCGACAAGTTTCT 
GTGCCGACAGACCTAGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTGATTT 
TGGTTTTCTGTTTTTGAGGGAATGACGAGACTTGAGATGGCGGCATTTATCGGGAGCAAC 
TGAAACCACCCTGCCGTCATTCCCGCAAAAGCGGGAATCTAGAACCCAACGCGGCAAAAA 
TTTATCCGAAGCGACAACAATCTGAGACCTTTGCAAAATTCCTTTCCCTCACAACAGCCG 
AAACCCAAACACAGGTTTTCGTCTATTTTCGCCCCAAATACCTCCTAATTCTACCCAAAT 
ACCCCCTTAATCCTCCCCGGATACCCGATAATCAGGCATCCGGTCGCCTTTTAGGCGGCA 
GCGGGCGCACTTAGCCTGTTGGCGGCTTTCAACAGGTTCAAACACATCGCCTTCAGATGG 
CTTTGCGCACTCACTTTAATCAGTCCGAAATAGGCTGCCCGGGCGTAGCGGAATTTACGG 
TGCAGCGTACCGAAGCTCTGTTCGACCACATAACGGGTCTTCGACAAATATCGGTTGCGT 
TTGGTTTGCGCCTCCGTCAGCGGACGGTTGCGGCAGGCTTTGCGCATAATATAGTGGATT 
AAATTTAAACCAGTACGGCGTTGCCTCGCCTTGCCGTACTATCTGTACTGTCTGCGGCTT 
CGTCGCCTTGTCCTGATTTAAATTTAATCTACTATAATGTGCAGTTTCTCGATATAGCCT 
TCCGCATCGGTGCGGGTATGTTGTTTGTAACCGAGTTTGTAGAGGCCGTTTTTCTTGATC 
CAACGCGCATCGCTGTCCTTACTCCGTGTGGTTTGGCCGCTGACTTGTCCTTCTTCATCG 
ACTTCTATGGCCTGACGCTGTTTGCCGTCGGCGGTCTGAATAATGGTGGCGTCAATGACG 
GCGGCGGATGCTTTCTCTACTTTTAAACCTTTTTCGGTCAGTTGGCGGTTGATCAGTTTG 
AGCAATTCGGACAGGGTGTCGTCTTGCGCCAGCCAGTTGCGGTAGCGGCATAAGGTGCTG 
TAATCGGGGATGCTCAGTTCGTCGAAACGGCAAAACAGGTTGAAGTCGATGCGGGTAATG 
AGGCTGTGTTCGAGTTCGGGATCGGAGAGGCTGTGCCATTGTCCGAGCAGGACGGCTTTG 
AACATGGACAGCAGCGGATAGGCGGGACGGCCGCGGTGGTCTCGAAGGTAACGGGTTTTT 
TGACGGTTCAGGTATTGTTCGATCGGCTGCCAATCAATCACTTGATCCAACTTCAATAGC 
GGGAAGCGGTTGATGTGTTTGGCAATCATGGCTTGTGCGGTTTGCTGGAAGAAGGTGCTC 
ATGGAAAATCTCCTAAATGTCTTGGTGGGAATTTAGGGGATTTTGCAAAGTTTTCAACAA 
GTTTCCGCACCGACAAACCTAGATTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTC 
TGATTTCGGTTTTCTGTTTTAAGGGAATGACGAGACTTGAGATGGCGGCATTTATCGGGA 
GCAACAGAAACCACTCTGCCGTCATTCCCGCGAAAGCGGGAATCTAGAACCCAACGCGAC 
AAAAATTTATCCGAAGCGACAACAATCTTTTCATCGTCATTCCCGCGCAGGCGGGAATCT 
AGAACGTAAAATCTAAAGAAACCGTTTTTCCCGACAAGTTTCTGTGCCGACAGACCTAGA 
TTCCCGCCTGCGCGGGAATGACGGGATTTTAGGTTTCTGATTTCGGTTTTCTGTTTTAAG 
GGAATGACGAGACTTGAGATGGCGGCATTTATCGAGAGCAACTGAAACCACTCTGCCGTC 
ATTCCCGCGAAAGCGGGAATCTAGAACCCAACACGGCAAAAATTTATCCGAAGCGACAAC 
AATCTTTTCATCGTCATTCCCGCGCAGGCGGGAATCTAGAACGTAAAATCTAAAGAAACC 
GTTTTTCCCGATAAGTTTCCGTGCCGACAAACCTAGATTCCCGCCTGCGCGGGAATGACG 
GATTTTAGGTTTCTGATTTTGGTTTTCTGTTTTTGAGGGAATGGCCGATTTTGGGTTTCT 
GTTTCGGTTTTCTATTTTGCAAGAATGGCAAAATTTCAGATTGCGGGCATTGTTAAGTAT 
TTCTATTTTTTACCTGCCGTATTTATTTCCGCCCCTTGAAGTCGGCTTCTTCCTCGACAG 
ACACGCTGTTCATCTGTTTGATCAGCTTTTCCGACTTCTCTTCGTCTTCGCAGCGGATGA 
CTTTCACAATATCACTTTCGAGCTGTCCGACATTGCTGTGCAGAATGATGTTTTTGACGG 
GCAGGATGTTGTTGGGGTTCATGGAAAAACGGCGCAGCCCCATACCCAATAAAACGCGGG 
TAAACGCGGTATCGCCCGCCATCTCGCCGCATACGGATACGTCTTTGTCCATGCGGTTGG 
CGGTACGGATGACGTGTTGCAGCATTTTCAGCACGGCGGGATGGCCGGGCTGGTAGAGGT 
GGCTGACGCTGTCGTCGCCGCGATCGACGGACAAGATGTATTGAATCAGGTCGTTGGTAC 
CGACGGAGATGAAATCGACCAGTTTCAAAATACTGCCGACGGTCAGCGCGGCAGACGGAA 
TTTCAATCATACAGCCGATGCCGACTTTACCGAAGGCATCGCCGCGTTCGGCAAGCTGGC 
GTTGCGCGGTGTCGAGGTGGATGAGGCACTGGCGCACTTCGGATACGGAGGTAATCATCG 
GCCACATCATCCGCACGGGGCCGTGTACCGCCGCACGGAGGATGGCGCGCATCTGGGTGC 
GGAACATGACCGGTTCGGCAAGGCACAGGCGGATGCCGGTCATGCCCAGCGCGGGGTTGA 
GGCTGCCGTTGGGCGTGCTGTTTTTCCCGAACCAGCGCGGGTTTTTGTCCACACCTAAAT 
CGACTGTCCGTATCGTTACGCTTTTGCCTTTCATTTTTTTGACAATCGCGCTGTACACTT 
CGTACTGCTCGTCTTCAGACGGCATCGTATCGCGGTTCAGGTAAAGAAACTCGCTGCGGA 
ACAGCCCGATGCCGTCTGCGCCGAGGTTGTGCAGCGGTTTCACGTCTTCGGCGGATTCTA 
TATTGCCCACAAGCTCGATGCAGACCCCGTCGGCGGTGGCGGCGGCGGTTTTTTTGAGCT 
TGTTCAAATCGCGTTTGTGGCTGCGGTATTCGCGGGCACGGCGGCGGTATTCGTTCAACA 
CCGACTCATCCGGCGCGATAATCAACACGCCGTTGATACCGTCCACAATGACCGTTTCGC 
CTTCGGTAATCAGTTTGCGCGCGTTGTGCAGCCCGACGACGGACGGGATGTCCAAGCTCC 
TGCCCAAAATCGCCGTATGCCCGGTGGGGCCGCCGGCATCGGTAACGAAGGCGGCAATGC 
GCTGCTCTTTAAACAAAACCGTGTCGGCGGGCGAAAGGTCGTTTGCAATCAGAACGGTTT 
CGTCAAACAGGTTGTCGGCAACTTCCAACTCGTTGCCCTGCCCGATCAGGTTGTTGTGGA 
TGCGGCGGACGACTTGCAGCATATCCTGCTTGCGTTCGCGCAAATAGGCATCGTCCATAT 
TGTCGAATTGGGCGGCGAGTTTGTCGCTCTGCTGCTTCAATGCCCACTCGGCGTTGATTT 
TTTGTTCCCTTAAAATATCGACGGGTTCGCGCGACAAGGTAACATCGGTCAAGAGCATCA 
GGTGTAGCGAGATGAACGCGCCCAACTCGGTCGGGGCGTTTTCGGGAATCGCGCTGCGGA 
GCTGTTCCAACTCTTTGCGCGTGGCTTTGACGGCGGCATCGAAACGTTCGGCTTCGGCAT 
CGGTGTCCGCCTCCGCAACATCATACTGCGGCACTTCCTCCGTACCGCGCGCAATCAGGT 
GGGCGCAACCGACGGCAATGCCTTTGCCCGCCGCCACGCCGTGCAGCACGATACTCATTA 
TTCGCCCTCGCGGAAGTAGCCGTTGATTAAGTCGGTCAGGGCGCGCATCGCTTCCGCCTC 
GTCCGCGCCGTCCGTCTCCAGTTCGATGACCGTACCCTTGGCGGCGGCGAGCATCATCAG 
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CCCCATAATGCTTTTGCCGTTGACGCGGCTGTCGTTTTTCGTAACCCAGACTTCGCTTTT 
GAATTGGGACGCGGTTTGGGTGAACTTGTTGGACGCGCGGGCGTGGAGTCCGAGTTTGTT 
GATGATTTCGATGGATTGTTTGAGCATTTCGATTCCCGTGTTATGTATATCGGCAGCAGA 
CGCCGTTTAAAATGTTTTCCTGCCCTGCCGCTTCTTCAGACGGCATCGCCGCTGCGCCGG 
CACACCAAATCTTCGGGCGCGGACGTGATGGCGAAAATGCCTTTTACCGCCGCCTCCCTG 
ACGCATTCGGTAAAGGCGGCAAGGTCTTCCGCCGCCGGCGAATATTGGACGGCCTTAACC 
ATCATCGGCGCGTTCAGCCCGGTCAAAATCGCCGATTTGTTTTCGCGCACGAGGCGGCGG 
GCGGCATTGCAGGGGGTCGCACCGAAAATATCGGTCATAATCAGCACGCCGTCGTTGTCG 
GGAAATTCCTGAAGCGCGGCAATGGCGTTGTTGTTGATGTCGTCTTGGTCTTCCGTCGGC 
TGCACGCCGAGTATGCGGACGTTTTCAGGCAGTCCGCCCGGAAAAAAATGATGCGCCAGC 
TTGCGGTAGGCTTCGCCTATGGTTTCGTGTGTGATGATTAAAAGCCCTATCATATTATGC 
GTCCTGTTCCTCATTATCCTGCCGGCGTATGGGCGCGATGCCGTCTGAACAGCCTTCAGA 
CGGCATCGCGCCCTTATTTTCCGCCCAATGCGTAAATCTCGCCCAGATTGCGCCAGCAGC 
CCGCCGCATCCATGCCGTAACCGAAAACATAACGGTTCGGCACATCCAGTCCGACATAAT 
CGGCTCGGATAGGCTTGGGTTTGTCAATCAGCTTGTTGGCGAACACCGCCGCACGGCAGC 
TTGCCGCACCCATTTCCAAAAGTTTGGCTTGAATGGCGGACATCGTATGCCCTTCGTCCA 
AAATATCGTCCAGCACGACGACGTGCCTGCCCCGGATTTGTTCCGCATCGGGCATACGCT 
TCCAGTTGAACGCGCCGCCCTCCAGCTTGTCGCCGTAACGGGAAACGTGAACATAATCAA 
AATCTAAGGGAAAACGCAACAGCGGCAGCAACTGCCCCGTAAACACCACCGCGCCGCCCA 
TCACGGGCAGCAGCAGCGGATATTTGCCGCCCAAATCACGCGTAATCTCGTCCGCCACTT 
TTTGCAGTGCGGCACGGCATTGGCCTTGGTCGAACAAAAGATCGGCGTTTTCAAGCATCG 
CCTGTGTTTCAAGGCGTTTGGTTTCTAAATCGGTCATATGTCGGAATCGGTCGGTAAAAG 
GAAAATTATAAACCAAAGTATCGGATGCCGTCTGAACTGTCCTGCTCAGCGGTCGGTACG 
CACGCGCACAAATGTGGCAAATTTCGGCGTGCCTTTCCGCGTAAAGCCACGGTAACGGTA 
GGTAATCAGTGTGCCGATTTTGGGCGGGTTGTCGCGGTCTTTATCTTTGAAACCGCTGCC 
GATGCGGAATTCGCCGTGCCGGTTTTTGCAGCCGACCGCGCCCAGCCGTCCGGCGTTTCG 
CCCTTTGCCCTCATAGTGCCGCGTTACCGTGCATTCGTCGTCGTATTGGCTTTTCAGCTT 
CAATAATTGGCTGCTCCTGCCGCCGCTGTAACGGGATTCGGGCTGACGCAGCATCACGCC 
TTCGCCGCCCTGCGCTTCGATTTGTTTTAAAAAGTCCATCGCGTGCTGCCGGTCGCGCAC 
TTTGATTTGCGGGATGATGGTAATCGGCGCGTTCGGATGCGTTTTCAGCCACTGCGTTGC 
GACTGCCAAACGTTGGTAGAGGTTGCCCTGCGCCTTGGGTACATCGAAAACGTGCAGGCG 
GATGCCGCGCCAGTCTGAAGAAACAGAACGCACGGTAGCGGAAATCTGCTCGAACTGACC 
ACGTCCGCTATACAATTCGCCGTCCAAAGGATAAGGCGGAAACTGAGCGGTAAAACCTTT 
GGGCGGAGCAAACGCGTAGCCCTGACGGCTCATCAGGTGCTTTCCGTCCCAATAGGCGCG 
CACGCCGTCGAGTTTCTCGCTCATCGCCCAGCCGGCAATATCCTGCCCTTTGTATTCCTG 
CGCCAGCATCAAATCCGCCGCGCCTGCTGATGCAGGGATGAAAACCGCCGTAAAAATCGG 
TATGATGCCGCCGATTGTCTTCTTAATCATCTGATTCCCCCAATATCAAAACGGGCGGCA 
AACCGCCATAAAACAAACGGCAAACCCGATGCCGTCTGAAAAACCGTTTAGGAACACGCC 
GATGACCCTACGTTACGAAATCTTCCCCGTTACCCCCTTCCGCCAAAACTGCACCCTGAT 
TTGGGACGACGAAAGCGGCGAAGCCGTCCTGACCGATGTCGGCGGCGACGTGCCGTTCCT 
GCTGCAAGCGTTGGCAAACCGCAAACTTACGCTCACGGCAATCTGGCTGACGCACGGCCA 
TCTCGATCACGCGGGCGGCGTGGTCGAAATGTTGAAAACGCATAAAGTCCCTGTCCTCGG 
GCCGCATCCGGACGATGAATTCCTGCTCCAATCGCTGCCGCAAACCACCGCGCAATACGG 
ATTTCCCGTCTCGCCCGCCTTTGCGCCGAACCGTTGGCTCGAAGAAGGCGAAACGCTCAC 
GGTCGGACGCTATGCCTTTCAAGTGCTGCATATTCCGGGCCATACGCCGGGACATATCGT 
CTTTTATTGTGCCGAGGCGGAATTGCTGATTGCGGGCGACGTGCTGTTTTACGAAACCAT 
AGGCAGAACCGATTTTCCGCGCGGCAACCACGCCGACTTAATCAATAATATCCGCAACAA 
ATTATTCACCCTTCCCGAAACCGTGCAAGTTGTCGCCGGACACGGGCGTATGACTTCCAT 
CGGACACGAAAAGCGGCACAATCCGTTTTTCTAACCGCCTTCCCTACGGTCTTCAGACGG 
CATCATCTGCACTGATGCCGTCTGAAACACAAAAGGCTCAGACAACCGCCGCCTTGCCGG 
TGTACCTCGCCGGACAAGGCTTTGGTAAGTACTTCAAACAAACCCAAAATCAGAACCAGT 
ACAGTTACGCCGCGCTTTCGGCATTCCCGCCCCGGCTGAAACAATATTTTTCCGCACAAG 
TCAGACTGCTTCATCTTCTGCCGCGTATTCCAAAGATTCCGACAACGCCGTTGTTTCATT 
GGAACGCTCGACCAAATCCCGTTGAAGTTGTTTGCCTGCCTTCACGCCCAACAGACGCAG 
TTTCTCGGCGCGTCCGACCAGATTCCCGCGCCCTTCGGCAAGTTGCTTGAATGCCGTCTG 
AAAACTGCTTTGCGCCTGATCGATGCCTTTGCCGACGCTTTCGAGCGTCTGTACGAAGCC 
GACAAACTTGTCGTACAGCTTGCCGCCTTCGTCCGCAATCGCCAGTGCGTTCTGATTTTG 
CTGTTCGTTGCGCCAAATATTCGCCACCGTCCTCAAAGTCGCCAGCAGCGTACTGGGGCC 
GACCAGCATAATCCGTTTGTCGAAACACTCTTGGAACAAGCCCGCGTCATTCTGCAACGC 
CAACAGGTAGGCCGGTTCGACAGGGATAAACATAAAGACGAAATCCAATGTGTTCACACC 
TTCCAAATCGGTGTAATCCTTCAGCGACAAGCCTTTCATGTGTGCACGGATGCTGGCAAC 
GTGTGCCGCCAGTTCGCGTGCCGCCGTATCCGCATCCGCCGCCTGCGTGTAGCGCACATA 
AGCTGTCAGCGAGACCTTGGAATCAATCACAATCTGCTTGTTGTCGGGCAGGTTGACCAA 
AACGTCGGGCTGGAGGCGGCGCGTGCCGCCGTCTTCCTCTTTTCGGACGGATGCCGCCTG 
AACCACATATTCCCGCCCTTTCTGAAGGCCGGAATTTTCCAAAACCGTTTCCAGAATCAT 
CTCGCCCCAATTGCCCTGAACCTTATTCTGCGTACCGGTCAGCGCGTTGGTCAGGGCCTT 
TGCCTCGCTGTGCAGCTGCGCGTTCAACCCCTGAAGCCGTTTCAATTCGTTTTCCAACGT 
CAGCCGCTCGCGCGATTCTTTATCATAGGTTTGCTTGACCAACTCGCCGAAACCGTGGAT 
GCGTTCGTTTAGCGGGTTCAAAACCTGATGGAGCTGCTCGCGGTTCTGCTCGGTAAAACG 
GCGGCTTTTTTCTTCCAAAATCGTGTTGGCAAGATTTTGAAACTGATCGCTCAAACTTTT 
GCGCGCCTCGCCCAGCAAGGACAGCTTCTCTTCAGAAGCAAGGCGTTCCTGTTCGATTTG 
CGTTGCCAAACGTTCGTTTTCAACCGCCAAACCCTGTGCCTTTTCCTGCAACTCGGTATG 
CGACTGCCTCAACCGCTCCGCTTCCGCCTCTTTTTCCTGCAAATGGGCAATCTGTTTTTC 
GGCTGCGGCAAAACGGTTGCCGACATCGGAAAGGTCGTTTTGCACGTCGCGGACAGTTTG 
GCGGCTTTCTTCCAAATCGGTTTCGATTCTTTGGCGGATTTGGCGTTCCAAGGCATATTG 
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GTCGGCAAACGCCTTCCGTTCCTGTCCGAGCTGCGTTGCCAAACGTTCGTTTTCAACCGC 
CAAACCCTGTGCCTTTTCCTGCAACTCGATATACGACTGCTTCAGCCGCGCCGACTCCGC 
CTCTTTTTCCTGCAAATGGGCAATCTGCTTTTCGGCTGCGGAAAAACGGTTGCCCAAAGC 
ATAATTTTCGTCCTGCAAATGCCGGTATTTCCCGTCCAACACCGCCAATTCCGACACGGT 
TTTGCCGTGTGCCTGTTCGACAAAATCACATCTTGCCGCCTTTTCCGCCAGGTGCGCGTT 
CAAACCGGCAAACTCGCCCTGAAACCGGCCCTTCATCAGCAACCATGTAAACAACACGCC 
CGACACCAACGCCGCCAAAGGCAGCAAAACAGTCATCAGTTCCATCAATTATCCTAATAT 
TCAAACATTTTCACACCGGACAAAACCGCCGCTTATTCCGATTCTACCTGTTTGTTCGAC 
ATAGCTCCAAAAAATATAGCGGATTGGCTTTAAACCTGTTCGACATCGCCTTACCATGCT 
GCTTGCGGTTTCAGACCTTTTCCTAATTCAATATCAATCTGCCACAAACCCTGATTAAGT 
TCCCGATGTCTGACATTTTTAGAATGATGCCGTCTGAAATGTTGCAGCTATGTTCAGACG 
GCATACGGATTCAGGCTTTTCAAACGGCAGGCAAAATGAAAAAAGGGCAAACCCTAAAGG 
ATTTGCCCTTTTGTTCCAAACGCTTAGTGTACGTCTTTCCAATATTCTTTATTTAGGAAG 
TAAGCCAAAGGCAGCATAACCGCAAATAGGAAAATCATCACGACATAGCCTATACGTTTG 
CGTTGCAGTTGTGCAGGTTCGCCCATGTACACAAGGTAATTGACCAAATCGCGTACATAT 
GCGTCGTACTCTTTTTGGATCACTTTGCCGTTAGGCAGGCGGCGGCTGTGCAAACCGGTA 
GATTCCCAATACAGCTTAGGCTTCATCTCGCCGTGTTCGTCTTTTACCATAACCGGCTGA 
CCTTTGGCATCCAACTCAACGGCTTGAACACCTTGTTGCTCCCACAACGGGTGGGGCATA 
CCGACTTTATCGAATACAGTATTGTTCCAGCCGCTCGGACGGGTCGGATCTTTATAGAAG 
CCGCGCATATAGGCGTAAAGGTAGTCTGCACCTTTGGAACGCGCAATCAACGTCAAATCG 
GGCGGAGCAGCACCAAACCATTTTGCCGCATCTTTCGGGTTCATCGCCGAATGCATGACA 
TCGCCGACATTATCGGTGGTAAACATCAGGTTTTTCTTGATTTCTTCGTCAGTCAAACCG 
ATGTCTTTCAGACGGTTGAAGCGCATACCGCTTGCAGAGTGGCAAGACAAACAGTAGTTT 
GTAAAGATTTGCGCACCGTGCTGCAGGCTGACTTGGTCACGCAGGTCGATATCGACTTTT 
TCGTAGTGTCCGCCGCCGCTGGCGACGGCTGCACTCATAGGCACTGCCAGCAATAAGGCA 
GCAAACCAGTTTTTCAGAGTTTGTTTCATTTTCGCTGCCCTCATCAGATATTGGTTGCAA 
ACAAGTAAGCACCAACAACGGTAATACCGACGTAAACAAAGAACATAATTTTTTGTTTAG 
TAGTGCTCATGGTTACGCGTTCAGGAACTGGTTTGTTGGTATCCAGTTTGGTATAGAACG 
GCATACCCAGGAAGAATGCAAAGTAGACGAAAGACAGGATACGTGCAACCAAAGTACGCG 
TATCAGTTGCTACCATTGCACCCAAAATACCCAAACCGATGAAGGCAATGATGAACAGAA 
CCAATGCGGTTTTGAAGATTGGGCCGCGATAGCGGACAGATTTAACCTCGCCTTTATCCA 
ACCAAGGCAGCAAGGCGATCAGTACAACTGCTGCACCCATACCGATTACACCCCATACCT 
GAGTACCGGCAAAGGAAGGAATCGCACGCAGAATTGCGTAGAACGGAGTGAAGTACCATA 
CCGGCGCAATGTGCGGAGGTGTTTTCAGCGCATTCGCTGCATCGAAGTTTGGCGCTTCCA 
AGAAGTAGCCGCCGCCTTCAGGTGCAAAGAACATCACGGCACAGAAGACAATCAAGAATA 
TCGTTACTGCCAATATATCATGCACAACATAATACGGAAAAAAAGGTATGCCATCTAGAG 
GGACACCGTTTTCATCTTTCAGCTTTTTGATTTCTACACCGTCAGGGTTGTTGGAACCCA 
CTTCATGCAAGGCAATGATATGAGCCACAACCAAGCCGAGCAATACCAAAGGTACAGCGA 
TAACGTGCAGGGCGAAGAATCGGTTCAAAGTAACATCGGAAACGTTGAAGTCACCGCGGA 
TCCAAGTGGACAAATCAGGACCGATAACAGGGATGGCGGAGAACAGGTTAATAATTACCT 
GCGCACCCCAGAAGGACATTTGACCCCAAGGCAGCAGGTAGCCCATAAAGGCTTCTGCCA 
TCAATGCCAAGAAAATCAGGGAACCGAAAATCCACACCAATTCGCGCGGTTTTTTGTACG 
AACCGTAAATCAGACCACGGAACATGTGCAGATAAACGACGATGAAGAAGAAAGATGCGC 
CGGTAGAGTGCATATAGCGGATAATCCAGCCGCCGGACACGTCGCGCATGATGTACTCTA 
CTGCGGTAAAGGCAGCAGGCAGATGGTAGGCGTTAAGGTTGCCGTCCGGTTTGTAGTTCA 
TGGTCAGGAAAATACCGCTGACGATTTGAATCACCAGCACCAGCATAGACAATGAGCCGA 
AGAAATACCAGAAGTTGAAGTTTTTAGGCGCATAGTATTCAGACAGATGCTCTTTCCACA 
TTTTACTTAATGGAAAACGGGCATCTACCCAGCCTAACAATGCTTTTGCTTTGCTATTGG 
TTTGGTTTGCCATAATTATCGTTCCTTATTCTTAGTCTTCGCCCACCAAGATAGTTGTGT 
CGCTCAAGTATTTATATGGCGGGACAACCAGGTTGGTCGGGGCAGGAACACCTTTATATA 
CGCGGCCGGCCAAGTCGAATTTCGAACCGTGGCAGGGGCAGAAGAAGCCGCCTTTCCAGT 
CTGCACCCAAATCGGCGGGGGCAATGTCGGGACGGAAGGTGGGCGAGCAGCCCAAATGGG 
TGCAGATACCGATGGCGACAAGGATGTTCGGCTTAATCGAACGGGTCTCGTTTTTAGCAT 
ACTCCGGCTGCTGTTCCGCATCGGAATTGGGATCGGTAAGTTCGCCGTTCAGGCCTTTCA 
GGTCTTTAAGCTGCTGATCTGTACGGTTGAGCACCCAAATCGGTTTGCCTTGCCACTCGG 
CGGTCAGCAGCTGACCCGCTTCGATTTTACTGACATCCACCTCGACGGCAGCACCGGCGG 
CCTTGGCTTTTTCCGAAGGGAAAAAACTGGCCACAAACGGCGTTGCCACACCCAATGCTG 
CCACTCCGCCCGCGCCGCAGGTCGCGAGTGTCAGGAAACGGCGGCGGCCGTTGTTGATTT 
CTTGATTATCCATTATTCAGTCGTCCTAATATTTTGGGAATACCGAGCCATTAAACGTTG 
CAATTTTACCCAGTTTGCAGTGATACTCAAAGCATTATTTAAAATAAGGTAAAGTTTTAT 
GATATTTCTCAAGACTCAAGCCGGATTGTTTTCGTCAAAATGGCACACTTCCAACCCGAA 
AACCTCTGCCGCCGATTCTGCCAGCGCGCGTACGCCGTAACGTTCCGTCGCGTGATGCCC 
TGCCGAAATGAAAGCCGTACCCGTTTCATTGGCAAGGTGGTATTGGGCTTCAGAGATTTC 
CCCCGTCAAATACAGATCGACACCTTCGTCTATTGCCGTCTGAAAAAACCCCTGCGCCCC 
GCCGCTGCACCATGCAACCCGTCGGATTTCGCGTTCGGGATTGCCGATAACGACAGGCTT 
ACGTTGCAAAACTGTTTCAATATGCGCCGCCAATGCGCCGAGTGTCTTGGCTTGTTTCAG 
GCTGCCCGAGTTGAGCAGGTTTTGTTCGCCGAACCGTTTTTCTGTCGCAAAACCCAATCT 
GTCGGCGAGTTGGGCATTGTTGCCCAGTGTGGGATGTGCATCCAGGGGCAGATGGTAGCC 
TGCCATATTGATGTCGTGCCGTAACAGTGCGGCAATCCGTTCTTTTTTCCAACCAGTAAC 
GGTCGGCAACTCGTTTTTCCAGAACATACCGTGATGTACCAAAAGCAAATCTGCCTTCTG 
CTCCACAGCAAAATCAATCGCTGCCCTGCTTGCCGTTACCGACGTAACGATTTTCCCGAT 
ATATTCCCTCCCTTCAACCTGCAAACCGTTAGGGGCGTAATCTTTAAACAACGCTGTCTG 
CAATGTTTCATTACACCAAGTCAGAAAATCCCTGCACAATACCATCTTTTTTCCTAATCG 
CT-TTAAACAAGCGGGCATTCTAATCGCAAAATGTCCGGAATTCACATTTTTCCGATTTGC 
ACCCGCATATGAATTATTTTAATATGCGCCGGTTCAATATGCCGTCTGAAGCCCCATGGA 
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TTCCATTATCGAATTGCGCCACCTCAAAACCCTGCTGGCACTTGAAGAAACCGGCAGCGT 
CTCCCTTGCCGCCAAACGGGTTTTCCTTACCCAATCCGCCCTTTCCCACCAGATCCGTAT 
GCTCGAAAACCACTACGGCACGCCGCTGTTCGAACGCAAATCCACGCCCTTGCGCTTTAC 
CCCGGTGGGCGAAAGGCTGCTGCGCCTCGCCCACGAACTTATACCTCAAGTTGCTGTTGC 
AGAATGGGATTTGGCGCGAATCACGGAAGGAGAGGCGGGAGAGCTGCGGATTGCCGTCGA 
ATGCCATACCTGTTTCGACTGGCTGATGCCCGCCATGGGCGAATTCCGCCCGATGTGGCC 
CCAAGTCGAATTGGATATCGTATCGGGATTCCAAGCGGATCCCGTCGGACTGCTGCTGCA 
ACACCGTGCCGACCTTGCCATTGTTTCCGAAGCGGAAAAACAAAACGGTATTTCTTTCCA 
ACCGCTGTTTGCCTACGAAATGGTCGGCATTTGCGCACCAGACCATCCGCTTGCCGCCAA 
AAACGTTTGGACGGCGGAAGACTTTATCGGGGAAACCCTGATTACTTATCCCGTTCCCGA 
CGAGATGCTGGATTTGCCCAAAAAAATCCTGATTCCGAAAAACATCAACCCGCCGCGCCG 
ACACAGCGAGCTGACCATCGCCATTATCCAACTGGTTGCCAGCAGACGTGGCATTGCCGC 
CCTTCCCTATTGGACAGTCATGCCCTACCTTGAAAAAGGCTATGTCGTCCACCGCCAAAT 
TACTGCCGACGGACTGCAAAGCAAACTGTATGCCGCCATCCGTACCGAAGATACGGACAA 
GAGCTATCTGAACAATTTTTGCCAAATCATACGCGAACGCGGTTTTGCAGATTTGCCCGG 
ACTGAGCGAACTGGAACCGGTCTGACCCCTTATTCAACCATACCCGGCAGTTTTTCTATT 
TTTTCATGTATAGTGGATTAACAAAAACCAGTACGGCGTTGCCTCGCCTTGCCATACTAT 
TTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATACTGTTTT 
TGATTTTTGCCCAATCTGTAATCTTTAGATTGCCAATGGGAAACCGTCTACTACAAATAA 
AAAACCCTGCGATAAGCAGGGTTTTTTGAATTTCCAACATTAACGTTTGGAGAATTGTTT 
TGCACGGCGTGCTTTGCGCAGACCCGGTTTTTTACGTTCGACTTCGCGGGCATCGCGGGT 
AACAAAACCAGCTTGAGACAAGGCGGGTTTCAACGCGGCATCGAAGTCGATCAGGGCACG 
GGTAATGCCGTGGCGGATTGCGCCGGACTGGCCGGTTTCGCCGCCGCCAACAACATTGAC 
TTTGATGTCGAAAGATTCGGCGTTTTCAGTCAGAACCAAGGGTTGGCGAACAACCATTCG 
GCTGGTTTCCCGTGCGAAGAATTCGTCAACGGGACGACCGTTTACGATGATTTGACCTGT 
ACCTTTAATCAGGAATACACGAGCCACTGAACTTTTGCGGCGGCCTGTGCCGTAGTAGTA 
TTTACCGTTCATGTCGCGTCCTTATTTCAGTTCCAAAACTTTGGGTTGTTGCGCAGCATG 
GGCGTGTTCCGCACCCGCATACACTTTCAGTTTTTTAATCATGGCGTAACCCAGAGGACC 
TTTGGGCAGCATACCTTTTACAGCTTGTTCCAAAGCGCGGCCCGGGAATTGCTCTTGCAT 
TTCGCGGAAGGTGCGTTCGTAGATACCGCCTGGGAAACCGGAATGGCGGAAGTATTTTTT 
ATCTTCGAATTTGGCACCGGTTACACGCAGTTTGTCCGCATTGATAACAATGATGTAATC 
GCCGGTATCGACGTGGGGGGTGTATTCAGGTTTGTGTTTGCCACGCAGACGGCTGGCGAC 
TTCGGCCGCAACGCGACCCAAGACTTTGTCTTGGGCATCGATGACGAACCATTCGCGCTT 
CACCTCGTGGGGTTTCGCTGAAAAGGTTTTCATAGTGGAAATCCAGATAGATATAGAAAG 
TTGTAAATTTTAAAGACAGGATTCGATTTTGTCAATCGCATTACCGCGTTACGGAAGGAT 
TTTCCGGATTTCGGCAGACTGCATACTGCTTTTTCGGGCGGGGCGGCGGCCAATGTGAAA 
AACCGCATCGTTGCGATGCGGTTTTGAATGGGAATCCCCGCGAGAGCCGTTTCGGCCGAA 
TCCGCTTGAACCTTGCTGACAAGGCGGCTGCCTCGGGTAGTTTCGGGTGCGTCCGCAAAA 
GGACGCTCGCGCCCACTACTGCTCCCGGCAACCTTAAGCGAACTTATTGGTTCAAAGGAA 
TATATGCCTTCGCGGACACCGCAGGGAAAAAGGGGTTATTCCTGCGCCAAGCGGGATAGT 
GCTTTTTGGCAGGCGTTGTCCATATCGGCTATTTTACGCGCAAAATCGCCGATTGCCAAA 
TCGCCGCCGTTCAGGGAGGTTTTCAACAGGTCGTGGACGACGTTGAGCGCGGCCATAATG 
ACGATTTTTTCGCTGTCCGCGACGCGTCCGCCTTCGCGGATGGCTTCGGCTTTGCCGTTG 
AGCATTCCGACTGCCTGCAACAGTGTGTCTTTTTCTTCTGCCGGCGTGTTGACGGTCAGC 
CGGGCGTGCATGACTTCGATGTGGACTTGTTCGATGTTCATCCTTTAATCCTTATTGCTG 
CGTTTCCTGCCATTGGGGGAGGCGCGCTGCCAGTGCGCTGATTTTTTCCCTGCTCTGTTC 
GAGCAGGCTGCGGTATCGTGTATTTTCTTCTGTCAGGCTGTCAATTTTGTTTTGCAGGTC 
TTCTTTGAGTTTGCCGACTTGGACGAGCAGGGCTTCGCTGAGTTCGTCGACGGCGGTTTC 
GTGTTCGAGTTTTTGCCGCTCGTGCGCCCGTTTGAGTTCGGCGACGGTTTCTTTGAGGCG 
GCGGTTTTCGCTGACGAGGGTTTCGAATTTTTGTACCAACGTATAAACGCTGCTTTCGAG 
TTTTTCGATATTTTGTTTCATAACCTTACCTGTCCGTATGCCGTCTGAAGGCTTCAGACG 
GCATCTGTCTGTTGTTTATTCAAAACGCGCGCTGCGTTCCATCAGTCTTTCGACAACCTG 
TTGCGGGGTCATTTCTTTGCGGATGAGTTGCAGCAGAGTTTGGGTAATCGGCATGTCGAT 
TTGGTACTTACAGGCAGTATTGAAGACTTCTTCTATCGTGCTGACCCCTTCGGAAACGTG 
TCCGATTTCGACCAGCACCTGATGCAGTTCCTTGCCTTCTGCCAAACCCAAGCCGACGCG 
GCGGTTGCGCGAAAGTGCGCCGGTGCAGGTGAGGATGAGGTCGCCGATGCCTGCCAGCCC 
CATCATGGTTTTGGGCTGTGCGCCCATTGCGGAGGCAAGGCGGGTGATTTCAGCTAATCC 
GCGCGTAACCAGTGCGGCACGGGCGTTAAGCCCGTACTCTAGGCCGTCGGACAATCCGGT 
GGCAATCGCCATAACATTTTTTACCGCGCCGCCAACCGCCACGCCGATAACATCGGTACT 
GCCGTAAAGCCTCATGACGGTCGTGTTGAGCTGCGGTACGAGTTCTTCAATCCACTCTTG 
GTTTTCGGAGGCAAGGACGACGGCGCAGGGCAGTTGTTTGGCGAGTTCCTGTGCAAAACT 
CGGGCCGGAAAGTACGCCGATTTTCTTATTGTCGGGCAATACTTCTTTCAAGACTTGAAA 
GGTCAGCAGCCCGGTATCCTGCTCGAATCCTTTGCAGGCGGCGAGGACGGGGAGGTGTCC 
CGCGCCGTACTGTTTGAGCAGCTCTGCGCTGCTTCTCAATCCGGCAACGGAGGTTACGAT 
AAGGACAAGTCCGCTGTCTTTGAGCGCGTCTGCCAAATCCGCACACACTTCCAAGGTTTC 
GGGAAAGGAAAAGCCGGGCAGTCCGCGTTTGTTTTCACGCGCTTCCTGCATTTGACGGAC 
TTGGTCTGCGTTGCGCGTCCACAGGGATACGCGGTTGCCGTGTTGGGAAAAATGCAGGGC 
GAGCGCCGTACCCCACGAACCTGCGCCGATAACGGTAATTTTCATTGGTCGTCTTTCAAC 
ATATCACTGCCGTTCACTTTAAAACAATCGGTGTTTCTCTGCAAGTGCGGTCAGGGAAAT 
GCCGTCTGAAAGGCGTTCAGACGGCATTTTGCCCCGATGCGGCACTATCAGCCTGTATTG 
CGCAAACCTTGCGCCACGCCGTTGATGGTCAGGTGCACCATCAGAAGGGCGTGCGGATTG 
TCGGGTTCTTTACGCAGGCGTTTGAGCATGGCGACTTGCAAACCGTTGAGCGCGTTCAGG 
TAGGGAATCCTCAAAGCGAGCGAACGGGCGAGGCTGCGGTTGTCGCGCAAAAGCTCTTCG 
GTTTGCAGTAGGTCGAGCAGTGCTTTGCGGCTGCGGCGGTATTCTTCCTTAATCATCCCG 
AAGATGATTTTTGCCTTATCGGGCGATTCGCTCAAGCCGGCATAGTTTTCCGCGAGGGTG 
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ATGTCGGTTTTCGCCATCACTTGTTCCATATTGGAGAGCATGGCTTGGAAGAACGGGTTG 
CTTTGGGCGTGTTCGCGCAGGGCGGCGAGCGTTTCGGGTTTGTCTTCGCACAAGGTTTCC 
ACCGCGCTGCCGAAACCGTACCAAGCCGGCAGCATGAGGCGGTTCTGCATCCAGGAAAAT 
ACCCACGGAATCGCGCGCAAGTCCTGAATCCGCGCCAAGGTTTTGCGGCTGGCGGGACGG 
CTGCCTAGGTTGAGGGTGGCGATTTCCTGAATCGGGCTGGTTTGCAGAAAGTAGTCGATG 
AAGTCGGGATGGGTAATCAGTTCGCGGTAGTATTTGAACGATACGTCCGACAATGCCTGC 
ATCAGTTTGGCATCAGGGTCTTTTTTATCCGGCAGGATGCTGGCTTCCAAAGTCGCGGCA 
ACCAAGGTTTCCAAGTTGCGTTGGGCATTGCCGGGGTCGGCGTATTTGGCGGTAATGACT 
TCGCCTTGTTCGGTGATGCGGATTTGTCCCGCCACGCTGCCCGCCGGTTGGGCGAGAATG 
GCTTGGTAAGAAGGGCCGCCGCCGCGACCTACGCTGCCGCCGCGTCCGTGGAACAGGCGC 
ATACGGACATCGTATTTTTTGAAGAGTTCGACCAAGCCCAATTCCGCCTGATAGAGGCAC 
CATGAGCTGGTAACGTAGCCGCCGTCCTTGTTGGAGTCGGAATAGCCGAGCATGATTTCT 
TGGATGTTTCCACGGCTTTCGAGCAGTGCATCGTACCAGTCGAGGCGGAACATGGTTTCC 
ATGACCGGACAGGCGTTTTCCAACGCTTCAATGGTTTCAAACAGCGGCACGATATTGATG 
CGGCTGTGCGGTTTGCCGTTTTCCACCGCCAACAGGCCGGTTTCTTTCAGCAGCAATGCC 
AAGGCGAGCAGGTCGCTGGGTTGTTCGCAGTTGGAAATAATGCTTTGTGTTACGGCATCT 
TCGCCAAATTCGTCTTTGATTTTGCGCGCTTCGTTGAAAATTGCCAGTTCGTGGCGGGTA 
TGGTCGCTGTATGTGATAAACGGGCTGTACAGAGGACGTTGATGGCTCAATTCGCGCAAC 
AGGGCGGTTTGTTTTTGCTCTTCGTTCAGGCGGTTGTAGTCTTCCAAGCCTGCGTGTTGG 
AAAAGCTCGGCAACCACATCGGCGTGTTTGCCTGCGTGTTGGCGCAAGTCGAGCGGCATC 
ATGTGAAAGCCGAACACGGATACGGAACGGATGAGGTCTGCCAAACGGCCTTCGGCAAGC 
AGACGGCTGCCGTTGTCGATAAGGGAACGTTGCAATTTTTTCAAATCATCCAGAAACTCT 
TGTGCCGAAGCATAAGGCTCGAGAAAGCCGAATTTGCAGCCCATACCCAAACCGAGCGCG 
CGCGCTTTGCCCATAGCGCGCGCCATAATGTAGGCGATGGCGCGGCGGTAGGGTTCTTCG 
GCGCGGGCGATTTCTTCGTCGGGCGATTTGTCGGACAACGCCGTTACATCGCCGTTGACT 
TTGACGCGGCGGATGGAGAGCGGCAGTTCGCGGTAGAGTTTGTCGAGTTCGCCGCGATAG 
AAGCGGAACACGGCATCGGCGTGGCGGCGGAAGGCAAAGCGCAGGGTTTCGGCAGAAACA 
AACGGATTGCCGTCGCGGTCGCCGCCGATCCAGCCGCCGATTTTGAGGATGTCCGGAACG 
CGGACGCCGGGATAGGCCGTCTGAAAGTCGTGTTCCATCTTGCGGTAGAGCTTGGGCAGG 
GCTTCGAAAAAGCTCATCGGGAAGATGGACACGCCGTTGTTGATTTCGTCGTTGACGCTG 
AGTTTGTGGCGGCGCGTTTCGCTGGTCTGCCACAAGCCCAGCAGGATAGTGTCGATTTCG 
CGGCGCAGCCGTGCCAGCGCGTCGGCATTGGTGCAGCGTTCGCGTTGCGGCAACAGTGCG 
CGGATGCGGCGGTTGAAGCTTAAGACGGTTTGGCGTTGCACTTCGGTCGGGTGCGCGGTC 
AAAACGGCGGTAACGGACGTATTGTCCAACTGCCGCTGCACCGATTTGCCGTCGGCTTTC 
CCCGCTTTGAGCCTGCGGACGGTTTCCGTCAGGCTGCCTTCCGCGCCGCCGCGTCCGGCT 
TCTTCGTGGATTTGGCGGCGGCGTTCGTGGTGCACGTCTTCGGCGATGTTCAAAATCTGG 
GCGAACAGGCCGCAGGCCAAGGTTAAATCGTGGGTTTGTTGTTCGTCCAATTGCGGCAAT 
ACTTTTTCAATCAATGCCGCGCTGTCGTCGGAAGTGGACAAGAGTTTGACTGTTTCGACA 
ACCAACGGCGAGGCTTCTTCGTGCAGGAGGTTGAACAGGGATTGTTTCAGAAATTCCGCG 
TCCGCCGCCAAAGCCGCGTCCTTTGGATTGTTCAGAATATGCAGTTGCATGATTTTTCTC 
TCTCGTCTGCCGTAAATATTGTAAATGTACCCCAAATGCCGCATCCGTGCCAAACCGTTC 
ACACTTTAACCGCCCGTGTCCCGAAATGCCGTCTGAAGTTGAACGCCGCCCGACGGCAGC 
GTTACAATCGCCCGCAACTGTTTTTTTCCGAACATCATCATGACCACGACCGAACACGAC 
AACGACGATGCATTCCTGCTGCGGTACAGCCGCCACATCCTCTTGGACGAAATCGGCATC 
GAAGGGCAGCAGAAACTTTCCGCCGCGCATATTTTGGTCGTCGGCTGCGGCGGTTTGGGT 
GCCGCCGCACTGCCCTACCTTGCCGCTTCGGGTGTCGGCACGCTGACCATAGCCGATTCC 
GACACGGTCGAACTGCACAACCTGCAACGCCAAGTCGCATTTGACGAGGGCGATGTCGGC 
AAACTCAAAACCGAAGCCTTGGCAGGCCGCCTGAAACGCATCAACCATACCGTCAACGTC 
CGCGCCGTCAACGAAAAACTCGACGGCTGCCGCCTGACCGGTTTGGTTCAAGCCGCCGAC 
ATCGTTTTAGACTGTTGCGACAACTACGCCACGCGGCAAGCCGTCAACCGTGCCTGCGTG 
CAAACGAAAACACCGCTGGTTTCAGGGGCGGCGGTACGCTTTGAAGGGCAACTTGCCGTG 
TACCGTCCCGACTTGCCCGACTCGCCGTGTTACGCCTGCCTGTTTGACGGCGGATCGGCT 
TCAGACGGCATCTGTTCTCTCTTCGGCGTGTTCTCGCCGCTGGTCGGCATCATCGGCAGT 
ACCCAAGCGGCGGAGGCTCTGAAAATCCTGCTGGATGCGGGCGAACCGTCGCACGGCAGG 
CTGGCGGTTTACCGTGCCTTGGAAGGGGGCTGGCAATATTTCGACCTGCCGCGCAACCCT 
GAATGCCCGGTTTGCGGCACAGCGCGATAAACCCTGCCGCCGTTTCAGACGGCATCCAAA 
CGGATGCGGCGGAACGGTTTTAAAAATTTAAAAATTTACATTTCTTTGCAAAAAAAAAAA 
AAAAAAAATAAACTTACCTTATAATTGCAATTGTTTTAGCAATGTCTGTTTCGCAGACTC 
ATTGAGTAAAACGTTTTCCCCGTAATGTGTTTGGCCGTCTGTCCCCTTTGGGTTCGGACG 
GCTTTTTTTTGGCTGTGTTTGAATACCCGGTTGGTTTTATCTGTTTGCAGCGGGGGAAGC 
CGCTTATTTCCGTTCGGGCGGAAAACGGTTCCATCGGATAAAAGGCATTTTGTCCGACTG 
ATTAAAGTTATAGTGGATTAACAAAAACCAGTACAGCGTTGGCTCGCCTTAGCTCAAAGA 
GAACGATTCTCTAAGGTGCTGAAGCACCAAGTGAATCGGTTCCGTACTATTTGTACTGTC 
TGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCACTATATATCTTAGGTTTGCATC 
GGCGGAATATTCAAACACAGCCTTTTTTAAGGAAATCCGGATACGGCGGCGCATCAATAA 
TGCGGCGGAATCTCGTCGCGCAGGGAATACGGCTCTTGCGCGTCGGGATTCCTGTCCTGC 
ATTTTTTGATACAGCAGCCTCAACTGAGCCTGCTGCAAATCCAGCGTCTGCCGCAATTCC 
GCCACCATCGCGTTCAGGCCGGCGATTACGTCCTCCTGAAGCGCGGATTGGATTTCCAGT 
TCGACAATACGGCGTTCCAACTCTTGAACCGCGTCCATTTACAGCACCATCGCGGCAATC 
CAGCCGGCAATCAGCAGCGGGATGTTGTAGTGGATGAAGGTCGGGATAACGGAATCGCGG 
ATGTGGTCGTGCTGCCCGTCGGCGTTCAGCCCCATCGTCGGGCCCAGCGTGGAATCGGAC 
GCAGGCGAACCGGCATCGCCCAACGCCCCCGCCGTGCCGACAATGGCGACGGTGGCAAGC 
GGCGAAAAACCCAAACCGACACACAAAGGCACATAAATCGCGGCAATAATCGGCAAAGTG 
GAAAAGGACGAACCGATGCCCATCGTTACCAAAAGCCCCACCACCAGCATCGCCAATGCC 
GCCATACCTTTGCTGTTGCCGAATATCGCCATACTGCTTTCCACCAGCGGCTGAATATGC 
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CCGGTCGCATTCATCACGGCGGCAAAACCCTGCGCGGCAATCATAATGAAGCCGACCATC 
GCCATCATCTTGATACCTTCGCCGAATACGTCGTTTGCCTTGTCGCGGTTAATGACCCCC 
AACATCATAAATACGGCGAAACCGAGCATCGCGCCCAACACCAGCGAGTCTTCATACATC 
AACTGGATGGCAAAGCATACGGCAATGGCGACGGCGGCGGCCAGGCTGCGGTAGGCGGAC 
GGCTGCGGACGGTTTGCCGCATCGGCGTTGCCCGCCGTATCGGCATTGTTGCTTTGGTAC 
AGGCGCGGTTTGCGGTAATGGACAAACGCCAGCAGGAGTCCGGCCAGCATTCCCAACGCG 
GGAATCGCCATTGCCGCCATCACGTTAATGTTTTTCACATCAAGCTGCGGCGCGGCGGAA 
TGGATGTTGCCCAACAGGATTTCGTTCAAAAAAATCGCGCCGAAGCCGTAAGGCAGGAAC 
ATATAAGTCGTAACCAGCCCGAAAGTGATGACGCACGCAATCAGGCGGCGGTCGATTTTC 
AGGCGGTTGAACACCAAAAGCAGCGGCGGAACAATCATCGGGATAAAGGCAATGTGGATG 
GGGATGATGTTCTGACTCATCATGCCCATCACAAGGATGATGGAAAGCAGCAGCCATTTG 
ACCGCGCCCTCGCCCGAACGCACGCTGTCGGGCATACCGCCCCGGTTCAGCTTGCGGACG 
ACCGCGCCGGCAAGCTGCTGCGGCAGGCCGGAATGGGTAATCGCCATTGCAAACGCGCCG 
AGCATCGCATAAGAAAGCGCAATCTTCGCACCGCCTTCCAAACCTTTGTTGAACACGGGG 
ATAATCCCCGCCTGACTGACCTGTCCCGCCGCATCGGCAATGTTTTGCAGCGGCATACCC 
GCCACCGCGCCGCCGACAAACGCGCCGACCGTCAGGCTCAATACCACGTGCACGCGCGAC 
AGCGACAGCACCAGCATAACGATTACGGCAACTACGACTGCATTCATTGTTTATCGCTCC 
AAACCTATAAATGTTTACATATCGAAACACATCATAACCCAATAACGGGAAACCCGCCAA 
TTTTGCAAACAATTATTTCAAATGCTTCATATACTTCCCCAGCGTAACCCTGTCCAAACC 
CGCCAAATCCGGCAGGGTTTCCACTCCTGAAAAACCATTCTCCGCCAACACGCCGCGCAC 
CGCCGCGCCCTGATCGAAACCGTGTTCCAGCAATAAAAAACCGCCTTCCGCCAAACGGTC 
GGGCGCGCCTTGCGCCAAGGTGCGGATGCAGCTTAGGCCGTCTGAAAAGTCGGTCAGCGC 
GATTTGCGGCTCAAACCGCAAATCGCCTTGCAACAAATGTTTATCGCCGTTTTCGATATA 
GGGCGGGTTGGACACGATGATGTCCCATTTCCCTTCAGACGGCATATCGGTGTCGAACCA 
CGAACCGTGTGCAAATTCGACCCGCGCGCCCAAATCCGCCGCATTTTTCCGCGCCGTTTC 
AAGGGCGGGCGGGCTGATGTCGGATGCGCGCACAAACGCATCGGGGCGTTCGAGCGCGAC 
GGTTACGGCAACCGCGCCGCTGCCCGTCCCCAAATCCCACACGCGCCCGTTTTCGGGCAG 
GCGCGCCAATACGGCTTCGACCAAATGTTCGGTTTCGGGGCGCGGAATCAGCACGCTCGG 
ATTGACTGTAAAGCGTCTGCCATAAAATTCGCGCACACCTAAAATATAGGCAACCGGCTC 
GCCGTTCAGACGGCGTTGCGCCAGCCTGTCCGCCCGCTGTCGGACTTCGTCCGGCATTTC 
TTCCCCGCCCCGCGTCAACAACTGCACGCGCGTATATTCCGAAACATATTGTAGCAGCAT 
TCTTGCTTCATTTTTAGGCAGTTTTGACAAGCCCAACCATTTATCAAACGTCATTTTTAT 
CCCGTCTGCCGCTGATGCGGCTTTTCTTTCCTTATTCTTTCCGGCAAACGTACCGATGGT 
GGCAACCGCAAATGCGGCATACCACAAATAAAATCCTGCACCGTAGCGCACAATATCCGA 
TGTATTCCCTGCTTCATCGACGTATACGGCTTTCACACTGAAAGCCACCAACGCCAAGCC 
CCAAAGTGCCGCATGGACAGGCACGACCTTCTTCCGCAACGCCAGCAAAACAATGGCCGC 
CAACCAAACATAATTCGCATAGACCGCACAATACCTGATATCCAAAGAAGCAAATATCGA 
CCCCAAAATCAAAACGGTCAAACCCTCCATGCTTCCATGATTGCCCAAATAAAATGCAAC 
ATTGGATAAAGACGCTATCCACAGGGCAACCGACACCAGCAACATCACTATGGGAAAACT 
TGGTTTCCGATTCTGTTCCTGCATGGTTTTATCCTAATGTAAAAGGCCGCCTGAAAACCT 
TTCAGACGGCATCGTGCCGGATTCCGCGTCAGATTGCGCTGCCGCCGACGGTCAGTCCGG 
CATCAATCCGCAAAGTCGGTTGCCCCACGCCGACGGGGACGCTCTGCCCTTCTTTGCCGC 
ACACGCCGACACCGCTGTCGAGCGCAGTATCGTTGCCTATCATGGAAACGTGTTTCAGCA 
CTTCGGGGCCGTTGCCGATGATGGTCGCGCCTTTGACGGGATATTGCAGCCTGCCGCCTT 
CCACCCACCACGCTTCGGACGCACTGAACACGAACTTGCCGCTGGTAATGTCCACTTGTC 
CGCCGCCAAAGTTGACGGCGTAAATGCCCTTGTCGATGGACGCGATGATTTCTTCCGGCT 
CATAGCTGCCGTTTTCCATAAAGGTATTGGTCATGCGCGGCATAGGGGCGGAAGCGTAAC 
TTTCGCGGCGGCCGTTGCCGGTGGACTGCGTACCCGTCAGGCGGGCATTGGTTTCGTCCT 
GCATATAGCCGACTAAAATGCCGTCTTCAATCAATACGGTGCGGCGGGTTTCGTTGCCTT 
CGTCGTCGATGTTGAGCGAACCGCGCCGGCCGGCAATATCACCCTGATCGACGACGGTAA 
CGCCTTTGGCGGCGACGCGCTCGCCTATTCTGCCGGAAAAGACGCTGGTTCCCTTGCGGT 
TGAAATCGCCTTCCAAACCGTGTCCGACCGCTTCGTGCAGCAACACGCCCGGCCAGCCGT 
TGCCCAAAACGACGGTCATTTCGCCGGCGGGCGCGGGGCGGGATTCGAGGTTGGTGAGTG 
CCTGTTTGACGGCGGCATCGACAAACCGATGAACCAAGTTTTCATCGAAATAAGCCAAGT 
CGTAGCGTCCGCCGCCGCCCGCGCTGCCCTGTTCGCGGCGTTCGCCCTGTTTGGCGATAA 
CGGTAACGTTCAGGCGCACCATCGGGCGGATGTCGGCGGCGTGTTTGCCGTCCAGACGGG 
CGAGGTAAACCATATCGTATTCGCAGGTCAAACCGGCCATCACTTGCACGATGCGCGGAT 
CGGCGGCTTTGGCGATTGCTTCCACTTTGTTCAACAGCGCGACTTTGGCGGCGGAATCGA 
GGCCGGCAATGGGGTCGGACGCGGAACAAACCGGCTTGCCGCGCGTTTCAGACGGCATTT 
TGGCGGACACCTTGCCGCCTGCCGCCCCAATCGCGCGGACGGCGCGGGCGGAACGGTTTA 
TCGAATCGATGCACAGGCTGTCGGCGTAGGCAAAGGCGGTTTTGTCGCCCGAAACGGCGC 
GCACGCCCACGCCCTGATTGATTTGGAAGCTGCCCGATTTGACGATGCCCTCTTCCAAAT 
GCCAGCTTTCATAAGCGGTGCGCTGGCAGTAGATGTCGGCGTAATCGACGTGGTGCGCGC 
CGATGATGCACAGGCTTTTGGCGAGCAGTTCGGGGGAAAGGCGGTTGGCTTCGAGCAGCC 
GCGCCTGTACGGCGGAATAGGTCGGATGCATAGTGTCGGCGCATAAAAAATCAGGGGCTT 
GATTATACGGCATTTGTTATATAGTGGATTAACAAAAAACAGTACGGTGTTGCCTCGCCT 
TGCCGTACTATTTGTACTGTCTGCGGCTTCGTCGCCTTGTCCTGATTTTTGTTAATCCAC 
TATAGAAATGCGCCGTGCCGCCTGAAATGTAAGATTTTTGCCAACGCCCCCTGCTTTTGT 
GTACACTTAAAGCTCCTTGTCGGAGTGCCGCCGCCGGGCGGCTGAGATTGCGAAAGCAGA 
ATCCGTAGAACCTGTCGGGGTAATGCCTGCGTAGGAAACAAACCGTCAAATGCCTTATCA 
GGCTTCCGTTCCCTTTTCCGCACTTCCCCGCCCCATTTTCATGTTTTTTAAGGACTTGAT 
ATGTCGGGCAATGCCTCCTCTCCTTCATCTTCCTCCGCCATCGGGCTGATTTGGTTCGGC 
GCGGCGGTATCGATTGCCGAAATCAGCACGGGTACGCTGCTTGCGCCTTTGGGCTGGCAG 
■CGCGGTCTGGCGGCTCTACTTTTGGGTCATGCCGTCGGCGGCGCGCTGTTTTTTGCGGCG 
GCGTATATCGGCGCACTGACCGGACGCAGCTCGATGGAAAGCGTGCGCCTGTCGTTCGGC 
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AAACGCGGTTCAGTGCTGTTTTCCGTGGCGAATATGCTGCAACTGGCCGGCTGGACGGCG 
GTGATGATTTACGCCGGCGCAACGGTCAGCTCCGCTTTGGGCAAAGTGTTGTGGGACGGC 
GAATCTTTTGTCTGGTGGGCATTGGCAAACGGCGCGCTGATTGTGCTGTGGCTGGTTTTC 
GGCGCACGCAAAACAGGCGGGCTGAAAACCGTTTCGATGCTGCTGATGCTGTTGGCGGTT 
CTGTGGCTGAGTGCCGAAGTCTTTTCCACGGCAGGCAGCACCGCCGCACAGGTTTCAGAC 
GGCATGAGTTTCGGAACGGCAGTCGAGCTGTCCGCCGTGATGCCGCTTTCCTGGCTGCCG 
CTTGCCGCCGACTACACGCGCCACGCGCGCCGCCCGTTTGCGGCAACCCTGACGGCAACG 
CTCGCCTACACGCTGACCGGCTGCTGGATGTATGCCTTGGGTTTGGCAGCGGCGTTGTTC 
ACCGGAGAAACCGACGTGGCAAAAATCCTGCTGGGCGCAGGTTTGGGTGCGGCAGGCATT 
TTGGCGGTCGTCCTCTCCACCGTTACCACAACGTTTCTCGATGCCTATTCCGCCGGCGCG 
AGTGCGAACAACATTTCCGCGCGTTTTGCGGAAACACCCGTCGCTGTCGGCGTTACCCTG 
ATCGGCACGGTACTTGCCGTCATGCTGCCCGTTACCGAATATGAAAACTTCCTGCTGCTT 
ATCGGCTCGGTATTTGCGCCGATGGCGGCGGTTTTGATTGCCGACTTTTTCGTCTTGAAA 
CGGCGTGAGGAGATTGAAGGCTTTGACTTTGCCGGACTGGTTCTGTGGCTTGCGGGCTTC 
ATCCTCTACCGCTTCCTGCTCTCGTCCGGCTGGGAAAGCAGCATCGGTCTGACCGCCCCC 
GTAATGTCTGCCGTTGCCATTGCCACCGTATCGGTACGCCTTTTCTTTAAAAAAACCCAA 
TCTTTACAAAGGAACCCGTCATGACCCGTATCGCCATCCTCGGCGGCGGCCTCTCGGGAA 
GGCTGACCGCGTTGCAGCTTGCAGAACAAGGTTATCAGATTGCACTTTTCGATAAAGGCT 
GCCGCCGGGGCGAACACGCCGCCGCCTATGTTGCCGCCGCCATGCTCGCGCCTGCGGCGG 
AAGCGGTCGAAGCCACGCCCGAAGTGGTCAGGCTGGGCAGGCAGAGCATCCCGCTTTGGC 
GCGGCATCCGATGCCGTCTGAACACGCACACGATGATGCAGGAAAACGGCAGCCTGATTG 
TGTGGCACGGGCAGGACAAGCCATTATCCAGCGAGTTCGTCCGCCATCTCAAACGCGGCG 
GCGTAGCGGATGACGAAATCGTCCGTTGGCGCGCCGACGACATCGCCGAACGCGAACCGC 
AACTCGGCGGACGTTTTTCAGACGGCATCTACCTGCCGACCGAAGGCCAGCTCGACGGGC 
GGCAAATATTGTCTGCACTTGCCGACGCTTTGGACGAACTGAACGTCCCCTGCCATTGGG 
AACACGAATGCGTCCCCGAAGGCCTGCAAGCCCAATACGACTGGCTGATCGACTGCCGCG 
GCTACGGCGCAAAAACCGCGTGGAACCAATCCCCCGAGCACACCAGCACCCTGCGCGGCA 
TACGCGGCGAAGTGGCGCGGGTTTACACACCCGAAATCACGCTCAACCGCCCCGTGCGTC 
TGCTCCATCCGCGTTATCCGCTCTACATCGCCCCGAAAGAAAACCACGTCTTCGTCATCG 
GCGCGACCCAAATCGAAAGCGAAAGCCAAGCCCCCGCCAGCGTGCGTTCAGGGTTGGAAC 
TCTTGTCCGCACTCTATGCCATCCACCCCGCCTTCGGCGAAGCCGACATCCTCGAAATCG 
CCACCGGCCTGCGCCCCACGCTCAACCACCACAACCCCGAAATCCGTTACAACCGCGCCC 
GACGCCTGATTGAAATCAACGGCCTTTTCCGCCACGGTTTCATGATCTCCCCCGCCGTAA 
CCGCCGCCGCCGCCAGATTGGCAGTGGCACTGTTTGACGGAAAAGACGCGCCCGAACGCG 
ATAAAGAAAGCGGTTTGGCGTATATCCGAAGACAAGATTAAAGCCGCCCGAAAGGACACC 
TTATGACCTTCCCGCCCCTAAAATCCCCGCTCAAATTCTACGCCGTCGTCCCCACCGCCG 
ATTGGGTGGGGCGCATGGTCAAAGCAGGTGCCGACACGGTGCAACTGCGCTGCAAGGCCC 
TGCACGGCGATGAATTGAAACGCGAAATCGCCCGCTGCGCCGCAGCCTGTCAGGGCAGCC 
GTACGCAGCTTTTCATCAACGACCACTGGCGCGAAGCAATCGAAGCGGGCGCGTACGGCG 
TGCATCTCGGACAAGAAGACATGGACACCGCCGACCTTGCCGCCATCGCCGCCGCCGGTT 
TGCGCTTGGGTTTGAGTACGCACTCCGTTGCCGAACTCGACCGCGCCCTGTCCGTACACC 
CTAGCTACATCGCCAGCGGCGCGATTTTCCCGACCACGACCAAACAAATGCCCACCGCCC 
CGCAAGGCTTGGACAAACTGCGCGAATACGTCAAACAAGCAGGCGGCACGCCCGTCGTCG 
CCATCGGCGGTATCGACTTGAACAACGCCCGAGCCGTACTCGCCACCGGCGTTTCCTCAC 
TCGCCGCCGTCCGCGCCGTAACCGAAGCGGCAAATCCCGAAGCGGTGGTTAAAGCGTTTC 
AGGCTTTGTGGGATGGATAAAACCGAAAGAAGAAAATTCAATTGCCGTGTAGGCAAAACT 
TAGCCCGTTATCGCAAACATACTTAACTTTAAATGTGGCATATCATCAAATTCCGTCATT 
CCCGCGTAAGCGGGAATCCGCCTTAAAACTTGAGAAACCATCATTTGAAAAACAGTTTCC 
GAATTTCAAAAATGGATTCCCGCCCGTGCGGGAATGACGGCAACCGGTCAGTTGCGTATC 
AAAAAATAAAGTAATTCGGCTAGATATAGTGGATTAACAAAAATCAGGACAAGGCGACGA 
AGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCACCTTAGAGA 
ATCGTTCTCTTTGAGCTAAGGCGAGGCAACACCGTACTGGTTTTTGTTAATCCACTATAA 
ATACAGAAACATCGAGAAACCATGAACATCATCTTAAACGGCGGACCCGCCGAACTTCAC 
GGCACGACCGTTGCCGACCTCATCGCCCAAACCGCGCCGCAAAAGCCCTTTGCCGTGGCG 
GTCAACACCGTTTTCGTCCCCAAAGGCGCGTATGCGGAAACGGTTTTAAACGAAAACGAC 
AAAATCGATATCGTGCGGCCGGTGGTCGGCGGCTAGGCGGTTTTGCCTTTTCAGACGACC 
CCTGTCCCCAAAACAACGTTATGGTGGATTAACTTTAAATCAGGACAAGGCGACGAAGCC 
GCAGACAGTACGGATAGTACGGAACCGATTCACTTAGTGCTTCAGCACCTTAGAGAATCG 
TTTTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATACAAAG 
GAACCCATTATGCTCACCCTATACGGCGAAACTTTCCCCTCGCGGCTGCTGCTCGGCACG 
GCTGCCTACCCGACCCCCGAAATCCTCAAACAATCCATCCAAACCGCCCAGCCTGCGATG 
ATTACCGTCTCGCTGCGCCGCGCGGGAAGCGGCGGCGAGGCGCACGGTCAGGGGTTTTGG 
TCGCTGCTTCAAGAAACCGGCGTTCCCGTCCTGCCGAACACGGCAGGCTGCCAAAGCGTG 
CAGGAAGCGGTAACGACGGCGCAAATGGCGCGCGAAGTGTTTGAAACCGATTGGATAAAA 
TTGGAACTCATCGGAGATGACGACACCTTGCAGCCGGATGTGTTCCAGCTTGTCGAAGCG 
GCGGAAATCCTGATTAAAGACGGCTTCAAAGTGCTGCCTTATTGCACCGAAGACCTGATT 
GCCTGCCGCCGCCTGCTCGACGCGGGCTGTCAGGCGTTGATGCCGTGGGCGGCCCCGATC 
GGCACGGGTTTGGGCGCGGTTCACGCCTACGCGTTGAACGTCCTGCGCGAACGCCTGCCC 
GACACGCCGCTGATTATCGACGCGGGCTTGGGTTTGCCCTCACAGGCGGCACAAGTGATG 
GAATGGGGCTTTGACGGCGTGCTTTTGAATACTGCCGTTTCCCGCAGCGGCGATCCGGTC 
AATATGGCACGCGCCTTCGCACTCGCCGTCGAATCCGGACGGCTGGCATTTGAAGCCGGA 
CCGGTCGAAGCACGCGACAAAGCGCAAGCCAGCACGCCGACAGTCGGACAACCGTTTTGG 
CATTCGGCGGAATATTGAAAAAGGCAGCAAAAATGCCGTCTGAAGGCTTCAGACGGCATC 
• GCGGTCCAAAACGGCGGCGGCCTGAAACGGACAAACCGCCATTCCCCGGCATCACGGCTT 
TGTCGGAAAAAATGGAAAAACCGGCCGGAAAACCTTGCCGCCCGTCCCGATGCCGCAACC 
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AACGAAACACTCGGCCTCCACGGTGTGCAGGCTGCCGCGCAAGCCCTAAATACGGCAATA 
GAAGAAGCGTTTTGTTGTTGTTTGAATACACTTAAAAATACCTAAAGCCGTCCGTAAGCC 
TTCATCCGCAACGGTTTTACCGCTTTCGCATCCCCGAATCCACGCTCAAACACCCCCGAA 
TGACAACCCTGTCCGCGCCAAATCGGACGGATGTTCAAACACGGGCAACCTTATTTCCGT 
CAGGCACGAAGCCCTCAGCTATGCCTGCCGACCCCGATTTGTCCGACACAATGAAAGTTT 
GCCGACCCGAATCACAAACATCGGCGGACAGGTTAATTTGTTTATTTTTCATCGTATTAC 
AAAAAATCTGCATTTATTTTTAAATTTTTATTGATAATTATTATTATTAGCGTATAATCA 
AAACCACTCGGAAGCCGTCCGTTCCGAACCATTAAACACCATATTTCCCCATCATCACTT 
TCACACTTGGAGTCGGCATATACGAGACATACATTCCCTTTTTATATATCAGATACTCAA 
AACCGAAACGCCAAACCCACCTTCGCGGTGGGTTTGGCGTTTATCGTCCGGCTTTCGCGC 
CTATTTGCAAGACTTGAGGTTCAGTTTGCCGTATAGGGACGTGATTTTACGAATTTCGTC 
CGCATCGGCGGCATTCACGCCGGTAAACAAAACCGTCATACGCGACACGCTCAAAGAATC 
GTCCTGCCTGTCGGCTTCGGCAAAGTGTTCGACAATATGCGCCCCGCCGAATCCGGCGCC 
GGCAAGCCGGTTTTGCAGGGCTTGGGCGTTTTCCCGGCTGTTGCCGACACCCAAACTCAA 
TGCGCCGTCAAACGGTATGGGGTTGAAACCTTTGGCAGACAGCTCCGCCGCCTGATTTTC 
GGCATCGGCGGAAACGGGCAGGACGACGCGGTAGGTTTTGTCGGCAGGTTTGGCTTGGGC 
GGTGCGTTTTTCGACGCTCCTGCTGGCAACGTGCGACCATTTGCCCAAAAGTCCTTTGAT 
GCGGTGGTAGTCATCTTCGTCCATCGTGAGGCTTGCCTGCGCGGCGCATAAGGCATCCGC 
CGCGCCGTTTTCGCGTTCCGCCTGCGCCTTTTCGGCGGCGAGTTTTTCGCGGCGGGCTTT 
TTCTTCACGCTGTTTTTTCTCTTTCAGTTTTTTCTGTTCCGCTTCTTTTTTCAAGCGCAA 
CTGCTCCGCCTGTTCTTCGCTCAGAATGTCGCCCTGTTTGAGCAGTGCGCCTGTATCCGA 
TTCAGATGCCGCCTGAACGACAGGACCGGATGCTGGAATATTCCGAACAACCGGCATAGT 
TGGGGCAACTGGTTGAACCTGCAAATTGTTTGCGGCATTCTGTGCCTCCGGTATTCTGCC 
GGCCTGTTTCAGTGTCAGTTTGTAACCTACCGTACCGCCGAATACGGCAATATTAATCGC 
AACCAAAAGGATAAATAGCCATTTCATCTCTGTATTCCTTAAATATGTTCATATTCCCTG 
CCTTCGGCGGCAATCATGTTCAACAACCCGTAAATGACGAGGTTGTCCGCCACGCGCACG 
GTATTTTCCGCCAAAAATGCAGGCGGCAGGGCTTCGGCAACTTTTGCCGCGCCGCCGCCG 
GTAATGATGACATCGACAGGCTTGCCCGCCCCGGTTTTTTCTTTCAAACGCCCGTGCATC 
ATCATAACCGAGCCGCAAACCGCATCCATCATGCCGCTGGCGACGGCATTGCCCGTTGTG 
GTCGGGAAAGGATAACGCTTACCGGCGTGCCGGTTGAGGTTGGCGGTTCGGACGGCGAGC 
GATTCTTTCATCAGGTGGAAACCGGGCATGATGGTTCCCCCGAGATAATGTCCGTCATCG 
GTGAGCGCGTCAACCGTTACCGCCGTGCCGCAACTGACGACGACGCAGGCGTTGCGGCTG 
AAGCGGCGGCTGCCCAAGGCGTTGAACCAGCGGTCGGAACCGTGTTCTTCGGGGTGGCGG 
TAGTGGTTGCGTATGCCCAAAGCCTGTGCGGAAGACGGCAGCCACTCGATTTTTCGGGCG 
AGCTGTTCCTGCACTTGTGCCTTTTTGAATTCTCCGCACACAGCGCAACCGACGATGCGG 
ACATTTCCATCCGCCTTTTCCGCCCACTCCGCGCCCAAAGGCGACAAATCGCGGTACGGC 
GCGCTACCGACGGTTGCGAACGTGCCGTTTTCCACCCACGCCCACTTGAGCCGGCTGTTG 
CCGCCGTCCAACAGCAGAAAACGTTCCGAATCCCGCCGCTTCGGCACGGAAACCGGCCTG 
TCGTCGGACCGCAGGCTGATTTCGCCGCTGACGACCGTCTGTTTGCCCTCTGCCGTTTCC 
AAGTGCAAAACGCCTTGTCCGTCCACGCCTTTAACCGTGCCTTCGAACACGGTTTCGCCG 
TCGCGCAACAGCAATACCGCCTTGCCGTGGTCGCGGTTGGCAGCCTGATATTCCGCCACA 
AAAGGCGCAAATCCGTCCCGCGCATATTGCAACAACACCGCGTCCAGTTCCACCAACAGC 
GTTTCCAGCAGCACGGCGGCATCGGCATTGCCCCGCCGCGATGCCGTCTGAAACAGCGAT 
TGCACGGAAGCGGCATTTTCTACTTCCTTGGGCAGGACAAAATTGATGCCGATACCGACC 
ACGGCAACCGTTTTGCCGCCCGTCCTGACCGTTTCAATCAGAATGCCGCCCAATTTGTCG 
CGTCCGACAACCAAATCATTGGGCCACTTAATCTGCACATCCAAACCTAAACGCGACAAG 
GCGCGCCGACACGCCACTGCCGCAACAGGCGACAGCGAACCCAACTCATACTGCGGCCGG 
TCAAACACCCAGCCAAAACTGAACATCAGACACTCGCCCAAACGGTGCGACCACTTCCGC 
CCCTGCCGCCCCCTGCCCTTACTTTGCAGGTGGGTCACGCATATGGTTTTGTGCGCCTTG 
TCCGGCGCAATCCGCGCCAATTCCAGTATCTCGTCGTTGCTGGACGCGCACTCGTGCTTC 
AATGCCGTCTGAAAACCCGACCTTTCCCCCAGCTCGCGCAAACCTTCGGCATCGAAAACC 
GCCAATGGGCGCACCAGCCGCCAATAGCCGTCGTGTTGGCGCAACAGCCCGCGTATGTGC 
GCCGGCATCTGCTGCCAAAAACCGTTGAGCTGCTGCGGCTTCATATCCGCCATACGCGCC 
AGTTGCGAGACGTGTTGCGGCAAACCGTCGGCAAGCTCCGCCAACACCCGCCAGTGCGAA 
AGCTTCAAAACCGTCATTTTCCGCCCTCTGCCGCACGGATTTTTGCCAAAGTCTTCGTTG 
TCGAAGTCTGGTGCAGAAACGGAATTGAAAACACCTGACCGCCGCGCGCCAACGTTTCTG 
CCGCACCGACAATCTTATCCGCAGCCCAATCGCCGCCCTTGACCAAAATCTCAGGTTTGA 
CCGCCTCAATCAACGCCGCCGGCGTATCCCCGTCAAACCACGTTACCAAATCCACACTTT 
CCAAAGCGGCGGCAACGGCGGCACGGTTCTCCAAAGGATTAACCGGGCGGTCACCGCCCT 
TGCCCAGACGCCGCACCGAAGCATCGGTATTCAACGCCAGCACCAACGCGTCCCCCATCG 
AACGCGCCTGCGCCAGATAAGTAACGTGCCCCCTGTGGAGGATGTCGAAACAGCCGTTGG 
TAAACACCAGCGGGCGCGGCAACAACGCCAAACGCGCCGCCAACGCCTCGGGCGGACAGA 
TTTTCGATTCAAAATCAGGGACAGACCAAGCGTCAACCATCAAAGCCTCCGACAAAAACC 
ATAAAAGACAGAAAAACCCACATGATACAGAAGCATATGCGAAAGGCAAAGCCGGCGGCG 
CGGACAGTACGCGCAAACGGGAAAAGACCCGTACCGAAAAGTACGGGCCTTTATCTGGGG 
TGGCTGATGGGGCTCGAACCCACGACAACCGGAATCACAATCCGGGGCTCTACCAACTGA 
GCTACAGCCACCATAAAAACGGTTTTCAATCAAATTCTTGGCACGCCCGACAGGAATCGA 
ACCTGTAACCCCCGACTTAGAAGGTCGGTGCTCTATCCGGTTGAGCTACGGGCGCTCATG 
CCGATTCGTGCTGATTGATTGGTCGGGGCGGTGGGATTCGAACTCACGACCCTCTGCTCC 
CAAAGCAGATGCGCTAACCGGGCTGCGCTACGCCCCGACTTGAAGAAGCGAACTATACAA 
CTCAGGGAAAGATGCGTCAACATTTATTTTCAAGACACCAAGATGAAAAATATAGTTTTT 
TGATTTGAAAAAATATTTAATCCGTCCAAACAGCCGTATTTTATTTCAGGGCAAATTTAT 
TTTCGGCATCCTGCTGTAAAAACAAACGGAAAATGCGATAATTTTCAGCATTTTCTACCT 
GTTTAACAAAAGGACGGATATGTCGGCACAACTGATCAATGGTAAAGAAGTTTCGCAAAA 
ACGCCTGCAGGCGGTTGCCGAAGCGGTGGCGCAACGCCAACAGAACAATCTGCACACCCT 
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TGCCTGGCCGTGGTTTTGGTCGGAGGCGACCCTGCCAGCGCGGTTTATGTCCGCAACAAG 
AAAACTGCCTGCCAAAAATGCGGCATCAAATCACTGTCTTACGAGCTGCCCGAATCAACA 
TCGCAGGAAGAACTGCTGGCACTGGTCGACCGCCTGAATGCCGATTCCGAAGTGGACGGT 
ATTCTGGTTCAGCTACCGCTGCCGAAGCACCTCGACAGCCAGGCGGTTTTGGAACGTATT 
TCGCCGGATAAGGACGTGGACGGCTTCCATCCTTACAATGTCGGCAGGCTGGCGGTCAAA 
ATGCCGCTGATGCGCCCGTGTACGCCCAAGGGCGTGATGACGCTTTTGGAAGCTTACGGC 
ATTGATCCGAAGGGGAAAAAAGCGGTCGTGGTCGGCGCGTCGAATATCGTCGGCCGCCCG 
CAGGCTTTGGAACTGCTGCTGGCGCGCGCAACGGTAACGGTCTGCCACAGCGCAACCGAA 
AATCTGACAGACGAGGTTGCCGGAGCCGATATTTTGGTGGTCGGCGTAGGCATTCCGAAC 
TTTGTCAAAGGCGAATGGATCAAACCTGGCGCGGTCGTTATTGATGTGGGCATCAACCGT 
TTGGACGATGGCAGCCTGTGCGGCGACGTGGAATTTGAAACGGCAAAAGAACGGGCGGCG 
ATGATTACGCCCGTTCCCGGCGGCGTGGGTCCGATGACGATTGCCACATTGATGGAAAAC 
ACCCTGCACGCGGCTTCACTGCACGATGCTTGAGCGGTTCTGAAGATAAAAATGCCGTCT 
GAAAGGCTTTCAGACGGCATTTTGCCGTGTCCGTTTATTTGGGCAGCTTGACGACAACCG 
TATCCGCCAGTATGTCGTAAAGCGTGCGGCGGTCGCGTTTGACCATAAAGAGCAGGACAA 
AGTTGGCAAGGAATGCCAGCAGGTTGATGGCGTTTTCTCCGTTGTCACCTACTGCAAGAC 
CGATAACGGCGGCAATAATGGCAACCAAAACCGACCATGCGATTTCGCGTACCAAAACCG 
TGCCGACAAAACCGGGATTGCGGCCGTCGGTTTTCAACACACGGATTCTCATGATTTTCT 
TACCCAATGACTGCCCGTCCCGGCTCATATAGTAGATTTGGATGACGGTGTACGCCAAAA 
TGCCTGCCAGTCCTACCCAAAAGGAAGTCATGCCCAAAAGCAGCCCGAATATTTCTTCGC 
CGCTGCCAATCCTGCCTTCATTCTTGATGGCGAAAGCAATCAGTCCGGCAAACGGCACCA 
ACAAAACCAAAAAGGTAAACAATTGGTTCAGCAGCGCGGCAAGTATCCGGTCGCCTGCAC 
CGGCAATTCCGACTTCAATTTCCTGCCCGTTGCGGTTGTCGGATGCCGCGTCGGTGTAGT 
CGTTTTTTTCTTCCATATCCGTTCCTGATAATTGTTCTTAACTGACCCCGATTCTACCGC 
CACGACACCGAAAACGCCAATACTTAAAGAAATCCCGATAAAGAACTTTACATTTTCCCA 
ATACGGCGTTAAAACGCTTCCTTTACGCCATACATAATTTTATTAACGATTTTTCCTCAA 
GGAGCAACACAATGAAAGTAGGTTTCGTCGGCTGGCGCGGTATGGTCGGTTCGGTTTTGA 
TGCAGCGTATGAAAGAAGAAAACGACTTCGCCCACATTCCTGAAGCGTTTTTCTTTACCA 
CTTCCAACGTCGGCGGCGCAGCCCCTGATTTCGGTCAGGCGGCTAAAACATTATTAGATG 
CCAACAATGTTGCCGAACTCGCCAAAATGGACATCATCGTTACCTGCCAAGGCGGCGATT 
ACACCAAATCCGTCTTCCAAGCCCTGCGCGACAGCGGCTGGAACGGCTACTGGATTGACG 
CGGCGTCCTCACTGCGCATGAAAGACGACGCGATTATCGTCCTCGACCCTGTCAACCGCG 
ATGTCCTCGACAACGGTCTCAAAAACGGCGTGAAAAACTACATTGGCGGCAACTGCACCG 
TTTCCCTGATGCTGATGGCTTTGGGCGGCCTGTTCCAAAACGATTTGGTCGAATGGGCAA 
CCAGCATGACCTACCAAGCCGCTTCCGGCGCGGGCGCGAAAAACATGCGCGAACTCATCA 
GCGGTATGGGCGCGGTTCACGCCCAAGTGGCGGACGCGCTTGCCGATCCTGCCGGCTCGA 
TTCTCGACATCGACCGCAAAGTATCCGATTTCCTGCGCAGCGAAGACTATCCGAAAGCCA 
ACTTCGGCGTACCGCTCGCCGGCAGCCTGATTCCGTGGATTGACGTGGATTTGGGCAACG 
GCCAGTCCAAAGAAGAATGGAAAGGCGGCGTGGAAACCAACAAAATCCTCGGCCGCAGCG 
ACAATCCAACCGTGATTGACGGCCTGTGCGTCCGCGTCGGCGCGATGCGCTGCCACAGCC 
AAGCCATCACTCTGAAGTTGAAAAAAGACCTGCCTGTTTCCGAAATCGAAACGATTTTGG 
CAGGCGCGAATGACTGGGTGAAAGTCATCCCCAATGAAAAAGAAGCCAGCATCCACGAGC 
TGACTCCTGCCAAAGTTACCGGCACGCTGTCCGTCCCTGTCGGACGCATCCGCAAACTGG 
GCATGGGCGGCGAATACATCAGCGCGTTCACCGTCGGCGACCAACTTTTGTGGGGCGCTG 
CCGAACCGCTGCGCCGCGTATTGCGTATCGTGTTGGGCAGCCTGTGAGCCCTGTTTGAAT 
GGAAATGCCGTCTGAAGCCTGTTTCAGACGGCATTTTCCTTGCAACCCTGCCGGATAACG 
CCCTGCCGGCACTGCCGACGTAAAAAATAAAGGATTCCATTTCCGGCGGTATGCGGCAGC 
CCGACTTTATCCGAACCTGATGCGCCTGCACGTCAATGAAAACAGCCCGATTGCGGACTT 
CCTGCTACAGCCGAAATTCCGATAAGGCAAGCGTTCACGCCAGCAACATTTCCTGCATCA 
GCTTCATACCCCACTGCCAGCCGCCGAGCATGCCGTTCAAACTGCCCGAATGCGGGGAAA 
CCAACAGGCGGGCGTTCCACAAATCCGCCTGTTTTTGCGCCCAACCGTGCGGCACGCCGC 
CGTGTTCGGGTACAACCAATGCGGCACGGCAGGGACAGCGGACGCGTTGGAAAGCGTGTT 
CCGCATCGTCGGGAAAAATATCGGGACGCTGCGGTACAAGGATGATGTTGGCAATTTTCT 
TCCGTGTCAGGATGTCTGCCTGATACAGCCACGCCAAAAATGCGGCCGCGCCCGCACCGT 
GTGCGACAACGGCGACGTATTTGCCGCGTATGCGTTCAAATGCCGTCTGAAGCCCTGCCT 
GCCATTCCCCTATGCTTTGACCGGCCGACGCTTCGGACATCTGCACGACGGGATAACTGA 
TCGCCCAACGGTCTATCCACATCTGATCCTCTCCGGCATCGCGTATCAGCCAAAGCGTCA 
AATCTTCGAGTTCAAAACCCTGCATACCGCCCCGCCTATTTCAGCAGGTCCCGGAGGGTA 
AAGGCGATGAGCAGCGAAGCGGGTACGCTCAATATGGCGCAGACGGTCAGGCAGGCAAAA 
ATATTCACCACCCGCCGCCAGCCTTTCCAACCCAAACATTTGGACGCAATCAGCAGGCAG 
GGCAGGCAAATCAGCAGCCACACCAACGCCCATATCGGGTTTGCCTTGGTCGGCGCAAGC 
CAGCCTTGCATCCGCGACAACATAAATATCGCCCACACCAACATGGGCAGGATAAACGCA 
GCGACGACCCATGCCGCGCCTATTCCTGTTTTTCCGTCCACATTCCAATCATATTTACCC 
AAAACCTTATTCGGCAGCATAGTCATACTCCACGACCAGCGGCGCATGGTCAGAAAATTT 
TTCATCTTTATAAACGTGTGCGGACACGGCTTTGGCAGCAAGTTCGGGCGTAACCATCTG 
ATAATCGATGCGCCACCCGACATCTTTCGCATACGCCTGCCCTCGGTTGCTCCACCAAGT 
GTAGCCCGGCACATCGGGATAAAGCGTGCGCCACATATCCGTCCAACCGAGCTTGTGGAT 
AACCTTGCCTATCCACTCGCGCTCTTCAGGCAGGAAACCTGAATTTTTCTGGTTGCCTTT 
CCAGTTTTTCAGGTCGATGTTTTGGTGGGCGATGTTCCAGTCGCCGCAGACGACAATGTC 
GCGCCCTTCGTTTTTCATCGCTTCGAGCATAGGGTAAAACGCATCAAGGAAACGGTATTT 
CACCTGCTGGCGTTCTTCCGCGCTGCTGCCGCTGGGCAAATAAAGCGAGATAACGCTCAA 
CCTGCCGAAATCGCAACGCACAAACCGCCCTTCCCTGTCGAATTCTTCAATGCCCATACC 
GATTTGCACATTGTCGGGTTTGCGTTTGCTGTACACCGCCACGCCGCTGTAACCGCGCTT 
GTCGGCGCAATGCCAATGACCGTGCATCCCGTGCGGATTTTTCATATCGGCAGACAAATC 
AGCCTCCTGCGCTTTGAGTTCCTGCACGCAGACAATGTCCGCGCCCGATGCGGCGATGTA 
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TTCGTAAAAACCTTTTTTGTAGGCGGAGCGGATGCCGTTGACGTTGGCGGAAATGATTTT 
AAGC AT AAT AAAAAT AAGTT CT C AC AAT AAAAATGCCGTC T G AAC AAAAAAGGGC AAAAT 
GCGGCACATTTACCCTTTTCGATGGATTTTAACCGCGCCGCCAAGTCGTGCCGCCGGCGT 
TGTCTTCCAAAATGATTTTGTGTTCGTTCAGAAGGTCGCGGATGCGGTCGGATTCCGCCC 
AGTTTTTATCGGCGCGCGCCTGTTTCCGCCGGGCGATCAAGTCTTCGATTTCTTCGTTGG 
AGAGACCGTCTGAAGCCGCGCCGCCTTGCAGGAACTCGGTCGGATCGCGTTGCAGCAGTC 
CGATGATGCCGCCCAAGGCTTTCAGACGGCCTGCCAGTTGCGCGTCATTGGTTTTGTTCA 
CTTCGCCGGCAAGTTCGAACAACACCGCCACCGCTTTCACCGTATCAAAATCATCATTCA 
TCGCAACATAAAAGCGGCGCGTGTAGTCATCGCCGGCTTCAGACGGCATCGGATCGGCGG 
GCGGCGTATTTTTCAAAGTCGTATACAAACGCGTCAACGCGCCTTTTGCATCATCCAAAT 
GCGCGTCGGAATAGTTCAACGGGCTGCGGTAGTGGGCGCGCAGGATGAAGAAGCGCACGA 
CTTCCGGATCGTATTGTTTCAACACTTCGCGGATGGTGAAGAAGTTGCCCAGCGATTTGG 
ACATCTTTTCGCCGTCCACGCGGATAAAGCCGTTGTGCAGCCAGTATTTGACGTGGCTGG 
CGATGCTTTGCCCGTGGTGGGTTTGCGCGTGATGATGACCGCAGGTATGCCCCGTCGCGC 
CGACGCTTTGGGCAATTTCGTTTTCGTGGTGCGGAAACTGCAAATCCGCGCCGCCGCCGT 
GGATGTCGAAGGTATCGCCGAACAGGTTTTCACTCATGGCAGAGCATTCAATGTGCCAAC 
CCGGACGGCCGTTGCCCCACGGGCTTTCCCACGCCGGTTCGCCTGCTTTGGCGGCTTTCC 
ACAACACAAAATCAAGCGGATCGCGTTTGAAACCGTCCACTTCCACGCGTTCGCCCGCAC 
GCAGGTCGTCCAACGATTTGCCCGACAATTGTCCGTAAGCGGCAAACTCGCGCACGGCGT 
AGTAAACGTCGCCATTTGCGGCAGGATATGCCTTGCCGTTTTGAATCAGGGTTTCAATCA 
TGGCAATCATTTGCGGAATGTTTTCCGTTGCCTTCGGCTCAATATCCGGACGCAACACGC 
CCAAAGCATCGGCATCTTCGTGCATGGCTTGGATGAAACGCGCAGTCAGTTTGCCGATGG 
TCTCGCCGTTTTCAGCCGCGCGGGCAATGATTTTATCGTCGATGTCGGTGATGTTGCGTA 
CATAAGTGAGCGGATAGCCGCACTCGCGCAACCAACGGGCAATCATGTCGAACACCACCA 
TCACGCGGGCGTGTCCCAAATGGCAGTAATCGTAAACGGTCATACCGCAGACGTACATAC 
GCACGTTTTCAGGGTCGATGGGGGAAAAGGGTTCTTTTTGACGGGTTAGGGTGTTGTAGA 
TGGTGGTCATGGGATTATGGATTAATCTTTGTTGCTCGGATGATAATTTCTGTTCTGTTC 
CTGTAGATACGGACCAAGGAACATTACGTAGTTGCGGATTATTAATATGGCTGATATTTG 
TGAAAATTGGTTCTGCATAACAGTTTGCAAAATTTTTTGTAAATTCTGATAATTTAAACT 
TATCTTTTAATAAGTTTGCTAAATCTGATGACGAGGGATAAAGTTTACTTCTTATACTAG 
GCATTTCAATATGAAGGACTATTTTTATTTCGTTACAATCTAAAGCCAAGCGAGAAAAAT 
CTTTTTCTTCCTGTTTTTCTGCTTTAAATTTAGCAGAAACCAATCCTGCCAATGAATCTC 
GAATTTTTCTTGCGATTAAATATGGTAGGTCAGAAAGTTTTTCATCTATTGATTGGGCAT 
TTGGCTCAAGCCCAAGTCGGTAATAATCTTTAATTTCGATTAGCCAAAGTGTCGATTCAT 
GAAGGGCTATTATATCTACACCTGAGCTGCCATTATCGTCATCTACACTTTGATTTATCC 
CGTTCTTTCCCTTTTCATTTGTATCAATTTTATTACGTAAATTACAACTGTTCTGAAAAA 
TTTTATAATGTTCCCATTCGTCATACTTGGTAACGTAATAATCTTCAGGAAAAGCAAAGG 
TTAATCTCTTTTCTGTGATTGTAGTCATAGCTTAACCTCAAATATTCAGATACCTGTCTG 
CCTGCATAATGTTTTCATCTAACAATATCAATGTGTTCAAATCATTAATACTGTTCCCTT 
GCTCCACTTTTGTTCCATCATCGGAAGCAATCAACGAGAAAAAACGTACAGGTAAATCCG 
TGTTATTTTCAAGCTTCAAAAGTTCCAATTCTCTCAATAAGAATAAAGAGTGTGTTGCAA 
TAAAAACCTGAATACCCTGTTGAGATAAAGACCAAATAATACGGGCAGCCACTTTGATCA 
ATTTAGGATTCAGATTAGCTTCCGGTTCATCCCAAAATAGATAGCCTTTATCCAGCAATG 
CCCCTGTTGCGATTAACCGGGCAATCATGACAAATTTCCGCAAACCCTCTGCTACCAAAG 
GTGCTTCAATCTTACCGCCCGTATTTGTCAGCGATAGATAAAACCTTCCTTGTTCTTCAG 
ATACTTTTCCGCCCATCGCGTTCTCAATAGGTTCGAGCAATTCTCGAATTTTTGTTTCTC 
TGGGGCCTTTGGCAAGCGGGTGATTTAATTGCATACAGGTATCAAACCAAGTTTCTTCGA 
AAGGGATGCTTTGGTTTTGATACAAAGAAGTGAACCAAGGGCAAAGTGTAATTAATTCGC 
GGCTGGGTAAGAAGATAGGTGTCGGAGTATATTCATTTTCTTTCAATCCGATGCTTTGAA 
CATTGACTTGCGATGATGAGTTACTGGAAAAATTCAGACTACTATGCGTAGTGCCGTTTT 
GCAGTTTTAAAACGATTTCCGTACGCCCGCGCCCCTGCAAACGTTTGCTCAACCTACCCA 
AGGAATCGGGACGGAAAACATTCAGTAATTTATCGGCAAAACTTTTTTGCAATTCTGTTT 
TCAGTAATCTGTTTTTGGTGTTAGATGTTACTTCTAGCAGGCTGTATAAAATTTTTAACA 
AATGTGTTTTGCCACAACCGTTTTCGGCAACAATAACATTGAGATTTTCAGAAAATTCAA 
AAGTATCGTTTGGAAGAACGGTAAAGTTTGTCAACTCAAGCGACTGGATATATTGGTTAG 
ATGACATTTTTAATCCATTTCAATCTTGCTTTAAAATTGTTTCAAACAACCTTTTGTAGA 
ACAAATATCGTCTGAAACCCTTTCTTTTTTCACTCCGGCTTAAACACGCCTGTATCCGTT 
TTAGGCTGCTGTTCGATAATTTCAACATTTGCCGCTGCTTTCTCCGCTTCTGCTTTTTCA 
GCTTCGATACGTTTTTTCTCGGTCAGGTATTGGTTGATTTGGTGTACCAATTCCTGCGTG 
CCTTGGTGGGTCAGCGCACTGATTTGGAAGAGGCGCGGGGTTTCCATGTCAAATTGGAAA 
CGGTCGTCGGGTTTGGGGTAGTCCCAGCCGACGGCTTCGAGGAAGGCGGCAGTGCGCGTT 
TGGGCTTCTTCTTCGTCAAGCATATCGAGTTTGTTCAGTACCAGCCAGCGCGGTTTGCCG 
TAGAGTTCTTCGTCGTATTTGCGTAATTCGTTGATGATGGCGAGTGCTTCTTCGGCGGGG 
TTGACGGTTTCGTCGAAGGGCGCCAAATCGACGACGTGCAGCAGCAGGCCGGTACGTGAT 
AAGTGTTTGAGGAAACGATGGCCGAGGCCTGCGCCTTCTGCCGCGCCTTCAATCAGGCCG 
GGGATGTCGGCCATCACGAAGCTGTGGTTTTCGTCGATGCGTACCACGCCTAAGTTTGGA 
TGCAGGGTGGTGAAGGGGTAGTTGGCGATTTTGGGGCGTGCGGCGGATACGGCGGTAATC 
AGGGTGGATTTGCCGGCGTTGGGCATACCCAATAAGCCGACATCGGCGAGGACTTTAAGT 
TCGAGTTGCAGGGAACGGGCTTCGCCTTCTTCGCCGGGGGTGGATTGTTTCGGGGCGCGG 
TTGACGGACGATTTGAAGTGGATGTTGCCCAAGCCGCCTTTGCCGCCTTTGGCGAGGCAG 
ACGCGCTGTCCGTGATAAGTGAGGTCGGCAACGGTTTCGCCGGTGTCGAGGTCGCGGATA 
AGGGTGCCGACGGGCATTTTGAGGACGATGTCGTCCGCACCTGCGCCGTAACGGTCGGAA 
CCGTGGCCTTTTTCGCCGTTTTTGGCTTGGTAGCGTTTAACGAAGCGGTATTCGACGAGG 
GTGTTGGTGTTTTCGTCGGCTTCTGCCCAGACGCTGCCGCCTTTGCCGCCGTCGCCGCCG 
TCCGGGCCGCCGCGCGGTACGAATTTTTCGCGGCGGAAACTGGTTGCGCCATTACCGCCT 
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TTGCCTGCGGCGACTTCGATTTTTGCTTCGTCGATGAATTTCATTCAATGCTCTTGTTTG 
TTGGTTTCAAATGGGGGGTTCAGACGGATTACCGTGTGTTTTGATGCCGTCCGAACAGAA 
TTTCGGACGCTATTATAAGGGATAAGCGGTATTTCAACACGCCGTACCCAAACTATTTGT 
TCCGCCCATCTTAATGAATTTTTAAGCAAATCTTCAGCCTGCAAACAAAATTATGTCCAA 
CTTCTTTGGTACAATCGCGCCTTTTTGACATTCCGACCCGACGGAATGTCCGTTCAAACC 
GTTACATATAATAAGTTTTTTATGAACACAAACCAACCTGCCGTTTACGACCCGTTGACA 
CGCGCGCTGCACTGGCTGACCGTTGCCGGCTTCATCGGCATTCTGACCACCATTGTCCTG 
TGGACGATTTATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTAC 
AAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTTTGTTAATCCACTATACGAAGA 
GGCGGAATGGGTGGGCAGCCTGTTCGGCCTGCACAAATCTTTCGGTTTCCTTACGCTGAC 
GGTGATTACATTGCGCATCGTGTGGGCGGTTGCCAACCGCGCCAAGCGTCCGCAAAGCGA 
CTGCAAGGCTGCGGCGGCAGGCCACGGCATTCTGTATCTGCTCATGCTTGCTGTTCCCGT 
TATCGGCATGATCCGCCAATACGGCAGCGGCCGCGGCCCGTTGAAAGTGTTCGGCGTTGA 
AGTGATGCAAGGGTTCGCCGGAAAAAATCGAGTGGATGGCAAACTTGGGCAACACGTTCC 
ACGGCAATTTGGGCTTGCTGCTGTTTGCCGCCGTCGCCGGACACGTCGCCATGGTCGTCG 
CCCACCGTGTTCAGGGTAGAGATGTTCTGTGCCGCATGACGGGTCGTGTCCGCTGATTCC 
GTTCACACTATGGTGCCGGCTCGTCCGGCACTATTTGTTTTTCCAAGACAGAGCCAGATC 
GTACAAAGCTTTCTTTCCCTCGCCCGTGATTTTGGCAGCAAGCTCCGCCGCCTGTTTGGT 
CGGCAGCTCGGCTGTGAGGATTTTCATGATGTTTTGCGCGGACTCGGACAAGCCTTCGTG 
TTTTTCATCCTGCGCCGGATAAAGCACCAACACCATCTCGCCGCGCGATTGGTTGCCGTC 
GGCAGACAATGCCGTCTGAATTTCCCCAACCGTGCCGCTTAAGAACGTTTCAAACGTTTT 
CGTAATTTCGCGCGCCAGCATTAATCGGCGTTCGGGGAACAGTTCCGCCATATCGGCAAG 
CGTCGCACCGATGCGGTGCGGCGTTTCAAACATGACGATAGGAAACGCCGCCCGCACCCA 
TTTGGCAAACAGTTTCCTGCGTTCTCCCGATTTCGGCGGTACAAAACCGTTGAAATAAAA 
ATCGGATCCTTCCACACCGGCCACGCTCAAAGCCGCCATCACCGCGCTTGCGCCCACGAC 
GGGAACGACTTTAAACCCGGCCTCACGCACGCGGCGGGCGAGTTTCGCGCCCGGGTCGCA 
CACGGCCGGCGTACCCGCATCGGAAACCTGTGCCACAACCATGCCGTCTGAAAGATAGCC 
GACAATCTTGTCCGCCATCTGCCGTTCGTTGTGTTCGCGCACACTGACGAGTTTGCCCTG 
AATGCCGTACGCGCTCAAAAGCTGTGCGGTAACGCGCGTGTCTTCGGCACAGATGATGTC 
CGCCTTTTGCAATACCGCCAAAGCGCGCAGGGTAATGTCCGCCAAATTGCCGATGGGCGT 
GGCAACCACGTATAATGTCCCTCCGACGACGCTGTCGGAGGCTTTCTGCAAATGTTTCTG 
AAACATAAGAATGCCGTCTGAAAAACAAACATTATAAAGGTTAAACCGATTATGCGCCTA 
AACCACAAACAGGGCGAGGCAGGGGAAGATGCCGCGCTTGCCTTCCTCCAATCCCAAGGC 
TGCACGCTGCTTGCCCGCAACTGGCACTGCGCCTACGGCGAAATCGACCTGATTGTCAAA 
AACGGCGGCATGATTCTGTTTGTTGAAGTAAAATACCGCAAAAATCGGCAATTCGGCGGT 
GTCGCATACAGCATTTCCCCATCCAAATTATTGAAACTGCAACGAAGTGTAGAGTATTAT 
CTGCAACAGAACAGGTTGACAAACGTACCGTGCCGCCTCGATGCGGTACTTATCGAAGGC 
AGCCGCCCGCCCGAGTGGATACAGAATATTACAGGTTGACGATATGACGACATTACAAGA 
ACGCGTTGCCGCCCATTTTGCCGAAAGCATCCGTGCCAAGCAGGAAGCCGGAAAAGTATT 
GGTCGAGCCGACCGTACAGGCTGCCGAGCTGATGCTGCAATGCCTGATGAATGACGGCAA 
AATCCTGGCCTGCGGCAACGGCGGTTCGGCTGCCGACGCGCAACACTTCGCCGCCGAAAT 
GACCGGCCGTTTTGAAAAAGAACGCATGGAACTCGCCGCTGTCGCGCTGACAACAGACAC 
TTCCGCGCTGACAGCCATCGGCAACGACTACGGTTTCGACCACGTATTCAGCAAACAGGT 
GCGCGCGCTCGGACGTGCAGGCGATGTATTGGTCGGCATTTCCACCTCCGGCAATTCCGC 
CAACGTCATCGAAGCCGTCAAAGCCGCACACGAACGCGATATGCACGTCATCGCCTTGAC 
CGGCCGCGACGGCGGCAAAATCGCCGCCATACTCAAAGACACCGACGTTTTGCTCAACGT 
TCCCCATCCGCGCACCGCCCGTATTCAAGAAAACCACATCCTGCTGATACACGCCATGTG 
CGACTGTATCGACTCCGTACTGCTGGAAGGAATGTAACCCTTTTCAGACGGCATGGCGCA 
AAGCAATGCCGTCTGAAACGCCCAAGAAAGGAAGCACCCGATGAAACCCAAACCGCACAC 
CGTCCGCACCCTGATTGCCGCCATTTTCAGCCTTGCCCTTAGCGGCTGCGTCAGCGCAGT 
AATCGGAAGCGCCGCCGTCGGCGCGAAATCCGCCGTCGACCGCCGAACCACCGGCGCGCA 
AACCGACGACAACGTTATGGCGTTGCGTATCGAAACCACCGCCCGTTCCTATCTGCGCCA 
AAACAACCAAACCAAAGGCTACACGCCCCAAATCTCCGTCGTCGGCTACAACCGCCACCT 
GCTGCTGCTCGGACAAGTCGCCACCGAAGGCGAAAAACAGTTCGTCGGTCAGATTGCACG 
TTCCGAACAGGCCGCCGAAGGCGTGTACAACTATATTACCGTCGCCTCCCTGCCGCGCAC 
TGCCGGCGACATCGCCGGCGACACTTGGAACACATCCAAAGTCCGCGCCACGCTGTTGGG 
CATCAGCCCCGCCACACAGGCGCGCGTCAAAATCGTTACCTACGGCAACGTAACCTACGT 
TATGGGCATCCTCACCCCCGAAGAACAGGCGCAGATTACCCAAAAAGTCAGCACCACCGT 
CGGCGTACAAAAAGTCATCACCCTCTACCAAAACTACGTCCAACGCTGACTCGGCAATGC 
CGTCTGAACCGCCTTCAGACGGCATTGCCCGACACCCCAAAAGCACAATCAAAATGGCAA 
AAAAACCGAACAAACCCTTCAGGCTGACCCCCAAACTCCTGATACGCGCCGTATTGCTCA 
TCTGTATCGCCGCCATCGGCGCATTGGCAATAGGCATCGTCAGCACATTCAACCCGAACG 
GCGACAAAACCCTTCAAGCCGAACCGCAACACACCGACAGCCCCCGCGAAACCGAATTCT 
GGCTGCCAAACGGCGTAGTCGGACAAGATGCCGCCCAACCCGAACACCACCACGCCGCCT 
CATCCGAACCCGCACAGCCGGACGGCACAGACGAAAGCGGCAGCGGACTGCCGTCCCCTG 
CCGCACCCAAGAAAAACCGGGTCAAACCGCAACCTGCCGACACAGCTCAAACCGACAGGC 
AGCCGGACGACGCCGGAACACAAGCTGAAAACACACTCAAAGAAACCCCCGTACTGCCCA 
CAAACGTCCCCCGTCCCGAACCCCGAAAAGAAACACCCGAAAAACAGGCGCAGCCCAAAG 
AAACGCCCAAAGAAAACCATACCAAACCGGACACCCCGAAAAACACGCCGCCCAAACCCC 
ATAAAGAAATTCTCGACAACCTCTTCTGACCCGGCACGGCAGGCACACCCGCAATCCAAG 
GAAGCATTATGAACGGCATCATCATCAAAACCCCCGAAGAAATCGAAAAAATGCGCGAGC 
TGGGCAAACTCGTCGCCGAAGCCCTCGACTACATCGGACAATTCGTCAAACCCGGCGTAA 
CCACCGACGAAATCGACAAACTCGTTTACGACTACCACGTCAACGTCCAAGGCGGCTATC 
CCGCCCCCCTGCACTACGGCAACCCGCCCTACCCCAAATCCTGCTGCACCTCCGTCAACC 
ACGTCATCTGCCACGGCATTCCCGACGACAAGCCGCTCAAAGAAGGCGACATTATCAACA 
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TCGACCTCACCATCAAAAAAGACGGCTTCCACGGCGACTCCAGCCGTATGTTTACCGTCG 
GCAAAGTCTCCCCCATCGCCCAACGCCTGATCGACGTAACCCACGCCTCCATGATGGCGG 
GCATAGAAGCCGTCAAACCCGGCGCGACACTGGGCGACGTAGGTTACGCCTGCCAACAGG 
TTGCCGAAAACGCCGGCTATTCCGTCGTACAGGAATTCTGCGGACACGGCATCGGGCGCG 
GTTTCCACGAAGCCCCGCAAGTGTTGCACTACGGAAAAAAAGGACAGGGCCCCGTTCTAA 
AACCGGGTATGATTTTTACCGTCGAACCGATGATCAACCAAGGCAAACGCCACCTGCGTA 
TCCTCAACGACGGCTGGACGGTGGTTACCAAAGACCGCTCCCTCTCCGCCCAATGGGAAC 
ACGAAGTCTTGGTGACCGAAACCGGCTACGAAATCCTCACCGTCAGCCCCGCCTCCGGCA 
AACCCTGAAACCGGACGTATCCGCCCCATAAAAACAAACAATGCCGTCTGAAAGAAACGG 
CAGATATGATATATAATATAAAAACAGGCTTGACCCGGCACATTACGAAAACAAAGCAAA 
TCGGAATTTGCCCCGCAACCAGACAAACTTAAAGGAAGTTTTATGAAAATATTTGAAAAT 
ATAGAAGATGTTAAAGCCATCCGTAAAAAGACCGGGCTGAACCAGATAGACTTCTGGGGC 
AAGGTCGGCGTTACCCAGTCCGGAGGATCGCGCTACGAAACCGGCCGCAAAATGCCCAAA 
CCCGTACGCGAACTGCTCCGCCTCGTCCATATCGAATGCATCGATTTGGCGAAAGTCAAC 
AAAAAAGATATGGAAATCGCCGCCCTGTTGAAAAAACACCATCCCGACCTGTATGCCGAG 
TTGTCCAAACAGACCAAGTCCGAAAGAAAAAAACAAAGTTAAACCGCAACCTCCGGATGC 
CCGACAGTTTTTCATTTCCGAAAAACGCAAACAATGCCGTCTGAAACACCGGACAGGTCG 
CCGTATCCCGCCTGCCGCCCCTGCCTCAAACCGCCGAACCGCCCGAACCCGCCTTTTTAC 
AAACTTTATCCAATTTCCTGTTTATTTCGGGATACGCCGACATTAGAATGTCAAACAGCT 
CGAAACGGGCAAACTCCACATCCATCCAAAGGAATAAAAATGAAACTTCTGACCACCGCA 
ATCCTGTCTTCCGCAATCGCGCTCAGCAGTATGGCTGCCGCCGCTGGCACGGACAACCCC 
ACTGTTGCAAAAAAAACCGTCAGCTACGTCTGCCAGCAAGGTAAAAAAGTCAAAGTAACC 
TACGGCTTCAACAAACAGGGTCTGACCACATACGCTTCCGCCGTCATCAACGGCAAACGC 
GTGCAAATGCCTGTCAATTTGGACAAATCCGACAATGTGGAAACATTCTACGGCAAAGAA 
GGCGGTTATGTTTTGGGTACCGGCGTGATGGATGGCAAATCCTACCGCAAACAGCCCATT 
ATGATTACCGCACCTGACAACCAAATCGTCTTCAAAGACTGTTCCCCACGTTAATCAGGC 
AACAAAAAACAGCGTTTTCAGAAATGAAAACGCTGTTTTTTTGACCGTTCCATTATTCAC 
AAAAGGGAAAAAACGATTACCTGCCCCGTGTATCAAAACCTGCCCTGCCGGATGAAGGGC 
ATAACCGGCAGGGACGGCGTCAACACCATATGGGGGTACGGCTTTTCTTGAAAGATTCGG 
CTTAAATATCCAATACTTTCGCGGTATAGGCGATAATTTCATCCGCCCTTTCAGGGTTTT 
CGTTCAACTTGATGCCGTAACCCGGTACCAGCTCTTTCAGACGGTCTTCCCAAGACGGGG 
CGCGCTCGGGGAAGCATTGGTGCATCAGCCGGATCATCAGCGGCACAGCGGTCGATGCGC 
CCGGCGACGCGCCCAGCAATGCGGCGAGTGAGCCGTCGGCGTGGGCGACAATCTCCGTAC 
CAAACTGGAGCACGCCGCCTTTTTCGGAGTCTTTTTTAATGATTTGGACGCGTTGCCCTG 
CGGTGATGAGTTCCCAGTCGTCGGGGTTTGCCTCGGGGTAGTATTCCAGCAGGGAGGCGA 
AGCGTTCTTCTTTGGTTTTACGCAATTCGCCCAGCAGGTATTTGGTCAGCGGCATATTCG 
CCCAGCCGGCGCACAGCATAGGATAGAGGTTGTCCATATGGATGGACAGCGGCAAATCCA 
TAAGCGAGCCTTGCTTGAGGAAGTTGGAACGGAAGCCTGCGTAAGGGCCGAACATAAGGT 
GGCGTTTGCCGTCCACGTTGCGTGTGTCGAGGTGCGGGACGGACATCGGCGGCGCGCCGA 
CGGAAGCCTGCCCGTACACTTTGGCGTTGTGTTGTTCGGCGGTTTCGGGGTTGCTGTTGC 
GGAAGAACAGGCCGGACACGGGGAAGCCGCCGTAGCCTTTGCCTTCGGGGATGCCGGATT 
TTTGCAGCAGGGTCAGCGCGCCGCCGCCCGCGCCGAGGAAGAGGAAGCGGGTACGGAGGG 
TGAGCTGCCCGTCGGGGTTGCGGGTATCGGCGGTTTTGAGCACCCACGCGCCGTCGGATT 
CGCGTTTGATGTCTTCGACGTGGCGGTTGAACTCGGTTTTTACGCCCTTGCCCTGCAAAT 
ATTTCACCATTTGGCGCGTCAGCCGTCCGAAATCGACATCCGTACCTTCGGCGGAGTAGT 
TGGCGGCGACGGGTTGGTTTTCGTCCCGGCCGCGCATCATCAGCGGAGCCCAATCGGAAA 
TTTTGTTCCGATCGGTGGAAAATTCCATATTTTCAAAAAGTTTTTGGGTTTTAAACGCGT 
CATAACGTTTTTGAAGATAAGAACAATGGTCTTCATTCATCACCAAAGACATATGCGGCA 
CGGCATTGATGAAGGAATTGTCTTCCAACTTGCCTTCCGCGACCAGCGTCGCCCAAAACT 
GGCGGCTGACATGAAACTGTTCGGCAATATTGAGGGCGCGCGCCGGATCGATAATCCCAT 
TTGCACCCAACGGCGCATAGTTCAATTCGCACAGCGCGGAATGCCCCGTGCCGGCGTTGT 
TCCACGCGTTTGACGATTCCAACGCCACATCTTCCAAGCGTTCAATCAGGGTGATTTCCC 
AAGACGGTTCGAGTTCTTTGAGCAAAACGCCCAAAGTCGCGCTCATAATGCCGCCGCCCA 
CCAAGACAACGTCTGTCGCTTCAGCCATGGTTTACTCCTAAAAAACAGGCATCTTCTGCC 
CTTATGGTTATTTGCCGTACTACAAACGCCTGAATCGCAAAAGCAGGGAAAACCGGCAAT 
GGTGTGTGTCCGAGTATGCTGTTTCGGGGTTGGAATGCGTTGCAAGCATGGCTTCCGACA 
CCGCTTCAGGGGCTTGTAATATGTTATCGTGAATGTAGTGGATTTTACTGGGAAATGCAA 
AGTTTTTCTGTCGCCCGCCAAGTCGGGAAACTGCGAAATGAAAAATAAAAATAGTTATTT 
ATCTATATATATCAAATTTTTAATAGATAAAAAATCAAAATTGTTTATATATTAATTTTT 
AAAAGATTGTCAGCATATTGCGTTAAGTTTTTTATAGTGGATTAACAAAAATCAGGACAA 
GGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTCAGCAC 
CTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCTGTACTGGTTTTTGTTAATC 
CACTATAAATTTGAAAATACTGCCTCACACCTGCACGCCATACCCTGCCAACCTGCCGGT 
CAGGATTTCCCTGTTTTTGCACCAATCTTCCCTCAGCATACTGTACACGACCGTATCGCG 
CACACTGCCGTCTTTACGGAGCATATGCATACGCAGCACGCCGTCTTTTTCCGCACCCAG 
CCGTTCGATGGCACGTTGCGAGGCAAGGTTCAGAATATCCGTGCGCCATCCCACGCAACG 
GCAAGCCAAAACATCAAATGCGGAATCCAACAGCATGATTTTGCAACAGGTGTTTATCCG 
TGTCCGCCGTGCCGATGCCGCATACCATGTGAATCCGATATCCAAACGCGGAATCTGCGG 
TTCAAAATGATAATACGCCGTTGTCCCGACCACCCTGCCCGCCTCTTCATCGACAACCGC 
AAACGCCAAACGCGTTGCCAATGCTGTCCCGATATAGTCTGCCACCCTATCCGGATGGGG 
CGCGGACGTTACCCCCAGCTTCCAAACCTCCCCATCGCAAACCGCCTCGCGCAAACCCGT 
TTCATGATGCACATCCAACGGTTCGAGACGAACGCCGCCCAACGACAAGACCGGCAGTAT 
TATCTTTTCCGACATCCTTTTCTCCCAATATTCCGCCTTCAGACGGCATTTCCGCCCGGA 
ATGCCGTCTGAACGGCTAAAAACACAATATCCCCGCCTCCGACAGAAAACCGTCCAAAGA 
CCGGTCGTGCGCCTCGACCGGCAGCCTGTCCACCAACTGGCAGGCAAAGCCCACGCCCAC 
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GGTTTTTGCCTGCAAACGGTATTTCATCGCTGAAAGCGTCGCATCGTAATAGCCGCCTGC 
CTGTCCCAAGCGGTAGCCCAGCCTGTCCATACCGACCACTGGCACAAGCAGGAGGTTCAA 
ATCATGCACACGCTTTTTCCGACCTGCAAACTGAGGGACATGCAGCTTCGCCCTACCGCG 
CTTGCGTTCTTGTTTTACTCCATCGGCAGGATACGGCGTAAACCACATCCGCCGCGAACG 
CGGTTCGATATAAGGCAGGTAGAGTTCCGCACCGCGTTTTTGCGCCGCGCGGACAAAGCC 
GTCCAAACGCAATTCCTTGCCCATCGGCCAATACACGCCGATTTTCCGCCCTTTTTTAAT 
ATAACGTTTGAGCAGGTGGTTGATTTTTACCGTTGCCGCCGCCCGCACGTCCCGCCCCAT 
TTGCGAACGCCGCCCGCGCAATTCGCGGCGCAGGGCGCGTTTTTCCTCGTTCCTCATTTC 
AGACGGCCTTTCAGGATTGCGGTAGAATGTTGCGATTATAACGATTTTGTTAACATTCAA 
ACAGGACGCACACAATGTGGCACATCGTCGCCATCGGCTATCTTTTTGTTGCCGTTATGT 
ATTCCGCCGCGCAGCCGAGTATTGCGCGCGCCTTGATTTATTTGGTTTTTTGGGCGGTGC 
TGCCCACCGTGTTCACGGTTTTCACCATTACCGTCCGCCGCCGCAACCACCTGATGAGGC 
AGCAGGAACAGGCGGAATCCGAACAGCAGCGCGCACAACGGCAAAAAGACAGCGGCACAA 
AACCCTGAATCCCTTTTCAGACGGCATCTTATCCGCTATAATCCGTCAGTTTTCCATTTC 
GGAAACACACTATTTTTTAAAACTTATGCCCACTTTCGCCGAAGGGTGCTTGACAATAGG 
CGTGACCTATCAAGTTCTATGCGATTGAATGTGTGCTCTTAACCCTTTCAAGGAAATAAA 
ATGTCTCAAATTACTATGCGTCAGATGATTGAAGCCGGTGTTCACTTCGGCCACCAAACC 
CGTTTCTGGAACCCGAAAATGGCACAATACATTTTCGGTGCGCGCAACAAAATCCATATC 
GTCAACCTGGAAAAAACCCTGCCGATGTTCCAAGACGCGCAAGAAGCCGTACGTCGTCTG 
GTTGCCAACAAAGGTACAGTATTGTTCGTAGGTACCAAACGCCAAGCCCGCGACATCATC 
CGCGAAGAAGCGACCCGCGCCGGTATGCCTTTCGTCGATTACCGCTGGTTGGGCGGTATG 
CTGACCAACTACAAAACCGTTAAGCAATCCATCAAACGCCTGGAAGAAAAAACCGCAGCC 
TTGGAAAATGCTGCCGAAAGCGGTTTCAGCAAAAAAGAAATTCTGGAAATGCAACGCGAT 
GTTGAAAAACTGGAACGTTCTTTGGGCGGTATCAAAAACATGAAAGGCCTGCCTGACGCG 
ATTTTCGTTATCGATACCGGCTACCAAAAAGGTACTCTGGTTGAAGCTGAAAAATTGGGC 
ATCCCTGTTATCGCCGTAGTCGATACCAACAACAGCCCCGACGGCGTGAAATACGTTATC 
CCCGGCAACGACGACTCCGCCAAAGCCATCCGCCTGTACTGCCGCGGCATCGCTGACGCA 
GTTTTGGAAGGCAAAAACCAAGCGCTGCAAGAAACCGTAGCCGCTGCCCAAGAAGCCGCT 
GCCGAGTAATCCGGCAAACCGAAGAGGGGCGTTATGCCCCTTTTCTCAAATATGCCGTCT 
GAACGTCCGTTCGCGGCACACGATTCCCGAATGCGGAAAATCCTTTCCGTATTTCCCAAA 
AATCTAGGAGATTCAAAATGGCAGAAATTACTGCAAAAATGGTTGCCGACCTGCGCGCCG 
CTACCGGCCTGGGCATGATGGAATGCAAAAAAGCCTTGGTTGAAGCCGAAGGCAACTTCG 
ACAAAGCCGAAGAAATCCTGCGTATCAAATCCGGTGCGAAAGCCGGTAAACTGGCCGGCC 
GTACCGCTGCCGAAGGCGTATTGGCTTACGCGATCAACGGCAATGTCGGCGCATTGGTCG 
AAGTAAACTGCGAAACCGACTTCGTTGCTAAAGACGCGGGCTTCGTAGAATTTGCCAACT 
TCGTTGCGAAAACTGCTGCCGAGAAAAAACCGGCTTCTGTTGAAGAACTGAGCGAACTGG 
TTGAAGCAGAACGCAAAGCCATCATCGCCAAATTGGGCGAGAATATGTCTGTCCGTCGCT 
TCCAAGTGATCGACACTGCCAACCAACTGGTTGCCTACATCCACGGCGCATTGGCGACCG 
AAGGCGTATTGGTTGAGTACAAAGGCTCTGAAGACGTAGCACGCAAAATCGGTATGCATA 
TTGTTGCCGCTAAACCACAATGCGTAAGCGAAGCCGAAGTAGATGCCGAAACCGTTGAAA 
AAGAACGCCACATCTACACCGAGCAAGCCATCGCTTCCGGCAAACCTGCCGACATCGCCG 
CTAAAATGGTTGAAGGCCGCATCCGTAAATTCTTGGCTGAAATCACTCTGAACGGCCAAG 
CATTCGTGATGAACCCCGATCAAACTGTTGCCCAATTCTCTAAAGAAAACGGCACTGAAG 
TGATCAGCTTCGTACGCTACAAAGTAGGCGATGGTATTGAGAAAAAAGCCGTCGATTACG 
CAGCCGAAGTTGCTGCCGCTGCTAAAGTGTAAGGCACTTATGAAAAAGAAAGCACCTGGA 
TTCCAAACGAATCAGGGTGCTTTTTTTTGAGAAAACCGTTTACGGTACCTATTTTAAGAC 
GACCGAATATTCAGACCGTCTTAAAACAAAACAATAATAAACCGACACACCCTATCATTA 
ATATTCCGACCGTTGGAAATTCAGACGGCCCAACTCCGACCGACGACATTCAAGAAAGCA 
AGGTATCCATGACACAGCAAATCAAATACAAACGCGTATTACTGAAACTCTCCGGCGAAT 
CCCTGATGGGTTCCGATCCGTTCGGCATCAATCACGATACCATCGTTCAAACTGTCGGCG 
AAATTGCCGAAGTCGTTAAAATGGGCGTGCAAGTCGGTATTGTTGTCGGCGGCGGCAATA 
TTTTCCGGGGCGTATCCGCCCAAGCAGGCAGCATGGATCGCGCCACCGCCGACTACATGG 
GCATGATGGCGACCGTGATGAACGCGTTGGCACTCAAAGACGCATTTGAAACTTTAGGCA 
TCAAAGCGCGCGTACAATCCGCACTGTCTATGCAGCAAATCGCTGAAACCTACGCCCGCC 
CCAAAGCCATCCAATATTTGGAAGAAGGCAAAGTCGTGATTTTTGCCGCCGGTACCGGTA 
ACCCGTTCTTCACGACCGACACTGCCGCCGCATTGCGCGGTGCGGAAATGAACTGCGACG 
TGATGCTCAAAGCCACCAACGTCGACGGTGTGTACACCGCAGACCCGAAAAAAGACCCGT 
CCGCCACGCGCTACGAAACCATTACTTTTGACGAAGCCTTGTTGAAAAACCTCAAAGTCA 
TGGACGCGACCGCTTTCGCCCTCTGCCGCGAACGCAAGCTCAATATTGTCGTCTTCGGCA 
TCGCCAAAGAAGGCTCGCTCAAACGCGTCATTACCGGCGAAGACGAGGGAACGCTGGTTC 
ACTGCTGATTGACCATAGTGTCGGCAGATATAGTCGCATATGGGCTTCAGACAGCCATTT 
ATTATATGGAGATTATAGTGGATTAAATTTAAACCAGTACGGCGTTGCCTCGCCTTGCCG 
TACTGGTTTAAATTTAATCCACTATATTTACAATTTTGATACAATTTGTTTTTCATCAAA 
GGAGAAAATCTATGCAAGCACGGCTGCTGATACCTATTCTTTTTTCAGTTTTTATTTTAT 
CCGCCTGCGGGACACTGACAGGTATTCCATCGCATGGCGGAGGTAAACGCTTTGCGGTCG 
AACAAGAACTTGTGGCCGCTTCTGCCAGAGCTGCCGTTAAAGACATGGATTTACAGGCAT 
TACACGGACGAAAAGTTGCATTGTACATTGCCACTATGGGCGACCAAGGTTCAGGCAGTT 
TGACAGGGGGGTCGCTACTCCATTGATGCACTGATTCGTGGCGAATACATAAACAGCCCT 
GCCGTCCGTACCGATTACACCTATCCACGTTACGAAACCACCGCTGAAACAACATCAGGC 
GGTTTGACAGGTTTAACCACTTCTTTATCTACACTTAATGCCCCTGCACTCTCTCGCACC 
CAATCAGACGGTAGCGGAAGTAAAAGCAGTCTGGGCTTAAATATTGGCGGGATGGGGGAT 
TATCGAAATGAAACCTTGACGACTAACCCGCGCGACACTGCCTTTCTTTCCCACTTGGTA 
CAGACCGTATTTTTCCTGCGCGGCATAGACGTTGTTTCTCCTGCCAATGCCGATACAGAT 
GTGTTTATTAACATCGACGTATTCGGAACGATACGCAACAGAACCGAAATGCACCTATAC 
AATGCCGAAACACTGAAAGCCCAAACAAAACTGGAATATTTCGCAGTAGACAGAACCAAT 
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AAAAAATTGCTCATCAAACCAAAAACCAATGCGTTTGAAGCTGCCTATAAAGAAAATTAC 
GCATTGTGGATGGGGCCGTATAAAGTAAGCAAAGGAATTAAACCGACGGAAGGATTAATG 
GTCGATTTCTCCGATATCCGACCATACGGCAATCATACGGGTAACTCCGCCCCATCCGTA 
GAGGCTGATAACAGTCATGAGGGGTATGGATACAGCGATGAAGTAGTGCGACAACATAGA 
CAAGGACAACCTTGATTCACACTACCATAACCGCTTGCTACCAAGGAAAACAAAATGAAT 
TTGCCTATTCAAAAATTCATGATGCTGTTTGCAGCAGCAATATCGTTGCTGCAAATCCCC 
ATTAGTCATGCGAACGGTTTGGATGCCCGTTTGCGCGATGATATGCAGGCAAAACACTAC 
GAACCGGGTGGTAAATACCATCTGTTTGGTAATGCTCGCGGCAGTGTTAAAAAGCGGGTT 
TACGCCGTCCAGACATTTGATGCAACTGCGGTCAGTCCTGTACTGCCTATTACACACGAA 
CGGACAGGGTTTGAAGGTGTTATCGGTTATGAAACCCATTTTTCAGGGCACGGACATGAA 
GTACACAGTCCGTTCGATCATCATGATTCAAAAAGCACTTCTGATTTCAGCGGCGGTGTA 
GACGGCGGTTTTACTGTTTACCAACTTCATCGAACAGGGTCGGAAATCCATCCGGAGGAT 
GGATATGACGGGCCGCAAGGCAGCGATTATCCGCCCCCCGGAGGAGCAAGGGATATATAC 
AGCTATTATGTCAAAGGAACTTCAACAAAAACAAAGACTAATATTGTCCCTCAAGCCCCA 
TTTTCAGACCGTTGGCTAAAAGAAAATGCCGGTGCCGCCTCTGGTTTTTTCAGCCGTGCG 
GATGAAGCAGGAAAACTGATATGGGAAAGCGACCCCAATAAAAATTGGTGGGCTAACCGT 
ATGGATGATGTTCGCGGCATCGTCCAAGGTGCGGTTAATCCTTTTTTAATGGGTTTTCAA 
GGAGTAGGGATTGGGGCAATTACAGACAGTGCAGTAAGCCCGGTCACAGATACAGCCGCG 
CAGCAGACTCTACAAGGTATTAATGATTTAGGAAAATTAAGTCCGGAAGCACAACTTGCT 
GCCGCGAGCCTATTACAGGACAGTGCTTTTGCGGTAAAAGACGGTATCAACTCTGCCAAA 
CAATGGGCTGATGCCCATCCAAATATAACAGCTACTGCCCAAACTGCCCTTTCCGCAGCA 
GAGGCCGCAGGTACGGTTTGGAGAGGTAAAAAAGTAGAACTTAACCCGACTAAATGGGAT 
TGGGTTAAAAATACCGGTTATAAAAAACCTGCTGCCCGCCATATGCAGACTTTAGATGGG 
GAGATGGCAGGTGGGAATAAACCTATTAAATCTTTACCAAACAGTGCCGCTGAAAAAAGA 
AAACAAAATTTTGAGAAGTTTAATAGTAACTGGAGTTCAGCAAGTTTTGATTCAGTGCAC 
AAAACACTAACTCCCAATGCACCTGGTATTTTAAGTCCTGATAAAGTTAAAACTCGATAC 
ACTAGTTTAGATGGAAAAATTACAATTATAAAAGATAACGAAAACAACTATTTTAGAATC 
CATGATAATTCACGAAAACAGTATCTTGATTCAAATGGTAATGCTGTGAAAACCGGTAAT 
TTACAAGGTAAGCAAGCAAAAGATTATTTACAACAACAAACTCATATCAGGAACTTAGAC 
AAATGAATGAACACAACCTGTTAATTTTCTGTTTAAAAGACAATGTTTCAATTAGTGAAT 
ATACTGAAATGGTTGATTGGGCTTATGAAAACATTCAATCTGAAACAGTTGTAGAAATTA 
CGGAAAATCAAATTATTGAATATCAAAATCGTGGATTATGGGGGCTTGTTTCTGAAATTA 
CCGATAATTGGTTATTTGGACCAAGTGAGGGGGATTGGCTAATAGATAAGGAAAGTATTT 
TGGCTGTAAAAGAAAAATTACAAAATTCAGATTTTTCTACAGAGCCCTTAGTGAAAAATA 
TTATTCATGTACTTGAATATGCTATAAAGAATGAAAAAACAGTAATTTTTCATTTTTGAA 
ACTAATCTAATTTTTAGCAGCCGTAGGTCGGATTCTCGAATCCGATATTTTCCAACAGCG 
GCATTTCGGAAACGATAGATGCGTCAAATATTTTTGTCGGATACAAATATCCGACCTACA 
TCTCTGCGCAGCAAACTTTACAAGATATTAATGAATTAGGAAATTTAAGTCCGGAAGCAC 
AACTTGCTGCCGCGAGCCTATTACAGGACAGTGCTTTTGCGGTAAAAGACGGCATCAATT 
CCGCCAGACAATGGGCTGATGCCCATCCGAATATAACAGCAACAGCCCAAACTGCCCTTG 
CCGTAGCAGAGGCCGCAACTACGGTTTGGGGCGGTAAAAAAGTAGAACTTAACCCGACCA 
AATGGGATTGGGTTAAAAATACCGGCTATAAAACACCTGCTGTTCGCACCATGCATACTT 
TGGATGGGGAAATGGCCGGTGGGAATAGACCGCCTAAATCTATAACGTCCAACAGCAAAG 
CAGATGCTTCCACACAACCGTCTTTACAAGCGCAACTAATTGGAGAACAAATTAGTAGTG 
GGCATGCTTATAACAAGCATGTCATAAGACAACAAGAATTTACGGATTTAAATATCAATT 
CACCAGCAGATTTTGCTCGGCATATTGAAAATATTGTTAGCCATCCAACAAATATGAAAG 
AGTTACCTCGCGGTAGAACTGCGTATTGGGATGATAAAACAGGGACAATAGTTATCCGAG 
ATAAAAATTCTGACGATGGAGGTACAGCATTTAGACCAACATCAGGTAAAAAATATTATG 
ATGATTTATAGGAAAAAGCCATGAATATACTATCCATAAATAATCAAAACTCAACTATTT 
CACTAACTCAAGATGAAGTTTTTGTTTTACGAGCTATCTTGAATGAGATATATGCGGGCG 
TATGTGTAGATTCAAGAGAATTTGAAAATGTATCTGGTGTTAGAAAACATGAAGTAGATA 
ATTTACAACAACAGTTTGCTGGAATTTATAAAAAAATGACAACTTAACAACCCAAATTTT 
TGTCAGAGCCTAGTGCAAATTACAACTATGATTCTATTGTAGCCGAAATGAAAGAAAAAA 
ATCATGGGTTGGCGACAGGGTTGATGTTGTTAATATGCCTGATGGAGCACCTACTAGTAT 
GGATAACACGCGTATTATGGCAGCACGTGAAGCAGGAGTAAAAGTGGAAGCGAATGTTCA 
TAATTTTAATGACCGATTATCATCAAAAGAGAGAATCAGGTTTAAGCATGATGGTATTGA 
GCCTCAAACTTGGGGAGAAGCTATCCAGCTACGAATTAGAAAGCAAGAAACACAAAAAGG 
AGTTCCAGAAGGGTGGAGCAAAAGATTTCCTAACGGAAGTATTTATGATGTAAAGGTACT 
TAGGAAATGATAAAACAAAATAGTTTTGTTCCGTATCCTGAAGCAATGCTTCCTAAAGGA 
TTTAAATATCCGCAAAGTTATTTAAAATTAGCTCAATCCACTCATGCCATTAACTACGAT 
GAACAATATTCTTTTCCTTGGTGGTTTGAAAATGCAGAAAGCAATATATCAGAAGTAATT 
GACATTTATTTTGAAATAACTGGCATTCCAAACCTATTACCTTTTGCTAGAAACCAAGAG 
TGGGCTGCCTGTTTTGATATTTCAGATAAATCAGGTAATCCTAAAATTATAGTAGTTAAT 
TTAGATAATACAAAATATTACGAGACTTTTGAAAATTTTGATACTTGGCTAAAAGAAGCT 
GAAAATGATGGTTGGTAGCAACCGTAGGTCGGATTCTCGAATCCGACATTTTTCAACAGC 
GGCATTTCGGAAACGATAGACGCGTCAAATATTTTTGTCGGATACAAATATCCGACCTAC 
ATCTCTGCGCAGCAAACTTTACAAGATATTAATGAATTAGGAAATTTAAGTCCGGAAGCA 
CAACTTGCTGCCGCGAGCCTATTACAGGACAGTGCTTTTGCGGTAAAAGACGGCATTAAT 
TCCGCCAGACAATGGGCTGATGCCCATCCGAATATAACTGCAACAGCCCAAACTGCCCTT 
TCCGTAGCAGAAGCCGCAACTACGGTTTGGGGCGGTAAAAAAGTAAACCTTAACCCGACC 
AAATGGGATTGGGTTAAAAATACCGGCTATAAAACACCTGCTGCCCGCCCTATGCAGACT 
TTAGATGGGGAGATGGCAGGTGGGAATAAGCCACCAAAACCAAGTACGCAGCAACACCCT 
ACACACTCTGATAACAATATCGGCTTACCTGCCTCATATGTTAAACCTGATACATCTATT 
TCTCCGACAGGAACAATTCAAGACCGCATCAGATGGACAAAGTCCAAGTTTCCTACTGAG 
AAATCTTTAAATGGACATTTCAAAGCTCATGGAAAAGAATTTGGCGATATAACCATTGAA 
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GACTACCAAAAAATGGCGTCTGATTTGTTATCAAAACAGACATCGGACAAGATATTAGGT 
TATCAGACGGAACATAGACGAGTGCGCTATGATATCAATAACAATATCTATGTTTTGGCC 
AATC C AAAAAC ATTC AAAAT C AAAAC AATGT TT AAACC AAAC T T AGG AAAG AAGT AT T AT 
GATGGAGAATTCAAAAAAGACATGGGAAATTGACGGAGAAATATGGCTACATTGTCCTGT 
TTGCGGAACTGAAGTTATGGACTATGATATCTGTGACGTTTGTCAGTGGC AAAAT ACAGG 
AGAAACTAATATAGATGGTGGCCCTAATGAAATGACACTTGCGGAGGCGAAAGAAGCTTA 
CGCAAAAGGCTTACCAATCAGATAAATAAGCACCTAGAGAAATCAATGATGACGGAATCC 
CATGGTTACCTATCAAATAATTTACCTGTTAAAATCATAAATGATATTATTTATGCAACC 
CAGTTAGTCGAAGATTTGGTTTTAGGAAAAATAAAAATTGTTGATTTTTTAAAATCATAT 
AACAATTTTTATTGTTGGCTTGGTTTTGATGAGTTGCCTCAATCTGAGAAAATAAAATTC 
CTAAGCTATCTTAATATATTAAGTATTCATAAAGAAATACAAGATGAAACTGTGAATAGG 
GTTTATACCGATTGAAAAATAGTAGATAGAGATTAACATGTTAAATGAAATTTTTGAAAT 
TTATTCGAGACAAGGGGAATCTTTGATAGGAATTGGAATTAGAGAAGCCGCATTACCCGT 
CCCTATTGCAATAGATATATTAAATTTATTTATCAATGAGAGAATACTTGTATTGGGGGG 
AGATATTTATATCAAGAAAGATAATTATTTTTATCAAACATATGATAATTGGTATTACGA 
GGGAAGTAATTTATTTAACAGTATCGACAAAGCAATGCATTATTTATCTCAAATAAAATT 
AGAGAATGCATACGTATCTTTTGTGTTGAAATTTATCTAACAAAGGAAGCACAAGAATAG 
ATTTATAGTAAAACATCAAGATGTTGAAAATGCTGGGTTTTAATCCAACCTACACTGACC 
GGCTCAGATACAGCCGCTCAGCAGACTCTACAAGGTATTAATGATTTAGGAAATTTAAGT 
CCGGAAGCACAACTTGCTGCCGCGAGCCTATTACAGGACAGTGCTTTTGCGGTAAAAAAC 
GGCATTAATTCCGCCAGACAATGGGCTGATGCCCATCCGAATATAACTGCAACAGCCCAA 
ACTGCCCTTTCCGTAGCAGAGGCCGCAGGTACGGTTTGGCGCGGTAAAAAAGTAGAACTT 
AACCCGACTAAATGGGATTGGGTTAAAAATACCGGCTATAAAAAACCTGCTGCCCGCCCT 
ATGCAGACTGTAGACGGGGAAATGGCTGGGGGAAACAAATCATTAAAAATAGGGACACAA 
TCTGTTGAAAAATCAACCGGTCGTACAATACCTAATAATTTAAAGGAACAATTAGCAATG 
GAAGAAGTTAAGGCAAACCCACAGGGCAAAACTCCTGCGAGAATACCTCCTATGTCCGAT 
ACTAAAAATGGTTGGTTAGCAAAAGACGGTTGGGTTAAGCGTGTTCAAAACGTAAACAAA 
ATTGAAATACATTACATTGAAAACTCAAGAACCGGTGAGAAAACAGATTTTAAGTTTAAG 
GATTAGTCATGTTTTTAGATGATGTAAATGTTTTTTTAGATGATTTAAATGTTTTTTTAG 
ATGATTTAAATACTAATCCAATCACTGACGAATGGTATATGTCCAATTTTGCCGATAAAC 
ATATTAAAATTTTGGAAAGTTACGAAGCCTTTGATATTCTAAAACAATTTGTTGATTACA 
TGATTGAAGAATATGATGAAAAATCAGAATATGAAATCATGGAAATATTGAGACAATTAA 
AATATCAAGCAGATACCAACGAAAAATTTTATACAAATACACAGAAACAGAAAATTGTAG 
AATTATATAAACAAGAAATTAGTCAGGATATTTTAAATGAAATCTTTAGATAAACTATCA 
ATATAGAAGGAAATCCTTGGAAAAAATAAAATGATAATCGAACACAATGGAAATATACAT 
AAAAT AGC CAGAAT GAC T GG AAAT AAAAAT AAT T TTT T AGAAAT AAT C CT AT C AGAT AT T 
CATGAAAACATAAAAATCAAACCATTAACTATAAAAGTAAAAGGAGAGAATGTTATAAAT 
ATCCTTCCTGAGGAAGTTAGTTTTTATGTAAAACAAGGTGTTGATTTAATTTATGAAAAA 
TATAAACGGAAATTCTTTATCTCCGAAATTTCTTTTTGCCAATCAGATAGCCGGCCTTCA 
AGTATCTACGCTTTTCTTACATTTCACTTGCTTGAAGATATTATTAAAAATGAATCCCCA 
TCCAACTACACCTGACTGGCTAATAGCAGGTATGAACCGTGTATTCATATCAATATAAGA 
TTAATTACGGCAGAATTTGATGAAATTAGACAAAAACTTATCGTAAGATTTTATTTAGAC 
AGAGAAGTAACTGATGATGGCAAAGAAGATATGGAAACAGCACGAACAGAATTACTTCCA 
GGAGGATATGCTTCATCTCTGGTAGTTTGACAGATTTGACCGCTTCATAAACTTAGAACA 
TTAATTAATGATGATAATGTTTATATGATTGGTTCTAAGGATAGCAAAAGCAAATTCAGA 
AGGAACATGAATGGCTATTTATGACTTAAACGAAATAGCCGTAGGTCGGATTCTCGAATC 
CGACATTTTCCAACAGCGGCATTTCGGAAACGATAGATGCGTCAAATATTTTTGTCGGAT 
ACAAATATCCGACCTACATCTCTGCGCAGCAAACTTTACAAGGTATTAATGATTTAGGAA 
ATTTAAGTCCGAAAGCACAACTTGCTGCCGCAAGCGCATTATAGGACAGTACTTTTGCGG 
TAAAAGACGGTATCAATTCCGCCAGACAATGGGCTGATGCCCATCCGAATATAACTGCAA 
CAGCCCAAACTGCCCTTGCCGTAGCAGAGGCCGCAGGTACGGTTTGGAGAGGTAAAAAAG 
TAGAACTTAACCCGACCAAATAGGATTGGGTT AAAAAT AACGGCTAT AAAAC ACCTGCTG 
CCCGCCCTATGCAGACGTTGGACGGTGAGATGGCAGGAGGAAACAAGCCAGTTGTTAAAT 
CTATCAGACCAACTACGCGAGATGAATTACGTCAAGCATTGCAAGAACAAGGTTTTAGAC 
GTACTGGTTCAGATGCGGCTCAATATGAAACATGGAAAGGTCCTGATGGCGTGAAAATAG 
ATATTCGTCCAAATGGAGAGGTTATAAGAACCCAAAGAGTGCCGCGAACCGATGGTGTAC 
AGGGAAAATATCCGCAACGACAAGATTATGAAGGCAATCCATTGCCAAATAATCATCATC 
ATTCTGGATATTTTGTCAAATGAAAAAAAATATTTTTCACAATGTAAGCCTTTATGAAAT 
AATCTTTTCCGATAATGGAAATACCCTTACATTATCTTTTACAGATACAATTGAAGGTAA 
TTATTTCGGATATATCAAATGCAGTAATATTTTGAATTTTAAATTAGATACAAATAATTT 
CGTAGATTATGAGGATAAGGAAGATAGCTTGTTTCCCTTGTTTATACCCGAAATAGAGCT 
ATATAAATACCAATTTTATAGTGAAATTATTATTGATGTAGGGATTATTATAAAAATATC 
TGCTGAAACAATTAATTTTGAGCCACTGGGAAAATAGTAACTGCTTTCCCAGCAGCCGTA 
GCAACTGTATTTTTACCCGACGGGGTAAAAATACAGTTGCTACATCTCTGCGCAGCAGAC 
TCTACAAGGTATTAATAATTCAGGAAAATTAAGCCCGGAAGCACAACTTGCTGCCGCGAG 
CATATTACAGGACAGTGCTTTTGCGGTAAAAGACGGCATCAATTCCGCCAGACAATGGGC 
TGATGCCCATCCGAATATAACAGCAACAGCCCAAACTGCCCTTGCCGTAGCAGAGGCCGC 
AGGTACGGTTTGGAGAGGTAAAAAAGTAGAACTTAACCCGACCAAATGGGATTGGGTTAA 
AAATACCGGCTATAAAAAACCTGCTGTTCGCCATATGCAGACTAAGGCGTTAGGTACGGT 
AGATGAAATTGGCGATACAGTACAGCAGGTTGGGAAACAGGCTAGCGGACAAAAAACCAG 
CGGTGGTAATCCTGCGATTGATAGCGACCCCTATAGCCCGAGTAGTGTGGCAGCTCGCAT 
AGAAGCCGGTAAGGCGCGCAGTGATTTACAAATCAAAGACATTTTGAGCAATACTACTCA 
AAGGAGTAAAACAAAAGGTCCCGCTGTTCAGTATGATAAAGTGGGGGATTACAATGACGC 
ACTAAATGATTTTAATAGTCTGAATGTTCGAAATGTACAAACACGTCCTAATGGAACGAT 
AACGGGCAATTTACCTGATGGGCGTGCGGTTAATGCTCGTAATGATAGTAGTGGTGGAGA 
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ACCAACACTTGAAATAACAATTAGTAATAACCGAAAAATAAAAATCAGATATGGAAATAC 
ACGATAAATTATGAAATTAAAAAGCTTAGATTTCCCAACTGGCTATTTCTATTTTGATAA 
TGCAGCAATAAACTCTGATAAAGTAGAAGTTATAGCAGTTGGTTATAGAAATACGGATAA 
AACCATAAAAATTTTTATTGAAGATGTTATTCATTTTAGGGTTGTTGATGAATCGTATTT 
TATAGATACTTTTATGGATTTAATTTCGGAAGATGCAGATAGAGCTTTGCTTCATGAAAA 
TGGTGGTCAATCTTTTTTTGAACTTCTTGATGAGTGTTATGCGGAATGGATATTGAAAGA 
AAGTTATTTTCCTTTGAATAGAGAATTCTTTAAATACTATATTTTTATGTTTGAGCAAAC 
ATTCATAGAAATAATTGGTTCTAGTGCAACGTATTCAATTATTGAGGGCTAGCGTAAGAT 
GAGTAATAAGTTGCCTATCTTTCTTTCAGGCAGCCTGAAAATAAAACTACCCAAGTTGAT 
GGTGTACCTGTATCAGTGAAGGGAAATTTTGTTGATGGTAAATTTCGCATTGGTACGGCA 
ACAATGAAATCATTTTAAATTGAGCTAGAAATGAACCTAGAAAATTATGAAAACATTTTA 
ATAAAATTACTTTTTTATCATAACAACTTAGTAAATGAATATTCTTATTTTATTGAAAAT 
AAAAATTTATTTAAAATAGTATCTCGAACGAAAACGAGTAAGGGCTTTTTTTTCACTATA 
GAAAAACCATTAAATTTTCTAAGCAAAAAAACTTATTTTGAGTTTAATTTTAAATATTTA 
CACTCAGGGAAAGAACGCTTTGGTTCGTTTATGTGCTGGATAAATACTAATTTAATGGAA 
TTTGAGGGGGTTTTTTTTAACGACCTGCTCCCTGATAATATGATAATAAATAACTTTTTT 
GAAATAAATGATTAACGATACACCAATAAAAATTGGTGGGGTAACCGTATGGATGATATT 
CGCGGCATCATCCAAGGTGCGGTTAATCCTTTAATTTACAAGGTAAGCAAGCAAAAGATT 
ATTTACAACAACAAACTCATATCAGGAACTTAGACAAATGAATGAACACAACCTGTTAAT 
TTTCTGTTTAAAAGACAATGTTTCAATTAGTGAATATACTGAAATGATTGATTGGGCTTA 
TAAAAACATTCAATCTGAAACAGTTGTAGAAATTACGGAAAATCAAATTATTGAATATCA 
AAATCGTGGATTATGGAGACTTGTTTCTGAAATTACCGATAATTGGTTATTTGGACCAAG 
TGAGGGGGATTGGCTAATAGATAAGGAAAGTATTTTGGCTGTAAAAGAAAAATTACAAAA 
TTCAGATTTTTCTACAGAGCCCTTAGTGAAAAATATTATTCATGTACTTGAATATGCTAT 
AAAAAATGAAAAAACAGTAATTTTTCATTTTTGAGACTAATCCAATTTTTAGTAATATTG 
ATGCAGAGCAAGCAGCATTAGATGCCGCAAACATGGGGAGAAGCTATTCAATTTAGAATT 
AAAAAACAAATTGAAAATGAACTAGCACCACCAAATTGGTCTACCCAGTTTCCTAATGGT 
AGTATTTATGATCCTAAGGTAACGAAATGATTATTCAAAATGAATTTAATTTATATCCTA 
GTAATATGCTTCCTGAAAGGTTTTGTTATCCTGAAAAGTATGTTCGTATCTCTAACGATA 
CATCTTTAATACCTTATATTCAGCCACATAATTTTCACTGGTGGTTTGAGAATTATGGAA 
CAGAAGGGGCAGAAGTAGCTTATATATTTAGAAATTCTATCCTGCCTGATTTAAATCTTA 
TCCCATTCGCTAGTAATGGAGAATGGGAAGCTTATTTTGATGGTAATGATGTAACAGGAA 
ATTCTAGGGTTATTGTCATTAATTTAGATAATATAGAAAACCATGAATTTTTTAATAGTT 
TTGAAGATTGGCTTGAATTAGCAATTAAGGATACTTGGTAAGCAGCTATCTATAAAGAGA 
TGAGGCTGCCCTGGACAACTAGGATAAACTCGATTTTACTAATTGTTTTAAAATGGAACA 
AGAACTTTTATTTCACTGTTGTTAAAACGCCATTCGCACTCCTTTAAATACAGCTCAAAA 
TGCGCTTTGGGAATGCCGTTAAACTTGCGTAAATGACGTTTTGCTTGATTCCAAAAGTTC 
TCAGTTCCATTAATATGGTTTTGTCGTTCGGCAAAATGTGTGCTGTGATTGATACGGAAA 
TGGCTAAATTCGCCCGCATCCAATACATCATAGCCACGATAACAAAATGAGTTTATTTTG 
TTTATACCGTCTTAGACGACTTTCTCTCATAGGGATAATTCTAACTTAATTTGAATTTCC 
CTAGTGATCTAGGGCAGCCCCTAAATTAATAAAGCAGCACAACTCCTTTTGCCGATGTTC 
CGGACTGTCAAACGACTGTTCCTCATGCCACATCTCCATCAAGGTACGGATAACCCGCTC 
CGCCTTACCGTTGGTCTGCGGACAAGCAAATCGGGCAAGCCTCCAACCAATCCCATTATC 
ATAACAAGCTGCACCGAAAGCATGTTGGACGGCTCTTTATATTACCTATCATTGTCAGAG 
TAAACGTACTCAATCAGGTACAAGCAGGGGTCGGACAGATGTTCGGTCAGAAACTTGGCA 
GCACTGTCTGCGGTTTTGTCCGGCAAAATGGCAGAGTATAAAAATCGTCAATAGCGACAA 
ACAGGTAATCTCGTTTATCAGCGGCCTTCTGTCCTTTGAGCAACAACAACCGATCGGTAT 
CAGGATGCACAAAACCTCCCGGGGACAACCTGCCTTTTACGGCTTTAAGTGCACGGTAAA 
TAGTGACGCGGCTGACTTAGTGGCAGCATACTGGGGAGGTGAGTGTTTTTGTGTATATTT 
TTATTTTGGTATTCCCTTAGAAATACTGTAAACAACGCTACCGGACGGCCTGCAGGGCTT 
CGCGCACGCTTGCTTTGAGTTCTGCGCCGAAGCGTCTGCCCAAGATTCTGCCGAAATCGT 
CCTTCGGAGTGTAATCCACCACATCGGGGGCTTTGACCACGTCTCGCGCCACGCTGTAAA 
TATTGCCGAGTCCGTCCACCAGCCCGACTTTCAGCGCATCCGCGCCTGTGTACACGCGAC 
CGCTGAACACGTCGGGATATTGTCGGAATTTGAGGCGGCCGCCGCGTCCGGTTTTGACGG 
CTTTGATGAACTCGCCGTGTATGCCGGTCAGCATTTCTTCCCAGATTTTTGACTGTTCGG 
GCGTTTCGGGCGAAAACGGATCGCCCATGCCTTTGTTGCTGCCTGCAATTTTAACCCTGC 
GTTTCACGCCGATTTTTTCCATCAGGCCGGTCGCGTCGAAACTGCTGCCGATAACGCCGA 
TGCTGCCGACGATGCTGGACGGGTCGGCATAGATTTTGTCCGCCGCCGCCGCGATGTAGT 
AGCAGCCGGACGCGCACATATCTTCCGCCACGAGATAAACGGGAATGCCGGGGTGCTGCG 
CCTTCAGACGGCGTATTTCTTCAAAAGCGGTGTTGGACACGACGGGCGAACCGCCGGGGC 
TGTTGGCGCGGATGACGATGGCTTTTGCCTGCGGGTTTTTGTAGGCGGCCTCCATACCGT 
CTTTGAGTTTTTTGACCTGGTCTTCTACACCGTTGCCGATTTCGCCGTACAGATTGACGA 
CTGCGGTATGCGGCGTGTTGCCCGCCAACTGCAATGCGGCTTCGTCTTTTCGGAAAATGC 
CTGCAATCAGGGCAACCAGAATCAGGGTGCTGACGGCGCGCCAGATGTTTTTCCACATCC 
GCTCCCTGCGCCTGTCCTGATAGGCGGACAACAGCACTTCGCGCATGATGTCGCGCTCCC 
ATAAGGTTTCCCCCGCATTTTTTGCTTCGGGTGCTTCGTTTTCTCTTCTGATTCGGTATT 
GCATGGTTTTCCTTAAATATTGTCCGATTTGGGCAAACGGTTTTCAGTTTACCCGATTTT 
TCAGCTCTGCTCCCAATCCGTCCAAGCTGTGCAACACTTCCGCCCACGCCGCGTCCAAAA 
GGTTGACGGCTTCTCCTTCGGCTTTGATGCCGAACTCAATGTGCGGTTTGACCTGCGTGC 
CGTCTGAATGCGTCCAACCGACGCTGGGCAGGCTGTACGAACGCACGCCGGGATAAGTTT 
GCTCGATATGCTCCATAAGCGGCGTAATGCGCGATTCGGGCTGCTCAAACACATACACGC 
TGCGGCTGCCGCGTTCGGTTTGGTTGAAGCGGTCGGCGTAATAAGTTTCCAATACCCATT 
CCGCCATCGGGTGCGCCATCACAGGAAAGCCGGGGAAGAAATAATGCTCGCGGATAGAAA 
ATCCGGCGATGTTGTTAAACGGATTGGGCACCAATTCCGCGCCTTCGGGAAAATCTGCCA 
TTTTCAGGCGTTGGGCGTGTTCCGGCGAATCAAGCGGCTCGCCGCGTTTCTGGGTTATGC 
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CTTCGATAAACTTGGCGGCTTCAGAATGGCGGACGACGGGCAAATCCAAAGCAGCGGCTG 
CGGCTTGGCGGGTGTGGTCGTCGGGCGTGGCGCCGATACCGCCGGTAACGAAAGTTGGCA 
TGCCGTCTGAAAAGCTGCGGCGCAGTTGCCTGACCAGCAAATCGGGTTCGTCGGGCAGGT 
ATTGCACCTGATTGAGCTTCAGCCCTTTGGATTCGAGCAGGGATTTGAAAAAGGCGAAAT 
GCTTGTCTTGGCTGCTGCCGTGTAAGATTTCGTCGCCGATGATGATGAGGTTGAACGCGT 
TCATAGATGGTTTCTTTACCGATGCCGTCTGAAAATGTCGATGGTGCTGTGATTTGTTCC 
CTCTCCCGTGGGAGAGGGTTAGGGAGAGGGTCGAGCTTGCGTTTTTCAGGCAGCGTTTGC 
TTAAGGCCTGCTGTCTGTACCCTCTCCCCAACCCTCCCCCGCAGGGGAGGGAGTCAGGTT 
GAGGATGGCGTAAAGACCGTCTGAAAAGATTTTCAGCGAAACGGGCAAAGCTTCTTTTCA 
GACAGCCTTAACGGCTGACAATGGGTTATATTTATAAGATAATGAACTCCTTTTTTCAAG 
TCCGAAGGATACCCTTATGAGCCAAAACCATACCATTCTGCAATCCCTCCCCGTCGGTCA 
GAAAGTCGGCATCGCCTTCTCCGGCGGTCTTGATACCTCTGCCGCGCTGTTGTGGATGAA 
ACTCAAAGGCGCGCTGCCTTATGCCTACACTGCCAACCTCGGCCAGCCCGACGAAGACGA 
CTACAACGCCATTCCCAAAAAAGCGATGGAATACGGTGCGGAAAACGCCCGCTTAATCGA 
CTGCCGCGCGCAGTTGGCACACGAAGGCATCGCCGCCATCCAATGCGGCGCGTTTCACGT 
TTCCACCGGCGGCATCGCCTATTTCAACACCACGCCTCTGGGCCGCGCCGTAACCGGCAC 
TATGCTTGTTTCCGCAATGAAAGAAGACGATGTGAATATTTGGGGCGACGGCAGCACCTA 
CAAAGGCAACGACATCGAGCGTTTCTACCGCTACGGTTTGCTCACCAATCCCGCGCTGAA 
AATCTACAAACCCTGGCTCGATCAGCAATTTATCGACGAACTCGGCGGCCGTCACGAAAT 
GAGCGAATTTCTGATTGCCAACGGCTTCAACTACAAAATGTCGGTGGAAAAAGCCTACTC 
CACCGATTCCAATATGTTGGGTGCCACCCACGAAGCCAAAGACTTGGAATTTTTGAACTC 
GGGCATCAAAATCGTCAAACCCATTATGGGCGTTGCCTTTTGGGACGAAAACGTCGAAGT 
CAGCCCGGAAGAAGTCAGCGTACGCTTTGAAGAAGGCGTGCCGGTTGCACTAAACGGCAA 
AGAATACGCCGATCCCGTCGAACTCTTCCTCGAAGCCAACCGCATCGGCGGCCGCCACGG 
CTTGGGTATGAGCGACCAAATCGAAAACCGCATCATCGAAGCCAAATCGCGCGGCATCTA 
CGAAGCCCCGGGTATGGCGTTGTTCCACATCGCCTACGAGCGTTTGGTCACCGGCATCCA 
CAACGAAGACACCATCGAACAATACCGCATCAACGGCCTGCGCCTCGGCCGCCTGCTCTA 
CCAAGGCCGCTGGTTCGACAGCCAAGCCCTGATGTTGCGCGAAACCGCACAACGCTGGGT 
TGCCAAAGCCGTTACCGGCGAAGTTACCCTCGAACTGCGGCGCGGCAACGACTACTCAAT 
TCTGAACACCGAATCGCCCAACCTGACCTACCAACCTGAACGCCTGAGTATGGAAAAAGT 
CGAAGACGCTGCGTTCACTCCGCTCGACCGCATCGGACAGCTCACGATGCGCAACCTCGA 
CATCACCGACACCCGCGTCAAACTGGGTATCTACTCGCAAAGCGGTTTGCTCTCGCTGGG 
CGAAGGTTCGGTATTGCCGCAGTTGGGCAATAAGCAATAAGGTTTGCTGTTTTACATCAT 
TAGCAACTTAAGGGGTCGTCTGAAAAGATGATCCCTTATGTTAAAAGGAATCCTATGAAA 
GAATACAAAGTCATCATTTATCAGGAAAGCCTGTTGTCCAGCCTGTTTTTCGGCGCGGCA 
AAGGTCAACCCCATCAAATTCAGCGAGTTCCTCAATAAACAAACCCCCGAAGGCTGGCGG 
GTTGTAACGATGGAAAAAGATTTGCGCCGTATGCTGCTGTTTTTCAAACGCGAGGCCTAC 
GTCGTCATTTTGGAGCGGGATCGTGTTTAAGCTCGGCGTTTATACCTGTCTCGGACTGTT 
TGCCGGCTGGGTGCTGCTGCTGATCGTGCAACTCTGGTTTTCTTTTCTCGAAGCGGAATT 
GTTCTTCAAAATCACACTGACTATGGCGGGGCTGTTTGTCATCATCCTCGCCGCCTTACT 
GGTATGCGGTCAGTATTTTTCCGAAAAGAAAATGAAAGACGACGGGTTTATCAACTGATG 
CGGACTTGAACCGGACCCGCGACCCAAACATCACAATGCCGTCTGAACGCCCT^pGCTTCA 
GACGGCATCAACATCAATCCTGCTCTTTTTTGCCGGCAAACACGCCGAATCCGCCCTTTT 
CCGCATCTGTCGGGCGATAGCTGTATTTTCCCGCCACTTCCTCGCCGGCCGGGCCGTAAA 
ACTTTCCGGAAACATCCCCGCTGCCATTTTCCGTCCAAGTCCCCTTAAAGCCGTTTCCAT 
CGATGGCGGCTTTGAATTTTTGCGTACCCATATGCAAATCATCGCCGCTGTCGATAATGC 
CGTCCACAGATTTGCTGCCGAAATCGACTTTTGCGGCAAACCTGCCCCTGGTCGGGTACG 
GACGGCCGTTTTCCGTATGGAAATGCAGTACTTCGCCGTTGTACACGGCCGCGCCCGCAA 
GCATTTCGCCTTTTGCCGGTTCGCCTTGAACACGAAGGGCATACGATCCGCCGGGCAATT 
TTTCCGCCCCGTAAGTCAGATACCGGTAATTCCCTTCGGGCGCGAAGATATTGCCGGAAT 
GCCCCGTCAGGCTGACCGCTTCCCCATCGACAATCAGCGTATCCGCCTGATTGACGGGAA 
TCAGCGGCATCTCGGCCGGAAGCGACCGCCTCGACCGTGCAGAACGCCTAAATCGCGCAA 
ATGAAGTGGGTTTAGGTTTATAAAAGATAATATATTGATTGATTCCCTTCATCTGCACAC 
TATCGGCAACCAAACCGACAAATTTATCATTCTTCCCATCTTTCTTGTAATTACTTATTT 
TGTCTGCATCACTTAATTTTTCAAATTCTGATTTTAGCTGTACTTCTTCATCCAAGAAAT 
TATTGCCACTACAAGAATCGCCTTTACAGTGGGTCAACGTTATATTTTGCGACGGCCCGT 
CAATCAAAACGCCATTAGCCAAATCAACCCTTCCAAAATTGCTACCGCCATTCGCAGGTG 
CAGGGTTTGACGCGGGGATGGGATCTGAAGAACCGGCGGCTTGATTGTTTCCGGCTTGAT 
TTGCACCTTGGGCAGCCGTATTGCCGGCATTTTGCCCGCCTGCCGACGGATCGTCCCCCT 
GCATTCCGTCCGCCGCATTTGCCATATCCGGTTGGTTTGCCGGCTGAGACGATTCCCCGG 
CATCCGTTGCTTGATTTTCCATATTTCCGGCAAGCATATTCGGATCCGGGGTGTGATTCG 
GTGTCGAACTATCTGTACCGGCGGCATTTTGCGGCATATCATTTTGTGCCACCTCGTCTT 
CATTTTTGGGATTATCCGCTGTTACCGCACCGCCATTGCCTGTATTTTCTTCCGAAACCG 
CCGCCATATCTTGACTGCCTTGTGCGGATGGCGCGCCCTGTCCTTGAGAACCTGCCTGTG 
GCGCATCTTCCTTTGCCTCTGTCTCTTTTTCAGAAACAACAGGGGCGGCAGGTTTTGACA 
GCGTGTCCGCCGACTTGACATCGGGCGATCCGCCACCGCCGCCCCGGCAGGCTGAAAGGG 
CAAAAATACAAGCCATTGCGATTACGCTGCGTTTAAACATCATCATCTCCTTCATCGTAT 
TTCCTTTTTGGTTTAAACCCCGCCACTTGGACATCCGTCCTTCGGGGCGGTGGAATCAGC 
TTTATTTGGGAAGAGCGCAACCTTTCCAAATCAGGGCGACACATAGGGCTGTGCTTTATG 
TGCCGCCCTGTGTGTTGAAACATATTCAATAAATATTGTTTCCGCCGTATGCCTATAAAA 
TTGTAAAAATATGCCGTCTGAACGCCAAACGGGCTTCAGACGGCATAGCTTGGTTTATTC 
CGCCCGGTTCCTCTGTCGGCCCAAATCGGCGGCAGCGGTAAACAAAACGTCGGTCGAAGA 
GTTCAGCGCAGTTTCCGCCGAATCCTGAATCACGCCGATAATGAAGCCGACGGCAACCAC 
CTGCATGGCCACATCGTTATCGATACCGAACAGGCTGCACGCCAAAGGAATCAGCAGCAA 
CGAGCCACCGGCCACACCGGATGCACCGCACGCGCTAACGGTAGCCACCAGGCTCAGCAG 
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CAGGGCAGTGGCGAAGTCAACCGTAATGCCTTGCGTGTGCGCCGCAGCCATCGCCAAAAC 
GGTAATGGTGATTGCCGCACCGGCCATATTGATGGTTGCACCCAATGGAATGGAGATGGA 
GTAAGTGTCTTCGTGCAAACCCAGCTTTTTCGCCAATGCCATGTTCACAGGGATATTGGC 
GGCGGAAGAACGGGTAAAGAAGGCATAAACGCCACTTTCACGCAGGCAGGTAAACACCAG 
CGGGAAAGGGTTGCGGCGGATTTTCCACCACACGATGGCGGGATTGACCGCCAGCGCGAT 
AAACGCCATACAGCCCAACAGCACTGCAAGCAGCTTCGCGTACCCCGCCAGCGCGCCGAA 
ACCCGTCTCCGCGATTGTGGACGACACCAGCCCGAAAATGCCCAAAGGGGCAAAACGGAT 
AATCCATTTCACGACGGTGGAAACCGCTTCCGCCAAATCGGCAACGACCTGCCGCGTAAC 
GTCCGAACCGTGATTCCGCAACGCCGCGCCCAAAACCAAAGCCCAAGCCAAAATGCCGAT 
ATAGTTGGCATTGGCAATCGCGTTAATCGGGTTGGCGACCAGGTTCATCAGCAGCGATTT 
CAATACTTCCACAATGCCGGAAGGCGGCGCGGCGGACACATCGCCCGCGCCCGCCAAAAC 
AATGTGCGTCGGGAAAACCATACCGGCGATGACGGCGGTCAGGGCTGCGGAAAACGTACC 
GATGAGGTAAAGGACGATAATCGGCCTGATATGCGCCTTGTTGCCTTTTTGGTGCTGCGC 
GATTGTGGCCGCCACCAAAATAAATACCAAAACCGGCGCGACCGCTTTGAGCGCACCGAC 
AAACAGGCTGCCGAACAAGCCTGCCGCCAAGCCCAGTTGCGGGGAAACCGAACCGATTAC 
GATGCCCAACGCCAAACCGGCGGCAATCTGCCTGACCAGGCTGACGCGGCCGATCGCATG 
AAATAAGGATTTGCCGAACGCCATAATTCTTCCTTATGTTGTGATATGTTAAAAAATGTT 
GTATTTTAAAAGAAAACTCATTCTCTGTGTTTTTTTTTATTTTCCGGCTGTATTTTATAG 
TGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAACAGTACGGAAC 
CGATTCACTTGGTGCTTCAGCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAA 
CGCCGTACTGGTTTTTGTTAATCCACTATAAGGTTGCGTTGATTTGCCCTATGCAGTAGT 
GCCGGACAGGCTTTGCTTTATCATTCGGCGCGACGGTTTAATTTATTGAACGAAAATAAA 
TTTATTTAATCCTGCCTATTTTCCGACACTATTCCGAAACGCAGCCTGTTTTCCATATGC 
GGATTAGAAACAAAATACCTTAAAACAAGCAGATACATTTCCGGCGGGCCGCAACCTCCG 
AAATACCGGCGGCAGTATGCCGTCTGAAGCGTCCCGCCCCGTCCGAACAGTGTTAAAATC 
GAAAGCCGCCACACCGATGCACGACACCCGTACCATGATGATCAAACCGACCGCCCTGCT 
CCTGCCGGCTTTATTTTTCTTTCCGCACGCATACGCGCCTGCCGCCGACCTTTCCGAAAA 
CAAGGCGGCGGGTTTCGCATTGTTCAAAAACAAAAGCCCCGACACCGAATCAGTCAAATT 
AAAACCCAAATTCCCCGTCCTCATCGACACGCAGGACAGTGAAATCAAAGATATGGTCGA 
AGAACACCTGCCGCTCATCACGCAGCAGCAGGAAGAAGTATTGGACAAGGAACAGACGGG 
CTTCCTCGCCGAAGAAGCGCCGGACAACGTTAAAACGATGCTCCGCAGCAAAGGCTATTT 
CAGCAGCAAAGTCAGCCTGACGGAAAAAGACGGAGCTTATACGGTACACATCACACCGGG 
CCCGCGCACCAAAATCGCCAACGTCGGCGTCGCCATCCTCGGCGACATCCTTTCAGACGG 
CAACCTCGCCGAATACTACCGCAACGCGCTGGAAAACTGGCAGCAGCCGGTAGGCAGCGA 
TTTCGATCAGGACAGTTGGGAAAACAGCAAAACTTCCGTCCTCGGCGCGGTAACGCGCAA 
AGCCTACCCGCTTGCCAAGCTCGGCAATACGCAGGCGGCCGTCAACCCCGATACCGCCAC 
CGCCGATTTGAACGTCGTCGTGGACAGCGGCCGCCCCATCGCCTTCGGCGACTTTGAAAT 
CACCGGCACACAGCGTTACCCCGAACAAATCGTCTCCGGCCTTGCGCGTTTCCAGCCCGG 
TATGCCGTACGACCTCGACCTGCTGCTCGACTTCCAACAGGCGCTCGAACAAAACGGGCA 
TTATTCCGGCGCGTCCGTACAAGCCGACTTCGACCGCCTCCAAGGCGACCGCGTCCCCGT 
CAAAGTCAGCGTAACCGAGGTCAAACGCCACAAACTCGAAACCGGCATCCGCCTCGATTC 
GGAATACGGTTTGGGCGGCAAAATCGCCTACGACTATTACAACCTCTTCAACAAAGGCTA 
TATCGGTTCGGTCGTCTGGGATATGGACAAATACGAAACCACGCTTGCCGCCGGCATCAG 
CCAGCCGCGCAACTATCGGGGCAACTACTGGACAAGCAACGTTTCCTACAACCGTTCGAC 
CACCCAAAACCTCGAAAAACGCGCCTTCTCCGGCGGCGTCTGGTATGTGCGCGACCGCGC 
GGGCATCGATGCCAGGCTGGGGGCGGAATTTCTCGCAGAAGGCCGGAAAATCCCCGGCTC 
GGCTGTCGATTTGGGCAACAGCCACGCCACGATGCTGACCGCCTCTTGGAAACGCCAGCT 
GCTCAACAACGTGCTGCATCCCGAAAACGGCCATTACCTCGACGGCAAAATCGGTACGAC 
TTTGGGCACATTCCTGTCCTCCACCGCGCTGATCCGCACCTCTGCCCGTGCAGGTTATTT 
CTTCACGCCCGAAAACAAAAAACTCGGCACGTTCATCATACGCGGACAAGCGGGTTACAC 
CGTTGCCCGCGACAATGCCGACGTTCCTTCAGGGCTGATGTTCCGCAGCGGCGGCGCGTC 
TTCCGTGCGCGGTTACGAACTCGACAGCATCGGACTTGCCGGCCCGAACGGATCGGTCCT 
GCCCGAACGCGCCCTCCTGGTGGGCAGCCTGGAATACCAACTGCCGTTTACGCGCACCCT 
TTCCGGCGCGGTGTTCCACGATATGGGCGATGCCGCCGCCAATTTCAAACGTATGAAGCT 
GAAACACGGTTCGGGACTGGGCGTGCGCTGGTTCAGCCCGCTTGCGCCGTTTTCCTTCGA 
CATCGCCTACGGGCACAGCGATAAGAAAATCCGCTGGCACATCAGCTTGGGAACGCGCTT 
CTAAACCGATATGGCCACTTCAGACGGCATTGCAGCAAACCATTTTGAAACAGACATTAT 
GACCGATACCGCACCGACAGATACCGATCCGACCGAAAACGGCACGCGCAAAATGCCGTC 
TGAACACCGCCCTACCCCGCCGGCAAAAAAACGCCGCCCGTTGCTGAAGCTGTCGGCGGC 
ACTGCTGTCTGTCCTGATTTTGGCAGTATGTTTCCTCGGCTGGCTCGCCGGTACGGAAGC 
AGGTTTGCGCTTCGGGCTGTACCAAATCCCGTCTTGGTTCGGCGTAAACATTTCCTCCCA 
AAACCTCAAAGGCACGCTGCTCGACGGCTTCGACGGCGACAACTGGTCGATAGAAACCGA 
GGGGGCAGACCTTAAAATCAGCCGCTTCCGCTTCGCGTGGAAACCGTCCGAACTGATGCG 
CCGCAGCCTGCACATTACCGAAATTTCCGCCGGCGACATCGCCATCGTTACCAAACCGAC 
TCCGCCTAAAGAAGAACGCCCGCCGCTCAGCCTTCCCGACAGCATAGACCTGCCTGCCGC 
CGTCTATCTCGACCGCTTCGAGACGGGCAAAATCAGCATGGGCAAAGCCTTTGACAAACA 
AACCGTCTATCTCGAACGGCTGGATGCTTCATACCGTTACGACCGCAAAGGACACCGCCT 
TGACCTGAAGGCCGCCGACACGCCGTGGAGCAGTTCGTCGGGGGCGGCCTCGGTCGGCTT 
GAAAAAACCGTTTGCCCTCGATACCGCCATTTACACCAAAGGCGGACTCGAAGGCAAAAC 
CATACACAGTACGGCTCGGCTGAGCGGCAGCCTGAAGGATGTGCGCGCCGAACTGGCGAT 
CGACGGCGGCAATATCCGCCTCTCGGGAAAATCCGTCATCCACCCGTTTGCCGAATCATT 
GGATAAAACATTGGAAGAAGTACTGGTCAAAGGGTTCAACATCAATCCGGCCGCCTTCGT 
GCCTTCCCTGCCCGATGCCGGACTGAATTTCGACCTGACCGCCATCCCGTCGTTTTCAGA 
CGGCATCGCGCTGGAAGGTTCGCTCGATTTGGAAAACACCAAAGCCGGCTTTGCCGACCG 
CAACGGCATCCCCGTCCGTCAGGTTTTAGGCGGCTTTGTCATCCGGCAGGACGGCACGGT 
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GCATATCGGCAATACGTCCGCCGCCCTGCTCGGACGGGGCGGCATCAGGCTGTCGGGCAA 
AATCGACACCGAAAAAGACATCCTCGATTTAAATATAGGCATCAACTCCGTCGGCGCGGA 
AGACGTACTGCAAACCGCGTTCAAAGGCAGGTTGGACGGCAGCATCGGCATCGGTGGCAC 
GACCGCCTCGCCCAAAATCTCTTGGCAACTCGGCATCGGCACGGCGCGCACGGACGGCAG 
CCTCGCCATTGCAAGCGACCCAGCAAACGGACAGCGGAAACTGGTGCTCGACACCGTCAA 
CATCGCCGCCGGGCAAGGCAGCCTGACCGCGCAAGGCTATCTCGAGCTGTTTAAAGACCG 
CCTGCTCAAGCTGGACATCCGTTCCCGCGCATTCGACCCTTCGCGCATCGATCCGCAACT 
TCCGGCAGGCAATATCAACGGCTCAATAAACCTTGCCGGCGAACTGGCAAAAGAGAAATT 
CACAGGCAAAATGCGGTTTTTACCCGGCACGTTCAACGGCGTACCGATTGCCGGCAGTGC 
CGACATTGTTTACGAGTCCCGCCACCTTCCGCGTGCCGCCGTCGATTTGCGGCTGGGGCG 
GAACATTATTAAAACAGACGGCGGCTTCGGCAAAAAAGGCGACCGGCTTAACCTCAATAT 
CACCGCACCCGATTTATCCCGTTTCGGTTTCGGACTCGCGGGGTCTTTAAATGTACGCGG 
ACACCTTTCCGGTGATTTGGACGGCGGCATCCGAACCTTTGAAACCGACCTTTCCGGCGC 
GGCGCGCAACCTGCACATCGGCAAGGCGGCAGACATCCGTTCGCTCGATTTCACGCTCAA 
AGGTTCGCCCGACACAAGCCGCCCGATACGCGCCGACATCAAAGGCAGCCGCCTTTCGCT 
GTCGGGCGGAGCGGCGGTTGTCGATACCGCCGACCTGATGCTGGACGGCACGGGCGTGCA 
GCACCGCATCCGCACACACGCCGCCATGACGCTGGATGGCAAACCGTTCAAATTCGATTT 
GGACGCTTCAGGCGGCATCAACAGGGAACTTACCCGATGGAAAGGCAGCATCGGCATCCT 
CGACATCGGCGGCGCATTCAACCTCAAGCTGCAAAACCGTATGACGCTCGAAGCCGGTGC 
GGAACGCGTGGCGGCAAGTGCGGCAAATTGGCAGGCAATGGGCGGCAGCCTCAACCTGCA 
ACACTTTTCTTGGGATAAAAAAACCGGCATATCGGCAAAAGGCGGCGCACACGGTCTGCA 
TATCGCCGAGTTGCACAATTTCTTCAAACCGCCCTTCGAACACAATCTGGTTTTAAACGG 
CGACTGGGATGTCGCCTACGGGCGCAACGCGCGCGGCTACCTCAATATCAGCCGGCAAAG 
CGGCGATGCCGTATTGCCCGGCGGGCAGGCTTTGGGTTTGAACGCATTTTCCCTGAAAAC 
GCGCTTTCAAAACGACCGCATCGGAATCCTGCTTGACGGCGGCGCGCGTTTCGGGCGGAT 
TAACGCCGATTTGGGCATCGCCAACGCCTTCGGCGGCAATATGGCAAATGCACCGCTCGG 
CGGCAGGATTACCGCCTCCCTTCCCGACTTGGGCGCATTGAAGCCCTTTCTGCCCGCCGC 
CGCGCAAAACATTACCGGCAGCCTGAATGCCGCCGCGCAAATCGGCGGACGGGTAGGCTC 
TCCGTCCGTCAATGCCGCCGTCAACGGCAGCAGCAACTACGGGAAAATCAACGGCAACAT 
CACCGTCGGGCAAAGCCGCTCTTTCGATACCGCGCCTTTGGGCGGCAGGCTCAACCTGAC 
CGTTGCCGATGCCGAAGTATTCCGCAACTTCCTACCGGTCGGACAAACCGTCAAAGGCAG 
CCTGAATGCCGCCGTAACCCTCGGCGGCAGCATCGCCGATCCGCACTTGGGCGGCAGCAT 
CAACGGCGACAAACTCTATTACCGCAACCAAACCCAAGGCATCATCTTGGACAACGGCTC 
GCTGCGTTCGCATATCGCGGGCAGGAAATGGGTAATCGACAGCCTGAAATTCCGGCACGA 
AGGGACGGCGGAACTCTCCGGTACGGTCGGTATGGAAAACAGCGGACCCGATGTCGATAT 
CGGCGCGGTGTTCGACAAATACCGCATCCTGTCCCGCCCCAACCGCCGCCTGACGGTTTC 
CGGCAACACCCGCCTGCGCTATTCGCCGCAAAAAGGCATATCCGTTACCGGGATGATTAA 
AACGGATCAGGGGCTGTTCGGTTCGCAAAAATCCTCGATGCCGTCCGTCGGCGACGATGT 
CGTCGTATTAGGCGAAGTCAAAAAAGAGGCGGCGGCACCGCTCCCCGTCAATATGAACCT 
GACTTTAGACCTCAATGACGGCATCCGCTTCGCCGGCTACGGCGCGGACGTTACCATAGG 
CGGCAAACTGACCCTGACCGCCCAATCGGGCGGAAGCGTACGGGGCGTGGGCACGGTCCG 
CGTCATCAAAGGGCGTTATAAGGCATACGGGCAGGATTTGGACATTACCAAAGGCACGGT 
CTCCTTTGTCGGCCCGCTCAACGATCCCAACCTCAACATCCGCGCCGAACGCCGCCTTTC 
CCCCGTCGGTGCGGGCGTGGAAATATTGGGCAGCCTCAACAGCCCGCGCATTACGCTGAC 
GGCAAACGAACCGATGAGTGAAAAAGACAAGCTCTCTTGGCTCATCCTCAACCGCGCCGG 
CAGCGGCAGCAGCGGCGACAATGCCGCCCTGTCTGCAGCCGCAGGTGCGCTGCTTGCCGG 
GCAAATCAACGACCGCATCGGGCTGGTGGATGATTTGGGCTTTACCAGCAAGCGCAGCCG 
CAACGCGCAAACCGGCGAACTCAACCCCGCCGAACAGGTGCTGACCGTCGGCAAACAACT 
GACCGGCAAACTCTACATCGGCTACGAATACAGCATCTCCAGCGCGGAACAGTCCGTCAA 
ACTGATTTACCGGCTGACCCGCGCCATACAGGCGGTTGCCCGTATCGGCAGCCGTTCGTC 
GGGCGGCGAGCTGACATACACCATACGTTTCGACCGCTTCTCCGGTTCGGACAAAAAAGA 
CTCCGCCGGAAACGGCAAAGGAAAATAAGCGGTTTTCAGACGGCGCGCCGCCAAACCGGA 
CATTTGAAAACCTGCTTTTCCACCGTCCGCCGCCGCCGTCCGCCTGCAAGGGAACAGAAT 
CGATATAGTGAATTAACAAAAATCAGGATAAGGCGACGAAGCCGCAGACAGTACAAATAG 
TACGGAACCGATTCACTCGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCCAAGG 
CGAGGCAACGCCGTACCGGTTTTTGTTAATCCGCTATATTCCGCCATCTCTAAGATTTAC 
AGCGATACACAGGTAATTTAAGGAATGCCCGAACCGTCATTCCCGCCACTTTCCGTCATT 
CCCGCGAAAGCGGGAATCTAGGACGCAGGGTTAAGAAAACCTACATCCCGTCATTCCCGC 
GAAAGTGGGAATCTAGAAATGAAAAGCAACAGGCATTTATCGGAAATAACTGAAACCGAA 
CAGACTAGATTCCCGCCTGCGCGGGAATGACGGCTGCAGATGCCCGACGGTCTTTATAGC 
GGATTAACAAAAATCAGGATAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGAACC 
GATTCACTCGGTGCTTGAGCACCTTAGAGAATCGTTCTCTTTGAGCCAAGGCGAGGCAAC 
GCCGTACCGGTTTTTGTTAATCCGCTATATTCCGCCATCTCTAAGATTTACAGCGATACA 
CAGGTAATTTAAGGAATGCCCGAACCGTCATTCCCGCCACTTTCCGTCATTCCCGCAAAA 
GCGGGAATCTAGAATCTCGGACTTTCAGATAATCTTTGAATATTGCTGTTGTTCTAAGGT 
CTAGATTCCCGCCTGCGCGGGAATGACGATTCATAAGTTTCCCGAAATTCCAACATAACC 
GAAACCTGACAGTAACCGTAGCAACTGAACCGTCATTCCCACGAAAGTGGGAATCTAGAA 
ATGAAAAGCAACAGGCATTTATCGGAAATAACTGAAACCGAACAGACTAGATTCCCGCCT 
GCGCGGGAATGACGGCTGCAGATGCCCGACGGTCTTTATAGCGGATTAACAAAAATCAGG 
ACAAGGCGGCGAAGCCGCAGACAGTACAAATAGTACGGAACCGATTCACTCGGTGCTTCA 
GCACCTTAGAGAATCGTTCTCTTTGAGCTAAGGCGAGGCAACGCCGTACTGGTTTTTGTT 
AATCCTCTATAATGCGCCCTTCGGCGTGGCGGATATATAAGGAAGTGATTTTCCATCTAA 
GTAAAAACCGCCCTATCGGATAAGCCCTTAACAGAAAAGGCTTTACCCGCGCCGTATCGG 
AACACATCCTCTAAAATACAATCCGTTGAATTGAAAAAAATATAAAAACATCCGCCCGCG 
AAAAACGGCAGCGCGTCGTTTGACAAAGAATGAAAATATCGGTTAAAAACCGATTTTCAT 
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ACAAAAAACACCGCTGCCGTCCGCATCCGTTTCAGACGGTATTGAGAGAAAATCTTTTAG 
GAGAACCTTTATGTCCCGGCATCCCGCCCCCACCGGAGAAAAAACATTCTTCGGCCACCC 
CTTCCAGCTTTCCACCCTCTTCCATATCGAATTGTGGGAACGTTTTTCATTTTACGGAAT 
GCAGGGCATCCTGCTGATTTACCTCTACTACACCGCCGACAAAGGCGGCTTGGGCATAGA 
CAAAACCCTCGCCGGCGGCATTGTCGGCGCATACAGCGGCAGCGTGTACCTGTCCACCAT 
TTTGGGGGCGTGGTTTGCCGACCGAGTATGGGGTGCGGAAAAAACCCTCTTCCTCTCGGG 
CATCGTCGTGATGCTCGGACACATCGTCCTTGCCGCCGCCCCGGGCCTGTACGGCCTTTT 
AATCGGGCTGATATTCATCGCATTGGGCAGCGGCGGCGTGAAATCTACGGCCAGTTCTAT 
GGTGGGCGCATTATACGAACAGGACGAAATGCGCCCGCTGCGCGATGCGGGATTTTCCAT 
TTTCTACATCGCCATCAACATCGGCGGCTTCCTAGGCCCGCTGCTGACCGGCCTACTGCA 
GGAAAACATCGGTTTCCATTATGGTTTCGGCGCGGCGGCGGTCGGTATGGCATTCGGCTT 
GTGGCGTTATTCCCTGGGACGTAAAAACCTGCCCCACCCCACCGTCCCCCATCCGCTTTC 
AAAAGGACAGGGCAAAACTGCGGCCGCCGTCGGCATCGCCCTCATCGCCGCACTTGCAAC 
CGCCATCAAAACCGGGCTTGTCAACCTCGACAATTTCTCCGGCATCCTATTATCTACCGT 
CATCCTTGCCGTCATCGCCTATTTCGCCCGCCTGCTGACCAACCCCCGCGTCAGTTCCGA 
CAACAAACGGCACATCATCGCCTACATCCCGCTTTTCCTGACCATCTGTATGTTTTGGGC 
CGTCTGGTTTCAGATTTACACCGTGGCAACCGTCTATTTCGACGAAACCGTCAACCGCAC 
CATCGGTTCGTTTACCGTGCCCGTCGCTTGGAAAGATTCTATGCAAAGCCTGTGGGTCAT 
CCTGTTTTCCGGACTGATGGCGGCAATGTGGACAAAAATGGGGCGCAAACAGCCCAAAAC 
CCCGCTGAAATTCGCTATGGCGGTATTTGTTACCGGCGCGTCGTTTTTGGGATTCGTCCC 
CTTTATTTCCTCCGGTACGCCGATGCCTATTGCGGTTTTCGCACTGATCGTCCTCGCCAT 
CACGATAGGCGAACTGATGATTTCCCCGATTGCGCTGTCCATCTCCACCAAAATCGCACC 
GCCTTTATTCAAAACCCAAATGGTCGCCCTTAATTTCCTTGCCTTTTCATTAGGCTTCAC 
TTTGGGCGGCGTATTGTTTGAAAAAGGCTATCAGGCGGGCGACGAAATCGGCTTCTATCG 
GCTGCTGTTCTACATCGGCGCAGCCACAGGCTTCCTGCTGCTCCTGCTCGTCCCCAAATT 
GAACAAAATGCTCGAAGGCACAGACTAAGTCCCGCCCCGATGCCGTCTGAACCCTTCAGA 
CGGCATTTTTCCGCATAATGAAACCAAACCGTTTCCACCCGACAGGACAGGCTCCCGCCC 
AACCGGAAGGCAGCCTGCCGATTGTCATTTGAATAACGCAAGGGAAAGCCGTTGATTTCC 
GTTTGTATGGAAACAGTTTGGTTTCATTGGAAAAAGGCATTTTGTCCGACTAAATTAGTG 
CTGCATCAACGAAATATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAG 
ACAGTACAAATAGTACGGAACCGATTCACTTGGTGCTTGAGCACCTTAGAGAATCGTTCT 
CTTTGAGCTAAGGCGAGGCAACGCCGTACCGGTTTTTGTTAATCCACTATAAAAACACAA 
CCTAAATAAAAATGCCGTCTGAACCATATTTCAGGTTTCAGACGACATTTGCGTGTCGGA 
TGCACACCGGACAGGCGGTAAGCCGGGTTCTGTCTCGGACAGTCATTCCTCTAGGCATAC 
CGTTACCGGTATGCTCAAGCAACCTACCCGAACGCTCGGCGGGCAGCGTCATTGCGTTCT 
GTTTGGTCTTGCTCCGAATGGGGTTTGGCCTGCCGCATATTGTTACCAAATGCGCGGTGC 
GCCCTTACCGCACCTTTTCACCCTTACCTGTGCTGCCAAAGCAGCCATCGGCGGTTTTGC 
TTTCTGTTCCACTTTCCGTCGCGTTACCGCGCCCGGCCGTTAACCGGCATTCTACCCTGC 
GGAGCCCGGACTTTCCTCCCCGTATGCCTTACGCGATACGCGGCGACTGTCTGCCCGTCC 
CGTGTGCGGCGCGGATTATAACACGAAACACAAAAATGCCGTCTGAAACGGTACAGGTTT 
CAGACGGCATACAGCCTAAACTACACGCCCTGTTTCAGGCTGGCTTCGATGAAGCCGTCC 
AAGTCGCCATCCAATACGGCTTTGGTGTTGCCGACTTCGTAGCCTGTACGCAAGTCTTTG 
ATACGTGAGGAATCCAAAACATACGAACGGATTTGGCTGCCCCAACCTACATCGGATTTA 
CCTTCTTCCAACGCCTGTTTCTCTTCATTGCGTTTGCGCATTTCCAATTCATACAGTTTG 
GACTTCAACATTTCCATCGCAGCGGCTTTGTTGGCGTGTTGCGAACGGTCGTTTTGACAT 
TGCACCACAATCCCCGTCGGCTCGTGGGTAATGCGCACGGCGGAGTCGGTTTTATTGATG 
TGCTGACCGCCCGCACCCGATGCGCGATAGGTGTCGATGCGCAAATCGGCGGGGTTGATT 
TCGATTTCGATGGAATCGTCGATTTCAGGGTAAACGAACACGGAGGCAAACGAGGTATGG 
CGTTTGTTGTTCGAGTCAAACGGCGAGTAACGCACCAAGCGGTGAACGCCGGTTTCGGTA 
CGCAGCAAACCATAAGCGTATTCGCCTTCCACACGGATGGTGGCGCGGTTGATGCCTGCG 
ATTTCGCCGTCGTCTTCTTCAAGGATTTCGATTCTGAAGCCTTTGCGCTCGGCGTAGCGG 
CTGTACATACGGAACAGCATACCCGCCCAGTCTTCCGCTTCCGTACCGCCCGCGCCTGCG 
GTGATGTCGATAAAGCAGTTGTTCGGGTCGGCGGGCTGGTTGAACATCCGTTTGAACTCC 
AAATCCGCCATCTGTTTTTCCAGCCCCGCTACGTCTTCCTGCACGGCGGCAAAACCTTCT 
TCGTCGTTTTCTTCGACGGTCATTTCAATCAGCATGCGGTTGTCTTCGATGCCCGAAGCG 
ATGTTGTCGAGCGTCAACACGATGCCTTCGAGGATTTTGCGCTCTTTGCCGATTTCTTGG 
GCGCGTTTCGGGTCGTTCCAAAGTTCGGGGTCTTCGGAAAGACCGATAACTTCTTCCAAT 
CGGTCTTTCTTACCCTGATAATCCATATAAACTCGGATGTCTTCGCTGCGCTTTTCCAAA 
TCGTTCAGGGTATTGTTGAGCTGGTTGATTACTTCGGCTTCCATGATTCTTTTGTTCTTT 
CAAAATTTTAGGGGCGTATTGTACGGGATTCGGGTATTTTTTTCTATGGATAAAGCCTTC 
TGGAAACACGTTCAGACGGCATAGCGTCAATAACGGTATGCCGCCAGTTTGCGTTTGATT 
TCAGGCAATGCGGCACGTGCTGCCTCCTCACCCAACCGGATGGCGCGTTTTTTCTGATCG 
AATCCGCCGACTGCACCCAAATCCAAAACCTGCGGTTTGATAACCACATCCGCCTGCCCC 
AACTCATTTTGCAACGCAGAAACGCTCATTACGTTCAGCGTCTGATCGAGATAAGAGAAG 
AAACCTTGGCTGATGTTTTTGCCCGGACGGGCGGAAATATCGACGGCAATCACGAAATTC 
GCCCCCTGCCGCCGGGCGGCACTGACGGGCACGGGCTGCGACAGACCGCCGTCAACATAT 
GTATGCCTGCCGATGATAACGGGTTGGAACACATTGGGAATGGCGGCGGAAGCGCGCACA 
GCCTGCCCGGCATTCCCCTGATTGAAAGCGACGGCCTTGCCGGTTTCAAAATCAGTAGCA 
ACGGCGGCAAATTTGATGGGAAACTGCTGAATCTGCCTGCCGCCGACTTTTCGGTTGATG 
TAATTTTGCAGCTTTTCGCCTTTGATAAAACCACTGGTGGACAAGGTTAAATCGACCAAA 
TCGGTTTTGCCTAAAATTTCGGCTTCCAATTCGAGGCGGTCGGGCGACATACCCGATGCA 
AAAAGGCTGCCGACAATCGAACCTGCCGATGTGCCGGTAACCACCTTCACAGGAATACCG 
TTTTCTTTCAAAACCTTAATAATACCTACATGGGCAAATCCTTTAGATGCGCCGCCACCG 
AGTGCCAAACCGACCACTGCGGCGGGTTTGGCGGTTTGCACCGGCTTGCGGACAGCATTA 
TTTCCCGCCGTGCCGCAGGCGGCAAGCAACGCGGCGGCGGCGATTGCCAAAAGCGGTCTG 
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ATTTTTGAAAACGTTACCATATTTTCCATTCCTTTATATATCGCACCCCGTCAAAAAGAG 
GGATTGCTTTTCTTAACACCCCCCTTTGACAGCCAAGCAAATGGGGGCTTTGTTAAGTCA 
TCATCAAAATTAATATTTCTTTTTTTTTTCCTTTACGGAAATTATATTTGAAGGCATACT 
ATCCAAGGCGGGAATTATCTCACAACACCGCCGTTATCCAAATATCCCGCCTTTTTCCCT 
TTCTTTCCATCAAAATACTTTCTTTTTATATTCATTAACTTGTTAAATCATTGGCTGCCG 
GGTGTCAGTTTTTCCGACAAAATCCGTCTAATGGGGTATCAACAGAACCAAAACAGGAAC 
ACTTATGAAAATCGGAACAACTTGGCAGACGGCATCCGCTATGCTGGTTTTGCGTCTGTT 
TGCCGCATATGAATTTTTGGAATCGGGTTTGCAAAAATGGAACGGGGAGAATTGGTTTTC 
CGAAATCAACGATCAGTTTCCATTCCCGTTCAACTTGCTGCCGGACGCGTTAAACTGGAA 
TCTCGCCATGTATGCGGAGCTTTTGCTGCCCGTATTGTTGCTTTTGGGTTTGGCAACGCG 
TCTGTCGGCATTGGGGCTGATGGTCGTTACCGCCGTCGCTTGGGCTGCGGTTCACGCCGG 
TTCGGGTTACAATGTCTGCGACAACGGTTATAAAATGGCTTTAATTTATATCGTGGTATT 
AATCCCGCTGCTTTTCCAGGGTGCGGGCGGATGGTCGCTGGATACGCTGCTGAAAAAACG 
GTTTTGCCCCCGATGCCGTCTGAAACAAGATTGATTCAGTCGTGGAATCTGACTTTAAAC 
ATTCCAACCTTATCTCGTTAACTTGATATTTTGAAAAGGAAATGACATGAACAAAAACAT 
TGCTGCCGCTCTCGCCGGTGCTTTATCCCTGTCTTTGGCCGCCGGTGCAGTTGCTGCCAA 
CAAACCGGCAAGCAACGCAACAGGCGTTCATAAATCCGCCCATGGCTCTTGCGGCGCGTC 
CAAATCTGCCGAAGGTTCGTGCGGCGCGGCTGGTTCTAAAGCAGGCGAAGGCAAATGCGG 
CGAGGGCAAATGCGGTGCGACCGTAAAAAAAACCCACAAACACACCAAAGCATCTAAAGC 
CAAGGCCAAATCTGCCGAAGGCAAATGCGGCGAAGGCAAATGCGGTTCTAAATAATCCCA 
CCCCTTCAAACCAAGCCGCGTTTTTCAGTAAAATGCGGCTTTTTTAACGGCAAACAAAGA 
TTTTTTAACAAGCACATCATTCTTTTGTGCCATCCGAACCGGGTAAAAATATGATTCAAC 
ACGCAGGCTTGGGCTACCGCCGCGACTTGGCGGAAGACTTTCTCTCGCTTTCCGAAAACA 
GCCCGATATGCTTTATCGAAGCCGCACCGGAAAACTGGCTGAAAATGGGCGGCTGGGCGC 
GCAAACAGTTTGACCGTGTGGCGGAACGGCTGCCGCTGGCGTTGCACGGATTGTCTATGT 
CGCTGGGCGGGCAAGCACCGCTGGATACTGATTTGATAGACGGCATCAAAGAAATGATGC 
GCCGTTACGATTGCACGTTTTTCTCCGACCATTTGAGCTACTGCCACGACGGCGGTCATC 
TTTACGATTTGTTGCCGCTGCCCTTTACCGAGGAAATGGTGCATCATACGGCGCGGCGTA 
TCCGCGAAGTGCAAGACCGTTTGGGCTGCCGCATCGCCGTGGAAAACACGTCCTACTATC 
TGCATTCCCCGCTTGCCGAGATGAACGAGGTCGAGTTCCTCAACGCCGTCGCACGTGAGG 
CCGATTGCGGCATTCATCTGGATGTGAACAATATCTACGTCAACGCCGTCAATCACGGTC 
TGCTGTCGCCGGAGGCTTTTTTGGAAAATGTGGATGCAGAGCGCGTGTGCTATATCCATA 
TTGCCGGACATGACGTGGAAACGCCGGAATTGTTGATTGATACACATGGCGCGGCAGTTT 
TGCCGACTGTTTGGGACTTGCTCGAACTTGCCTATGCCAAGCTGCCGACGATTCCGCCCA 
CCCTGTTGGAACGCGATTTTAATTTCCCGCCTTTTTCCGAACTCGAAGCCGAAGTCGCCA 
AAATCGCCGATTATCAAACGCGTGCCGGAAAGGAATGCCGCCGTGCAGCCTGAAACCTCC 
GCCCAATACCAGCACCGTTTCGCCCAAGCCATACGCGGGGGCGAAGCCGCAGACGGTCTG 
CCGCAAGACCGACTGAACGTCTATATCCGCCTGATACGCAACAATATCTACAGCTTTATC 
GACCGTTGTTATACCGAAACGCTGCAATACTTTGACCGCGAAGAATGGGGCCGTCTGAAA 
GAAGGTTTCGTCCGCGACGCGTGCGCCCAAACGCCCTATTTTCAAGAAATCCCCGGCGAG 
TTCCTCCAATATTGCCAAAGCCTGCCGCTTTTAGACGGCATTTTGGCACTGATGGATTTT 
GAATATACCCAATTGCTGGCAGAAGTTGCTCAAATTCCGGATATTCCCGACATTCATTAT 
TCAAATGACAGCAAATACACACCTTCCCCTGCGGCCTTTATCCGGCAATATCGATATGAT 
GTTACCGATGATTTGCATGAAGCGGAAACAGCCTTGTTAATATGGCGAAACGCCGAAGAT 
GATGTGATGTACCAAACATTGGACGGCTTCGATATGATGCTGCTAGAAATAATGGGGTTC 
TCCGCGCTTTCGTTTGACACCCTCGCCCAAACCCTTGTCGAATTTATGCCTGAGGACGAT 
AATTGGAAAAATATTTTGCTTGGGAAATGGTCAGGCTGGACTGAACAAAGGATTATCATC 
CCCTCCTTGTCCGCCATATCCGAAAATATGGAAGACAATTCCCCGGGCCAAAACCATCTA 
TCCGCATAAAATTACCTTGTTCCCGATACTATGCCGCTACCCGACCTGACCGATGCCGAA 
TTAATAGAGTCGCGTAAACTGCTTCTGCATTTTGCGCGGCTTCAGTTGCCCGACCACCCT 
GATTTGGCTGAAGATTTAGTGCAGGAAACATTGCTGTCCGCATACAGCGCAGGCGACAGT 
TTTCAAGGCAGGGCACTTGTCAACAGCTGGCTTTTTGCCATATTGAAAAACAAAATTATT 
GACGCATTACGTCAAATCGGAAGGCAGAGGAAAGTCTTTACCACACTGGATGACGAGCTA 
CTGGATGAAGCATTTGAAAGCCATTTTTCCCAAAACGGGCATTGGACGCAGGAAGGGCAG 
CCGCAACATTGGAACACTCCGGAAAAATCATTAAACAACAACGAATTCCAAAAAATTCTG 
CAAAGCTGCCTATACAAGCTGCCTGAAAACACCGCACGGGTATTTACCCTGAAGGAAATA 
CTCGGTTTTTCATCCGACGAAATACAACAAATGTGCGGTATCAGCACGTCCAACTACCAC 
ACCATTATGCACCGCGCCCGAGAATCATTGCGCCAATGCCTGCAAATCAAATGGTTCAAC 
CAAGAAAACCCGAAGTAAACGTTATGAAAAAATGCCGCGATATCGCCCTGCTTCTTTCCA 
AACATCAGGACCGGGAAACCACCCCGGGCGAGAAGATTTCCATATACACACACCTGCTGT 
TCTGTCCGTATTGCCGTGAATATAAAAGACAACTTCAAACCATCAAAAGATCACTGGCAA 
AAACAACCAGAACTTCAAAATAAATGCCGTCTGAAAAGGCTTCAGACGGCATAAGCTGAC 
GGAAACAAATCAAACCGATTTACTGTTATCTGCAGTTCATCCATAATACACACTTCAAAA 
GCAGCATATTTCCCCATACGGAATGTATAAATACGCAAAATACGAAGGCTGCATCAATTT 
GCCATATTTGCTTTATTTGCCTTATTTCACAGACGGCGCTACCCCTCCCGCCCAACCCGT 
TCTTTCTGAATGAGCAGATTTCAATGATTAAGGAAACCCTAATGCGCCCAATCTTCCTAT 
CTTTCGTTTTATTCCCTATTTTGATAACCGCCTGCAGCACACCGGACAAGTCTGCCCGAT 
GGGAAAATATCGGCACAATCTCAAACGGCAATATTCATACATATATCAATAAAGACAGCG 
TGAGAAAAAACGGAAATCTGATGATTTTCCAAGATAAAAAAGTTGTTACCAATCTAAAAC 
AAGAACGTTTTGCCAACACCCCCGCATACAAGACTGCCATTGCCGAGTGGGAAATCCACT 
GCAACAACAAAACATACCGCTTAAGTTCGCTACAGTTGTTTGATACAAAAAACACGGAAA 
TTTCCACACAAAACTACACAGCCTCTTCCCTCCGCCCGATGAGCATCCTGTCCGGGACAT 
TAACCGAAAAACAATATGAAACCGTATGCGGAAAAAAACTCTGATTGCAACTTATACACA 
AACTTACCCACAAACCTTATCATAAAAATGCCGTCTGAAATACTGAAATATCAGCATTTC 
AGACGGCATTTTGCCATTCCCTGAAAATTATCCACAAAGTTATCCACATTATTTTTTAAA 
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ACCGGCTTCCATCCGAAATATAGTGGATTAACAAAAATCAGGACAAGGCGACGAAGCCGC 
AGACAGTACAAATAGTACGGCAAGGCGAGGCAACGCCGTACTGGTTTAAATTTAATCCAC 
TATATAAACTCGCTATACAATTTCACTATCCAAACGTAAATTGTTCCATTGATACACAAA 
ACTGCTTACCCCCATAATTTTGATAAAGCATTTCTTACATTCCCGGCTCCGTCCCGTAAC 
CAACACAGCGGCGGATTCGCATTTGAAGTGCAACTTTCCCTAACAGAAAAAGGCCAGTAT 
GCGGTAGCATACGACCTTTCCTGCAAGAAAGATTGCCATGAGCTACACGCAACTGACCCA 
GGGCGAACGATACCACATCCAATACCTGTCCCGCCACTGCACCGTCACCGAAATCGCCAA 
ACAGCTGAACCGCCACAAAAGCACCATCAGCCGCGAAATCAGACGGCACCGCACCCAAGG 
GCAGCAATACAGCGCCGAAAAAGCCCAGCGGCAAAGCCAGACTATCAAACAGCGTAAGCG 
ACAACCCTATAAGCTCGATTCGCAGCTGATTCAGCACATCGACACCCTTATCCGCCGCAA 
ACTCAGTCCCGAACAAGTATGCGCCTACCTGTGCAAACACCACCAGATCACGCTCCACCA 
CAGCACCATTTACCGCTACCTTCGCCAAGACAAAAGCAACGGCAGCACGTTGTGGCAACA 
TCTCAGAATATGCAGCAAACCCTACCGCAAACGCTACGGCAGCACATGGACCAGAGGCAA 
AGTACCCAACCGTGTCGGCATAGAAAACCGACCCGCTATCGTCGACCAGAAATCCCGTAT 
CGGCGATTGGGAAGCCGACACCATTGTCGGCAAAGGACAGAAAAGCGCATTATTGACCTT 
GGTCGAACGCGTTACCCGCTACACCATCATCTGCAAATTGGATAGCCTCAAAGCCGAAGA 
CACTGCCCGGGCAGCTGTTAGGGCATTAAAGGCACATAAAGACAGGGTGCACACCATCAC 
CATGGATAACGGCAAAGAGTTCTACCAACACACCAAAATAACCAAAGCATTGAAAGCGGA 
GACTTATTTTTGTCGCCCTTACCATTCTTGGGAGAAAGGGCTGAATGAGAACACCAACGG 
ACTCATCCGGCAATACTTCCCCAAACAAACCGATTTCCGTAACATCAGTGATCGGGAGAT 
ACGCAGGGTTCAAGATGAGTTGAACCACCGACCAAGAAAAACACTTGGCTACGAAACGCC 
AAGTGTTTTATTCTTGAATCTGTTCCAACCACTAATACACTAGTGTTGCACTTGAAATCC 
GAATCCAAGAGCCTCTAAAAAATAATCGCTTGTTTTGACACCGATACACTCATATAGTGG 
ATTAACAAAAATCAGGACAAGGCGACGAAGCCGCAGACAGTACAAATAGTACGGCAAGGC 
GAGGCAACGCCGTACTGGTTTAAATTTAATCCACTATACAAATACAGAAACTCAAGAAAA 
TAACCTTGTGTATTGACCATCTCAAGCAATTCAGAAAAATCAAGAAATTTTCTGACCGTA 
AACAAACGTTTCCCTAAAAAAACGATGTCTTCAAAAATATCGAACAAATAGAGACCTTTG 
CAAAAATAGTCTGTTAACGAAATTTGACGCATAAAAATGCGCCAAAAAATTTTCAATTGC 
CTAAAACCTTCCTAATATTGAGCAAAAAGTAGGAAAAATCAGAAAAGTTTTGCATTTTGA 
AAATGAGATTGAGCATAAAATTTTAGTAACCTATGTTATTGCAAAGGTCTCAAATAATCA 
TCTTCGGCGTTTTCATTTTTATGGATTAAAACAACACGGGAAAAATCTGTTTTCAGATGC 
TTGCCCGCTTGATTGTTCGGATTATTGTCCGGAACGACAAAACCGTCCTCAAAATTAAAG 
CAGACGTTGCGTCCTTCTACCTTTATCTCTGTGCAATAACAATCATGTAGAGAAATGCTA 
TCCGAAAAATTTTTTCTTTGTGTATGCAAAAAAAGTTTTCATTCAAGTACCCATATCTAA 
CGCAAACGTTTACCTGTTTCCCCGTCAATAATCTGACTCGGCGATTTCTGCCTGCCGATT 
CTCCCACCAACAATCCACACATCGCGTCCGAATTGCCTTCTGACTTCCCTCTCCGTCCGA 
CACGCGCGTTTGCCTGCGCGGTTGCACGAAGTCGAGACCAAAGGCGTTTGCAAAGCCTGA 
CACAAGCGGCGCGCACCTACATGGGCGGGAACCCTGACCGCCAACTTGCTGCGCTGTTTC 
CCGCGTAACTCGGGTAAGACACAGGATTTGGCGGATAATAGGAACGTTTTAGGGGCGGGC 
CATTCTTTTCTAAGCATATCCTGAAGATTTTCAGACGGCATTTGAAGTAAAGGCTGCAAT 
TGTTCAAATTGATTCCCGATGACAATCATACCCTTGTGTTGCGGTCTTTTTTTCAAATGC 
GCCAACTTACCGAGTGCTTTGGCTAATGTCGGAAGACACCCCAAGCCATAACAAGATTCG 
GTCGGATAAGCGACCAAACCACCTTTTTTCAAATAAACGCTTAACTTACGTTGCGCTGAT 
GCTGCGATAATTCTCGGAAATAACATAATATAAAATACCGTCTGAAGCACATTAGTCATA 
CTTGGCTTCAGACGGCATCATCCTCTTTCTAATTAACGGTTAATCGCTTTATCGGCAATG 
TCTTTACGGTATTGCATCCCGTCGAAACTGATTTTTTCCAACGCGCCATATGCCTTAGCT 
TTCGCTTGCGCCACATTATCGCCCAATCCCACAACACACAATACGCGTCCGCCGTTGGTC 
AATACGTCACCTTTCTCGTTTGCCGTTGTACCTGCATGGAAAACTTTGCCGATTTGGTTG 
GCAGCATCCAGACCGGAAATAATATCGCCTTTTTTGGGCGTTTCGGGGTAATTTTGCGCC 
GCCAGTACCACGCCCACGGCAGTTTGCGGGCTCCATTCCGCGGTTACGCTATCGAGTTTG 
CCGTCTATTGCCGCTTCAACCAAATCCGATAAGTCGCTGTTCAGTCGGCTCATAATCGGC 
TGGGTTTCAGGATCGCCGAAACGGCAGTTAAACTCAATCGTATAGGGTGCACCGCTTTGA 
TCAATCATCAAACCTGCGTACAGGAAACCGGTGAACTCATGCCCCTCCGCTTTCATCCCT 
GCTACGGTCGGCAAAATAATTTCATTCATCGCGCGTTCGTACACAACAGGCGTTACCACA 
GGCGCAGGGCTGTACGCACCCATACCGCCCGTATTCAGACCTTTGTCGCCGTCTAAAAGA 
CGCTTGTGGTCTTGGCTGGTTGCCATAGGCAGTACATTATTGCCATCAACCATGACGATA 
AAACTCGCTTCTTCGCCTTGCAGGAAATCTTCAATTACAACACGCGCGCCGGCATTGCCC 
ATTTTGTTGTCCAGCAGCATATCATCAATCGCAGCATGCGCTTCATCCAAAGTCATCGCC 
ACAATCACGCCTTTACCTGCCGCCAAACCATCGGCTTTGATAACGATAGGCGCACCTTTC 
TGATTGACGTAATCATGTGCGGCATCGGCGTTTTCAAAGGTTTGATATTGCGCGGTCGGA 
ATATTGTATTTCGCCATAAATGCTTTGGCGAAATCTTTGGAACTTTCCAACTGCGCCGCA 
TATTGTGTCGGACCGAATATTTTTAGTCCTGCAGCACGGAAATCATCCACAATACCTGCC 
GCCAAAGGCGCTTCAGGGCCGACGACGGTAAAAACAATATTTTCTTTACGACAGAATTCA 
ATCAAATCCTGATGCGCAGTCAAGTCGATGTTTTGCAACTTGGGTTCAATCGCTGTACCG 
GCATTACCAGGCGCAACAAATACTGTTTCCACTTTAGGCGACTGCGCCAATTTCCAAGCC 
AGCGCGTGTTCGCGACCGCCATTACCGATAACCAGCAGTTTCATACCATCTCCTTGACAA 
ATATGTACTTTTAACGAAAACTCGATACAAAGGGACTTTTATCCCATCTGAAGAAATTTT 
AGTAGAATCAAACAAAAGACCGCTTCATTCCACTCTGCAACCTATTCAACTTATCCATAA 
ATTAAAAAAGGACAAGCAACCATGCAAAAACGTATTGATGAAATCCAAAGCAAATACCGC 
GAATGGTGTCATTTACTACCGCAACTGGAAGAAGACATCCGCCGTTGGAAACATGTCGTC 
ACTTTAATTCGCGACATGGACAATTTCTATACCCACGAGTATCAGGCGTGTCATCAGGCT 
ATTGAAGACGGGGTAGAACTGGATTTGAGTACGGAAGGCGAATACAGCATTATGAGTGAA 
GATGCGCTATGGAACGCGCTGGGCGAATTCCATCAATTGGCTTGGTTATATTTGCGCTCC 
AGCGTCGATGCCTTAGACAAATATACACAAGAAGATTAGTCAGCGAAGAGGTCGTCTGAA 
ATACCATCACAAAGCATTTCAGACGACCTTTCATTCAAAAGGCTTTTCCGTATTTACTTC 
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AATCTGCCGAGTATTCTTCCAAGCCGCAACACAGGCCTCATAATTTACCAACGACAAACT 
GACCGTCAATCGGCAATCCAACTGCAAATCCCGCTCCAATATATCCGCCTGATATTGTTT 
GGCAATGCGTATCGCTTCATTCAAAAACGGATATTCACATTTCAGCCAAACAGTTTTTTC 
AATATTCTTTTCAACTACTTCTGCAACTGCCAACGCTTGAGCCGTCGCCTCTTTGTACGC 
ATGTATCAGACCTGGAACACCTAACAAAGTACCACCGAAATAGCGGACGACCACAACCAA 
AACGTCGGTAATACCCACCGAATCAATCTGTCCCAAAATTGGTCGTCCAGCACTTCCTGA 
TGGCTCTCCATCATCGTTGGCACGAAATTGCACACCATCCACACCCAAACGATAGGCATA 
GCACCAGTGTCGTGCTTTATGATGCTCTTCCTTTAACGGATCGAGGTATTTTTTCACATC 
AGCCAATGTCCGAATCGGATAGGCAAATGCAATAAAACGGCTGCCTTTATCTTTAAACTC 
AGCCTGCGTCAAGGAAGTAATGGTTTTATAAGTCGTAATCATGCTGAAATGTTTTCAGAC 
GACCTCATTAATAACAAGGTCGTCTGAAAGTTTCACGTGAAACATCAATTTTTCAATACT 
TCTGTTAATTGTGGAACGATTTCAAATAAATCGCCAACCAATCCGTAATCGGCTACATTG 
AAAATCGGCGCATCAGCATCTTTATTGATTGCAACAATCACCTTACTGTCTTGCATACCG 
GCAACGTGTTGAATTGCACCTGAAATACCGATTGCAAAATAGAGTTGCGGCGCAACCACT 
TTACCGGTTTGTCCGACTTGAGCATCGTTTGGCGCATATTCGGCATCAACTGCTGCACGG 
GATGCACCGATTGCCGCACCTAAAACATCCGCCAACGGTGTCAGCACTTCATTGAATTTT 
TCCGCACTACCCAACGCACGACCACCGGAAACAATCACTTTTGCCTGAGTCAGTTCAGGA 
CGATCGGAATGGGAAAGCTGACGGTTAACAAAACGACTCAGGTTTTGGGCAGGGGTTGCT 
TCAACATTAATTACCTCAGCATTACCACCTTGCGCCGCCACTGCGTCAAAAACCGTCGCA 
CGGAAGGTCAGCACCAATTTTTCTGAATCAGCTTGCACGGTTTCAAATGCATTACCCGCA 
TAAATGGGGCGCACAAAAGTCGTGTTATCCACAATTTCGGTCAAATCAGAAATTTGCGGT 
ACGTCTAATAAGGCTGCTACGCGGGGCAAAAGGTTTTTACCGAATGTGGTTGCCGTTGCT 
GCAACATAGCGGTAATCGGCCGCCAATTTAACAACCAGCGGAGCCAACTCTTCAGCCAAA 
CCTTCGGCATAATGAGCAGCATCTGCAACCAAAACTTTTTTCACCCCCGCTACTTGCTTC 
GCGAATTCCACTACAGCAGATGCGCCGTTTCCGGCAACCAATAAATCGACTTTGCCCAGT 
TTGGCGGCAGCGGTAACAGCATGCAAAGTGGTAGGATTCAACTGTTTGTTGTCGTGTTCG 
ACAATAATCAATACACTCATTTCAGCCTCCTCAAATCACTTTGGCTTCGTTTTTCAATTT 
TTCAACCAATTCGGCAACGCTTGCTACTTTTACGCCTGCCTGACGCGCCTTAGGTTCGGC 
AAATTTCACCGTTTTCAAACGAGGTGAAATGTCGGCAACCAAATCGTCAGGAGTCAGTTT 
TTCCAAAGGTTTTTTCTTTGCCGCCATAATATTGGGGAGTTTGACAAAGCGCGGCTCGTT 
CAAACGCAAATCCGCGCTGATAACAGCAGGCAGTTTCAATGCGATGGTTTCTTCGCCGCC 
ATCGATTTCCCGCACAATCTGCACTTCGTCGCCTTCAATTTGTACTTTGGACGCGAACGT 
ACCTTGCGCCGCATTCAGCAAAGCTGCCAGCATTTGCGCCACTTGATTGGCATCATCATC 
AATCGCTTGTTTGCCCAAAAAGAAAATTTGCGGATTTTCTTTGTCCGCAACGGCTTTCAG 
CAACTTAGCAACGGCCAGAGACTCCAGTTTAGTATCGGTTTCAACATGAATGGCACGGTC 
GGCACCCATCGCCAAAGCTGTACGCAAGGTTTCTTCGCATTTTTTCTCACCCAAAGAAAC 
CGCTACGATTTCGCTTACTTTTCCGGCTTCTTTCAAACGGACAGCTTCTTCCACAGCGAT 
TTCGTCAAACGGATTCATCGACATTTTGACATTGCCGATATCCACATCCGAACCATCGGC 
TTTTACACGAACTTTGACGTTGTAGTCCACTACGCGCTTTACTGCGACCAGTGCTTTCAT 
TGAACCCTCCTAAAAAGAACGCTGCTTTCACCATCCAGCGAAACCAAACCTTCTTCCCTA 
TAAAACCAAATCCGTTTTCCTTAAAAACGAATTCATTCAAAAATCTTTCGGATAATGCTT 
GCCGATTATACCATTTTTAAAGCATTTACTCAGACTAGCGGATATACATTCCTGTATCTA 
ATAAATTGGAAAATATCATGCCGCCATATCAGTTTTAGACGACCCTTTAGCCTTTATCTG 
CTGCAACACAATCCATCAGCGCTTGATAAACCAAATCTGCGGTCGGAATCTGCCCGATAT 
TGCCCAAATTTTTTGCAATTGGCGAAACCTGAACGCCTGTTTTAATCGGATCGGTATCGG 
TATAAATGCCGACCACAGGTTTTTCCAAGGCATTTGCCAAATGCAGCAAACCGGTATCCA 
CGCCGACAATTCCGACCGCGTATTTCAGCAGATACGCTGCCTGCAATAAATTTATTTTGT 
CGCACACAATAGCAAACGGCAGCCCATCTGCAATTTGTTTGGCACGCGTTTTTTCATCTT 
CATTTCCCCAAGGCAGGTAAATATTGCATTGCTGTTCTTCATTCAACTTTTGCAGCAACG 
ACCGCCAGTTTTCCACAGGCCATAACTTACTGTCCCGACTGGTCGCATGCAAAGCCGCAT 
AATACGGCTGCGCTAAATTTTTCAGACGGCCTGCTTCAGGAACAGTCAAGCCAAATACCT 
GCGTTTCCGGCATTACATACCCAAATACTTGGGCAAACAGTTCACGGTTGCGCCAAACGG 
CATTTTTTCCCTTCGGTACAGCGTATGTTTTTACATACGCCAAAGCAGCCCATCCCTCGC 
GCGCACTGTTTTTATCCAAACCACAAATCGGGGATTTTGCCATTTTAGCGAAACACGCGC 
TTTTAATCAGACCTTGACTGTCCAATACGAAATCAAATACTTCCTGCCGCAAAGTCTGTT 
TCAGATGACCCATTTCCCGCCAAGTTTCAGCCCGAAAGAGATGTTTGCGCCATTGCCGCC 
ATTTCATCACATGGATTTTTTTTACAAACGGATGCAGGCGCGCAATATCTGCAAATCCAG 
CCTCACATAGCCAATGCAGTTCTACATCAGGACATTGTCGCGCCAAATCTTCGATTGCGG 
GCAAAGTGTGAATTAAATCGCCCATACTAGACAAGCGGACAAGCAAAATTTTCATATTTA 
GGAAGGGGGTTTCACGTGAAACAATTTTAACTTATTGATTATTAATATATTTATTTATTT 
CATCAGCGTTTTTTAAGATGATTGCCCCAGCAGAATGCATTTCCTGCCATGCTGTTTCGA 
TGGTTTCCGGCGCAATACCCCGACAAGCCGCTTCATTGACGACAACCTGCCAACGACCGC 
CTTTGAGTAACTGCAAAACCGTTGTTTTAACACAATAATCCGTAGCTAACCCACCGATAA 
TAACCGTATCCGTATTTTGACAACGCAGCCATTCAATCAGCCCTGTGCTTAGTTTTTCCT 
CAATATCGTGAAAACACGCGCCGTAAGGATGCAATTCAGGATCAACACCTTTCCAAACGC 
AATAATCGTATTCTTTAGCAGAAGGCAGCCCGTCCAATAATTCATAGCCGCGCGTACCGA 
CCATCGCATGAGCCACCCAAGTCAAATCCGCATCAGGCAAACCTGTCGGCTTCAACATAT 
CAACAGGGTTATCCACAAGCCATTTCGCTACCATATGATGCGCATCTTTCGTCATCACGC 
GCAAATCCGCCAAAGCGGCTTGCGCATTCAACTCCTCGACAATCAAATGCCCCTCGTTCA 
CGGGCAGTTCGTCAGGACACAGTGGCGTAAACGTTTTTTGTGCATCAACATCAATGGAAA 
CAATCATCTCATTATTTCAACGCGATTAAAATGCCCTGTATTATAACAAATTACTGCCCA 
AAAGCGGTAAAACCGATTGTGATAAGATAAGGTTTTTCCAAAAAACTTATCCACAACCTT 
ATGACTTATACCATTACCCCCATCGGCACCGCCCGCTCGCCCTACAAACAGAAATTCGGC 
-ATCGCCCGCCAGCCCGGTTTGGTCTGCGCCGCAAAAGCCTGCATCGAGCTGAATCCCAAA 
TTCACCGCAGACAGCGTGCGCGGGCTGGAAGATTTCGATTATGTGTGGATAAGTTTTATT 
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TTTCACGGCGTATTGGATGAAGGCTGGGCGCAAATGGTGCGCCCGCCACGGCTCGGCGGC 
AAACAAAAAATGGGCGTGTTCGCCACGCGCAGCCCCCACCGCCCCAACCATCTCGGACTC 
TCGCTCCTGAAACTCGAACGCATCGAAACCGGCAAACCCGTCCGCCTCTATTGCAGCGGC 
GCAGACCTGCTGGACGGCACACCGATTGTGGACATCAAACCTTATATCCCCTTTGTCGAA 
TCCAAACCCGATGCCGCATCCGGTTTCGTCAGCGGCAAACCCGTAGAGTTGGAAGTCGTT 
TGGCAGGAAAACATCGGCGCGGAAAATTTATCTGCAAACACCAAAAACCTTATCAGCCAA 
AGCATTGCCCAAGATCCGCGCCCCGCCTATCAGAATATTCCCGAACGGATTTATGTGATG 
AATATTGCAGATTACGAAGTCAGATTTCAAATCGAGGAAAACCGTGCAACCGTTATTGAT 
CTTTCCCCAACCCCGCTTTAAATCGGGCAAAAATCCGGTTTTGCCGCATAGCAGTTGAAC 
AAACGGCTGTTGTTTGTTCGCCATAAGCCGCAATATCAAGTTATAGCGGATTAAATTTAA 
ATCAGGACAAGGCAACGAAGCCGCAGACAGTACAAATAGTACGGCAAGGCGAGATAACGC 
CGTACTGGTTTAAATTTAATCCACTATACAGATAAACAATGCCGTCTGAACGCAATGTGT 
TCAGACGGCATTTACTTATCCACAGGTTTGTTCAAGCCTTAGATTTTGCCTGCGAAGTAT 
TCCAAAGTGCGGACGAGTTGGCAGGTGTAGGACATTTCGTTGTCGTACCAGGCAACGGTT 
TTCACCAATTGTTTGCCGCCCACGGTCATCACGCGGGTTTGGGTCGCATCGAAGAGCGAG 
CCGTATTCGATGCCGACAACGTCGGAAGAAACGATTTGATCTTCGTTGTAGCCGTAAGAT 
TCGCTGGCGGCGGCTTTCATCGCGGCGTTGATTTCTTCTTTGGTTACAGGGCGTTCGAGG 
ATGGAAACCAATTCGGTCAGCGAGCCGCTGGCAACAGGGACGCGTTGGGCGGAGCCGTCG 
AGTTTGCCGTTCAATTCGGGGATAACCAGACCGATGGCCTTGGCGGCACCGGTGCTGTTG 
GGCACGATGTTGAGCGCGGCGGCTCGGGCGCGGCGCAAATCGCCTTTGCGGTGCGGCGCG 
TCAAGGGTGTTTTGGTCGCCGGTGTAGGCGTGGATGGTGGTCATCAGACCTTCGACTACG 
CCGAACTCTTTTTGCAGGACTGCCGCCATCGGGGCAAGGCAGTTGGTGGTGCAGGAAGCG 
GCGGAGATAACGGTTTCGCTGCCGTCCAAAATGTCTTGGTTTACGCCATATACGACGGTT 
TTCACATCATTGCCGCCGGGTGCGGAAATCACGACTTTGCGCGCGCCGGCCCTGATGTGT 
GCTTCGGCTTTGGTTTTATTGGTAAAGAAGCCGGTACATTCGAGGATGACATCCACACCC 
AACTCGCCCCAAGGCAATTCTTCGGGATTCGGATTGGCAAAAACTTTGATCTCTTTGCCG 
TTTACCACGATGGCATCGTCTTTTAATTCGGCAGTACCTTGGAAACGGCCTTGTGTGCTG 
TCGTATTTGAAAAGGTGCAGCAGCATTTCGGCAGGGGTCAGGTCGTTGACGGCGACGACT 
TCGATGTCGTGGGCTTTTTCAATTTGACGCAATGCGAGGCGGCCGATGCGGCCGAAACCG 
TTAATCGCTACTTTAATGCTCATGTATATACTCCAAGCTGTGAAACGAAATTTCAATACC 
TGTATTGTATTCTGAAATAAAGTTACATTCCACTATTACATCTAACTACTTGCCGCTTAT 
TTGATATAGATGAATTTTACTGTTTGCACAGATTTCCAAAACTTTTACCATCAATATTTG 
AATTTAAAATTTTAATGATGATTTTGATGATTGCCAACCTGCTTGTGCGTAAGTAGCAAA 
TATCCAATATTTTCATTACCTTTTTGTCAAATAAGTTTGAGTTTAAGACTTGCTGTATAA 
GACAGATAAGCGTGGATGTTTTTTGACTTAATAATATTTCTGTGGATAACTTTGCTGTTT 
TCCTAGTTGTCTCCACAACCTTATTGACAGGCTTACGGTCAGTCTCATTCCGTCGAAGAC 
AAAACCTTTTGCTACAATACCGTTTTCCTAATGATAAGGCAGCCCCATGTCCAAATCCGC 
CGTTTCCCCAATGATGCAGCAATACCTCGGCATCAAAGCGCAACATACCGACAAACTGGT 
GTTTTACCGTATGGGCGATTTTTACGAGATGTTTTTCGACGATGCGGTAGAAGCGGCAAA 
ACTTTTGGATATTACCCTGACCACGCGCGGACAGGTGGATGGCGAGCCGGTCAAAATGGC 
AGGCGTGCCGTTTCACGCCGCCGAACAATATCTGGCGCGCCTGGTCAAGTTGGGCAAAAG 
CGTGGCGATTTGCGAACAGGTCGGCGAAGTCGGCGCGGGCAAAGGGCCTGTGGAGCGCAA 
AGTCGTGCGCATCGTAACGCCCGGCACGCTGACCGATTCCGCATTGCTGGAAGACAAGGA 
AACCAACCGCATCGTTGCCGTGTCCCCCGACAAAAAATACATCGGTTTGGCGTGGGCATC 
GCTGCAAAGCGGCGAATTCAAAACCAAGCTGACAACTGTGGATAAATTGGACGACGAACT 
GGCGCGCCTGCAGGCGGCGGAAATTCTGTTGCCTGACAGTAAAAACGCACCGCAACTTCA 
GACGGCATCGGGTGTTACGCGCCTGAACGCGTGGCAGTTTGCCGCCGACGCGGGGGAAAA 
ACTGCTGACGGAATATTTCGGCTGCCAGGATTTGCGCGGCTTCGGTTTGGACGGCAAAGA 
ACACGCCGTTGCGATTGGCGCGGCAGGTGCACTGTTGAACTATATCCGTCTGACGCAAAA 
CCTGATGCCGCAACATTTGGACGGCCTGTCGCTCGAAACCGACAGCCAATATATCGGTAT 
GGATGCCGCCACGCGCCGCAATCTCGAAATCACGCAAACCCTCTCCGGCAAAAAATCGCC 
GACCCTGATGTCCACGCTCGACCTTTGCGCTACCCATATGGGCAGCCGCCTCTTGGCTCT 
CTGGCTGCACCACCCTTTACGCAACCGCGCCCACATCCGAGCGCGCCAAGAAGCCGTTGC 
CGCGCTGGAAAGCCAATACAAACCCCTCCAGTGCCGTCTGAAAAGCATTGCCGACATCGA 
ACGCATCGCCGCCCGTATTGCCGTGGGTAACGCCCGCCCGCGCGACCTCGCCGCCCTGCG 
CGACAGCCTGTTTGCCCTGTCCGAAATCGAATTGTCCGCCGAGTGCAGCAGTCTCTTAGG 
AACCCTCAAAGCCGTTTTCCCGGAAAACCTATCCACAGCCGAACAGCTCCGCCAAGCCAT 
TTTGCCCGAACCTTCCGTCTGGCTGAAAGACGGCAATGTCATCAACCACGGTTTTCATCC 
CGAACTGGACGAATTGCGCCGCATTCAAAACCATGGCGACGAATTTTTGCTGGATTTGGA 
AGCCAAGGAACGCGAACGTACCGGTTTGTCCACACTTAAAGTCGAGTTCAACCGCGTTCA 
CGGCTTTTACATTGAATTGTCCAAAACCCAAGCCGAACAAGCACCTGCCGACTACCAACG 
CCGGCAAACCCTTAAAAACGCCGAACGCTTCATCACGCCGGAACTGAAAGCCTTTGAAGA 
CAAAGTGCTGACTGCTCAAGAGCAAGCCCTCGCCTTAGAAAAACAACTCTTTGACGGCGT 
ATTGAAAAACCTTCAGACGGCATTGCCGCAGCTTCAAAAAGCCGCCAAAGCCGCCGCCGC 
GCTGGACGTGTTGTCCACATTTTCAGCCTTGGCAAAAGAGCGGAACTTCGTCCGCCCCGA 
GTTTGCCGACTATCCGGTTATCCACATCGAAAACGGCCGCCATCCCGTTGTCGAACAGCA 
GGTACGCCACTTCACCGCCAACCACACCGACCTTGACCACAAACACCGCCTCATGCTGCT 
CACCGGCCCCAATATGGGCGGCAAATCCACCTACATGCGCCAAGTCGCGCTGATTGTTTT 
ATTGGCACACACCGGCTGTTTTGTGCCTGCCGATGCCGCCACAATCGGGCCCATCGATCA 
AATCTTCACCCGCATCGGCGCATCGGACGACCTCGCCTCCAACCGCTCCACTTTCATGGT 
CGAAATGAGCGAAACCGCCTACATCCTGCATCACGCCACCGAACAAAGCCTTGTTTTAAT 
GGACGAAGTCGGACGTGGTACTTCCACTTTCGACGGCCTCGCCCTCGCGCACGCCGTTGC 
CGAACACCTGCTGCAAAAAAACAAATCCTTCAGCCTGTTTGCTACCCACTATTTCGAGCT 
GACCTACCTGCCCGAAGCCCACACCGCCGCCGTCAATATGCACCTTTCCGCGCTCGAACA 
GGGACAGGACATCGTTTTCCTGCACCAAATCCAACCGGGTCCCGCCGGTAAAAGCTACGG 
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CATTGCCGTCGCCAAACTCGCCGGCCTGCCTGTACGCGCATTGAAATCCGCCCAAAAGCA 
TTTGAACGGACTGGAAAACCAAGCCGCCGCGAACCGTCCCCAACTGGATATTTTCAGTAC 
CATGCCGTCTGAAAAAGGAGATGAACCGAATGTGGGCAACTTTGTGGATAAAGCAGAGGA 
AAAACATTTTGAAGGTATATTGGCAGCAGCCTTGGAAAAACTCGATCCCGACAGCCTGAC 
CCCGCGCGAAGCATTGTCAGAACTGTACCGTCTGAAAGATTTGTGCAAATCCGTATCTTA 
ATTTCCGTTGTCGGAACAGCATCAAACCATATGGAAAAATCTGTGGATAAACATTATCTG 
ACAGGAAATTTCCAAACATAAAAAATGCCGTCCGAACAGCTCAGACGGCATCCGTCCATT 
CGGCT 



WO 00/66791 



1PCT/US00/05928 



Appendix B 



Appendix B 
NMB Open Reading Frames 



NMB0001 acetyl-transferase, putative 491 3 

NMB0002 hypothetical protein 890 4 98 

NMB0003 glutamyl-tRNA synthetase 2305 914 

NMB0004 EpiH/GdmH-related protein 3154 2513 

NMB0005 arsenate reductase 3504 3154 

NMB0006 thioredoxin-related protein 3628 4304 

NMB0007 cell division ATP-binding protein FtsE 4304 4951 

NMB0008 cell division protein FtsX, putative 4951 5865 

NMB0009 BolA/YrbA family protein 5959 6204 

NMB0010 phosphoglycerate kinase 7485 6277 

NMB0011 UDP-N-acetylglucosamine 1-carboxyvinyltransf erase 8819 7569 

NMB0012 conserved hypothetical protein 103.10 9342 

NMB0013 conserved hypothetical protein 10792 10346 

NMB0014 3-deoxy-D-manno-octulosonic-acid transferase 12104 10836 

NMB0015 6-phosphogluconate dehydrogenase, decarboxylat ing 13615 12170 

NMB0016 hypothetical protein 13911 14144 

NMB0017 UDP-3-0-3-hydroxymyristoyl N-acetylglucosamine deacetylase 16137 
15217 

NMB0018 pilin PilE 17734 17225 
NMB0019 pilS cassette 18932 18513 
NMB0020 pilS cassette 19646 19263 
NMB0021 pilS cassette 20297 19914 
NMB0022 pilS cassette 21157 20894 
NMB0023 pilS cassette 21882 21466 
NMB0024 pilS cassette 22474 22061 
NMB0025 large pilS cassette 23489 22821 
NMB0026 pilS cassette 23868 23594 

NMB0027 FKBP-type peptidyl-prolyl cis-trans isomerase 24226 23900 
NMB0028 hypothetical protein 24522 24307 
NMB0029 glycerate dehydrogenase 24644 25594 
NMB0030 methionyl-tRNA synthetase 27729 25675 

NMB0031 glucosamine~f ructose-6-phosphate aminotransferase ( isomerizing) 

29683 27848 
NMB0032 hypothetical protein 29959 30483 

NMB0033 membrane-bound lytic murein transglycosylase A, putative 32229 
30907 

NMB0034 conserved hypothetical protein 32440 33276 
NMB0035 conserved hypothetical protein 33276 34439 
NMB0036 conserved hypothetical protein 34706 35968 
NMB0037 phnA protein 36372 36046 

NMB0038 UDP-N-acetylglucosamine pyrophosphorylase 37817 36450 
NMB0039 hypothetical protein 38144 37875 
NMB0040 hydrolase, putative 38850 38140 

NMB0041 ABC transporter, periplasmic solute-binding protein 38909 39907 

NMB0042 conserved hypothetical protein 40004 40849 

NMB0043 conserved hypothetical protein 40878 41360 

NMB0044 peptide methionine sulfoxide reductase 43033 414 68 

NMB0045 signal recognition particle protein 43179 44441 

NMB0046 hypothetical protein 44451 44672 

NMB0047 conserved hypothetical protein 45072 45353 

NMB0048 conserved hypothetical protein FRAMESHIFT 47969 48109 

NMB0049 pilC2 protein FRAMESHIFT 48116 51279 

NMB0050 conserved hypothetical protein 55173 53026 

NMB0051 twitching motility protein 56685 55462 

NMB0052 twitching motility protein PilT 57891 56851 

NMB0053 conserved hypothetical protein 58011 58694 

NMB0054 hypothetical protein 58697 59101 

NMB0055 pyrroline-5-carboxylate reductase 59153 59941 
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NMB0056 DnaK suppressor protein 60091 60504 
NMB0057 hypothetical protein 66347 66700 
NMB0058 hypothetical protein 66731 66885 
NMB0059 dnaJ protein 66972 68090 

NMB0060 conserved hypothetical protein 68289 70304 

NMB0061 dTDP-6-deoxy-L-lyxo-4-hexulose reductase FRAMESHI FT 70923 69924 

NMB0062 glucose-l-phosphate thymidylyltransf erase 71828 70965 

NMB0063 dTDP-D-glucose 4 , 6-dehydrat ase 72958 71894 

NMB0064 UDP-glucose 4-epimerase 74093 73077 

NMB0065 hypothetical protein 74476 75399 

NMB0066 rRNA adenine N- 6-methyltransf erase 75687 76418 

NMB0067 polysialic acid capsule biosynthesis protein SiaD, truncation 
77283 76609 

NMB0068 polysialic acid capsule biosynthesis protein SiaC 78416 77370 
NMB0069 polysialic acid capsule biosynthesis protein SiaB 79103 78420 
NMB0070 polysialic acid capsule biosynthesis protein synX 80240 79110 
NMB0071 capsule polysaccharide export outer membrane protein CtrA 80375 
815 4 7 

NMB0072 capsule polysaccharide export inner-membrane protein CtrB 81565 
82725 

NMB0073 capsule polysaccharide export inner-membrane protein CtrC 82728 
83522 

NMB0074 capsule polysaccharide export ATP-binding protein CtrD 83522 84169 

NMB0075 transcriptional accessory protein Tex, putative 84236 86506 

NMB0076 methyltransferase Hphlm(C), FRAMESHIFT 86540 87539 

NMB0077 site-specific DNA methylase, truncation 87529 87876 

NMB0078 UDP-glucose 4-epimerase, truncation 87922 88575 

NMB0079 dTDP-D-glucose 4 , 6-dehydratase 88694 89758 

NMB0080 glucose-l-phosphate thymidylyltransf erase 89824 90687 

NMB0081 dTDP-4-keto-6-deoxy-D-glucose-3, 6-epimerase 90729 91280 

NMB0082 capsule polysaccharide modification protein LipA 91308 93419 

NMB0083 capsule polysaccharide modification protein LipB 93559 94815 

NMB0084 conserved hypothetical protein FRAMESHIFT 95185 96587 

NMB0085 sodium/glutamate symporter 96808 98019 

NMB0086 hypothetical protein 98121 99134 

NMB0087 hypothetical protein 99148 99342 

NMB0088 outer membrane protein PI, putative 101170 99773 
NMB0089 pyruvate kinase II 102957 101488 

NMB0090 IS1016 family transposase, putative FRAMESHIFT 103217 103857 

NMB0091 hypothetical protein 104399 104632 

NMB0092 hypothetical protein 104629 104853 

NMB0093 hypothetical protein 104856 104939 

NMB0094 hypothetical protein 105228 105413 

NMB0095 hypothetical protein 105423 105572 

NMB0096 hypothetical protein 105676 105843 

NMB0097 secretion protein, putative POINT MUTATION 105860 107344 
NMB0098 ABC transporter, ATP-binding protein FRAMESHIFT 107313 109396 
NMB0099 hypothetical protein 109624 109484 
NMB0100 hypothetical protein 109770 109627 

NMB0101 IS1016 family transposase, putative FRAMESHIFT 109850 110489 
NMB0102 hypothetical protein 110608 111123 

NMB0103 bacteriocin resistance protein, putative 111896 111405 
NMB0104 hypothetical protein 113073 112402 
NMB0105 PhnO-related protein 114197 113358 

NMB0106 aspartate carbamoyltransf erase, catalytic subunit 114436 115353 

NMB0107 aspartate carbamoyltransf erase, regulatory subunit 115366 115821 

NMB0108 hypothetical protein 115889 116551 

NMB0109 conserved hypothetical protein 117948 116620 

NMB0110 polypeptide deformylase 118018 118518 

NMB0111 methionyl-tRNA formyltransf erase 118608 119531 

NMB0112 16S RNA methyltransferase 119613 120869 

NMB0113 hypothetical protein 120892 121431 

NMB0114 nitrogen regulation protein NtrY, putative 121434 123551 
NMB0115 nitrogen assimilation regulatory protein NtrX 123547 124821 
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NMB0116 DNA processing chain A 124915 126105 

NMB0117 smg protein, putative 126134 126592 

NMB0118 DNA topoisomerase I 126667 128970 

NMB0119 hypothetical protein 129741 129049 

NMB0120 hypothetical protein 130312 129764 

NMB0121 conserved hypothetical protein 130431 130805 

NMB0122 conserved hypothetical protein 130897 131463 

NMB0123 ferredoxin, 4Fe-4S bacterial type 131589 131837 

NMB0124 translation elongation factor Tu 132257 133438 

NMB0125 preprotein translocase subunit SecE 133638 133913 

NMB0126 transcription antitermination protein NusG 133918 134451 

NMB0127 50S ribosomal protein Lll 134555 134986 

NMB0128 50S ribosomal protein LI 134989 135681 

NMB0129 hypothetical protein 135753 135893 

NMB0130 50S ribosomal protein L10 135914 136411 

NMB0131 50S ribosomal protein L7/L12 136472 136840 

NMB0132 DNA-directed RNA polymerase, beta subunit FRAMESHI FT 137027 141208 

NMB0133 DNA-directed RNA polymerase, beta 1 subunit 141368 145540 

NMB0134 hypothetical protein 145835 146089 

NMB0135 conserved hypothetical protein 146089 146235 

NMB0136 30S ribosomal protein S12 146417 146785 

NMB0137 30S ribosomal protein S7 146906 147373 

NMB0138 elongation factor G (EF-G) 147395 149497 

NMB0139 translation elongation factor Tu 149586 150767 

NMB0140 30S ribosomal protein S10 150788 151096 

NMB0141 transposase, truncation 151241 151603 

NMB0142 50S ribosomal protein L3 151777 152418 

NMB0143 50S ribosomal protein L4 152421 153038 

NMB0144 50S ribosomal protein L23 153038 153349 

NMB0145 50S ribosomal protein L2 153358 154188 

NMB0146 30S ribosomal protein S19 154198 154473 

NMB0147 50S ribosomal protein L22 154485 154811 

NMB0148 30S ribosomal protein S3 154824 155513 

NMB0149 SOS ribosomal protein L16 155500 155913 

NMB0150 50S ribosomal protein L29 155916 156104 

NMB0151 30S ribosomal protein S17 156107 156367 

NMB0152 50S ribosomal protein L14 156592 156957 

NMB0153 50S ribosomal protein L24 156972 157292 

NMB0154 50S ribosomal protein L5 157305 157841 

NMB0155 30S ribosomal protein S14 157847 158149 

NMB0156 30S ribosomal protein S8 158168 158557 

NMB0157 SOS ribosomal protein L6 158574 159104 

NMB0158 SOS ribosomal protein L18 159121 159471 

NMB0159 30s ribosomal protein ,S5 159493 160008 

NMB0160 SOS ribosomal protein L30 160004 160186 

NMB0161 50S ribosomal protein L15 160191 160622 

NMB0162 preprotein translocase SecY subunit 160637 161944 

NMB0163 translation initiation factor IF-1 161952 162167 

NMB0164 50S ribosomal protein L36 162191 162301 

NMB0165 30S ribosomal protein S13 162370 162729 

NMB0166 30S ribosomal protein Sll 162752 163144 

NMB0167 30S ribosomal protein S4 163167 163784 

NMB0168 DNA-directed RNA polymerase, alpha subunit 163813 164796 
NMB0169 50S ribosomal protein L17 164823 165188 
NMB0170 septum site-determining protein MinC 165338 166048 
NMB0171 septum site-determining protein MinD 166079 166891 
NMB0172 cell division topological specificity factor 166898 167158 
NMB0173 transcriptional regulator, LysR family 167165 168082 
NMB0174 valyl-tRNA synthetase 171252 168418 
NMB0175 conserved hypothetical protein 172158 171352 
NMB0176 D-amino acid dehydrogenase, small subunit 173595 172342 
NMB0177 sodium/alanine symporter, putative 175065 173677 
NMB0178 acyl- (acyl-carrier-protein) --UDP-N-acetylglucosamine O- 
acyltransf erase 176198 175425 
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NMB0179 (3R) -hydroxymyristoyl- (acyl carrier protein) dehydratase 176734 
176288 

NMB0180 UDP-3-O- ( 3-hydroxymyristoyl ) -glucosamine N-acyltransf erase 177814 
176771 

NMB0181 outer membrane protein OmpH, putative 178347 177850 
NMB0182 outer membrane protein Omp85 180806 178416 
NMB0183 conserved hypothetical protein 182203 180866 

NMB0184 1-deoxy-D-xylulose 5-phosphate reductoisomerase 183422 182241 

NMB0185 phosphatidate cytidylyltransf erase 184275 183481 

NMB0186 undecaprenyl pyrophosphate synthetase 185024 184281 

NMB0187 ribosome recycling factor 185637 185083 

NMB0188 conserved hypothetical protein 186944 185820 

NMB0189 hypothetical protein 187355 187774 

NMB0190 glucose inhibited division protein B 187935 188555 
NMB0191 ParA family protein 188657 189427 
NMB0192 ribonuclease HII 191274 190693 

NMB0193 glucose inhibited division protein A 193238 191346 
NMB0194 amino acid symporter, putative 194991 193567 

NMB0195 pyridoxal phosphate biosynthetic protein PdxA 195133 196137 
NMB0196 ribonuclease E 200197 197441 
NMB0197 hypothetical protein 200321 200605 

NMB0198 ribosomal large subunit pseudouridine synthase C 200690 201679 
NMB0199 lipid-A-disaccharide synthase 201730 202899 
NMB0200 hypothetical protein 203501 203115 
NMB0201 hypothetical protein 203724 204131 
NMB0202 hypothetical protein 204152 204322 
NMB0203 dihydrodipicolinate reductase 205207 204401 
NMB0204 lipoprotein, putative 205594 205220 
NMB0205 ferric uptake regulation protein 205813 206244 
NMB0206 leucyl/phenylalanyl-tRNA — protein transferase 206317 207039 
NMB0207 glyceraldehyde 3-phosphate dehydrogenase 208326 207298 
NMB0208 ferredoxin, 4Fe-4S bacterial type 209364 208528 
NMB0209 glutathione-regulated potassium-efflux system protein 209513 
211486 

NMB0210 site-specific DNA methylase, truncation 212082 212401 
NMB0211 L-serine dehydratase 214093 212711 
NMB0212 DNA gyrase subunit B 216580 214193 
NMB0213 hypothetical protein 216736 217719 
NMB0214 oligopeptidase A 217810 219843 

NMB0215 conserved hypothetical protein 221035 220472 
NMB0216 catalase 222945 221434 

NMB0217 RNA polymerase sigma-54 factor RpoN, putative 223293 224141 
NMB0218 glycosyltransferase 226194 225067 

NMB0219 3-oxoacyl- (acyl-carrier-protein) synthase II 227746 226502 
NMB0220 acyl carrier protein 228138 227905 
NMB0221 dihydroorotate dehydrogenase 228370 229374 
NMB0222 hypothetical protein 229540 230010 
NMB0223 hypothetical protein 230140 230355 

NMB0224 glutamate-ammonia-ligase adenylyltransf erase 230556 233243 

NMB0225 transposase, IS30 family FRAMESHIFT 234513 233551 

NMB0226 conserved hypothetical protein 235470 234781 

NMB0227 conserved hypothetical protein 236771 235581 

NMB0228 conserved hypothetical protein 237637 236903 

NMB0229 conserved hypothetical protein FRAMESHIFT 238552 237662 

NMB0230 conserved hypothetical protein 239196 238552 

NMB0231 hypothetical protein 239356 239255 N 

NMB0232 DNA helicase II 239380 241584 

NMB0233 hypothetical protein 241663 241761 

NMB0234 hypothetical protein 242111 242647 

NMB0235 hypothetical protein 243052 242894 

NMB0236 hypothetical protein 243168 243063 

NMB0237 hypothetical protein 243535 243179 

NMB0238 IS1016 family transposase, degenerate 243588 243849 
NMB0239 hypothetical protein 244051 244668 
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NMB02 4 0 
NMB02 41 
NMB0242 
NMB0243 
NMB0244 
NMB0245 
NMB0246 
NMB0247 
NMB0248 
NMB02 4 9 
NMB0250 
NMB0251 
NMB0252 
NMB0253 
NMB0254 
NMB0255 
NMB0256 
NMB0257 
NMB0258 
NMB0259 
NMB0260 
NMB02 61 
NMB0262 
NMB0263 
NMB0264 
NMB0265 
NMB0266 
NMB0267 
NMB0268 
NMB0269 
NMB0270 
NMB0271 
NMB0272 
NMB0273 
NMB0274 
NMB0275 
NMB0276 
NMB02 7 7 
NMB0278 
NMB0279 
NMB02 8 0 
NMB0281 
NMB0282 
NMB0283 
NMB02 8 4 
NMB0285 
NMB02 8 6 
NMB0287 
NMB02 8 8 
NMB0289 
NMB0290 
NMB0291 
NMB02 92 
NMB0293 
NMB02 94 
NMB02 95 
NMB0296 
NMB0297 
NMB0298 
NMB0299 
NMB0300 
NMB0301 
NMB0302 
NMB0303 



hypothetical protein 244694 246142 



NADH dehydrogenase I, 
NADH dehydrogenase I, 
NADH dehydrogenase I, 
NADH dehydrogenase I, 
NADH dehydrogenase I, 
NADH dehydrogenase I, 



A subunit 246607 246960 
B subunit 246954 247433 
C subunit 247449 248039 
D subunit 248032 249285 
E subunit 249288 249758 
F subunit 250151 251449 
hypothetical protein 251452 251886 
conserved hypothetical protein 252175 252411 
NADH dehydrogenase I, G subunit 252726 254984 
NADH dehydrogenase I, H subunit 254990 256063 
NADH dehydrogenase I , I subunit 256147 256623 
hypothetical protein 256657 257361 
NADH dehydrogenase I, J subunit 257400 258068 
NADH dehydrogenase I, K subunit 258068 258370 

cell f ilamentation protein Fic-related protein 258407 258979 

hypothetical protein 259106 259444 

NADH dehydrogenase I, L subunit 259496 261517 

NADH dehydrogenase I, M subunit 261616 263109 

NADH dehydrogenase I, N subunit 263122 264561 

hypothetical protein 264612 264995 

geranyltranstransf erase 265863 265087 

exodeoxyribonuclease, small subunit 266188 265967 

conserved hypothetical protein 267358 266438 

ABC transporter, ATP-binding protein 269219 267366 

Holliday junction DNA helicase RuvA 269966 269385 

conserved hypothetical protein 270374 270051 

conserved hypothetical protein 271155 270439 

RNA methyltransferase, TrmH family 271749 271288 

competence protein 272539 271817 

bioH protein, putative 272538 273284 

hypothetical protein 273284 274069 

hypothetical protein 274527 274820 

hypothetical protein 274861 275283 

ATP-dependent DNA helicase RecQ 277728 275431 

indole-3-glycerol phosphate synthase 278575 277796 

conserved hypothetical protein 279582 278629 

virulence factor MviN 281255 279717 

thiol: disulfide interchange protein DsbA 281470 282165 

conserved hypothetical protein 283229 282228 

organic solvent tolerance protein, putative 283431 285704 

peptidyl-prolyl cis-trans isomerase 285809 286852 

ribonuclease II-related protein 290243 288366 

conserved hypothetical protein 290552 291181 

adenylosuccinate lyase 291256 292623 

O-antigen acetylase FRAMESHI FT 292707 294573 

conserved hypothetical protein 295481 294870 

probable ATP-dependent helicase DinG 297668 295521 

hypothetical protein 297740 297967 

deoxyribodipyrimidine photolyase, FRAMESHIFT 299363 298066 

transcriptional regulator, putative 300264 299356 

conserved hypothetical protein 300372 300767 

conserved hypothetical protein 300819 301421 

TonB-dependent receptor, putative 301610 303718 

thiol : disulfide interchange protein DsbA 303836 304528 

signal recognition particle protein 306232 304865 

CcsA-related protein 306452 307255 

hypothetical protein 307272 307367 

hypothetical protein 307401 307583 

comEA-related protein 313097 313540 

hypothetical protein 313603 313904 

Hypothetical protein 313958 314161 

IS1016C2 transposase, degenerate 314284 314933 

transposase, degenerate 315024 315307 
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NMB0304 class 5 outer membrane protein, degenerate 315549 315295 
NMB0305 hypothetical protein 315891 315736 
NMB0306 hypothetical protein 316061 316252 

NMB0307 phospho-2-dehydro-3-deoxyheptonate aldolase, phe-sensit ive 316403 
317455 

NMB0308 dihydrofolate reductase 317526 318011 
NMB0309 conserved hypothetical protein 318840 318367 
NMB0310 conserved hypothetical protein 319280 318855 
NMB0311 hypothetical protein 319392 319634 

NMB0312 virulence-associated protein VapA FRAMESHI FT 321089 323177 

NMB0313 conserved hypothetical protein 323422 324885 

NMB0314 hypothetical protein 326057 325092 

NMB0315 conserved hypothetical protein 326135 327424 

NMB0316 conserved hypothetical protein 328616 327933 

NMB0317 conserved hypothetical protein 329164 328694 

NMB0318 fatty acid efflux system protein 329606 330757 

NMB0319 fatty acid efflux system protein 330784 332307 

NMB0320 hypothetical protein 332373 332519 

NMB0321 50S ribosomal protein L28 332560 332790 

NMB0322 SOS ribosomal protein L33 332825 332977 

NMB0323 UbiH family protein 334353 333172 

NMB0324 50S ribosomal protein L27 334964 334695 

NMB0325 SOS ribosomal protein L21 335297 334992 

NMB0326 octaprenyl-diphosphate synthase 335521 336492 

NMB0327 conserved hypothetical protein FRAMESHIFT 336500 336944 

NMB0328 hypothetical protein 336993 337165 

NMB0329 type IV pilus assembly protein 337388 339061 

NMB0330 conserved hypothetical protein 339358 339152 

NMB0331 kinase, putative 339983 339354 

NMB0332 type IV prepilin peptidase 340845 339988 

NMB0333 pilus assembly protein PilG 342151 340922 

NMB0334 glucose-6-phosphate isomerase 342508 344148 

NMB0335 2,3,4, 5-tetrahydropyridine-2-carboxylate N-succinyltransf erase 
344361 345179 

NMB0336 enoyl- (acyl-carrier-protein) reductase 345337 346119 

NMB0337 branched-chain amino acid aminotransferase, putative 347364 34 6369 

NMB0338 hypothetical protein 347506 347985 

NMB0339 conserved hypothetical protein 347999 349165 

NMB0340 lactoylglutathione lyase FRAMESHIFT 349193 349605 

NMB0341 tspA protein 352407 349783 

NMB0342 intracellular septation protein A 352613 353140 

NMB0343 conserved hypothetical protein 353158 353433 

NMB0344 BolA/YrbA family protein 353436 353711 

NMB0345 cell-binding factor, putative 353763 354626 

NMB0346 hypothetical protein 354700 355455 

NMB0347 conserved hypothetical protein 355531 356019 

NMB0348 conserved hypothetical protein 356053 357060 

NMB0349 glutamyl-tRNA synthetase-related protein 358020 357136 

NMB0350 hypothetical protein 358760 358311 

NMB0351 transaldolase 359966 358914 

NMB0352 sugar isomerase, KpsF/GutQ family 360063 361034 
NMB0353 conserved hypothetical protein 361255 361788 
NMB0354 hypothetical protein 361788 362366 
NMB0355 conserved hypothetical protein 362350 362877 
NMB0356 ABC transporter, ATP-binding protein 362924 363685 

NMB0357 monof unctional biosynthetic peptidoglycan transglycosylase 364858 
3 64160 

NMB0358 shikimate 5-dehydrogenase 365670 364864 

NMB0359 glutamate — ammonia ligase 365970 367385 

NMB0360 AmpG-related protein 367544 368824 

NMB0361 conserved hypothetical protein 368824 369096 

NMB0362 hypothetical protein 369205 369282 

NMB0363 hypothetical protein 369610 369744 

NMB0364 FrpC operon protein 370088 370858 



WO 00/66791 



PCT/US00/05928 



Appendix B 



-7- 



NMB0365 iron-regulated protein FrpC, truncation 370878 371150 

NMB0366 hypothetical protein 372373 371243 

NMB0367 hypothetical protein 372823 372440 

NMB0368 hypothetical protein 373350 372895 

NMB0369 hypothetical protein 373720 373334 

NMB0370 hypothetical protein 374229 373855 

NMB0371 hypothetical protein 374658 374254 

NMB0372 hypothetical protein 375341 374667 

NMB0373 hypothetical protein 375915 375559 

NMB0374 MafB-related protein 377321 375921 

NMB0375 mafA protein 378266 377328 

NMB0376 hypothetical protein 378379 378266 

NMB0377 conserved hypothetical protein 379516 378389 

NMB0378 phosphate permease, putative 379807 381378 

NMB037 9 oxygen-independent coproporphyrinogen III oxidase 383155 381737 

NMB0380 transcriptional regulator, Crp/Fnr family 383360 384091 

NMB0381 cys regulon transcriptional activator 385157 384210 

NMB0382 outer membrane protein class 4 385521 38624 6 

NMB0383 hypothetical protein 386270 386494 

NMB0384 hypothetical protein 386773 387066 

NMB0385 thiamin-monophosphate kinase 387100 388053 

NMB0386 phosphatidylglycerophosphatase A 388049 388531 

NMB0387 ABC transporter, ATP-binding protein 390270 388597 

NMB0388 sugar transporter, putative 390657 392009 

NMB0389 aldose 1-epimerase 392016 393023 

NMB0390 maltose phosphorylase 393260 395515 

NMB0391 beta-phosphoglucomutase 395531 396193 

NMB0392 1-aspartate oxidase 397882 396377 

NMB0393 multidrug resistance protein 398266 397934 

NMB0394 quinolinate synthetase A 399530 398421 

NMB0395 conserved hypothetical protein 399732 400667 

NMB0396 nicotinate-nucleotide pyrophosphorylase 400888 401766 

NMB0397 hypothetical protein 401797 402081 

NMB0398 transcriptional regulator, ArsR family 402176 402454 

NMB0399 exodeoxyribonuclease III 402517 403284 

NMB0400 transposase, truncated 404230 404799 

NMB0401 proline dehydrogenase 409441 405839 

NMB0402 sodium/proline symporter 411216 409693 

NMB0403 hypothetical protein 411644 411555 

NMB0404 conserved hypothetical protein 411699 412016 

NMB0405 competence protein ComM 412033 413526 

NMB0406 conserved hypothetical protein 413629 414495 

NMB0407 thiol : disulfide interchange protein DsbA 414501 415142 

NMB0408 bacitracin resistance protein 415178 415996 

NMB0409 conserved hypothetical protein 417783 416575 

NMB0410 conserved hypothetical protein 418062 418514 

NMB0411 conserved hypothetical protein 418514 419497 

NMB0412 cell division protein FtsL-related protein 419491 419757 

NMB0413 penicillin-binding protein 2 419821 421563 

NMB0414 UDP-N-acetylmuramoylalanyl-D-glutamate--2 , 6-diaminopimelate ligase 
421591 423066 

NMB0415 conserved hypothetical protein FRAMESHI FT 423092 424736 
NMB04 16UDP-N-acetylmuramoylalanyl-D- glut amy 1-2 , 6-diaminopimelate — D- 

alanyl-D- alanyl ligase 424864 426228 
NMB0417 hypothetical protein 426234 426407 

NMB0418 phospho-N-acetylmuramoyl-pentapeptide-transf erase 426657 427736 
NMB0419 conserved hypothetical protein 427865 428458 

NMB0420 UDP-N-acetylmuramoylalanine — D-glutamate ligase 428545 429879 
NMB0421 cell division protein FtsW 430062 431330 

NMB0422 UDP-N-acetylglucosamine — N-acetylmuramyl- (pentapeptide ) 

pyrophosphoryl-undecaprenol N-acetylglucosamine transferase 
431337 432401 

NMB0423 UDP-N-acetylmuramate — alanine ligase 432559 433965 
NMB0424 D-alanine — D-alanine ligase 434081 434992 
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NMB0425 cell division protein FtsQ 435006 435710 
NMB0426 cell division protein FtsA 435799 437040 
NMB0427 cell division protein FtsZ 437162 438337 
NMB0428 conserved hypothetical protein 438479 439786 
NMB0429 hypothetical protein 440162 440263 

NMB04 30 carboxyphosphonoenolpyruvate phosphonomutase, putative 4 4 0412 
441287 

NMB0431 methylcitrate synthase/cit rate synthase 2 441376 442527 

NMB0432 conserved hypothetical protein 442683 443468 

NMB0433 aconitate hydratase 1 443549 446152 

NMB0434 conserved hypothetical protein 446958 448124 

NMB0435 acetate kinase 448541 449737 

NMB0436 conserved hypothetical protein 450078 450716 
NMB0437 conserved hypothetical protein 451289 450849 
NMB0438 hypothetical protein 451463 451828 
NMB0439 conserved hypothetical protein 451876 453027 
NMB0440 prephenate dehydrogenase, putative 453959 453090 
NMB0441 nitrilase 454044 454853 

NMB0442 opacity protein FRAMESHIFT 455681 454888 

NMB0443 transposase, IS30 family 456456 457418 

NMB0444 conserved hypothetical protein 457979 458830 

NMB0445 bicyclomycin resistance protein, putative 459352 460581 

NMB0446 chorismate mutase/prephenate dehydratase 460662 461747 

NMB0447 DNA repair protein RecO 461787 462575 

NMB0448 pyridoxal phosphate biosynthetic protein PdxJ 462602 463327 
NMB0449 hypothetical protein 463482 463703 
NMB0450 hypothetical protein 463968 464411 
NMB0451 hypothetical protein 464424 465188 

NMB0452 holo- ( acyl-carrier protein) synthase 465391 465765 

NMB0453 mutT protein 465850 466656 

NMB0454 hypothetical protein 466652 467071 

NMB0455 conserved hypothetical protein 467123 468262 

NMB0456 N-acetylmuramoyl-L-alanine amidase 469573 468326 

NMB0457 conserved hypothetical protein 470031 469573 

NMB0458 glutamate racemase 470233 471042 

NMB0459 conserved hypothetical protein 473202 472096 

NMB0460 transferrin-binding protein 2 475573 477708 

NMB0461 transferrin-binding protein 1 477798 480542 

NMB04 62 spermidine/putrescine ABC transporter, periplasmic 

spermidine/putrescine-binding protein 483195 481819 
NMB0463 30S ribosomal protein S20 483261 483521 
NMB0464 phospholipase Al, putative 483685 484830 
NMB0465 conserved hypothetical protein 484976 485674 
NMB0466 aspartyl-tRNA synthetase 485735 487540 
NMB0467 hypothetical protein 487694 487975 

NMB0468 biosynthetic arginine decarboxylase 488145 490034 
NMB0469 agmatinase 490136 491056 

NMB0470 C4-dicarboxylate transporter 491257 492720 

NMB0471 conserved hypothetical protein 494006 492933 

NMB0472 8-amino-7-oxononanoate synthase 494229 495368 

NMB0473 conserved hypothetical protein 495381 496025 

NMB0474 biotin synthesis protein BioC, putative 496016 496795 

NMB0475 hypothetical protein 497063 498451 

NMB0476 hypothetical protein 498457 499551 

NMB0477 conserved hypothetical protein 499566 500099 

NMB0478 hypothetical protein 500104 500745 

NMB0479 conserved hypothetical protein 500771 501127 

NMB0480 TspB-related protein 502193 501801 

NMB0481 hypothetical protein 502509 502180 

NMB0482 hypothetical protein 502900 502625 

NMB0483 Hypothetical protein 503191 502910 

NMB0484 hypothetical protein 503396 503202 

NMB0485 hypothetical protein 503691 503404 

NMB0486 conserved hypothetical protein FRAMESHIFT 505078 503739 
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NMB0487 hypothetical protein 505244 505152 
NMB0488 hypothetical protein 505800 505309 
NMB0489 hypothetical protein 506682 505804 
NMB0490 PspA-related protein 507809 506910 
NMB0491 hypothetical protein 508744 508304 
NMB0492 hypothetical protein 509383 509063 

NMB0493 hemagglutinin/hemolysin-related protein 517494 509386 
NMB0494 DNA helicase, truncation 518107 517625 
NMB0495 replication protein 519187 518207 

NMB04 96 hemolysin activator-related protein 519134 520810 

NMB04 97 hemagglutinin/hemolysin-related protein 520922 526826 

NMB0498 hypothetical protein 526836 527342 

NMB0499 hypothetical protein 527471 529090 

NMB0500 hypothetical protein 529102 529476 

NMB0501 hypothetical protein 529757 530128 

NMB0502 hypothetical protein 530166 532115 

NMB0503 hypothetical protein 532134 532562 

NMB0504 hypothetical protein 532780 532992 

NMB0506 hypothetical protein 533691 535208 

NMB0507 hypothetical protein 535208 535693 

NMB0508 hypothetical protein 535883 536152 

NMB0509 hypothetical protein 536335 537114 

NMB0510 hypothetical protein 537136 537396 

NMB0511 hypothetical protein 537506 539425 

NMB0512 hypothetical protein 539437 539856 

NMB0513 hypothetical protein 539896 540294 

NMB0514 hypothetical protein 540420 540656 

NMB0515 hypothetical protein 540656 541036 

NMB0516 hypothetical protein 541042 541974 

NMB0517 hypothetical protein 542172 542020 

NMB0518 hypothetical protein 542486 542734 

NMB0519 hypothetical protein 542725 542925 

NMB0520 hypothetical protein 542931 543107 

NMB0521 hypothetical protein 543492 543947 

NMB0522 transposase, truncated 543958 544080 

NMB0523 ABC transporter, ATP-binding protein, truncation 544162 544441 

NMB0524 ribonuclease BN, putative 545691 544474 

NMB0525 aluminum resistance protein, putative 546236 546892 

NMB0526 hypothetical protein 546923 547438 

NMB0527 6-pyruvoyl tetrahydrobiopterin synthase, putative 547448 547867 

NMB0528 conserved hypothetical protein 548139 548507 

NMB0529 conserved hypothetical protein 548507 549142 

NMB0530 glycosyl hydrolase, family 3 550869 549787 

NMB0531 conserved hypothetical protein 552446 550929 

NMB0532 protease DO 554147 552651 

NMB0533 endonuclease III 554914 554288 

NMB0534 conserved hypothetical protein 555373 554963 

NMB0535 glucose/galactose transporter 555906 557183 

NMB0536 Na+/H+ antiporter 557477 558853 

NMB0537 conserved hypothetical protein 559809 558988 

NMB0538 conserved hypothetical protein 560326 559820 

NMB0539 porphobilinogen deaminase 560445 561377 

NMB0540 aspartate aminotransferase 562977 561787 

NMB0541 hypothetical protein 563556 563062 

NMB0542 hypothetical protein 563672 563872 

NMB0543 L-lactate permease, putative 565630 564047 

NMB0544 conserved hypothetical protein 566621 565902 

NMB0545 conserved hypothetical protein 566870 570352 

NMB0546 alcohol dehydrogenase, propanol-pref erring 571566 570523 

NMB0547 type IV pilin protein 572238 571852 

NMB0548 AcrA/AcrE family protein 572464 573639 

NMB0549 ABC transporter, ATP-binding protein 573708 575639 

NMB0550 thiol : disulfide interchange protein DsbC 576837 576058 

NMB0551 primosomal protein n x 576975 579161 
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NMB0552 
NMB0553 
NMB0554 
NMB0555 
NMB0556 
NMB0557 
NMB0558 
NMB0559 
NMB0560 
NMB0561 
NMB0562 
NMB0563 
NMB0564 

NMB0565 

NMB05 66 

NMB0567 

NMB0568 

NMB0569 

NMB0570 
NMB0571 
NMB0572 
NMB0573 
NMB057 4 
NMB057 5 
NMB057 6 
NMB057 7 
NMB0578 

NMB0579 
NMB0580 
NMB0581 

NMB0582 
NMB0583 
NMB058 4 
NMB0585 
NMB05 8 6 
NMB05 8 7 
NMB0588 
NMB0589 
NMB0590 
NMB0591 
NMB0592 
NMB0593 
NMB0594 
NMB0595 
NMB0596 
NMB0597 
NMB0598 
NMB05 99 
NMB0600 
NMB0601 
NMB0602 
NMB0603 
NMB0604 
NMB0605 
NMB0606 
NMB0607 



hypothetical protein 580284 579214 

transposase, putative, POINT MUTATION 581288 580335 
dnaK protein 584451 582526 
hypothetical protein 584931 584662 
repressor protein, putative 585119 585802 
conserved hypothetical protein 585937 586272 
hypothetical protein 586435 586896 

ubiquinone biosynthesis protein AarF 586934 588442 
serine acetyltransf erase 589620 588805 
grpE protein 589804 590379 

conserved hypothetical protein 590874 590662 
thiamine biosynthesis lipoprotein ApbE 591955 590903 



592111 



NADH- 


•quinone 


reductase, 


subunit 


F 


593325 


NADH- 


quinone 


reductase, 


subunit 


E 


593932 


NADH- 


quinone 


reductase, 


subunit 


D 


594562 


NADH- 


quinone 


reductase, 


subunit 


C 


595338 


NADH- 


quinone 


reductase, 


subunit 


B 


596563 


NADH- 


•quinone 


reductase, 


subunit 


A 


597909 



593342 



593939 



594565 



595334 



596569 

hypothetical protein 599680 598262 
conserved hypothetical protein 600400 600044 
hypothetical protein 601002 600400 

transcriptional regulator, AsnC family 601612 601052 
glycine cleavage system T protein 602042 603139 
glycine cleavage system H protein 603304 603687 
glutamyl-tRNA reductase 603842 605086 
NosR-related protein 605365 605934 

copper ABC transporter, periplasmic copper-binding protein 605991 
607022 

copper ABC transporter, ATP-binding protein 607083 607700 
protein disulfide isomerase NosL, putative 607842 608333 
electron transfer f lavoprotein-ubiquinone oxidoreductase 610085 
608427 

bacteriocin resistance protein, putative 610757 610218 
IS1016C2 transposase 612651 611986 
FrpC operon protein 613242 614054 

iron-regulated protein FrpA, putative 614074 617979 
adhesin, putative 619176 618265 
membrane protein 620128 619256 

ABC transporter, ATP-binding protein 620907 620155 
50s ribosomal protein L19 621563 621201 

tRNA (guanine-Nl) -methyltransf erase FRAMESHIFT 622329 621582 

16S rRNA processing protein RimM 622838 622332 

30S ribosomal protein S16 623099 622857 

conserved hypothetical protein 625570 623147 

sensor histidine kinase 627094 625691 

DNA-binding response regulator 627785 627111 

hypothetical protein 629789 627978 

hypothetical protein 630132 629782 

Maf /YceF/YhdE family protein 630749 630144 

conserved hypothetical protein 631572 630805 

hypothetical protein 632272 631589 

conserved hypothetical protein 632479 632279 

hitA protein 632849 632529 

phosphoribosyl-ATP cyclohydrolase 633244 632924 
alcohol dehydrogenase, zinc-containing 634449 633388 
histone deacetylase family protein 636107 635001 
conserved hypothetical protein 636235 636498 
protein-export membrane protein SecD 636710 638563 
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NMB0608 protein-export membrane protein SecF 638570 639502 
NMB0609 30s ribosomal protein S15 639728 639994 

NMB0610 spermidine/putrescine ABC transporter, ATP-bincling protein 640243 
641499 

NMB0611 spermidine/putrescine ABC transporter, permease protein 641518 
642480 

NMB0612 spermidine/putrescine ABC transporter, permease protein 642483 
643367 

NMB0613 hypothetical protein 643392 643496 

NMB0614 oxidoreductase, putative 643496 644788 

NMB0615 ammonium transporter AmtB, putative 646340 645039 

NMB0616 IS1016 family transposase, degenerate 647272 646871 

NMB0617 transcription termination factor Rho 648837 647581 

NMB0618 phosphoenolpyruvate synthase 651441 649060 

NMB0619 conserved hypothetical protein 651853 652671 

NMB0620 phosphoglycolate phosphatase 653575 652916 

NMB0621 conserved hypothetical protein 654440 653616 

NMB0622 outer membrane lipoprotein carrier protein 654867 655487 

NMB0623 spermidine/putrescine ABC transporter, periplasmic 

spermidine/putrescine-binding protein 655763 656899 
NMB0624 galactosyltransferase-related protein FRAMESHIFT 657035 658253 
NMB0625 conserved hypothetical protein 658297 658824 
NMB0626 peptide chain release factor 3 660797 659205 
NMB0627 phosphoribosyl-AMP cyclohydrolase 661299 660907 
NMB0628 hisF protein 662097 661333 

NMB062 9 phosphoribosylf ormimino-5-aminoimidazole carboxamide ribotide 

isomerase 662847 662113 
NMB0630 amidotransferase HisH 663518 662883 

NMB0631 phosphate acetyltransf erase Pta, putative 665151 663652 
NMB0632 iron (III) ABC transporter, ATP-binding protein 666394 665339 
NMB0633 iron (III) ABC transporter, permease protein 667932 666418 
NMB0634 iron (III) ABC transporter, periplasmic binding protein 668995 
668003 

NMB0635 transposase, IS30 family 670247 669285 
NMB0636 hypothetical protein 670794 670414 
NMB0637 argininosuccinate lyase 672228 670855 

NMB0638 UTP — glucose- 1-phosphate uridylyltrans f erase 673116 672250 

NMB0639 conserved hypothetical protein 673743 673147 

NMB0640 hypothetical protein 673969 673739 

NMB0641 inorganic pyrophosphatase 674610 674080 

NMB0642 dATP pyrophosphohydrolase 675169 674714 

NMB0643 MafB-related protein 675614 677437 

NMB0644 hypothetical protein 677443 677904 

NMB0645 ribonuclease FRAMESHIFT 677948 678275 

NMB0646 ribonuclease inhibitor barstar 678290 678574 

NMB0647 hypothetical protein 679091 680326 

NMB0648 hypothetical protein 680357 680776 

NMB0649 hypothetical protein 680970 681191 

NMB0650 hypothetical protein 681167 681583 

NMB0651 hypothetical protein 681687 682073 

NMB0652 mafA protein 682199 683137 

NMB0653 MafB-related protein 683144 684409 

NMB0654 hypothetical protein 684415 684729 

NMB0655 hypothetical protein 684867 685571 

NMB0656 hypothetical protein 685600 685926 

NMB0657 hypothetical protein 686024 686224 

NMB0658 Hypothetical protein 686055 686312 

NMB0659 hypothetical protein 686346 686744 

NMB0660 hypothetical protein 686929 687315 

NMB0661 bis ( 5 s -nucleosyl ) -tetraphosphatase, symmetrical /Trk system 
potassium uptake protein TrkG FRAMESHIFT 689659 687362 
NMB0662 ribonuclease, putative 690126 689740 

NMB0663 outer membrane protein NsgA 690786 690265 

NMB0664 hypothetical protein 691151 690960 
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NMB0 665 oxygen-independent coprophorphyrinogen III oxidase family protein 

692546 691374 
NMB0666 DNA ligase 695128 692606 
NMB0667 hypothetical protein 696562 695279 
NMB0668 ampD protein 697352 696783 

NMB0669 conserved hypothetical protein 697436 698428 

NMB0670 thymidylate kinase 698491 699108 

NMB0671 malate oxidoreductase (NAD) 699333 700610 

NMB0672 tetraacyldisaccharide 4 v -kinase 701160 702191 

NMB0673 hypothetical protein 702394 702978 

NMB0674 conserved hypothetical protein 703050 703229 

NMB0675 3-deoxy-D-manno-octulosonate cytidylyltransf erase 703229 703987 

NMB0676 hypothetical protein 704013 704411 

NMB0677 hypothetical protein 704610 704723 

NMB0678 tryptophan synthase, alpha subunit 705306 706088 

NMB0679 acetyl-CoA carboxylase, carboxyl transferase beta subunit 706129 
706998 

NMB0680 cryptic protein 707672 707064 

NMB0681 conserved hypothetical protein 707781 708002 
NMB0682 dihydroorotase 708368 709399 

NMB0683 N utilization substance protein B 710195 709773 
NMB0684 riboflavin synthase, beta subunit 710749 710276 
NMB0685 hypothetical protein 711120 710800 
NMB0686 ribonuclease III 711287 712003 
NMB0687 GTP-binding protein Era 712003 712974 

NMB0688 N- (5 ' -phosphoribosyl ) anthranilate isomerase 715446 714823 
NMB0689 transcription elongation factor GreB 715996 715508 
NMB0690 amidophosphoribosyltransferase 717640 716099 
NMB0691 colicin V production protein, putative 718450 717956 
NMB0692 tpc protein 719441 718446 

NMB0693 f olylpolyglutamate synthase/dihydrof olate synthase 720728 719457 
NMB0694 foil protein 721205 720762 
NMB0695 hypothetical protein 721569 721213 

NMB0696 amino acid ABC transporter, ATP-binding protein FRAMESHIFT 722369 
721645 

NMB0697 dimethyladenosine transferase 723321 722545 

NMB0698 hypothetical protein 723518 724204 

NMB0699 tryptophan synthase, beta subunit 724290 725489 

NMB0700 IgA-specific serine endopept idase 731118 725674 

NMB0701 hypothetical protein 731531 731280 

NMB0702 competence protein ComA 732529 734601 

NMB0703 competence lipoprotein ComL 735635 734835 

NMB0704 ribosomal large subunit pseudouridine synthase D 735634 736755 
NMB0705 transporter 737858 736914 

NMB0706 conserved hypothetical protein 738418 739194 
NMB0707 rare lipoprotein B, putative 739249 739725 
NMB0708 DNA polymerase III, delta subunit 739730 740725 
NMB0709 Hypothetical protein 740849 741265 
NMB0710 Hypothetical protein 741293 741856 

NMB0711 conserved hypothetical protein FRAMESHIFT 742826 741946 

NMB0712 RNA polymerase sigma-32 factor 744182 743313 

NMB0713 apolipoprotein N-acyltransf erase, putative 746012 744441 

NMB0714 conserved hypothetical protein FRAMESHIFT 746771 746019 

NMB0715 Hypothetical protein 746967 747284 

NMB0716 Hypothetical protein 747440 747727 

NMB0717 cytochrome, putative 748209 747796 

NMB0718 ferrochelatase 749572 748493 

NMB0719 queuine tRNA-ribosyltransf erase 750697 749585 
NMB0720 threonyl-tRNA synthetase 751005 752915 
NMB0721 translation initiation factor 3 752990 753454 
NMB0722 50S ribosomal protein L35 753604 753798 
NMB0723 SOS ribosomal protein L20 753814 754170 

NMB0724 phenylalanyl-tRNA synthetase, alpha chain 754519 755508 
NMB0725 modification methylase Hgal-l 755694 756749 
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NMB0726 type II restriction enzyme Hgal 756755 758221 
NMB0727 N-6 adenine-specif ic DNA methylase 758221 758868 
NMB0728 phenylalanyl-tRNA synthetase, beta chain 758896 761256 
NMB0729 integration host factor, alpha subunit 761333 761632 
NMB0730 hypothetical protein 762257 762739 
NMB0731 hypothetical protein 763002 763226 

NMB0732 adenosylmethionine-8-amino-7-oxononanoate aminotransferase 763559 
764857 

NMB0733 dethiobiotin synthase 764857 765501 
NMB0734 hypothetical protein 765519 765992 

NMB0735 4-hydroxybenzoate octaprenyltransf erase 766025 766912 
NMB0736 PTS system, nitrogen regulatory IIA protein 767100 767546 
NMB0737 HPr kinase/phosphatase, putative 767551 768510 
NMB0738 conserved hypothetical protein 768494 769345 
NMB0739 conserved hypothetical protein 769429 770943 
NMB0740 DNA repair protein RecN 771255 772925 
NMB0741 conserved hypothetical protein 775384 773948 
NMB0742 conserved hypothetical protein 775684 776040 

NMB0743 ubiquinone/menaquinone biosynthesis methlytransf erase UbiE 776097 
776831 

NMB0744 hypothetical protein 777054 777530 

NMB07 4 5 2 -amino- 4 -hydroxy- 6-hydroxymethyldihydropteridine- 

pyrophosphokinase 778153 777662 
NMB0746 conserved hypothetical protein 778537 778166 
NMB0747 conserved hypothetical protein 779157 778594 
NMB0748 host factor-I 779535 779245 

NMB0749 penicillin-binding protein 4 780602 779667 
NMB0750 bacteriof erritin comigratory protein 780923 781360 
NMB0751 integrase/recombinase XerD 781415 782287 

NMB0752 bacteriof errit in-associated ferredoxin, putative 782462 782659 
NMB0753 conserved hypothetical protein 782828 783058 
NMB0754 hypothetical protein 783066 783173 
NMB0755 hypothetical protein 783194 783334 

NMB0756 dTDP-L-rhamnose synthase, putative 784398 783481 

NMB0757 phosphoribosylaminoimidazole-succinocarboxamide synthase 784 598 
785458 

NMB0758 polyribonucleotide nucleotidyltransferase 785695 787815 

NMB0759 conserved hypothetical protein 788619 787894 

NMB0760 diaminopimelate epimerase 789006 789854 

NMB0761 hypothetical protein 789940 790164 

NMB0762 hypothetical protein 790198 790653 

NMB0763 cysteine synthase 790653 791582 

NMB0764 conserved hypothetical protein 792048 792950 

NMB0765 signal peptidase I 794128 793112 

NMB0766 GTP-binding protein LepA 796064 794274 

NMB07 67 5-methylthioadenosine nucleosidase/S-adenosylhomocysteine 

nucleosidase 796909 796211 
NMB0768 twitching motility protein PilT 797095 798204 

NMB0769 DNA polymerase III, delta prime subunit, putative 798241 799215 

NMB0770 type IV pilus assembly protein PilZ, putative 799222 799569 

NMB0771 conserved hypothetical protein 799577 800353 

NMB0772 conserved hypothetical protein 800382 800594 

NMB0773 conserved hypothetical protein 800698 801006 

NMB0774 uracil phosphoribosyltransf erase 801115 801738 

NMB0775 hypothetical protein 801764 802081 

NMB0776 conserved hypothetical protein 802335 802751 

NMB0777 uroporphyrinogen-III synthase HemD, putative 802796 803533 

NMB0778 uroporphyrin-III C-methyltransf erase HemX, putative 803611 804882 

NMB0779 hypothetical protein 804882 806102 

NMB0780 hypothetical protein 806138 806575 

NMB0781 uroporphyrinogen decarboxylase 806732 807793 

NMB0782 DNA repair protein RadA 807982 809358 

NMB0783 conserved hypothetical protein 810116 809640 

NMB0784 phage shock protein E precursor, putative 810717 810361 
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NMB0785 exodeoxyribonuclease V 135 KD polypeptide 814370 810759 
NMB0786 conserved hypothetical protein 815358 814453 

NMB0787 amino acid ABC transporter, periplasmic amino acid-binding protein 
815643 816467 

NMB0788 amino acid ABC transporter, permease protein 816514 817173 
NMB0789 amino acid ABC transporter, ATP-binding protein 817186 817938 
NMB0790 phosphoglucomutase 819343 817964 

NMB0791 peptidyl-prolyl cis-trans isomerase 820019 819513 

NMB0792 transporter, NadC family 821553 820141 

NMB0793 hypothetical protein 821759 821553 

NMB0794 hypothetical protein 822146 821787 

NMB0795 peptidyl-tRNA hydrolase 822988 822413 

NMB0796 conserved hypothetical protein 823319 823044 

NMB0797 conserved hypothetical protein 823749 823315 

NMB0798 cell division protein FtsH 825932 823968 

NMB0799 cell division protein FtsJ 826616 825999 

NMB0800 conserved hypothetical protein 826726 827007 

NMB0801 delta-aminolevulinic acid dehydratase 827193 828191 

NMB0802 cystathionine gamma-synthase 829414 828260 

NMB0803 conserved hypothetical protein 829606 830376 

NMB0804 NAD ( P ) H nitroreductase, putative 830489 831151 

NMB0805 transposase, IS30 family 831295 832257 

NMB0806 conserved hypothetical protein 833050 832295 

NMB0807 conserved hypothetical protein 833965 833078 

NMB0808 hypothetical protein 834551 833988 

NMB0809 conserved hypothetical protein 835399 834605 

NMB0810 transcriptional regulator, TetR family 836104 835457 

NMB0811 UDP-N-acetylpyruvoylglucosamine reductase 837156 836119 

NMB0812 conserved hypothetical protein 838579 837203 

NMB0813 hypothetical protein 838634 838819 

NMB0814 histidyl-tRNA synthetase 838914 840062 

NMB0815 adenylosuccinate synthetase 840163 841464 

NMB0816 hypothetical protein 841592 841903 

NMB0817 hypothetical protein 841932 842312 

NMB0818 hypothetical protein 842329 842736 

NMB0819 hypothetical protein 842856 843245 

NMB0820 hypothetical protein 843456 843845 

NMB0821 hypothetical protein 843962 844519 

NMB0822 heat shock protein HtpX 845866 844826 

NMB0823 adenylate kinase 845878 846522 

NMB0824 orotidine 5 N -phosphate decarboxylase 847051 847788 
NMB0825 ADP-heptose synthase, putative 847846 848814 
NMB0826 C-5 cytosine-specif ic DNA methylase 848854 850086 
NMB0827 type II restriction enzyme-related protein FRAMESHIFT 850091 
851119 

NMB0828 ADP-L-glycero-D-mannoheptose-6-epimerase 851251 852252 
NMB0829 type I restriction enzyme EcoR124II M protein 852329 853870 
NMB0830 conserved hypothetical protein 853870 854877 

NMB0831 type I restriction enzyme S protein, degenerate 855046 856216 
NMB0832 anticodon nuclease 856277 857416 

NMB0833 type I restriction enzyme-related protein 857416 857799 
NMB0834 transposase, IS30 family 858756 857794 

NMB0835 type I restriction enzyme EcoR124II R protein, putative 858832 
861594 

NMB0836 ATP-dependent Clp protease, ATP-binding subunit ClpA 863945 861639 
NMB0837 conserved hypothetical protein 864249 863950 
NMB0838 cold-shock domain family protein 864492 864692 
NMB0839 pmbA protein 866323 864995 

NMB0840 conserved hypothetical protein 866446 866979 
NMB0841 hypothetical protein 867029 867742 

NMB0842 single-stranded-DNA-specif ic exonuclease RecJ 867814 869511 
NMB0843 polyA polymerase 869811 871169 
NMB0844 hypothetical protein 871345 871665 
NMB0845 PhoH-related protein 872732 871782 
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NMB0846 LPS biosynthesis protein-related protein 873905 872874 
NMB0847 hypothetical protein 874235 874065 
NMB0848 hypothetical protein 874369 875070 

NMB0849 deoxycyticiine triphosphate deaminase, putative 875703 875140 
NMB0850 hypothetical protein 876185 875772 

NMB0851 recombination associated protein RdgC 877146 876250 
NMB0852 essential GTPase 878634 877180 
NMB0853 conserved hypothetical protein 879413 878787 
NMB0854 histidyl-tRNA synthetase 880709 879417 

NMB0855 bacteriocin resistance protein, putative 881459 880806 

NMB0856 hypothetical protein 882208 881744 

NMB0857 hypothetical protein 882441 882268 

NMB0858 hypothetical protein 882645 882448 

NMB0859 hypothetical protein 883025 882651 

NMB0860 hypothetical protein 883340 883086 

NMB0861 hypothetical protein 883975 883433 

NMB0862 hypothetical protein 884091 883975 

NMB0863 hypothetical protein 884410 884141 

NMB0864 hypothetical protein 884966 884679 

NMB0865 hypothetical protein 885445 884975 

NMB0866 hypothetical protein 886357 885491 

NMB0867 YabO/YceC/SfhB family protein 886521 887441 

NMB0868 conserved hypothetical protein 888163 887525 

NMB0869 hypothetical protein 889009 888221 

NMB0870 3-methyl-2-oxobutanoate hydroxymethyltransf erase 889502 890290 

NMB0871 pantoate — beta-alanine ligase 890416 891249 

NMB0872 conserved hypothetical protein 891416 893257 

NMB0873 outer membrane lipoprotein LolB, putative 893400 893978 

NMB0874 conserved hypothetical protein 893991 894833 

NMB0875 ribose-phosphate pyrophosphokinase 895258 896238 

NMB0876 50S ribosomal protein L25 896308 896877 

NMB0877 penicillin-binding protein 898174 897008 

NMB0878 threonine dehydratase 898322 899845 

NMB0879 sulfate ABC transporter, ATP-binding protein 900978 899908 

NMB0880 sulfate ABC transporter,' permease protein 901835 900978 

NMB0881 sulfate ABC transporter, permease protein 902923 902090 

NMB0882 hypothetical protein 903214 903543 

NMB0883 conserved hypothetical protein 903878 904384 

NMB0884 superoxide dismutase 905491 904907 

NMB0885 replicative DNA helicase 905655 907058 

NMB0886 fimbrial protein FimT 907370 908035 

NMB0887 type IV pilus assembly protein PilV, putatve 908056 908667 

NMB0888 hypothetical protein 908667 909605 

NMB0889 hypothetical protein 909587 910177 

NMB0890 type IV pilin-related protein 910170 910655 

NMB0891 hypothetical protein 911708 911944 

NMB0892 AzlC-related protein 912795 912376 

NMB0893 deoxyuridine 5 N -triphosphate nucleotidohydrolase 912995 913444 

NMB0894 aminotransferase, class I 913525 914709 

NMB0895 conserved hypothetical protein 914975 915751 

NMB0896 integrase, FRAMESHIFT 916283 917352 

NMB0897 hypothetical protein 917468 917845 

NMB0898 hypothetical protein 917894 918079 

NMB0899 hypothetical protein 918396 918749 

NMB0900 hypothetical protein 919621 920535 

NMB0901 D-lactate dehydrogenase-related protein 920880 920599 

NMB0902 hypothetical protein 921133 920945 

NMB0903 hypothetical protein 921429 921139 

NMB0904 hypothetical protein 921686 921429 

NMB0905 hypothetical protein 921936 921724 

NMB0906 hypothetical protein 922860 922009 

NMB0907 hypothetical protein 923244 922888 

NMB0908 hypothetical protein 923512 923315 

NMB0909 hypothetical protein 924280 923759 
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NMB0910 transcriptional regulator 925000 924287 
NMB0911 transposase, IS30 family 926382 925420 
NMB0912 hypothetical protein 926526 927149 
NMB0913 pemK protein 927552 927208 
NMB0914 peml protein 927790 927557 
NMB0915 hypothetical protein 928640 928152 
NMB0916 hypothetical protein 928799 928662 
NMB0917 death-on-curing protein 929446 929081 
NMB0918 hypothetical protein 929574 929446 
NMB0919 IS1106 transposase, putative 930929 929973 
NMB0920 isocitrate dehydrogenase 934317 932095 
NMB0921 hypothetical protein 934522 934325 
NMB0922 alpha-2, 3-sialyltransf erase 934750 935862 
NMB0923 cytochrome c 936488 936033 

NMB0924 oxidoreductase, short-chain dehydrogenase/reductase family 936607 
937425 

NMB0925 acyl CoA thioester hydrolase family protein 937925 937482 

NMB0926 opacity protein 940336 939513 

NMB0927 proline iminopept idase 941840 942769 

NMB0928 hypothetical protein 944025 942832 

NMB0929 dihydrodipicolinate synthase 944909 944037 

NMB0930 xanthine/uracil permease family protein 945369 94 6757 

NMB0931 RNA methyltransf erase, TrmH family 947574 946825 

NMB0932 conserved hypothetical protein 948129 947644 

NMB0933 cytidine and deoxycytidylate deaminase family protein 948580 
94 8137 

NMB0934 DNA transformation protein tfoX-related protein 948853 948625 

NMB0935 tRNA delta ( 2 ) -isopentenylpyrophosphate transferase 949798 948860 

NMB0936 hypothetical protein 951481 950180 

NMB0937 elongation factor P (EF-P) 951788 952345 

NMB0938 hypothetical protein 953235 952402 

NMB0939 conserved hypothetical protein 953933 953355 

NMB0940 homoserine O-acetyltransf erase 955069 953933 

NMB0941 50S ribosomal protein L36 955756 955634 

NMB0942 50S ribosomal protein L31, putative 956031 955759 

NMB0943 5, 1 0-methylenetetrahydrof olate reductase 956231 957106 

NMB0 94 4 5-methyltetrahydropteroyltriglutamate-homocysteine 

methyltransf erase 957247 959520 
NMB0945 hypothetical protein 959535 959696 

NMB094 6 peroxiredoxin 2 family protein/glutaredoxin 959802 960536 
NMB0947 lipoamide dehydrogenase, putative 960788 962188 

NMB0948 succinate dehydrogenase, cytochrome b556 subunit 962470 96284 4 
NMB094 9 succinate dehydrogenase, hydrophobic membrane anchor protein 
962841 963179 

NMB0950 succinate dehydrogenase, flavoprotein subunit 963185 964945 
NMB0951 succinate dehydrogenase, iron-sulfur protein 965068 965772 
NMB0952 conserved hypothetical protein 965779 966024 
NMB0953 hypothetical protein 966024 966104 
NMB0954 citrate synthase 966139 967419 

NMB0955 2-oxoglutarate dehydrogenase, El component 967627 970452 
NMB0956 2-oxoglutarate dehydrogenase, E2 component, dihydrolipoamide 

succinyltransf erase 970555 971733 
NMB0957 2-oxoglutarate dehydrogenase, E3 component, lipoamide 

dehydrogenase 972101 973531 
NMB0958 hypothetical protein 973659 973943 

NMB0959 succinyl-CoA synthetase, beta subunit 974045 975208 
NMB0960 succinyl-CoA synthetase, alpha subunit 975222 976109 
NMB0961 funZ protein 978267 976675 

NMB0962 excinuclease ABC, subunit A 981150 978304 

NMB0963 phosphatidylserine decarboxylase precursor-related protein 981305 
982099 

NMB0964 TonB-dependent receptor 985503 983230 
NMB0965 hypothetical protein 985832 985564 
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NMB0966 para-aminobenzoate synthase glutamine ami dotransf erase component 

II 985925 986512 
NMB0967 anthranilate phosphoribosyltransf erase 986579 987634 
NMB0968 hypothetical protein 987644 987729 
NMB0969 hypothetical protein 988030 987792 

NMB0970 conserved hypothetical protein, FRAMESHIFT 988106 989527 

NMB0971 hypothetical protein 989493 989780 

NMB0972 hypothetical protein 989788 989982 

NMB0973 hypothetical protein 989993 990274 

NMB0974 hypothetical protein 990284 990559 

NMB0975 hypothetical protein 990690 991004 

NMB0976 TspB-related protein 990991 991383 

NMB0977 modulator of drug activity B, putative 991676 992146 
NMB0978 NAD(P) t ranshydrogenase , beta subunit 993742 992360 
NMB0979 hypothetical protein 994205 993825 

NMB0980 NAD(P) t ranshydrogenase , alpha subunit 995750 994212 
NMB0981 phosphoserine phosphatase 996040 996870 

NMB0982 chloride channel protein-related protein 997018 998157 

NMB0 98 3 phosphoribosylaminoimidazolecarboxamide f ormyl transferase /IMP 

cyclohydrolase 998324 999901 
NMB0984 transposase, putative, degenerate 1000517 1001457 
NMB0985 E16-related protein 1001522 1002016 
NMB0986 hypothetical protein 1001997 1002425 

NMB0987 N-acetylmuramoyl-L-alanine amidase, putative 1002736 1003278 

NMB0988 hypothetical protein 1003278 1003478 

NMB0989 hypothetical protein 1003484 1003645 

NMB0990 hypothetical protein 1003859 1004260 

NMB0991 IS1106 transposase 1005417 1004308 

NMB0992 adhesin 1007326 1005554 

NMB0993 rubredoxin 1009428 1009261 

NMB0994 acyl-CoA dehydrogenase family protein 1011202 1010114 

NMB0995 macrophage infectivity potentiator-related protein 1012020 1011340 

NMB0996 hypothetical protein 1012411 1012043 

NMB0997 D-lactate dehydrogenase 1014397 1012709 

NMB0998 oxidoreductase, putative 1014921 1018751 

NMB0999 Nif R3 /SMM1 family protein 1018935 1019933 

NMB1000 IS1106 transposase, putative FRAMESHIFT 1020537 1021551 

NMB1001 integrase protein, degenerate 1023183 1022614 

NMB1002 hypothetical protein 1024370 1023498 

NMB1003 hypothetical protein 1024711 1024418 

NMB1004 hypothetical protein 1024962 1024720 

NMB1005 hypothetical protein 1025179 1024958 

NMB1006 hypothetical protein 1025360 1025184 

NMB1007 transcriptional regulator 1025451 1025819 

NMB1008 hypothetical protein 1025824 1026444 

NMB1009 conserved hypothetical protein 1026440 1026631 

NMB1010 hypothetical protein 1026658 1027218 

NMB1011 hypothetical protein 1027252 1028196 

NMB1012 hypothetical protein 1028284 1028784 

NMB1013 hypothetical protein 1028801 1028971 

NMB1014 conserved hypothetical protein 1029045 1029635 

NMB1015 IS150 transposase, putative FRAMESHIFT 1029653 1030443 

NMB1016 conserved hypothetical protein 1031794 1031192 

NMB1017 sulfate ABC transporter, periplasmic sulf ate-binding protein 

1033574 1032522 
NMB1018 conserved hypothetical protein 1034162 1033683 

NMB1019 phosphoribosylaminoimidazole carboxylase, ATPase subunit 1035345 
1034212 

NMB1020 hypothetical protein 1035887 1035345 
NMB1021 anthranilate synthase component I 1037359 1035887 
NMB1022 transposase, IS30 family 1038444 1037482 
NMB1023 conserved hypothetical protein 1039543 1038587 
NMB1024 conserved hypothetical protein 1040502 1039639 
NMB1025 conserved hypothetical protein 1040896 1040537 
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NMB1026 conserved hypothetical protein 1040971 1041447 
NMB1027 dnaJ protein, truncation 1041473 1042192 
NMB1028 conserved hypothetical protein 1042197 1043069 
NMB1029 aspartate ammonia- lyase 1044541 1043147 
NMB1030 conserved hypothetical protein 1045565 1045005 
NMB1031 3-isopropylmalate dehydrogenase 1046798 1045731 
NMB1032 type II restriction enzyme NlalV 1047563 1046835 
NMB1033 modification methylase NlalV 1048850 1047582 

NMB1034 3-isopropylmalate dehydratase, small subunit 1049666 1049028 
NMB1035 hypothetical protein 1049982 1049731 

NMB1036 3-isopropylmalate dehydratase, large subunit 1051488 1050082 

NMB1037 glutamate — cysteine ligase 1051748 1053094 

NMB1038 DNA repair protein RadC 1053220 1053894 

NMB1039 conserved hypothetical protein 1053970 1054692 

NMB1040 hypothetical protein 1054848 1056125 

NMB1041 GTP-binding protein 1056133 1057308 

NMB1042 cation transport ATPase, E1-E2 family 1057308 1059776 

NMB1043 hypothetical protein 1059940 1060142 

NMB1044 ferredoxin — NADP reductase 1061316 1060543 

NMB1045 hypothetical protein 1062298 1061507 

NMB1046 threonine synthase 1063753 1062347 

NMB1047 hypothetical protein 1064197 1063829 

NMB1048 hypothetical protein 1065918 1064452 

NMB1049 transcriptional regulator, putative 1066174 1067085 
NMB1050 transposase, IS30 family 1068512 1067550 
NMB1051 ABC transporter, ATP-binding protein 1070544 1068637 
NMB1052 dedA protein 1071207 1070566 

NMB1053 class 5 outer membrane protein 1072189 1071374 

NMB1054 IS1106 transposase, degenerate 1073920 1072988 

NMB1055 serine hydroxymethyltransf erase 1075474 1074227 

NMB1056 hypothetical protein 1075753 1075544 

NMB1057 gamma-glutamyltranspeptidase 1077776 1075959 

NMB1058 conserved hypothetical protein FRAMESHIFT 1078161 1077902 

NMB1059 conserved hypothetical protein 1078505 1078720 

NMB1060 fructose-1, 6-bisphosphatase 1079840 1078869 

NMB1061 conserved hypothetical protein 1080931 1080089 

NMB1062 conserved hypothetical protein 1081610 1081011 

NMB1063 dihydroneopterin aldolase 1081666 1082019 

NMB1064 conserved hypothetical protein 1082056 1082589 

NMB1065 crcB protein 1083465 1083109 

NMB1066 hypothetical protein 1084174 1083497 

NMB1067 cell division protein FtsK 1084339 1087380 

NMB1068 gamma-glutamyl phosphate reductase 1088870 1087611 

NMB1069 glutamate 5-kinase 1089992 1088886 

NMB1070 2-isopropylmalate synthase 1090477 1092027 

NMB1071 conserved hypothetical protein 1092125 1092784 

NMB1072 prolipoprotein diacylglyceryl transferase 1093721 1092873 

NMB1073 conserved hypothetical protein 1094922 1093795 

NMB1074 acetylglutamate kinase 1095092 1095985 

NMB1075 conserved hypothetical protein 1098302 1097637 

NMB1076 DnaA-related protein 1098967 1098302 

NMB1077 ABC transporter, ATP-binding protein, truncation 1099623 1099075 
NMB1078 transcriptional regulator, UmuD/LexA family 1100312 1099875 
NMB1079 hypothetical protein 1100580 1100425 
NMB1080 ner protein FRAMESHIFT 1100802 1101061 
NMB1081 bacteriophage transposase 1101126 1103108 
NMB1082 hypothetical protein 1103120 1103317 

NMB1083 bacteriophage DNA transposition protein B, putative 1103481 
1104650 

NMB1084 hypothetical protein 1104655 1105173 

NMB1085 N-acetylmuramoyl-L-alanine amidase, putative 1105319 1105861 

NMB1086 hypothetical protein 1106234 1106467 

NMB1087 hypothetical protein 1106758 1107060 

NMB1088 conserved hypothetical protein 1107278 1107111 
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NMB1089 hypothetical protein 1107506 1107841 

NMB1090 hypothetical protein 1107856 1108119 

NMB1091 hypothetical protein 1108119 1108313 

NMB1092 hypothetical protein 1108319 1108822 

NMB1093 hypothetical protein 1109412 1108825 

NMB1094 hypothetical protein 1109497 1111044 

NMB1095 conserved hypothetical protein 1111047 1112612 

NMB1096 conserved hypothetical protein 1112602 1113894 

NMB1097 cryptic Mu-phage G protein, putative 1114007 1114419 

NMB1098 I protein, putative 1114653 1115711 

NMB1099 transposase, IS30 family 1116767 1115805 

NMB1100 hypothetical protein 1116795 1117274 

NMB1101 conserved hypothetical protein 1117277 1117696 

NMB1102 hypothetical protein 1117746 1118336 

NMB1103 hypothetical protein 1118336 1118530 

NMB1104 phage sheath protein 1118536 1119942 

NMB1105 hypothetical protein 1120010 1120384 

NMB1106 hypothetical protein 1120391 1120753 

NMB1107 hypothetical protein 1121610 1121011 

NMB1108 hypothetical protein 1121780 1123933 

NMB1109 phage virion protein, putative 1123936 1125264 

NMB1110 tail protein, 43 kDa 1125257 1126399 

NMB1111 baseplate assembly protein V, putative 1126399 1127064 

NMB1112 conserved hypothetical protein 1127168 1127512 

NMB1113 conserved hypothetical protein FRAMESHIFT 1127529 1128580 

NMB1114 conserved hypothetical protein 1128580 1129137 

NMB1115 tail fibre protein, putative 1129151 1131121 

NMB1116 hypothetical protein 1131560 1132084 

NMB1117 hypothetical protein 1132350 1132204 

NMB1118 conserved hypothetical protein 1132762 1132478 

NMB1119 conserved hypothetical protein 1132842 1133444 

NMB1120 hypothetical protein 1133426 1133719 

NMB1121 conserved hypothetical protein 1133719 1133925 

NMB1122 ABC transporter, ATP-binding protein FRAMESHIFT 1135181 1134041 

NMB1198 conserved hypothetical protein 1199352 1198465 

NMB1161 hypothetical protein 1167620 1167426 

NMB1162 hypothetical protein 1168307 1167663 

NMB1163 hypothetical protein 1168675 1168307 

NMB1164 hypothetical protein 1169353 1168685 

NMB1165 oxidoreductase, short chain dehydrogenase/reductase family 1170237 
1169521 

NMB1128 conserved hypothetical protein 1139597 1138287 
NMB1167 hypothetical protein 1171869 1171666 
NMB1168 phytoene synthase, putative 1172903 1172034 
NMB1131 chaperone protein HscA 1142897 1141038 
NMB1132 hypothetical protein 1143630 1142977 

NMB1171 conserved hypothetical protein / ankyrin-related protein 1176464 
1175706 

NMB1172 ferredoxin, 2Fe-2S type 1176860 1176522 

NMB1173 hypothetical protein 1177278 1177138 

NMB1136 hypothetical protein 1146017 1145337 

NMB1175 conserved hypothetical protein 1178247 1178053 

NMB1176 conserved hypothetical protein 1178719 1178321 

NMB1139 acetyl-CoA carboxylase, carboxyl transferase alpha subunit 1147851 
114 68 95 

NMB1140 mesJ protein FRAMESHIFT 1149229 1147948 

NMB1179 RNA methyltransf erase , TrmH family 1182124 1181516 

NMB1180 hypothetical protein 1182411 1182178 

NMB1181 hypothetical protein 1182945 1182583 

NMB1182 hypothetical protein 1183262 1182960 

NMB114 5 UDP-N-acetylmuramate : L-alanyl-gamma-D-glutamyl-meso- 

diaminopimelate ligase 1152664 1151291 
NMB1146 biotin synthetase 1153923 1152874 
NMB1185 hypothetical protein 1186675 1186043 
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NMB1148 hypothetical protein 1154845 1154693 
NMB1187 hypothetical protein 1187052 1186912 
NMB1150 dihydroxy-acid dehydratase 1157144 1155288 

NMB1189 sulfite reductase hemoprotein, beta-component 1191122 1189356 
NMB1190 sulfite reductase (NADPH) f lavoprotein, alpha component 1192963 
1191152 

NMB1153 sulfate adenylyl transf erase, subunit 1 1162210 1160927, plasmid 
protein [^^^^Bf 

NMB1192 sulfate adenylyltrans f erase , subunit 2 1195208 1194288 
NMB1155 phosphoadenosine phosphosulf ate reductase 1163950 1163213 
NMB1194 siroheme synthase 1197448 1196000 
NMB1195 hypothetical protein 1197732 1197577 

NMB1158 nickel-dependent hydrogenase, b-type cytochrome subunit 1166365 
1165712 

NMB1197 conserved hypothetical protein 1199352 1198465 

NMB1199 GTP-binding protein TypA 1201433 1199625 

NMB1200 ribonuclease II family protein 1202272 1204644 

NMB1201 IMP dehydrogenase 1206449 1204989 

NMB1202 hypothetical protein 1207237 1206779 

NMB1203 protein-PII uridylyltransf erase 1209886 1207331 

NMB1204 transcriptional regulator 1210255 1209938 

NMB1205 hypothetical protein 1210426 1210283 

NMB1206 bacterioferritin B 1211053 1210583 

NMB1207 bacterioferritin A 1211545 1211084 

NMB1208 hypothetical protein 1211610 1211810 

NMB1209 hypothetical protein 1211900 1212100 

NMB1210 toxin-activating protein, putative 1212121 1212585 

NMB1211 hypothetical protein 1212984 1212745 

NMB1212 hypothetical protein 1213319 1212984 

NMB1213 hypothetical protein 1213678 1213319 

NMB1214 hemagglutinin/hemolysin-related protein 1220496 1213678 

NMB1215 hypothetical protein 1220814 1220659 

NMB1216 lipoic acid synthetase 1221989 1221009 

NMB1217 lipoate-protein ligase B 1222554 1221985 

NMB1218 conserved hypothetical protein 1222882 1222610 

NMB1219 transporter, putative 1223067 1224134 

NMB1220 stomatin/Mec-2 family protein 1225281 1224337 

NMB1221 hypothetical protein 1225703 1225299 

NMB1222 uracil-DNA glycosylase 1225784 1226440 

NMB1223 site-specific DNA methylase, degenerate 1226520 1229028 
NMB1224 hypothetical protein 1229552 1229154 
NMB1225 hypothetical protein 1230112 1229600 

NMB1226 ABC transporter, ATP-binding protein 1232500 1230581 
NMB1227 conserved hypothetical protein 1232972 1232580 
NMB1228 homoserine dehydrogenase 1233145 123444 9 
NMB1229 hypothetical protein 1234445 1234876 
NMB1230 DNA-binding protein HU-beta 1235207 1234941 
NMB1231 ATP-dependent protease La 1237851 1235392 
NMB1232 conserved hypothetical protein 1238285 1239202 
NMB1233 exodeoxyribonuclease V, alpha subunit 1240978 1239236 
NMB1234 ABC transporter, ATP-binding protein 1241741 1241049 
NMB1235 conserved hypothetical protein 1242981 1241737 
NMB1236 hypothetical protein 1243186 1243461 
NMB1237 recombination protein RecR 1244140 1243523 

NMB1238 peptidyl-prolyl cis-trans isomerase-related protein 1245742 
1244207 

NMB1239 conserved hypothetical protein 1246176 1245805 
NMB1240 ABC transporter, ATP-binding protein 1246326 1247951 
NMB1241 tRNA nucleotidyltransferase 1248026 1249276 
NMB1242 hypothetical protein 1249502 1249807 

NMB1243 Holliday junction DNA helicase RuvB 1249892 1250920 
NMB1244 ribulose-phosphate 3-epimerase 1251674 1250949 
NMB1245 hypothetical protein 1252367 1252035 
NMB1246 conserved hypothetical protein 1253294 1252434 
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NMB1247 riboflavin synthase, alpha subunit 1254006 1253305 
NMB1248 molybdopterin-guanine dinucleotide biosynthesis protein A 

FRAMESHIFT 1254659 1254085 
NMB1249 nitrate/nitrite sensory protein NarX, putative 1254901 1256670 
NMB1250 transcriptional regulator, LuxR family 1256670 1257323 
NMB1251 transposase, IS30 family 1258731 1257769 

NMB1252 phosphoribosylf ormylglycinamidine cyclo-ligase 1259914 1258883 

NMB1253 hypothetical protein 1260672 1261346 

NMB1254 GTP cyclohydrolase II 1261342 1261932 

NMB1255 glycosyl transferase, degenerate 1262256 1263263 

NMB1256 GTP cyclohydrolase I I /3 , 4 -dihydroxy-2-butanone-4 -phosphate 

synthase 1263728 1264816 
NMB1257 site-specific DNA methylase, degenerate 1265357 1265130 
NMB1258 conserved hypothetical protein 1267046 1265739 
NMB1259 transposase, IS30 family 1267584 1268546 

NMB1260 type III restriction-modification system EcoPI enzyme, subunit res 
1271565 1268629 

NMB1261 type III restriction-modification system EcoPI enzyme, subunit mod 

POINT MUTATION FRAMESHIFT 1273661 1271581 
NMB1262 peptidyl-prolyl cis-trans isomerase 1274334 1273780 
NMB1263 CobW-related protein 1275316 1274402 
NMB1264 conserved hypothetical protein 1275771 1275502 
NMB1265 conserved hypothetical protein 1276061 1275771 
NMB1266 zinc uptake regulation protein, putative 1276582 1276109 
NMB1267 low molecular weight protein tyrosine-phosphatase 1277108 1276656 
NMB1268 conserved hypothetical protein 1278348 1277236 
NMB1269 hypothetical protein 1279559 1278465 
NMB1270 conserved hypothetical protein 1281272 1279644 

NMB1271 mercury transport periplasmic protein, putative 1281584 1281375 
NMB1272 hypothetical protein 1281765 1281625 

NMB1273 alginate O-acetylation protein Algl, putative 1282215 1283648 

NMB1274 hypothetical protein 1283662 1284642 

NMB1275 hypothetical protein 1284642 1286083 

NMB1276 long-chain-fatty-acid — CoA ligase 1286122 1287672 

NMB1277 transporter, BCCT family 1289792 1287768 

NMB1278 site-specific recombinase 1290081 1292084 

NMB1279 membrane-bound lytic murein transglycosylase B, putative 1293319 
1292213 

NMB1280 very long chain acyl-CoA dehydrogenase-related protein 1294 948 
1293524 

NMB1281 transcription-repair coupling factor 1295133 1299269 
NMB1282 aspartate 1-decarboxylase 1299421 1299801 

NMB1283 2-dehydro-3-deoxyphosphooctonate aldolase 1299826 1300665 
NMB1284 hypothetical protein 1300683 1301120 
NMB1285 enolase 1301171 1302454 

NMB1286 conserved hypothetical protein 1302471 1302746 
NMB1287 ferredoxin, putative 1303080 1302793 

NMB1288 ribonucleoside-diphosphate reductase, beta subunit 1304479 1303328 
NMB1289 type II restriction enzyme, putative 1305706 1304522 
NMB1290 C-5 cytosine-specif ic DNA-methylase 1306712 1305702 
NMB1291 ribonucleoside-diphosphate reductase, alpha subunit 130904 9 
1306773 

NMB1292 hypothetical protein 1309394 1309209 
NMB1293 hypothetical protein 1309563 1309886 

NMB1294 l-acyl-sn-glycerol-3-phosphate acyltransf erase 1310967 1310203 
NMB1295 f ormamidopyrimidine-DNA glycosylase 1311882 1311058 
NMB1296 hypothetical protein 1312599 1311937 

NMB1297 membrane-bound lytic murein transglycosylase D 1312778 1314751 
NMB1298 ribosomal small subunit pseudouridine synthase A 1314822 1315511 
NMB1299 sodium- and chloride-dependent transporter, degenerate 1316091 
1317454 

NMB1300 cytidylate kinase 1317701 1318354 

NMB1301 30S ribosomal protein SI 1318513 1320195 

NMB1302 integration host factor, beta subunit 1320209 1320520 
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NMB1303 transcriptional regulator, MerR family 1321281 1320877 

NMB1304 alcohol dehydrogenase, class III 1321402 1322535 

NMB1305 esterase, putative 1322547 1323371 

NMB1306 conserved hypothetical protein 1323765 1324913 

NMB1307 nucleoside diphosphate kinase 1324975 1325397 

NMB1308 conserved hypothetical protein 1325543 1326634 

NMB1309 fimbrial biogenesis and twitching motility protein, putative 

1326640 1327398 
NMB1310 gcpE protein 1327417 1328679 
NMB1311 hypothetical protein 1328970 1328737 

NMB1312 ATP-dependent Clp protease, proteolytic subunit 1329655 1329128 

NMB1313 trigger factor 1331148 1329838 

NMB1314 cell division protein FtsK 1333791 1331356 

NMB1315 uracil permease 1334014 1335222 

NMB1316 hypothetical protein 1335289 1335726 

NMB1317 hypothetical protein 1335865 1336266 

NMB1318 CDP-diacylglycerol — serine O-phosphatidyltransf erse 1336343 
1337086 

NMB1319 conserved hypothetical protein 1337090 1337860 
NMB1320 50S ribosomal protein L9 1338540 1338091 
NMB1321 30S ribosomal protein S18 1338787 1338560 

NMB1322 primosomal replication protein n, putative 1339096 1338797 
NMB1323 30S ribosomal protein S6 1339465 1339100 
NMB1324 thioredoxin reductase 1340571 1339624 

NMB1325 cation transport ATPase, E1-E2 family 1340710 1342869 

NMB1326 excinuclease ABC, subunit C 1342969 1344819 

NMB1327 conserved hypothetical protein 1345045 1346445 

NMB1328 conserved hypothetical protein 1346570 1347283 

NMB1329 hypothetical protein 1347649 1347840 

NMB1330 hypothetical protein 1348276 1347917 

NMB1331 excinuclease ABC, subunit B 1350416 1348392 

NMB1332 carboxy-terminal peptidase 1352229 1350748 

NMB1333 conserved hypothetical protein 1354146 1352359 

NMB1334 hypothetical protein 1354238 1354471 

NMB1335 creA protein 1354474 1355031 

NMB1336 conserved hypothetical protein 1355036 1355581 
NMB1337 conserved hypothetical protein 1355577 1356029 
NMB1338 isomerase, putative 1356698 1356045 
NMB1339 prolyl-tRNA synthetase^ 1358473 1356764 
NMB1340 hypothetical protein 1358924 1359151 

NMB1341 pyruvate dehydrogenase, El component 1359167 1361827 
NMB134 2 pyruvate dehydrogenase, E2 component, dihydrolipoamide 

acetyltransferase FRAMESHIFT 1361979 1363583 
NMB1343 hypothetical protein 1363680 1364114 

NMB134 4 pyruvate dehydrogenase, E3 component, lipoamide dehydrogenase 

1364135 1365916 
NMB1345 hypothetical protein 1367830 1366283 

NMB134 6 TonB-dependent receptor, putative FRAMESHIFT 1369731 1367957 

NMB1347 extragenic suppressor protein SuhB 1370786 1370004 

NMB1348 RNA methylase, putative 1371030 1371842 

NMB1349 hypothetical protein 1371906 1372760 

NMB1350 hypothetical protein 1372967 1373305 

NMB1351 fmu and fmv protein, putative 1373656 1374909 

NMB1352 hypothetical protein 1375272 1375703 

NMB1353 aldehyde dehydrogenase family protein 1377097 1375757 
NMB1354 conserved hypothetical protein 1377755 1377105 

NMB1355 glutamyl-tRNA (Gin) amidotransf erase subunit C, putative 1377 906 
1378193 

NMB1356 Glu-tRNA (Gin) amidotrans f erase, subunit A 1378259 1379701 
NMB1357 conserved hypothetical protein 1379701 1380630 
NMB1358 Glu-tRNA (Gin) amidotransf erase, subunit B 1380676 1382103 
NMB1359 CDP-6-deoxy-delta-3, 4-glucoseen reductase, putative 1382318 
1383325 

NMB1360 pyridoxamine 5-phosphate oxidase 1384090 1383461 
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NMB1361 conserved hypothetical protein 1384312 1385361 

NMB1362 oxalate/formate antiporter, putative 1386974 1385436 

NMB1363 exodeoxyribonuclease, large subunit 1388622 1387270 

NMB1364 NH (3) -dependent NAD+ synthetase NadE, putative 1388819 1389637 

NMB1365 conserved hypothetical protein 1390183 1389713 

NMB1366 thioredoxin 1390481 1390810 

NMB1367 conserved hypothetical protein 1391930 1390869 
NMB1368 ATP-dependent RNA helicase, putative 1392141 1393526 
NMB1369 hypothetical protein 1394572 1394021 
NMB1370 hypothetical protein 1395217 1394860 
NMB1371 acetylornithine aminotransferase 1395561 1396754 
NMB1372 ATP-dependent Clp protease, ATP-binding subunit ClpX 1398104 
1396863 

NMB1373 ribosome-binding factor A 1398295 1398663 

NMB1374 tRNA pseudouridine synthase B 1398699 1399619 

NMB1375 modification methylase, putative FRAMESHIFT 1399839 1401945 

NMB1376 conserved hypothetical protein POINT MUTATION 1401938 1404712 

NMB1377 L-lactate dehydrogenase 1406036 1404867 

NMB1378 conserved hypothetical protein 1406327 1406770 

NMB1379 nifS protein 1406802 1408013 

NMB1380 nifU protein 1408280 1408663 

NMB1381 HesB/YadR/YfhF family protein 1408693 1409070 
NMB1382 conserved hypothetical protein 1409254 1409036 
NMB1383 chaperone protein HscB 1409336 1409833 
NMB1384 DNA gyrase subunit A 1409934 1412681 

NMB1385 IS1016 family transposase, degenerate 1412841 1413241 
NMB1386 transposase, putative FRAMESHIFT 1413303 1413955 
NMB1387 hypothetical protein 1414840 1414292 
NMB1388 glucose-6-phosphate isomerase 1416500 1414857 
NMB1389 RpiR/YebK/YfhH family protein 1417469 1416624 
NMB1390 glucokinase 1418505 1417522 

NMB1391 oxidoreductase, Sol/DevB family 1419181 1418489 
NMB1392 glucose-6-phosphate 1-dehydrogenase 1420906 1419464 
NMB1393 phosphogluconate dehydratase 1421474 1423306 

NMB13 94 4-hydroxy-2-oxoglutarate aldolase/ 2 -deydro-3-deoxyphosphogluconate 

aldolase 1423490 1424125 
NMB1395 alcohol dehydrogenase, zinc-containing 1425427 1424390 
NMB1396 A/G-specific adenine glycosylase 1425581 1426627 
NMB1397 hypothetical protein 1426793 1426972 
NMB1398 Cu-Zn-superoxide dismutase 1427047 1427604 
NMB1399 IS1106 transposase 1429146 1428175 
NMB1400 ABC transporter family protein 1431631 1429406 
NMB1401 IS1016C2 transposase 1432983 1432447 
NMB1402 hypothetical protein 1433320 1433751 
NMB1403 FrpA/C-related protein 1433795 1433983 
NMB1404 hypothetical protein 1434021 1434746 
NMB1405 FrpA/C-related protein 1434763 1435962 
NMB1406 hypothetical protein 1436396 1436755 
NMB1407 FrpA-related protein, degenerate 1436755 1437881 
NMB1408 hypothetical protein 1437960 1438451 
NMB1409 FrpA/C-related protein 1438582 1439007 
NMB1410 hypothetical protein 1439247 1439783 
NMB1411 IS1016C2 transposase 1440610 1439960 
NMB1412 FrpC operon protein 1441216 1442022 

NMB1413 IS1016 family transposase, putative FRAMESHIFT 1442715 1442132 
NMB1414 FrpC operon protein 1442798 1443568 
NMB1415 iron-regulated protein FrpC 1443588 1449074 
NMB1416 aminopeptidase N 1452022 1449422 

NMB1417 conserved hypothetical protein 1452947 1452156 
NMB1418 HtrB/MsbB family protein 1454563 1453697 

NMB1419 crossover junction endodeoxyribonuclease RuvC 1455150 1454617 
NMB1420 f actor-f or-inversion stimulation protein Fis, putative 1455392 
1455156 

NMB1421 nifR3 protein 1456432 1455425 
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NMB1422 ATP-dependent RNA helicase, putative 1456798 1458168 
NMB1423 conserved hypothetical protein 1458746 1459870 
NMB1424 hypothetical protein 1459903 1460928 

NMB1425 lysyl-tRNA synthetase, heat inducible 1462560 1461052 

NMB1426 hypothetical protein 1463968 1462718 

NMB1427 hypothetical protein 1464208 1464032 

NMB1428 aminopeptidase, putative 1464426 1466219 

NMB1429 outer membrane protein PorA 1468209 1467034 

NMB1430 transcription elongation factor GreA 1470964 1470491 

NMB1431 hypothetical protein 1471298 1471050 

NMB14 32 3-phosphoshikimate 1-carboxyvinyl transferase 1471360 1472658 
NMB1433 conserved hypothetical protein FRAMESHIFT 1473237 1472707 
NMB1434 cardiolipin synthetase family protein 1474971 1473448 
NMB1435 drug resistance translocase family protein 1476489 1475086 
NMB1436 conserved hypothetical protein 1476774 1477550 
NMB1437 conserved hypothetical protein 1477550 1478248 
NMB1438 conserved hypothetical protein 1478248 1479699 
NMB14 39 phosphoribosylaminoimidazole carboxylase, catalytic subunit 

1480370 1479888 
NMB1440 hypothetical protein 1481131 1480421 
NMB1441 O-methyltransferase, putative 1481799 1481134 
NMB1442 mismatch repair protein MutL 1482139 1484112 
NMB1443 DNA polymerase III, subunits gamma and tau 1484210 1486321 
NMB1444 conserved hypothetical protein 1486404 1486736 
NMB1445 recA protein 1489556 1488513 

NMB1446 3-dehydroquinate dehydratase 1489810 1490571 

NMB1447 ATP-dependent DNA helicase Rep 1490594 1492606 

NMB1448 DNA-damage-inducible protein P 1493734 1492781 

NMB1449 TonB-dependent receptor POINT MUTATION 1496967 1493881 

NMB1450 ferredoxin — NADP reductase 1497241 1498017 

NMB1451 DNA polymerase III, epsilon subunit 1499643 1498234 

NMB1452 conserved hypothetical protein 1500459 1501595 

NMB1453 hypothetical protein 1502335 1501847 

NMB1454 ferredoxin, 4Fe-4S bacterial type 1503891 1502398 

NMB1455 hypothetical protein 1504075 1503959 

NMB1456 hypothetical protein 1504347 1504153 

NMB1457 transketolase 1504419 1506395 

NMB1458 fumarate hydratase, class II 1506547 1507932 

NMB1459 conserved hypothetical protein 1508923 1508003 

NMB1460 single-strand binding protein 1509972 1509451 

NMB1461 drug resistance translocase family protein 1511361 1509979 

NMB1462 transglycosylase, putative 1512092 1511472 

NMB1463 IS110-6 transposase, degenerate 1512998 1512596 

NMB1464 conserved hypothetical protein 1513541 1513053 

NMB1465 opacity protein FRAMESHIFT 1515309 1514483 

NMB1466 conserved hypothetical protein 1515639 1516367 

NMB1467 exopolyphosphatase 1516487 1517992 

NMB1468 hypothetical protein 1518527 1518207 

NMB1469 hypothetical protein 1518607 1518527 

NMB1470 hypothetical protein 1519392 1518850 

NMB1471 tryptophanyl-tRNA synthetase 1520471 1519464 

NMB1472 clpB protein 1520732 1523308 

NMB1473 aminotransferase, class I 1524612 1523401 

NMB1474 4-oxalocrotonate tautomerase, putative 1524910 1524704 

NMB1475 conserved hypothetical protein 1525255 1526058 

NMB1476 glutamate dehydrogenase, NAD-specific 1527384 1526122 

NMB1477 hypothetical protein 1527562 1527396 

NMB1478 phosphoglycolate phosphatase FRAMESHIFT 1527786 1528489 
NMB1479 regulatory protein RecX 1528560 1529018 
NMB1480 hypothetical protein 1529095 1529253 
NMB1481 hypothetical protein 1529262 1529393 

NMB1482 acyl CoA thioester hydrolase family protein 1529409 1529888 

NMB1483 lipoprotein NlpD, putative 1531499 1530255 

NMB1484 stationary-phase survival protein SurE 1532501 1531758 
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NMB1485 conserved hypothetical protein 1534074 1532521 
NMB1486 hypothetical protein 1534263 1534126 
NMB1487 fimbrial assembly protein 1535230 1534445 

NMB1488 succinate-semialdehyde dehydrogenase (NADP+) 1536772 1535342 

NMB1489 hypothetical protein 1537259 1537750 

NMB1490 hypothetical protein 1538345 1537917 

NMB1491 hypothetical protein 1538785 1538699 

NMB1492 hypothetical protein 1538860 1538795 

NMB1493 carbon starvation protein A 1538892 1540970 

NMB1494 conserved hypothetical protein 154 0963-1541154 

NMB1495 hypothetical protein 1541371 1541562 

NMB1496 conserved hypothetical protein 1541673 1542230 

NMB1497 TonB-dependent receptor 1543234 1545996 

NMB1498 aspartokinase, alpha and beta subunits 1549220 1548006 
NMB1499 ribonuclease PH 1550148 1549423 

NMB1500 conserved hypothetical protein 1550694 1550233 

NMB1501 HesA/MoeB/ThiF family protein 1550911 1551684 

NMB1502 hypothetical protein 1551825 1552349 

NMB1503 hypothetical protein 1552608 1552814 

NMB1504 conserved hypothetical protein 1552706 1553557 

NMB1505 nicotinate phosphoribosyltransf erase 1553601 1554806 

NMB1506 arginyl-tRNA synthetase 1554901 1556616 

NMB1507 hypothetical protein 1556714 1557070 

NMB1508 hypothetical protein 1557130 1558584 

NMB1509 amino acid ABC transporter, permease protein 1560344 1559601 

NMB1510 thermonuclease family protein 1561224 1560526 

NMB1511 ribose 5-phosphate isomerase A 1561934 1561266 

NMB1512 YgbB/YacN family protein 1562493 1562014 

NMB1513 conserved hypothetical protein 1563214 1562528 

NMB1514 DNA polymerase III, epsilon subunit 1563945 1563214 

NMB1515 transporter, putative 1565411 1564104 

NMB1516 fixS protein 1565589 1565404 

NMB1517 hypothetical protein 1565885 1565589 

NMB1518 acetate kinase 1566236 1567429 

NMB1519 thiol : disulfide interchange protein DsbD 1569752 1567950 

NMB1520 hypothetical protein 1570337 1569819 

NMB1521 phytoene synthase-related protein 1571249 1570425 

NMB1522 FKBP-type peptidyl-prolyl cis-trans isomerase SlyD 1571803 1571324 
NMB1523 hypothetical protein 1572276 1572569 
NMB1524 oxidoreductase, putative 1572682 1574046 
NMB1525 VirG-related protein FRAMESHIFT 1576262 1574233 
NMB1526 small major protein B 1577081 1576638 

NMB1527 ADP-heptose — LPS heptosyltransf erase II 1578146 1577139 
NMB1528 methylated-DNA — protein-cysteine methyltransf erase, putative 
1579353 1578547 

NMB1529 conserved hypothetical protein FRAMESHIFT 1579597 1580409 

NMB1530 succinyl-diaminopimelate desuccinylase 1582228 1581086 

NMB1531 conserved hypothetical protein 1582961 1582344 

NMB1532 conserved hypothetical protein 1583504 1582998 

NMB1533 H.8 outer membrane protein 1584150 1583602 

NMB1534 hypothetical protein 1584287 1584150 

NMB1535 hypothetical protein 1584404 1584874 

NMB1536 preprotein translocase SecA subunit 1584984 1587731 
NMB1537 DNA primase 1587879 1589648 

NMB1538 RNA polymerase sigma factor RpoD 1589838 1591763 

NMB1539 IS1106 transposase 1591913 1592917 

NMB1540 lactoferrin-binding protein A 1597271 1594443 

NMB1541 lactoferrin-binding protein B 1599481 1597271 

NMB1542 hypothetical protein 1600504 1600722 

NMB1543 conserved hypothetical protein 1600871 1602082 

NMB1544 hypothetical protein 1602097 1602405 

NMB1545 hypothetical protein 1602412 1602609 

NMB1546 hypothetical protein 1602795 1603076 

NMB1547 hypothetical protein 1603107 1603406 
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NMB1548 tspB protein, putative 1603741 1605384 

NMB1549 hypothetical protein 1606176 1606325 

NMB1550 conserved hypothetical protein 1606332 1606613 

NMB1551 conserved hypothetical protein 1606617 1607717 

NMB1552 pilin gene inverting protein PivNM-lA 1608019 1608972 

NMB1553 transposase, truncation 1612022 1611708 

NMB1554 CTP synthase 1613884 1612253 

NMB1555 long-chain-fatty-acid — CoA ligase 1615666 1613999 

NMB1556 tRNA ( 5-methylaminomethyl-2-thiouridylate ) -methyltransf erase 

1616840 1615740 
NMB1557 conserved hypothetical protein 1617439 1616969 
NMB1558 diacylglycerol kinase 1618115 1617735 
NMB1559 glutathione synthetase 1619386 1618430 
NMB1560 glutaminyl-tRNA synthetase 1621164 1619479 
NMB1561 transcriptional regulator, DeoR family 1622049 1621279 
NMB1562 conserved hypothetical protein 1622994 1622095 
NMB1563 transcriptional regulator, GntR family 1623859 1623146 
NMB1564 conserved hypothetical protein 1624850 1624431 
NMB1565 hypothetical protein 1625639 1624971 

NMB1566 phosphoribosylglycinamide formyltrans f erase 1626281 1625658 

NMB1567 macrophage infectivity potentiator 1627206 1626391 

NMB1568 DNA polymerase holoenzyme chi subunit, putative 1627905 1627468 

NMB1569 aminopeptidase A/I, FRAMESHIFT 1629499 1627971 

NMB1570 conserved hypothetical protein 1629544 1630656 

NMB1571 conserved hypothetical protein 1630656 1631723 

NMB1572 aconitate hydratase 2 1631936 1634518 

NMB1573 ornithine carbamoyltrans f erase , catabolic 1634663 1635655 

NMB1574 ketol-acid reductoisomerase 1636895 1635885 

NMB1575 conserved hypothetical protein 1637268 1636978 

NMB1576 acetolactate synthase III, small subunit 1637826 1637338 

NMB1577 acetolactate synthase III, large subunit 1639564 1637840 

NMB1578 conserved hypothetical protein 1640685 1641335 

NMB1579 ATP phosphoribosyltransf erase 1641417 1642067 

NMB1580 hypothetical protein 1642174 1643070 

NMB1581 histidinol dehydrogenase 1643070 1644356 

NMB1582 histidinol-phosphate aminotransferase 1644405 1645499 

NMB1583 imidazoleglycerol-phosphate dehydratase 1645499 1646413 

NMB1584 3-hydroxyacid dehydrogenase 1646511 1647377 

NMB1585 transcriptional regulator, MarR family 1647658 1648086 

NMB1586 hypothetical protein 1648100 1648963 

NMB1587 protease, putative 1650120 1649020 

NMB158 8 CDP-diacylglycerol — glycerol-3-phosphate 3-phosphat idyl transferase 

1651479 1650919 
NMB1589 hypothetical protein 1652036 1651797 
NMB1590 conserved hypothetical protein 1652675 1652343 
NMB1591 transcriptional regulator MtrA 1652804 1653706 
NMB1592 hypothetical protein 1653729 1654313 
NMB1593 conserved hypothetical protein 1654445 1655305 
NMB1594 spermidine/putrescine ABC transporter, periplasmic 

spermidine/putrescine-binding protein 1656479 1655352 
NMB1595 alanyl-tRNA synthetase 1656684 1659305 
NMB1596 hypothetical protein 1659348 1659551 
NMB1597 hypothetical protein 1659569 1659997 
NMB1598 hypothetical protein 1660094 1660282 
NMB1599 hypothetical protein 1660300 1660584 
NMB1600 hypothetical protein 1660624 1660878 
NMB1601 IS1106 transposase 1661075 1662079 
NMB1602 transposase, putative 1663112 1661997 

NMB1603 tellurite resistance protein, putative 1663289 1664230 

NMB1604 phosphoglycerate mutase 1664989 1664309 

NMB1605 topoisomerase IV subunit A 1665137 1667437 

NMB1606 sensor histidine kinase 1667460 1669033 

NMB1607 sigma-54 dependent response regulator 1669029 1669493 

NMB1608 conserved hypothetical protein 1669600 1670349 
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NMB1609 trans-sulf uration enzyme family protein 1672860 1671694 
NMB1610 hypothetical protein 1673766 1673008 
NMB1611 hypothetical protein 1673866 1674114 

NMB1612 amino acid ABC transporter, periplasmic amino acid-binding protein 

1674169 1674972 
NMB1613 fumarate hydratase, class I 1675282 1676802 
NMB1614 Trk system potassium uptake protein TrkA 1676903 1678312 
NMB1615 hypothetical protein 1678758 1679018 
NMB1616 phosphomethylpyrimidine kinase 1679755 1680558 
NMB1617 tellurite resistance protein, putative 1681480 1680614 
NMB1618 ribonuclease HI 1681594 1682028 

NMB1619 conserved hypothetical protein 1682889 1683290 
NMB1620 conserved hypothetical protein 1683333 1684514 
NMB1621 glutathione peroxidase 1685113 1684583 
NMB1622 nitric oxide reductase 1687547 1685295 

NMB1623 major anaerobically induced outer membrane protein 1687918 1689087 

NMB1624 conserved hypothetical protein 1689215 1689967 

NMB1625 pilin gene inverting protein PivNM-lB 1691651 1690698 

NMB1626 conserved hypothetical protein 1693053 1691953 

NMB1627 conserved hypothetical protein 1693338 1693057 

NMB1628 tspB protein, putative 1695347 1693797 

NMB1629 Hypothetical protein 1695690 1695328 

NMB1630 hypothetical protein 1696057 1695758 

NMB1631 hypothetical protein 1696449 1696088 

NMB1632 hypothetical protein 1696752 1696555 

NMB1633 hypothetical protein 1697067 1696759 

NMB1634 conserved hypothetical protein 1698296 1697091 

NMB1635 hypothetical protein 1698662 1698444 

NMB1636 opacity protein FRAMESHIFT 1700231 1701047 

NMB1637 conserved hypothetical protein 1701808 1701254 

NMB1638 YhbX/YhjW/YijP/YjdB family protein 1703518 1701887 

NMB1639 hypothetical protein 1703921 1703595 

NMB1640 phosphoserine aminotransferase 1705027 1703924 

NMB1641 conserved hypothetical protein 1705374 1705820 

NMB1642 N utilization substance protein A 1705851 1707350 

NMB1643 translation initiation factor IF-2 1707365 1710250 

NMB1644 hypothetical protein 1711755 1710418 

NMB1645 hypothetical protein 1713169 1711832 

NMB1646 hemolysin, putative 1713312 1713935 

NMB1647 amino acid symporter, putative 1715420 1714005 

NMB1648 conserved hypothetical protein 1715747 1716472 

NMB1649 disulfide bond formation protein B 1717022 1716537 

NMB1650 leucine-responsive regulatory protein 1718177 1717716 

NMB1651 alanine racemase 1718502 1719557 

NMB1652 conserved hypothetical protein 1720979 1719627 

NMB1653 conserved hypothetical protein 1721266 1720997 

NMB1654 conserved hypothetical protein 1722129 1721395 

NMB1655 adenine specific methylase, putative 1723321 1722413 

NMB1656 hypothetical protein 1723454 1724044 

NMB1657 comE operon protein 1-related protein 1725327 1724713 
NMB1658 DNA/pantothenate metabolism flavoprotein 1731065 1732246 
NMB165 9 guanos ine-3 \ 5 N -bis (diphosphate) 3 * -pyrophosphohydrolase 17 34 4 72 
1732319 

NMB1660 DNA-directed RNA polymerase, omega subunit 1734770 1734567 
NMB1661 guanylate kinase 1735446 1734832 

NMB1662 adenine phosphoribosyltransf erase 1735607 1736170 

NMB1663 conserved hypothetical protein 1737007 1736222 

NMB1664 protease, putative 1737332 1738684 

NMB1665 conserved hypothetical protein 1739253 1738870 

NMB1666 hypothetical protein 1739498 1739253 

NMB1667 hypothetical protein 1740061 1739858 

NMB1668 hemoglobin receptor 1742596 1740224 

NMB1669 iron-starvation protein PigA 1743420 1742794 

NMB1670 PqiA family protein 1743706 1745214 
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NMB1671 pqiB protein 1745210 1746868 

NMB1672 conserved hypothetical protein 1746871 1747386 

NMB1673 DNA-3-methyladenine glycosylase I, putative 1747393 1747941 

NMB1674 GDSL lipase family protein 1747934 1748572 

NMB1675 hypothetical protein 1748797 1749102 

NMB1676 glycine dehydrogenase ( decarboxylating ) 1749136 1751984 
NMB1677 cytochrome c5 1753288 1752452 

NMB1678 aromatic-amino-acid aminotransferase 1754906 1753716 
NMB1679 tRNA ( uracil-5- ) -methyltrans f erase 1756015 1754930 
NMB1680 chorismate synthase 1756162 1757259 
NMB1681 hypothetical protein 1757354 1757776 
NMB1682 topoisomerase IV subunit B 1759838 1757856 
NMB1683 MutT/nudix family protein 1760429 1759908 
NMB1684 seryl-tRNA synthetase 1760595 1761887 
NMB1685 D-lactate dehydrogenase 1762966 1761971 
NMB1686 peptide chain release factor 1 1764167 1763094 
NMB1687 conserved hypothetical protein 1765042 1764275 
NMB1688 L-asparaginase I 1766051 1765053 
NMB1689 dedA protein, putative 1767007 1766327 

NMB1690 phosphoglucomutase/phosphomannomutase family protein 17 68532 
1767201 

NMB1691 dihydropteroate synthase 1769519 1768665 

NMB1692 chorismate mutase-related protein 1770552 1769662 

NMB1693 hypothetical protein 1770643 1772754 

NMB1694 conserved hypothetical protein 1774305 1772824 

NMB1695 hypothetical protein 1774424 1775401 

NMB1696 acyl carrier protein 1775800 1775558 

NMB1697 acyl carrier protein, putative 1776072 1775815 

NMB1698 acyltransferase, putative 1776827 1776072 

NMB1699 hypothetical protein 1777185 1776823 

NMB1700 hypothetical protein 1777345 1777707 

NMB1701 hypothetical protein 1777763 1778260 

NMB1702 3-oxoacyl- (acyl-carrier-protein) reductase 1778291 1779016 
NMB1703 3-oxoacyl- (acyl-carrier-protein) synthase II 1779013 1780260 
NMB1704 beta-1, 4 -glucosylt ransf erase 1780467 1781222 
NMB1705 alpha-1, 2-N-acetylglucosamine transferase 1781226 1782287 
NMB1706 hypothetical protein 1782329 1782496 

NMB1707 sodium- and chloride-dependent transporter 1782677 1784011 
NMB1708 NosX-related protein 1784846 1784189 
NMB1709 thymidylate synthase 1785648 1784857 

NMB1710 glutamate dehydrogenase, NADP-specif ic 1786032 1787363 
NMB1711 transcriptional regulator, GntR family 1788280 1787504 
NMB1712 L-lactate permease-related protein 1788711 1789007 
NMB1713 transposase, IS30 family 1790361 1789399 
NMB1714 multidrug efflux pump channel protein 1791874 1790474 
NMB1715 multiple transferable resistance system protein MtrD 1795132 
1791932 

NMB1716 membrane fusion protein 1796382 1795147 
NMB1717 trancscriptional regulator MtrR 1796785 1797414 
NMB1718 hypothetical protein 1797953 1797699 
NMB1719 efflux pump component MtrF 1798240 1799805 

NMB1720 exodeoxyribonuclease V 125 kD polypeptide 1803085 1799879 
NMB1721 conserved hypothetical protein 1804596 1803190 
NMB1722 cytochrome C555 FRAMESHIFT 1804923 1804801 
NMB1723 cytochrome c oxidase, subunit III 1806129 1805035 
NMB1724 cytochrome c oxidase, subunit II 1806939 1806331 
NMB1725 cytochrome c oxidase, subunit I 1808411 1806969 
NMB1726 conserved hypothetical protein 1808726 1810471 
NMB1727 conserved hypothetical protein 1810539 1810964 
NMB1728 biopolymer transport protein ExbD 1812088 1811657 
NMB1729 biopolymer transport protein ExbB 1812753 1812094 
NMB1730 TonB protein 1813661 1812822 

NMB1731 conserved hypothetical protein 1813916 1814551 
NMB1732 transporter, putative 1815806 1815009 
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NMB1733 hypothetical protein 1816445 1815945 

NMB1734 glutaredoxin 1817423 1816785 

NMB1735 GTP pyrophosphokinase 1817566 1819776 

NMB1736 transposase, putative FRAMESHIFT 1820048 1820856 

NMB1737 secretion protein, putative 1822426 1821026 

NMB1738 secretion protein, putative 1823922 1822498 

NMB1739 hypothetical protein 1824158 1824508 

NMB1740 hypothetical protein 1824635 1825042 

NMB1741 conserved hypothetical protein FRAMESHIFT 1825116 1826455 

NMB1742 hypothetical protein 1826503 1826790 

NMB1743 hypothetical protein 1826798 1826992 

NMB1744 hypothetical protein 1827003 1827284 

NMB1745 hypothetical protein 1827294 1827569 

NMB1746 hypothetical protein 1827700 1827987 

NMB1747 tspB protein, putative 1828031 1829533 

NMB1748 conserved hypothetical protein 1829537 1829824 

NMB1749 conserved hypothetical protein 1829837 1830919 

NMB1750 pilin gene inverting protein PivNM-2 1831548 1832495 

NMB1751 transposase, degenerate 1833264 1832887 

NMB1752 conserved hypothetical protein FRAMESHIFT 1833772 1833299 
NMB1753 VapD-related protein 1834647 1835081 

NMB1754 cryptic plasmid protein A-related protein 1835182 1835084 

NMB1755 hypothetical protein 1835328 1835669 

NMB1756 hypothetical protein 1835980 1836171 

NMB1757 hypothetical protein 1836529 1836756 

NMB1758 hypothetical protein 1837008 1837217 

NMB1759 conserved hypothetical protein 1837403 1838764 

NMB1760 conserved hypothetical protein 1839128 1839631 

NMB1761 conserved hypothetical protein 1839797 1841047 

NMB1762 hemolysin activation protein HecB, putative 1843162 1841378 

NMB1763 toxin-activating protein, putative 1843675 1843220 

NMB1764 hypothetical protein 1844155 1843844 

NMB1765 hypothetical protein 1844466 1844170 

NMB1766 hypothetical protein 1845460 1844450 

NMB1767 hypothetical protein 1845945 1845532 

NMB1768 hemagglutinin/hemolysin-related protein 1853493 1845952 

NMB1769 IS1016 family transposase, putative truncation 1853631 1853822 

NMB1770 transposase, IS30 family 1854072 1855034 

NMB1771 hypothetical protein 1855539 1855108 

NMB1772 hypothetical protein 1857374 1855539 

NMB1773 hypothetical protein 1857783 1857412 

NMB1774 hypothetical protein 1858438 1858064 

NMB1775 hypothetical protein 1860252 1858450 

NMB1776 hypothetical protein 1860353 1860252 

NMB1777 hypothetical protein 1861364 1861122 

NMB1778 hypothetical protein 1861489 1861388 

NMB1779 hemagglutinin/hemolysin-related protein 1867499 1861515 
NMB1780 hemolysin activation protein HecB, putative 1869350 1867611 
NMB1781 hypothetical protein 1869919 1869752 
NMB1782 hypothetical protein 1870236 1869937 

NMB1783 secretion protein, putative FRAMESHIFT 1871826 1870605 
NMB1784 hypothetical protein 1872240 1871890 
NMB1785 hypothetical protein 1872472 1872236 
NMB1786 hypothetical protein 1873623 1872472 

NMB1787 N-acetyl-gamma-glutamyl-phosphate reductase 1874156 1875196 
NMB1788 ATP-dependent DNA helicase RecG 1878304 1876265 
NMB1789 protein-export protein SecB 1878833 1878393 
NMB1790 glutaredoxin 3 1879111 1878857 

NMB1791 cytoplasmic axial filament protein FRAMESHIFT 1879236 1880813 
NMB1792 sensor histidine kinase 1881795 1880854 

NMB1793 response regulator, putative FRAMESHIFT 1882272 1881854 

NMB1794 citrate transporter 1883808 1882498 

NMB1795 hypothetical protein 1884071 1883916 

NMB1796 conserved hypothetical protein 1884950 1884381 
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NMB1797 penicillin-binding protein 3 1885109 1886515 

NMB1798 IS1016 family transposase, putative FRAMESHIFT 1887236 1886597 

NMB1799 S-adenosylmethionine synthetase 1888654 1887488 

NMB1800 hypothetical protein 1888703 1888903 

NMB1801 HtrB/MsbB family protein 1889000 1889893 

NMB1802 O-sialoglycoprotein endopept idase 1891004 1889943 

NMB1803 cytochrome c-type biogenesis protein, putative 1892308 1891124 

NMB1804 cytochrome c-type biogenesis protein, putative 1894316 1892304 

NMB1805 cytochrome c4 1895153 1894533 

NMB1806 conserved hypothetical protein 1895353 1895985 

NMB1807 penicillin-binding protein 1 1898505 1896112 

NMB1808 pilM protein 1898657 1899769 

NMB1809 pilN protein FRAMESHIFT 1899775 1900371 

NMB1810 pilO protein 1900375 1901019 

NMB1811 pilP protein 1901040 1901582 

NMB1812 pilQ protein FRAMESHIFT 1901604 1903908 

NMB1813 shikimate kinase 1904813 1905322 

NMB1814 3-dehydroquinate synthase 1905405 1906481 

NMB1815 conserved hypothetical protein 1907451 1908290 

NMB1816 conserved hypothetical protein 1908323 1908784 

NMB1817 riboflavin-specif ic deaminase 1908819 1909925 

NMB1818 lipopolysaccharide biosynthesis protein, putative 1910123 1911541 

NMB1819 hypothetical protein 1911541 1911693 

NMB1820 pilin glycosylat ion protein PglB 1911712 1912950 

NMB1821 pilin glycosylat ion protein PglC 1913086 1914258 

NMB1822 pilin glycosylation protein PglD 1914309 1916216 

NMB1823 valine — pyruvate aminotransferase 1916275 1917564 

NMB1824 conserved hypothetical protein 1918455 1917622 

NMB1825 hypothetical protein 1919103 1918903 

NMB1826 conserved hypothetical protein 1919452 1919084 

NMB1827 DNA polymerase III, alpha subunit 1919852 1923283 

NMB1828 conserved hypothetical protein 1924652 1923723 

NMB1829 TonB-dependent receptor 1926848 1924725 

NMB1830 phosphoglycolate phosphatase, putative 1926996 1927652 
NMB1831 lytB protein 1928711 1927746 

NMB1832 lipoprotein signal peptidase 1929267 1928743 
NMB1833 isoleucyl-tRNA synthetase 1933332 1930546 

NMB1834 riboflavin kinase/FMN adenylyltransf erase 1934394 1933477 
NMB1835 tyrosyl-tRNA synthetase 1936217 1934925 

NMB1836 lipopolysaccharide biosynthesis protein WbpC, putative 1938151 
1936283 

NMB1837 hypothetical protein 1938466 1938215 
NMB1838 GTP-binding protein, putative 1939615 1938527 
NMB1839 formate — tetrahydrof olate ligase 1941406 1939733 
NMB1840 conserved hypothetical protein 1941581 1942009 

NMB1841 mannose-l-phosphate guanyltransf erase-related protein 1942741 
194 204 9 

NMB1842 4-hydroxyphenylacetate 3-hydroxylase, small subunit, putative 
1943257 1942760 

NMB1843 transcriptional regulator, MarR family 1943812 1943375 

NMB1844 hypothetical protein 1943938 1943819 

NMB1845 thioredoxin 1944662 1944156 

NMB1846 Mrp/NBP35 family protein 1945032 1946108 

NMB1847 pilCl protein FRAMESHIFT 1947287 1950374 

NMB1848 hypothetical protein 1952279 1951938 

NMB1849 carbamoyl-phosphate synthase, small subunit 1952589 1953719 

NMB1850 hypothetical protein 1954091 1954363 

NMB1851 hypothetical protein 1954440 1954697 

NMB1852 conserved hypothetical protein 1954697 1955083 

NMB1853 hypothetical protein 1955422 1955691 

NMB1854 hypothetical protein 1955768 1956406 

NMB1855 carbamoyl-phosphate synthase, large subunit 1956438 1959650 
NMB1856 transcriptional regulator, LysR family 1960777 1959881 
NMB1857 modulator of drug activity B 1961016 1961591 
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NMB1858 hypothetical protein 1961977 1961594 

NMB1859 S-adenosylmethionine : tRNA ribosyltransf erase-isomerase 1963108 
1962071 

NMB1860 acetyl-CoA carboxylase, biotin carboxyl carrier protein 19634 64 
1963916 

NMB1861 acetyl-CoA carboxylase, biotin carboxylase 1964031 1965389 
NMB1862 ribosomal protein Lll methyltransf erase 1965653 1966537 
NMB1863 oligoribonuclease 1966558 1967118 

NMB1864 glutamate-l-semialdehyde 2 , 1-aminomutase 1968808 1967528 
-NMB1865 hypothetical protein 1968821 1969036 
NMB1866 conserved hypothetical protein 1969593 1970918 
NMB1867 l-deoxyxylulose-5-phosphate synthase 1972919 1971009 
NMB1868 integrase/recombinase XerC 1973909 1973007 
NMB1869 f ructose-bisphosphate aldolase 1974093 1975154 
NMB1870 hypothetical protein 1975177 1976136 
NMB1871 conserved hypothetical protein 1976286 1976960 

NMB1872 ribosomal-protein-alanine acetyltransf erase, putative 1976960 
1977397 

NMB1873 DNA polymerase, bacteriophage-type , putative 1977394 1978128 

NMB1874 orotate phosphoribosyltransf erase 1978193 1978831 

NMB1875 hypothetical protein 1978908 1979339 

NMB1876 N-acetylglutamate synthase 1979339 1980646 

NMB1877 prolyl oligopeptidase family protein 1980850 1982862 

NMB1878 transcriptional regulator, AraC family 1983567 1982983 

NMB1879 hypothetical protein 1983936 1983628 

NMB1880 ABC transporter, periplasmic solute-binding protein, putative 

1984172 1985134 
NMB1881 conserved hypothetical protein 1985694 1986014 
NMB1882 TonB-dependent receptor 1986131 1988305 
NMB1883 hypothetical protein 1988727 1988440 
NMB1884 conserved hypothetical protein 1989047 1988727 
NMB1885 protein-L-isoaspartate O-methyltransf erase 1989783 1989130 
NMB1886 conserved hypothetical protein 1990389 1989889 
NMB1887 triosephosphate isomerase 1990568 1991338 
NMB1888 protein-export membrane protein SecG 1991348 1991695 
NMB1889 hypothetical protein 1992486 1992575 
NMB1890 conserved hypothetical protein 1992709 1993074 
NMB1891 helix-turn-helix family protein 1993074 1993382 
NMB1892 hypothetical protein 1993495 1993704 

NMB1893 conserved hypothetical protein FRAMESHI FT 1994615 1993771 

NMB1894 leucyl-tRNA synthetase, truncation 1994851 1994723 

NMB1895 DNA adenine methylase, truncation 1994987 1994847 

NMB1896 type II restriction enzyme Dpnl 1995774 1994974 

NMB1897 leucyl-tRNA synthetase 1998538 1995911 

NMB1898 lipoprotein 1998808 1999320 

NMB1899 hypothetical protein 1999330 1999770 

NMB1900 polyphosphate kinase 1999849 2001996 

NMB1901 IS1016C2 transposase, degenerate 2002232 2002770 

NMB1902 DNA polymerase III, beta subunit 2004113 2003013 

NMB1903 chromosomal replication initiator protein DnaA 2005904 2004351 

NMB1904 ribosomal protein L34 2006196 2006327 

NMB1905 ribonuclease P protein component 2006333 2006695 

NMB1906 conserved hypothetical protein 2006763 2006981 

NMB1907 60 kd inner-membrane protein 2007156 2008790 

NMB1908 conserved hypothetical protein 2009599 2008877 

NMB1909 Maf / YceF/YhdE family protein 2010236 2009649 

NMB1910 conserved hypothetical protein 2010384 2010884 

NMB1911 50S ribosomal protein L32 2010921 2011097 

NMB1912 conserved hypothetical protein 2011275 2011799 

NMB1913 fatty acid/phospholipid synthesis protein 2011891 2012943 

NMB1914 hypothetical protein 2013082 2013330 

NMB1915 hypothetical protein 2013360 2013746 

NMB1916 3-oxoacyl- (acyl-carrier-protein) synthase III 2013931 2014890 
NMB1917 conserved hypothetical protein 2014940 2015344 
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NMB1918 
NMB1919 
NMB1920 
NMB1921 
NMB1922 
NMB1923 
NMB1924 
NMB1925 
NMB1926 

NMB1927 

NMB1928 

NMB1929 

NMB1930 
NMB1931 
NMB1932 
NMB1933 
NMB1934 
NMB1935 
NMB1936 
NMB1937 
NMB1938 
NMB1939 
NMB1940 
NMB1941 
NMB1942 
NMB1943 
NMB1944 
NMB1945 
NMB194 6 
NMB1947 
NMB1948 
NMB1949 
NMB1950 
NMB1951 
NMB1952 
NMB1953 
NMB1954 
NMB1955 
NMB1956 
NMB1957 
NMB1958 
NMB1959 
NMB1960 
NMB1961 
NMB1962 
NMB1963 
NMB1964 
NMB1965 
NMB1966 
NMB1967 
NMB1968 
NMB1969 
NMB1970 

NMB1971 
NMB1972 
NMB1973 
NMB1974 
NMB1975 
NMB197 6 



ATP synthase Fl, 

ATP synthase Fl, 

ATP synthase Fl, 

ATP synthase FO, 

ATP synthase FO, 

ATP synthase FO, 



malonyl CoA-acyl carrier protein transacylase 2015441 2016364 
ABC transporter, ATP-binding protein 2016505 2018367 
GMP synthase 2018470 2020032 

3-oxoacyl- (acyl-carrier-protein) reductase 2020097 2020840 
IS1106 transposase, degenerate 2021273 2021118 
conserved hypothetical protein 2021377 2021757 
inositol monophosphatase family protein 2022673 2021981 
conserved hypothetical protein 2022876 2023598 

lacto-N-neotetraose biosynthesis glycosyl transferase LgtE 2025680 
2024841 

lacto-N-neotetraose biosynthesis glycosyl transf erase-related 
protein 2025817 2025725 

lacto-N-neotetraose biosynthesis glycosyl transferase LgtB 2026656 
2025832 

lacto-N-neotetraose biosynthesis glycosyl transferase LgtA 2027747 
202 6701 

glycyl-tRNA synthetase, beta chain 2029827 2027767 
hypothetical protein 2030256 2029912 

glycyl-tRNA synthetase, alpha chain 2031238 2030336 
ATP synthase Fl, epsilon subunit 2032065 2031646 
ATP synthase Fl, beta subunit 2033473 2032079 
gamma subunit 2034386 2033514 
alpha subunit 2035958 2034414 
delta subunit 2036502 2035972 
B subunit 2036977 2036510 
C subunit 2037284 2037051 
A subunit 2038207 2037344 
hypothetical protein 2038550 2038200 
hypothetical protein 2038997 2038707 
hypothetical protein 2039340 2039170 
ParB family protein 2040252 2039395 

3-octaprenyl-4-hydroxybenzoate carboxy-lyase 2040407 2040976 

outer membrane lipoprotein 2041904 2041044 

ABC transporter, permease protein 2042749 2042066 

ABC transporter, ATP-binding protein 2043488 2042754 

soluble lytic murein transglycosylase, putative 2044018 2045865 

30S ribosomal protein S21 2046157 2046366 

conserved hypothetical protein 2046405 2046944 

stringent starvation protein B 2047538 2047149 

stringent starvation protein A 2048215 2047613 

hypothetical protein 2050146 2048488 

cadmium resistance protein 2050933 2050310 

SOS ribosomal protein L31 2051451 2051239 

acetyltransf erase-related protein FRAMESHIFT 2051688 2052197 
thioredoxin, putative 2052770 2052273 
conserved hypothetical protein 2053150 2052770 
hypothetical protein 2053632 2053153 
VacJ-related protein 2054464 2053640 
hypothetical protein 2054739 2054464 
conserved hypothetical protein 2055380 2054793 
conserved hypothetical protein 2055911 2055420 
conserved hypothetical protein 2056738 2055965 
ABC transporter, ATP-binding protein 2057586 2056789 
transcriptional regulator, AraC family 2057759 2058673 
aldehyde dehydrogenase A 2058936 2060375 
serotype-l-specif ic antigen, putative 2061412 2064657 
para-aminobenzoate synthetase component I/4-amino-4- 
deoxychorismate lyase, putative 2065692 2067470 
conserved hypothetical protein 2069049 2067535 
chaperonin, 60 kDa 2071379 2069748 
chaperonin, 10 kDa 2071762 2071475 
IS1016C2 transposase, degenerate 2071990 2072639 
sodium- and chloride-dependent transporter 2072855 2074387 
diaminopimelate decarboxylase 2075759 2074518 
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NMB1977 hypothetical protein 2075940 2075773 
NMB1978 cyaY protein 2076011 2076331 

NMB1979 conserved hypothetical protein 2076361 2077374 
NMB1980 conserved hypothetical protein 2077403 2077819 
NMB1981 conserved hypothetical protein 2077844 2078347 
NMB1982 DNA polymerase I 2078496 2081309 
NMB1983 hypothetical protein 2082658 2083326 
NMB1984 IS1106 transposase FRAMESHIFT 2083391 2084499 
NMB1985 adhesion and penetration protein 2089191 2084821 
NMB1986 hypothetical protein 2089756 2089328 

NMB1987 thiophene and furan oxidation protein ThdF 2090041 2091384 
NMB1988 iron-regulated outer membrane protein FrpB 2092611 2094752 
NMB1989 iron (III) ABC transporter, periplasmic binding protein 2095472 
2096434 

NMB1990 iron (III) ABC transporter, permease protein 2096601 2097566 
NMB1991 iron (III) ABC transporter, permease protein 2097559 2098530 
NMB1992 hypothetical protein 2098577 2099200 

NMB1993 iron (III) ABC transporter, ATP-binding protein 2099286 2100041 
NMB1994 adhesin/invasin, putative 2100342 2101433 

NMB1995 nitrogen regulatory protein P-II, FRAMESHIFT 2101839 2101423 

NMB1996 phosphoribosylf ormylglycinamidine synthase 2101990 2105949 

NMB1997 hydroxyacylglutathione hydrolase 2106047 2106802 

NMB1998 serine-type peptidase 2107119 2111411 

NMB1999 magnesium transporter 2111646 2113097 

NMB2000 conserved hypothetical protein 2114094 2113189 

NMB2001 conserved hypothetical protein 2114339 2115091 

NMB2002 hypothetical protein 2115113 2115328 

NMB2003 conserved hypothetical protein 2115476 2115820 

NMB2004 conserved hypothetical protein 2115820 2116509 

NMB2005 glutamate N-acetyltrans f erase/amino-acid acetyltransf erase 2116579 
2117796 

NMB2006 chloride channel protein-related protein 2117859 2119265 
NMB2007 ATP-dependent RNA helicase HrpA, truncation 2119458 2120846 
NMB2008 ABC transporter, ATP-binding protein-related protein 2120993 
2122633 

NMB2009 ATP-dependent RNA helicase HrpA, degenerate 2122680 2122859 

NMB2010 YhbX/YhjW/YijP/YjdB family protein 2123074 2124648 

NMB2011 ATP-dependent RNA helicase HrpA, truncation 2124717 2128133 

NMB2012 transcriptional regulator, HTH_3 family 2129260 2128172 

NMB2013 hypothetical protein 2129920 2129279 

NMB2014 hypothetical protein 2130249 2130004 

NMB2015 hypothetical protein 2130614 2130880 

NMB2016 type IV pilin-related protein 2131493 2131047 

NMB2017 ComEA-related protein 2132027 2131584 

NMB2018 conserved hypothetical protein 2138411 2137752 

NMB2019 lipopolysaccharide core biosynthesis protein KdtB 2138949 2138440 

NMB2020 conserved hypothetical protein 2139756 2139076 

NMB2021 conserved hypothetical protein 2140179 2139916 

NMB2022 conserved hypothetical protein 2140722 2140255 

NMB2023 conserved hypothetical protein 2141162 2140779 

NMB2024 conserved hypothetical protein 2141826 2141224 

NMB2025 conserved hypothetical protein 2142422 2141826 

NMB2026 ABC transporter, permease protein 2144046 2142454 

NMB2027 gluconate permease 2144385 2145767 

NMB2028 thermoresistant gluconokinase 2145790 2146305 

NMB2029 homoserine kinase FRAMESHIFT 2147564 2146650 

NMB2030 3-demethylubiquinone-9 3-methyltransf erase 2148329 2147604 

NMB2031 tryptophan transporter 2148481 2149719 

NMB2032 lipopolysaccharide glycosyl transferase, FRAMESHIFT 2149872 
2150922 

NMB2033 histidinol-phosphatase, putative 2151173 2151733 

NMB2034 l-acyl-sn-glycerol-3-phosphate acyltransf erase , putative 2151765 
2152505 

NMB2035 conserved hypothetical protein 2152505 2153194 
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NMB2036 tRNA pseudouridine synthase A 2154495 2155390 
NMB2037 hypothetical protein 2155415 2155651 
NMB2038 PemK-related protein 2155642 2155962 
NMB2039 major outer membrane protein PIB 2157487 2158479 
NMB2040 thiamine biosynthesis protein ThiC 2161479 2159581 
NMB2041 thiamin pyrophosphokinase-related protein 2162093 2162965 
NMB2042 spermidine/putrescine ABC transporter, ATP-binding protein 2162977 
2163912 

NMB2043 IS1106 transposase, putative POINT MUTATION 2165702 2164734 
NMB2044 phosphoenolpyruvate-protein phosphotransferase 2168278 2166506 
NMB2045 phosphocarrier protein HPr 2168547 2168281 
NMB2046 PTS system, IIAB component 2169074 2168619 

NMB2047 hypoxanthine-guanine phosphoribosyltransf erase, putative 2169697 
2169137 

NMB2048 DNA ligase 2170590 2169769 

NMB2049 glyoxalase II family protein 2170682 2171311 
NMB2050 conserved hypothetical protein 2173305 2171524 

NMB2051 ubiquinol--cytochrome c reductase, cytochrome cl 2174444 2173647 
NMB2052 ubiquinol— cytochrome c reductase, cytochrome b 2175793 2174447 
NMB2053 ubiquinol—cytochrome c reductase, iron-sulfur subunit 2176393 
2175815 

NMB2054 conserved hypothetical protein 2177265 2176519 
NMB2055 transcriptional regulator, LysR family 2177396 2178322 
NMB2056 30S ribosomal protein S9 2178972 2178583 
NMB2057 SOS ribosomal protein L13 2179413 2178985 
NMB2058 conserved hypothetical protein 2180081 2179779 
NMB2059 hypothetical protein 2180421 2180095 

NMB2060 glycerol-3-phosphate dehydrogenase (NAD+) 2181465 2180479 

NMB2061 phosphoenolpyruvate carboxylase 2184290 2181591 

NMB2062 thiF protein 2184460 2185227 

NMB2063 slyX protein, putative 2186018 2185797 

NMB2064 conserved hypothetical protein 2187407 2186022 

NMB2065 hemK protein FRAMESHIFT 2188764 2187496 

NMB2066 tldD protein 2190271 2188832 

NMB2067 conserved hypothetical protein 2190661 2191881 

NMB2068 D-amino acid oxidase f lavoprotein, putative 2191881 2192978 

NMB2069 thiamin-phosphate pyrophosphorylase 2193003 2193617 

NMB2070 hypothetical protein 2194042 2194233 

NMB2071 thiG protein 2194450 2195235 

NMB2072 hypothetical protein 2195352 2195492 

NMB2073 hypothetical protein 2195580 2195780 

NMB2074 hypothetical protein 2196867 2196004 

NMB2075 BirA protein/Bvg accessory factor 2198657 2196882 

NMB2076 aut protein 2199160 2198657 

NMB2 077 methylenetetrahydro folate dehydrogenase /met henyltetrahydr of olate 

cyclohydrolase FRAMESHIFT 2199800 2200650 
NMB2078 conserved hypothetical protein 2201296 2200718 
NMB2079 aspartate-semialdehyde dehydrogenase 2201472 2202584 
NMB2080 hypothetical protein 2203345 2202818 
NMB2081 hypothetical protein 2203700 2203359 
NMB2082 exodeoxyribonuclease 2204466 2203690 
NMB2083 cysteinyl-tRNA synthetase 2205970 2204552 
NMB2084 hypothetical protein 2206648 2205985 
NMB2085 hypothetical protein 2207707 2206661 
NMB2086 GTP-binding protein 2208944 2207793 
NMB2087 hypothetical protein 2209792 2209433 
NMB2088 conserved hypothetical protein 2210766 2209894 
NMB2089 conserved hypothetical protein 2210812 2211156 
NMB2090 phosphoheptose isomerase 2211164 2211754 
NMB2091 hemolysin, putative 2211821 2212426 
NMB2092 hypothetical protein 2212437 2213066 
NMB2093 methionine aminopept idase 2213109 2213885 
NMB2094 hypothetical protein 2214043 2214339 
NMB2095 adhesin complex protein, putative 2214580 2214951 
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NMB2096 malaterquinone oxidoreductase 2216608 2215145 

NMB2097 hypothetical protein 2216749 22166.63 

NMB2098 conserved hypothetical protein 2217735 2217148 

NMB2099 conserved hypothetical protein 2218377 2217799 

NMB2100 hypothetical protein 2218455 2218685 

NMB2101 30S ribosomal protein S2 2218861 2219586 

NMB2102 elongation factor TS (EF-TS) 2219718 2220569 

NMB2103 uridylate kinase 2220789 2221505 

NMB2104 mafA protein FRAMESHI FT 2221692 2222652 

NMB2105 mafB protein 2222695 2224143 

NMB2106 hypothetical protein 2224143 2224496 

NMB2107 MafB-related protein 2224527 2225288 

NMB2108 hypothetical protein 2225301 2225504 

NMB2109 hypothetical protein 2225639 2225887 

NMB2110 hypothetical protein 2225887 2226255 

NMB2111 MafB-related protein 2226268 2227110 

NMB2112 hypothetical protein 2227306 2227572 

NMB2113 hypothetical protein 2227598 2227897 

NMB2114 MafB-related protein 2227948 2228583 

NMB2115 hypothetical protein 2228589 2228930 

NMB2116 hypothetical protein 2228971 2229312 

NMB2117 MafB-related protein, degenerate 2229645 2230340 

NMB2118 hypothetical protein 2230340 2230654 

NMB2119 MafB-related protein 2230709 2231464 

NMB2120 hypothetical protein 2231471 2231869 

NMB2121 hypothetical protein 2232031 2232372 

NMB2122 MafB-related protein 2232409 2232510 

NMB2123 hypothetical protein 2232518 2232871 

NMB2124 hypothetical protein 2232922 2233047 

NMB2125 hypothetical protein 2233047 2233418 

NMB2126 IS1016 family transposase, putative FRAMESHIFT 2234296 2233462 

NMB2127 protease, putative 2235364 2234381 

NMB2128 CinA-related protein 2236204 2235407 

NMB2129 argininosuccinate synthase 2236517 2237857 

NMB2130 hypothetical protein 2237908 2238147 

NMB2131 hypothetical protein 2238143 2238355 

NMB2132 transferrin-binding protein-related protein 2239900 2238437 

NMB2133 sodium/dicarboxylate symporter family protein 2241384 2240158 

NMB2134 conserved hypothetical protein 2241857 2243761 

NMB2135 conserved hypothetical protein 2243771 2247985 

NMB2136 peptide transporter 2249471 2250925 

NMB2137 hypothetical protein 2251451 2251660 

NMB2138 peptide chain release factor 2 2252924 2251824 

NMB2139 conserved hypothetical protein 2253920 2253030 

NMB2140 conserved hypothetical protein 2254265 2254711 

NMB2141 hypothetical protein 2254787 2255092 

NMB2142 conserved hypothetical protein 2255187 2256050 

NMB2143 conserved hypothetical protein 2256043 2256786 

NMB2144 sigma factor, putative 2256811 2257395 

NMB2145 hypothetical protein 2257404 2257580 

NMB2146 hypothetical protein 2257703 2257810 

NMB2147 hypothetical protein 2257842 2258261 

NMB2148 transposase, IS30 family 2258738 2259700 

NMB2149 hypothetical protein 2260052 2259795 

NMB2150 conserved hypothetical protein 2261006 2260440 

NMB2151 phosphoribosylamine — glycine ligase 2262344 2261076 

NMB2152 hypothetical protein 2262502 2262816 

NMB2153 conserved hypothetical protein 2263482 2262874 

NMB2154 electron transfer f lavoprotein, alpha subunit 2264480 2263548 
NMB2155 electron transfer f lavoprotein, beta subunit 2265240 2264494 
NMB2156 heptosyltransferase I 2266435 2265470 

NMB2157 pyrazinamidase/nicotinamidase PncA, putative 2267107 2266475 

NMB2158 conserved hypothetical protein 2267221 2267898 

NMB2159 glyceraldehyde 3-phosphate . dehydrogenase 2269163 2268162 
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NMB2160 DNA mismatch repair protein MutS 2269607 2272198 

NMB0505 hypothetical protein 533467 533186 

NMB1123 hypothetical protein 1135584 1135390 

NMB1124 hypothetical protein 1136271 1135627 

NMB1125 hypothetical protein 1136639 1136271 

NMB1126 hypothetical protein 1137317 1136649 

NMB1127 oxidoreductase, short chain dehydrogenase/reductase family 1138201 
1137485 

NMB1129 hypothetical protein 1139833 1139630 
NMB1130 phytoene synthase, putative 1140867 1139998 

NMB1133 conserved hypothetical protein / ankyrin-related protein 1144428 
1143670 

NMB1134 ferredoxin, 2Fe-2S type 1144824 1144486 

NMB1135 hypothetical protein 1145242 1145102 

NMB1137 conserved hypothetical protein 1146211 1146017 

NMB1138 conserved hypothetical protein 1146683 1146285 

NMB1141 RNA methyltransf erase , TrmH family 1150088 1149480 

NMB1142 hypothetical protein 1150375 1150142 

NMB1143 hypothetical protein 1150909 1150547 

NMB1144 hypothetical protein 1151226 1150924, lipoprotein 

NMB1147 hypothetical protein 1154639 1154007, homology to plasmid proteins 

Y4SH_RISHN and PX02 BACAN 
NMB1149 hypothetical protein 1155016 11.54876 

NMB1151 sulfite reductase hemoprotein, beta-component 1159086 1157320 
NMB1152 sulfite reductase (NADPH) f lavoprotein, alpha component 1160927 
1159116 

NMB1154 sulfate adenylyltransf erase , subunit 2 1163172 1162252 
NMB1156 siroheme synthase 1165412 1163964 
NMB1157 hypothetical protein 1165696 1165541 

NMB1159 conserved hypothetical protein 1167316 1166429, inner membrane 

NMB1160 conserved hypothetical protein 1167316 1166429 

NMB1166 conserved hypothetical protein 1171633 1170323 

NMB1169 chaperone protein HscA 1174933 1173074 

NMB1170 hypothetical protein 1175666 1175013 

NMB1174 hypothetical protein 1178053 1177373 

NMB1177 acetyl-CoA carboxylase, carboxyl transferase alpha subunit 1179887 
1178931 

NMB1178 mesJ protein FRAMESHI FT 1181265 1179984 

NMB1183 UDP-N-acetylmuramate : L-alanyl-gamma-D-glutamyl-meso- 

diaminopimelate ligase 1184700 1183327 
NMB1184 biotin synthetase 1185959 1184910 
NMB1186 hypothetical protein 1186881 1186729 
NMB1188 dihydroxy-acid dehydratase 1189180 1187324 
NMB1191 sulfate adenylyltransf erase , subunit 1 1194246 1192963 
NMB1193 phosphoadenosine phosphosulf ate reductase 1195986 1195249 
NMB1196 nickel-dependent hydrogenase, b-type cytochrome subunit 1198401 

1197748 
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